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RNA INTERFERENCE MEDIATED INHIBITION OF GENE EXPRESSION 
USING SHORT INTERFERING NUCLEIC ACID (siNA) 

This invention claims the benefit of Beigehnan USSN 60/358,580 filed February 
20, 2002, of Beigelman USSN 60/363,124 filed March 11, 2002, of Beigelman USSN 
5 60/386,782 filed June 6, 2002, of Beigehnan USSN 60/406,784 filed August 29, 2002, of 
Beigehnan USSN 60/408,378 filed September 5, 2002, of Beigehnan USSN 60/409,293 
filed September 9, 2002, and of Beigehnan USSN 60/440,129 filed January 15, 2003. 
These appUcations are hereby incorporated by reference herein in their entireties, 
including the drawings. 

10 Field Of The Invention 

The present invention concerns methods and reagents usefiil in modulating gene 
expression in a variety of applications, including use in therapeutic, diagnostic, target 
validation, and genomic discovery applications. Specifically, the uivention relates to 
small nucleic acid molecules, such as short interfering nucleic acid (siNA), short 
15 mterfering RNA (siRNA), double-stranded RNA (dsKNA), micro-RNA (miRNA), and 
short hairpm RtSTA (shRNA) molecules capable of mediating RNA interference (RNAi). 

Background Of The Invention 

The following is a discussion of relevant art pertaining to RNAi. The discussion is 
provided only for understanding of the invention that follows. The summary is not an 
20 admission that any of the work described below is prior art to the claimed invention. 
Applicant demonstrates herein that chemically modified short interfering nucleic acids 
possess the same capacity to mediate RNAi as do siRNA molecules and are expected to 
possess improved stability and activity in vivo; therefore, tliis discussion is not meant to 
be limiting only to siKNA and can be applied to siNA as a whole. 

25 RNA interference refers to the process of sequence-specific post-transcriptional 

gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et aL, 1998, 
Nature, 391, 806). The corresponding process m plants is commonly referred to as post- 
transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fiongi. The process of post-transcriptional gene silencing is thought to be an 

1 
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evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes and is commonly shared by diverse flora and phyla (Fire et al, 1999, 
Trends Genet, 15, 358). Such protection from foreign gene expression may have evolved 
in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
5 infection or from the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA, The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
from the interferon response that results from dsRNA-mediated activation of protein 
10 kinase PKR and 2',5 -oligoadenylate synthetase resulting in non-specific cleavage of 
niRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease ni 
enzyme referred to as dicer. Dicer is involved in the processing of the dsRNA into short 
pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 

15 Nature, 409, 363). Short interfering RNAs derived from dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes (Elbashir 
et al, 2001, Genes Dev., 15, 188). Dicer has also been implicated in the excision of 21- 
and 22-nucleotide small temporal RNAs (stRNAs) from precursor RNA of conserved 
structure that are implicated in translational control (Hutvagner et al, 2001, Science, 293, 

20 834). The RNAi response also features an endonuclease complex, commonly referred to 
as an RNA-induced silencing complex (RISC), which mediates cleavage of single- 
stranded RNA having sequence complementary to the antisense strand of the siRNA 
duplex. Cleavage of the target RNA takes place in the middle of the region 
complementary to the antisense strand of tlie siRNA duplex (Elbashir et al, 2001, Genes 

25 Dev., 15, 188). 

RNAi has been studied in a variety of systems. Fire et al., 1998, Nature, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al., 
2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
30 Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates 

2 
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(Elbashir et al, 2001, EMBO J., 20, 6877) has revealed certain requirements for siRNA 
length, structure, chemical composition, and sequence that are essential to mediate 
efficient RNAi activity. These studies have shown that 21 -nucleotide siRNA duplexes 
are most active when containing 3'-temiinal dinucleotide overhangs. Furthermore, 
complete substitution of one or both siRNA strands with 2*-deoxy (2 -H) or 2'-0-methyl 
nucleotides abolishes RNAi activity, whereas substitution of the 3'-temiinal siRNA 
overhang nucleotides with 2*-deoxy nucleotides (2'-H) was shown to be tolerated. Single 
mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
target RNA is defined by the 5'-end of the siRNA guide sequence rather than the 3 -end of 
the guide sequence (Elbashir et al, 2001, EMBO J., 20, 6877). Other studies have 
indicated that a 5 '-phosphate on the target-complementary strand of a siiyMA duplex is 
required for siRNA activity and that ATP is utilized to maintain the 5'-phosphate moiety 
on the siRNA (Nykanen et al, 2001, Cell, 107, 309). 

Studies have shown that replacing the 3'-terminal nucleotide overhanging segments 
of a 21-mer siRNA duplex having two -nucleotide 3 '-overhangs with 

• deoxyribonucleotides does not have an adverse effect on RNAi activity. Replacing up to 
four nucleotides on each end of the siRNA with deoxyribonucleotides has been reported 
to be well tolerated, whereas complete substitution with deoxyribonucleotides results in 
no RNAi activity (Elbashir et aL, 2001, EMBO J., 20, 6877). In addition, Elbasliir et al, 
supra, also report that substitution of siRNA with 2'-0-methyl nucleotides completely 
abolishes RNAi activity. Li et al, Intemational PCT Publication No. WO 00/44914, and 
Beach et aL, Litemational PCT Publication No. WO 01/68836 preliminarily suggest that 
siRNA may include modifications to either the phosphate-sugar backbone or the 
nucleoside to include at least one of a nitiogen or sulfiir heteroatom, however, neither 
application postulates to what extent such modifications would be tolerated in siRNA 
molecules, nor provides any fiorther guidance or examples of such modified siRNA. 
Kreutzer et al, Canadian Patent Application No. 2,359,180, also describe certain 
chemical modifications for use in dsRNA constructs in order to counteract activation of 
double-stranded RNA-dependent protein kinase PKR, specifically 2-amino or 2-0- 

' methyl nucleotides, and nucleotides containing a 2 -O or 4-C methylene bridge. 

3 
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However, Kreutzer et al similarly fails to provide examples or guidance as to what extent 
these modifications would be tolerated in siRNA molecules. 



Parrish et al, 2000, Molecular Cell, 6, 1977-1087, tested certain chemical 
modifications targeting the imc-22 gene in C. elegans using long (>25 nt) siRNA 

5 transcripts. The authors describe the introduction of thiophosphate residues into these 
siRNA transcripts by incorporating thiophosphate nucleotide analogs with T7 and T3 
RNA polymerase and observed that RNAs with two phosphorothioate modified bases 
also had substantial decreases in effectiveness as RNAi. Further, Parrish et al. reported 
that phosphorothioate modification of more than two residues greatly destabilized the 

10 RNAs in vitro such that interference activities could not be assayed. Id. at 1081. The 
authors also tested certain modifications at the 2 -position of the nucleotide sugar in the 
long siRNA transcripts and foimd that substituting deoxynucleotides for ribonucleotides 
produced a substantial decrease in interference activity, especially in the case of Uridine 
to Thymidine and/or Cytidine to deoxy-Cytidine substitutions. Id, In addition, the 

15 authors tested certain base modifications, including substituting, in sense and antisense 
strands of the siRNA, 4-thiouracil, 5-bromouracil, 5-iodouracil, and 3-(aminoallyl)uracil 
for uracil, and inosine for guanosine. Whereas 4-thiouracil and 5-bromouracil 
substitution appeared to be tolerated, Parrish reported that inosine produced a substantial 
decrease in interference activity when incorporated in either strand. Parrish also reported 

20 that incorporation of 5-iodouracil and 3-(aminoallyl)m*acil in the antisense strand resulted 
in a substantial decrease in RNAi activity as well. 

The use of longer dsRNA has been described. For example. Beach et al., 
Intemational PCT Publication No. WO 01/68836, describes specific methods for 
attenuating gene expression using endogenously-derived dsRNA. Tusclil et al., 

25 Intemational PCT Publication No. WO 01/75164, describe a Drosophila in vitro RNAi 
system and the use of specific siRNA molecules for certain functional genomic and 
certain therapeutic applications; although Tuschl, 2001, Chem. Biochem., 2, 239-245, 
doubts that RNAi can be used to cure genetic diseases or viral infection due to the danger 
of activating interferon response. Li et al., Intemational PCT Pubhcation No. WO 

30 00/44914, describe the use of specific dsRNAs for attenuating the expression of certain 
target genes. Zemicka-Goetz et al, Intemational PCT Publication No. WO 01/36646, 
describe certain methods for inliibiting the expression of particular genes in mammalian 

4 
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cells using certain dsRNA molecules. Fire et aL, Intemational PCX Publication No. WO 
99/32619, describe particular methods for introducing certain dsRNA molecules into cells 
for use in inhibiting gene expression. Plaetinck et aL, Intemational PCX Publication No. 
WO 00/01846, describe certain methods for identifying specific genes responsible for 
5 conferring a particular phenotype in a cell using specific dsRNA molecules. Mello et aL, 
Intemational PCX Publication No. WO 01/29058, describe the identification of specific 
genes involved in dsRNA-mediated RNAi. Deschamps Depaillette et aL, Intemational 
PCX Publication No. WO 99/07409, describe specific compositions consisting of 
particular dsRNA molecules combined with certain anti-viral agents. Waterhouse et aL, 
10 Intemational PCX Publication No. 99/53050, describe certain methods for decreasing the 
phenotypic expression of a nucleic acid in plant cells using certain dsRNAs. DriscoU et 
aL, Intemational PCX Publication No. WO 01/49844, describe specific DNA constmcts 
for use in facilitating gene silencing in targeted organisms. 

Others have reported on various RNAi and gene-silencing systems. For example, 

15 Parrish et aL, 2000, Molecular Cell^ 6, 1977-1087, describe specific chemically-modified 
siRNA constmcts targeting the unc-22 gene of C elegans. Grossniklaus, Intemational 
PCX Publication No. WO 01/38551, describes certain methods for regulating polycomb 
gene expression in plants using certain dsRNAs. Churikov et aL, Intemational PCX 
Publication No. WO 01/42443, describe certain methods for modifying genetic 

20 characteristics of an organism using certain dsRNAs, Cogoni et aL, Intemational PCX 
Publication No. WO 01/53475, describe certain methods for isolating a Neurospora 
silencing gene and uses thereof. Reed et aL, Intemational PCX Publication No. WO 
01/68836, describe certain methods for gene silencing in plants. Honer et aL, 
Intemational PCX Publication No. WO 01/70944, describe certain methods of drug 

25 screening using transgenic nematodes as Parkinson's Disease models using certain 
dsRNAs. Deak et aL, Intemational PCX Publication No. WO 01/72774, describe certain 
Drosophila'd&rivQd gene products that may be related to RNAi in Drosophila. Amdt et 
aL, Intemational PCX PubUcation No. WO 01/92513 describe certain methods for 
mediating gene suppression by using factors that enhance RNAi. Xuschl et aL, 

30 iQtemational PCX Publication No. WO 02/44321, describe certain synthetic siRNA 
constmcts. Pachuk et aL, Intemational PCX Publication No. WO 00/63364, and 
Satishchandran et aL, Intemational PCX Publication No. WO 01/04313, describe certain 

5 
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methods and compositions for inhibiting the fianction of certain polynucleotide sequences 
using certain dsRNAs. Echeverri et al. International PCX Publication No. WO 02/38805, 
describe certain C. elegans genes identified via RNAi. Kreutzer et al. International PCX 
Publications Nos. WO 02/055692, WO 02/055693, and EP 1144623 Bl describes certain 
5 methods for inhibiting gene expression using RNAi. Graham et aL, Intemational PCX 
Publications Nos. WO 99/49029 and WO 01/70949, and AU 4037501 describe certain 
vector expressed siRNA molecules. Fire et aL, US 6,506,559, describe certain methods 
for inhibiting gene expression in vitro using certain long dsRNA (greater than 25 
nucleotide) constructs that mediate RNAi. 



1 0 SUMMARY OF THE INVENTION 

This invention relates to compoxmds, compositions, and methods useful for 
modulating RNA function and/or gene expression in a cell. Specifically, the instant 
invention features synthetic small nucleic acid molecules, such as short interfering nucleic 
acid (siNA), short interfering RNA (siRNA), double-stranded RNA (dsRNA), micro- 

15 RNA (miRNA), and short hairpin RNA (shRNA) molecules capable of modulating gene 
expression in cells by RNA inference (RNAi). The siRNA of the instant invention can be 
chemically synthesized, expressed from a vector or enzymatically synthesized. The use 
of chemically modified siNA can improve various properties of native siRNA molecules 
through increased resistance to nuclease degradation in vivo and/or improved cellular 

20 uptake. The chemically modified siNA molecules of the instant invention provide useful 
reagents and methods for a variety of therapeutic, diagnostic, agricultural, target 
validation, genomic discovery, genetic engineering and pharmacogenomic applications. 

In a non-luniting example, the introduction of chemically modified nucleotides into 
nucleic acid molecules provides a powerful tool in overcoming potential limitations of in 

25 vivo stability and bioavailability inherent to native RNA molecules that are deUvered 
exogenously. For example, the use of chemically modified nucleic acid molecules can 
enable a lower dose of a particular nucleic acid molecule for a given therapeutic effect 
since chemically modified nucleic acid molecules tend to have a longer half-life in serum. 
Furthermore, certain chemical modifications can improve the bioavailability of nucleic 

30 acid molecules by targeting particular cells or tissues and/or improving cellular uptake of 
the nucleic acid molecule. Therefore, even if the activity of a chemically modified 

6 
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nucleic acid molecule is reduced as compared to a native nucleic acid molecule, for 
example when compared to an all RNA nucleic acid molecule, the overall activity of the 
modified nucleic acid molecule can be greater than the native molecule due to improved 
stability and/or delivery of the molecule. Unlike native unmodified siRNA, chemically 
5 modified siNA can also minimize the possibility of activating interferon activity in 
humans. 

The siRNA molecules of the invention can be designed to inhibit gene expression 
through RNAi targeting of a variety of RNA molecules, hi one embodiment, the siElNA 
molecules of the invention are used to target various RNAs corresponding to a target 

10 gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), alternate 
RNA splice variants of target gene(s), post-transcriptionally modified RNA of target 
gene(s), pre-mRNA of target gene(s). If alternate splicing produces a family of transcipts 
that are distinguished by usage of appropriate exons, the instant invention can be used to 
inhibit gene expression through the appropriate exons to specifically inhibit or to 

15 distinguish among the functions of gene family members. For example, a protein that 
contains an alternatively spUced transmembrane domain can be expressed in both 
membrane bound and secreted forms. Use of the invention to target the exon containing 
the transmembrane domain can be used to determine the functional consequences of 
pharmaceutical targeting of membrane bound as opposed to the secreted form of the 

20 protein. Non-limiting examples of applications of the invention relating to targeting these 
RNA molecules include therapeutic pharmaceutical applications, pharmaceutical 
discovery applications, molecular diagnostic and gene function applications, and gene 
mapping, for example using single nucleotide polymorphism mapping with siRNA 
molecules of the invention. Such applications can be implemented using known gene 

25 sequences or firom partial sequences available from an expressed sequence tag (EST). 

In another embodiment, the siRNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siRNA 
can be used to characterize pathways of gene function in a variety of applications. For 
example, the present invention can be used to inhibit the activity of target gene(s) in a 
30 pathway to determine the function of uncharacterized gene(s) in gene fimction analysis, 
mRNA fimction analysis, or translational analysis. The invention can be used to 
determine potential target gene pathways involved in various diseases and conditions 

7 
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toward pharmaceutical development. The invention can be used to understand pathways 
of gene expression involved in development, such as prenatal development, postnatal 
development and/or aging. 

* 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
5 molecule that down-regulates expression of a gene family by RNA interference. The 
gene family can comprise more than one splice variant of a target gene, more than one 
post-transcriptionally modified RNA of a target gene, or more than one RNA trascript 
having shared homology. In one embodiment, the gene family comprises epidemial 
growth factor (e.g., EGFR, such as HERl, HER2, HERS, and/or HER4) genes, vascular 
10 endothelial growth factor and vascular endothelial growth factor receptor (e.g., VEGF, 
VEGFRl, VEGFR2, or VEGFR3) genes, or viral genes corresponding to different viral 
strains (e.g., HIV-1 and HIV-2). Such gene families can be established by analysing 
nucleic acid sequences (e.g., sequences shown by Genbank Accession Nos. in Table V) 
for homology. 

15 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises one 
or more chemical modifications and each strand of the double-stranded siNA is about 21 
nucleotides long. 

20 In one embodiment, a siNA molecule of the invention comprises no 

ribonucleotides. In another embodiment, a siNA molecule of the invention comprises 
ribonucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

25 mammalian target gene (e.g., a human gene), wherein one of the strands of the double- 
stranded siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous manunahan target gene or a portion thereof, and 
wherein the second strand of the double-stranded siNA molecule comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 

30 target gene or a portion thereof. 

8 



BNSDOCID; <WO 03074654A2.L> 



wo 03/074654 PCT/US03/05028 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
manmialian target gene (e.g., a hirnian gene), wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises about 19 
5 nucleotides that are complementary to the nucleotides of the other strand. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a nucleotide 
10 sequence of the endogenous mammalian target gene or a portion thereof, and wherein the 
siNA further comprises a sense region, wherein the sense region comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 
target gene or a portion thereof. 

In one embodiment, the invention features a double-stranded short interfering 
15 nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the antisense region and the sense 
region each comprise about 19 to about 23 nucleotides, and wherein the antisense region 
comprises about 19 nucleotides that are complementary to nucleotides of the sense 
region. 

20 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
manntmalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 

25 the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
30 firom two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule. 

9 
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The sense region can be connected to the antisense region via a linker molecule, such as a 
polynucleotide linker or a non-nucleotide linker. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
5 mammaUan target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
10 wherein pyrimidine nucleotides in the sense region are 2'-0-methyl pyrimidine 
nucleotides, 2 -deoxy nucleotides, and/or 2 -deoxy-2'-fluoro pjoimidine nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein the fragment comprising the sense region includes a tenninal cap moiety at the 
5 -end, the 3 -end, or both of the 5' and 3' ends of the fragment comprising the sense 
region. In another embodiment, the terminal cap moiety is an inverted deoxy abasic 
moiety or glyceryl moiety. In another embodiment, each of the two fragments of the 
siNA molecule comprise 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
wherein the purine nucleotides present in the antisense region comprise 2 -deoxy- purine 
nucleotides. In another embodiment, the antisense region comprises a phosphorothioate 
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intemucleotide linkage at the 3' end of the antisense region. In another embodiment, the 
antisense region comprises a glyceryl modification at the 3' end of the antisense region. 

hi one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

5 mammaUan target gene (e.g., a human gene), wherein the siNA molecule is assembled 
fi-om two separate oligonucleotide fi-agments wherein one firagment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein about 19 nucleotides of each fragment of the siNA molecule are base-paired to 
the complementary nucleotides of the other fragment of the siNA molecule and wherein 

10 at least two 3' terminal nucleotides of each fragment of the siNA molecule are not base- 
paired to the nucleotides of the other fragment of the siNA molecule, hi another 
embodiment, each of the two 3' terminal nucleotides of each fragment of the siNA 
molecule are 2'-deoxy-pyrimidines, such as 2'-deoxy-thymidine. Li another embodiment, 
all 21 nucleotides of each fragment of the siNA molecule are base-paired to the 

15 complementary nucleotides of the other fragment of the siNA molecule. In another 
embodiment, about 19 nucleotides of the antisense region are base-paired to the 
nucleotide sequence or a portion thereof of the RNA encoded by the endogenous 
mammalian target gene. In another embodiment, 2 1 nucleotides of the antisense region 
are base-paired to the nucleotide sequence or a portion thereof of the RNA encoded by 

20 the endogenous mammaUan target gene. In another embodiment, the 5 '-end of the 
fragment comprising said antisense region optionally includes a phosphate group. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target RNA sequence (e.g., wherein said tai'get RNA sequence is encoded by a human 
25 gene), wherein the siNA molecule comprises no ribonucleotides and wherein each strand 
of the double-sti anded siNA molecule comprises about 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target gene (e.g., a human gene such as vascular endothelial growth factor, vascular 
30 endotheUal growth factor receptor (such as VEGFRl, VEGFR2, or VEGFR3), BCL2, 
HER2/neu, c-Myc, PCNA, REL-A, PTPIB, BACE, CHKl, PKC-alpha, or EGFR), 

11 
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wherein the siNA molecule does not require the presence of a ribonucleotide within the 
siNA molecule for said inhibition of expression of an endogenous mammalian target gene 
and wherein each strand of the double-stranded siNA molecule is about 21 nucleotides 
long. 

5 In one embodiment, the invention features a medicament comprising a siNA 

molecule of the invention. 

In one embodiment, the invention features an active ingredient comprising a siNA 
molecule of the invention. 

In one embodiment, the invention features the use of a double-stranded short 
10 interfering nucleic acid (siNA) molecule to down-regulate expression of an endogenous 
mammaUan target gene, wherein the siNA molecule comprises one or more chemical 
modifications and each strand of the double-stranded siNA is about 21 nucleotides long. 

In one embodiment, siRNA molecule(s) and/or metliods of the invention are used to 
inhibit the expression of gene(s) that encode RNA referred to by Genbank Accession 
15 nvunber in Table V. In another embodiment, siRNfA molecule(s) and/or methods of the 
invention are used to target RNA sequence(s) referred to by Genbank Accession number 
in Table V, or nucleic acid sequences encoding such sequences referred to by Genbank 
Accession number in Table V. Such sequences are readily obtained using the Genbank 
Accession numbers in Table V. 

20 In one embodiment, the invention features a siNA molecule having RNAi activity 

against an RNA encoding a protein, wherein the siNA molecule comprises a sequence 
complementary to RNA having protein encoding sequence, such as those sequences 
having GenBank Accession Nos. shown in Table V. 

In another embodiment, the invention features a siNA molecule having RNAi 
25 activity against a gene, wherein the siNA molecule comprises nucleotide sequence 
complementary to a nucleotide sequence of the gene, such as genes encoding sequences 
having GenBank Accession Nos. shown in Table V. In another embodiment, a siNA 
molecule of the invention includes nucleotide sequence that can interact with nucleotide 
sequence of a gene and thereby mediate silencing of gene expression, for example, 

12 
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wherein the siNA mediates regulation of gene expression by cellular processes that 
modulate the chromatin structure of the gene and prevent transcription of the gene. 

In yet another embodiment, the invention features a siNA molecule comprising a 
sequence, for example, the antisense sequence of the siNA constmct, complementary to a 
5 sequence represented by GenBank Accession Nos. shown in Table V or a portion of said 
sequence. 

In one embodiment, the nucleic acid molecules of the invention that act as 
mediators of the RNA interference gene silencing response are chemically modified 
double stranded nucleic acid molecules. As in their native double stranded RNA 

10 counterparts, these siNA molecules typically consist of duplexes containing about 19 base 
pairs between oligonucleotides comprising about 19 to about 25 nucleotides. The most 
active siRNA molecules are thought to have such duplexes with overhanging ends of 1-3 
nucleotides, for example 21 nucleotide duplexes with 19 base pairs and 2 nucleotide 3'- 
overhangs. These overhanging segments are readily hydrolyzed by endonucleases in vivo. 

15 Studies have shown that replacing the 3* -overhanging segments of a 21-mer siRNA 
duplex having 2 nucleotide 3' overhangs with deoxyribonucleotides does not have an 
adverse effect on RNAi activity. Replacing up to 4 nucleotides on each end of the siRNA 
with deoxyribonucleotides has been reported to be well tolerated whereas complete 
substitution with deoxyribonucleotides results in no RNAi activity (Elbashir et al., 2001, 

20 EMBO J., 20, 6877). In addition, Elbashir et al, supra, also report that substitution of 
siRNA with 2'-0-methyl nucleotides completely aboUshes RNAi activity. Li et al, 
International PCT PubUcation No. WO 00/44914, and Beach et al. International PCT 
Publication No. WO 01/68836 both suggest that siRNA may include modifications to 
either the phosphate-sugar back bone or the nucleoside to include at least one of a 

25 nitrogen or sulfur heteroatom, however neither application teaches to what extent these 
modifications are tolerated in siRNA molecules nor provide any examples of such 
modified siRNA. ICreutzer and Limmer, Canadian Patent Application No. 2,359,180, 
also describe certain chemical modifications for use in dsRNA constructs in order to 
counteract activation of double stranded-RNA-dependent protein kinase PKR, 

30 specifically 2 '-amino or 2'-0-methyl nucleotides, and nucleotides containing a 2'-0 or 
4'-C methylene bridge. However, Kieutzer and Limmer similarly fail to show to what 
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extent these modifications are tolerated in siRNA molecules nor provide any examples of 
such modified siRNA. 



In one embodiment, the invention features chemically modified siNA constructs 
having specificity for target nucleic acid molecules in a cell (i.e. target nucleic acid 
5 molecules comprising or encoded by seqences referred to herein by Genbank Accession 
nimibers in Table V). Non-limiting examples of such chemical modifications include 
without limitation phosphorothioate intemucleotide linkages, 2'-0-methyl 
ribonucleotides, 2'-deoxy-2'-fluoro ribonucleotides, 2'-deoxy ribonucleotides, "imiversal 
base" nucleotides, 5-C-methyl nucleotides, and inverted deoxyabasic residue 

10 incorporation. These chemical modifications, when used in various siNA constructs, are • 
shown to preserve RNAi activity in cells while at the same time, dramatically increasing 
the serum stability of these compounds. Furthemiore, contrary to the data published by 
Parrish et al, supra, applicant demonstrates that multiple (greater than one) 
phosphorothioate substitutions are well-tolerated and confer substantial increeises in 

1 5 serum stability for modified siNA constmcts. 

In one embodiment, a siNA molecule of the invention comprises modified 
nucleotides while maintaining the ability to mediate RNAi. The modified nucleotides can 
be used to improve in vitro or in vivo characteristics such as stability, activity, and/or 
bioavailability. For example, a siNA molecule of the invention can comprise modified 

20 nucleotides as a percentage of the total number of nucleotides present in the siNA 
molecule. As such, a siNA molecule of the invention can generally comprise modified 
nucleotides of about 5 to about 100% of the nucleotide positions (e.g., 5%, 10%, 15%, 
20%, 25%, 30%, 35%, 40%, 45%, 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 
95% or 100% of the nucleotide positions). The actual percentage of modified nucleotides 

25 present in a given siNA molecule depends on the total number of nucleotides present in 
the siNA. If the siNA molecule is single stranded, the percent modification can be based 
upon the total nmnber of nucleotides present in the single stranded siNA molecules. 
Likewise, if the siNA molecule is double stranded, the percent modification can be based 
upon the total number of nucleotides present in the sense strand, antisense strand, or both 

30 the sense and antisense strands. In addition, the actual percentage of modified 
nucleotides present in a given siNA molecule can also depend on the total number of 
purine and pyrimidine nucleotides present in the siNA, for example wherein all 
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pyrimidine nucleotides and/or all purine nucleotides present in the siNA molecule are 
modified. 

The antisense region of a siNA molecule of the invention can comprise a 
phosphorothioate intemucleotide linkage at the 3 -end of said antisense region. The 
5 antisense region can comprise about one to about jBve phosphorotliioate intemucleotide 
linkages at the 5'-end of said antisense region. The 3 -terminal nucleotide overhangs of a 
siNA molecule of the invention can comprise ribonucleotides or deoxyribonucleotides 
that are chemically-modified at a nucleic acid sugar, base, or backbone. The 3 -terminal 
nucleotide overhangs can comprise one or more universal base ribonucleotides. The 3- 
10 terminal nucleotide overhangs can comprise one or more acyclic nucleotides. 

One embodiment of the invention provides an expression vector comprising a 
nucleic acid sequence encoding at least one siNA molecule of the invention in a manner 
that allows expression of the nucleic acid molecule. Another embodiment of the 
invention provides a mammaUan cell comprising such an expression vector. The 

15 mammalian cell can be a human cell. The siNA molecule of the expression vector can 
comprise a sense region and an antisense region. The antisense region can comprise 
sequence complementary to a RNA or DNA sequence encoding a protein and the sense 
region can comprise sequence complementary to the antisense region. The siNA 
molecule can comprise two distinct strands having complementary sense and antisense 

20 regions. The siNA molecule can comprise a single strand having complementary sense 
and antisense regions. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
25 more {e,g,, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides comprising a backbone 
modified intemucleotide linkage having Formula I: 

Z 

II 

Ri P Y Ro 

I 

W 
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wherein each Rl and R2 is independently any nucleotide, non-nucleotide, or 
polynucleotide which can be naturally-occurring or chemically-modified, each X and Y is 
independently O, S, N, alkyl, or substituted alkyl, each Z and W is independently O, S, N, 
alkyl, substituted alkyl, O-alkyl, S-alkyl, alkaryl, or aralkyl, and wherein W, X, Y, and Z 
5 are optionally not all O. 

The chemically-modified intemucleotide linkages having Formula I, for example, 
wherein any Z, W, X, and/or Y independently comprises a sulphur atom, can be present 
in one or both oUgonucleotide strands of the siNA duplex, for example, in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
10 comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) chemically- 
modified intemucleotide linkages having Formula I at the 3 -end, the 5 -end, or both of 
the 3' and 5 -ends of the sense strand, the antisense strand, or both strands. For example, 
an exemplary siNA molecule of the invention can comprise about 1 to about 5 or more 
(e.g., about 1, 2, 3, 4, 5, or more) chemically-modified intemucleotide linkages having 
15 Formula I at the 5 -end of the sense strand, the antisense strand, or both strands. In 
another non-limiting example, an exemplary siNA molecule of the invention can 
comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) pyrimidine 
nucleotides with chemically-modified intemucleotide linkages having Formida I in the 
sense strand, the antisense strand, or both strands. In yet another non-limiting example, 
20 an exemplary siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 
3, 4, 5, 6, 7, 8, 9, 10, or more) purine nucleotides with chemically-modified 
intemucleotide linkages having Formula I in the sense strand, the antisense strand, or both 
strands. In another embodiment, a siNA molecule of the invention having intemucleotide 
linkage(s) of Formula I also comprises a chemically-modified nucleotide or non- 
25 nucleotide having any of Formulae I- VII. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
3 0 having Formula II: 
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B 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rll and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 
5 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, 0N02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Fonnula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 
10 aminoadenosine, 5-methylcytosine, 2,6-dianiinopurine, or any other non-naturally 
occurring base that can be complementary or non-complementary to target RNA or a non- 
nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5-nitroindole, nebularine, 
pyridone, pyridinone, or any other non-naturally occurring universal base that can be 
complementary or non-complementary to target RNA. 

15 The chemically-modified nucleotide or non-nucleotide of Formula n can be present 

in one or both oligonucleotide strands of the siNA duplex, for example in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
comprise one or more chemically-modified nucleotide or non-nucleotide of Formula II at 
the 3 -end, the 5 -end, or both of the 3' and 5'-ends of the sense strand, the antisense 

20 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
modified nucleotides or non-nucleotides of Formula II at the 5 -end of the sense strand, 
the antisense strand, or both strands. In anther non-limiting example, an exemplary siNA 
molecule of the invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 

25 5, or more) chemically-modified nucleotides or non-nucleotides of Formula n at the 3'- 
end of the sense strand, the antisense strand, or both strands. 
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In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
having Formula EI: 




wherein each R3, R4, R5, R6, R7, R8, RIO, RU and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 

10 0-alkyl-SH, S-alkyl-OH, S~alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, 0N02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aniinoalkylarnino, polyalklylamino, 
substituted silyl, or group having Fomiula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 

15 aoiinoadenosme, S-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be employed to be complementary or non-complementary to 
target RNA or a non-nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5- 
rdtroindole, nebularine, pyridone, pyridinone, or any other non-naturally occurring 
universal base that can be complementary or non-complementary to target RNA. 

20 The chemically-modified nucleotide or non-nucleotide of Formula HI can be 

present in one or both oligonucleotide strands of the siNA duplex, for example, in the 
sense strand, the antisense strand, or both strands. The siNA molecules of the invention 
can comprise one or more chemically-modified nucleotide or non-nucleotide of Formula 
in at the 3 -end, the 5'-end, or both of the 3' and 5 -ends of the sense strand, ttie antisense 

25 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
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modified nucleotide(s) or non-nucleotide(s) of Formula HI at the 5 -end of the sense 
strand, the antisense strand, or both strands. In anther non-hmiting example, an 
exemplary siNA molecule of the invention can comprise about 1 to about 5 or more {e.g., 
about 1, 2, 3, 4, 5, or more) chemically-modified nucleotide or non-nucleotide of Formula 
5 in at the 3 -end of the sense strand, the antisense strand, or both strands. 

In another embodiment, a siNA molecule of the invention comprises a nucleotide 
having Formula II or m, wherein the nucleotide having Formula n or lU is in an inverted 
configuration. For example, the nucleotide having Formula II or IH is coimected to the 
siNA construct in a 3'-3*, 3*-2*, 2'-3', or 5'-5* configuration, such as at the 3*-end, the 5'- 
10 end, or both of the 3' and 5 -ends of one or both siNA strands. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA mterference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a 5*- 
terminal phosphate group having Formula IV: 

Z 

X P Y 

I 

W 

wherein each X and Y is independently O, S, N, alkyl, substituted alkyl, or alkylhalo; 
wherein each Z and W is independently O, S, N, alkyl, substituted alkyl, O-alkyl, S-alkyl, 
alkaryl, aralkyl, or alkylhalo; and wherein W, X, Y and Z are not all O. 

In one embodiment, the invention features a siNA molecule having a 5 '-terminal 
phosphate group having Formula IV on the target-complementary strand, for example, a 
strand complementary to a target RNA, wherein the siNA molecule comprises an all RNA 
siNA molecule. In another embodiment, the invention features a siNA molecule having a 
5 -terminal phosphate group having Formula IV on the target-complementary strand 
wherein the siNA molecule also comprises about 1 to. about 3 (e.g,, about 1, 2, or 3) 
nucleotide 3*-terminal nucleotide overhangs having about 1 to about 4 (e.g., about 1, 2, 3, 
or 4) deoxyribonucleotides on the 3'-end of one or both strands. In another embodiment, 
a 5 -terminal phosphate group having Fomiula IV is present on the target-complementary 
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Strand of a siNA molecule of the invention, for example a siNA molecule having 
chemical modifications having any of Foraiulae I- VII. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
5 or reconstituted in vitro system, wherein the chemical modification comprises one or 
more phosphorothioate intemucleotide linkages. For example, in a non-limiting example, 
the invention features a chemically-modified short interfering nucleic acid (siNA) having 
about 1, 2, 3, 4, 5, 6, 7, 8 or more phosphorothioate intemucleotide linkages in one siNA 
strand. In yet another embodiment, the invention features a chemically-modified short 

10 interfering nucleic acid (siNA) individually having about 1, 2, 3, 4, 5, 6, 7, 8 or more 
phosphorothioate intemucleotide linkages in both siNA strands. The phosphorothioate 
intemucleotide linkages can be present in one or both oUgonucleotide strands of the siNA 
duplex, for example in the sense strand, the antisense strand, or both strands. The siNA 
molecules of the invention can comprise one or more phosphorothioate intemucleotide 

15 linkages at the 3 -end, the 5 -end, or both of the 3 - and 5'-ends of the sense strand, the 
antisense strand, or both strands. For example, an exemplary siNA molecule of the 
invention can comprise about 1 to about 5 or more {e.g., about 1, 2, 3, 4, 5, or more) 
consecutive phosphorothioate intemucleotide linkages at the 5 -end of the sense strand, 
the antisense strand, or both strands. In another non-limiting example, an exemplary 

20 siNA molecule of the invention can comprise one or more {e,g,^ about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) pyrimidine phosphorothioate intemucleotide linkages in the sense strand, 
the antisense strand, or both strands. In yet another non-limiting example, an exemplary 
siNA molecule of the invention can comprise one or more {e,g, about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) purine phosphorothioate intemucleotide linkages in the sense strand, the 

25 antisense strand, or both strands. 

In one embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate intemucleotide linkages, and/or one or more (e.g^., about 1, 2, 3, 4, 5, 6, 
7, 8, 9, 10 or more) 2'-deoxy, 2 -O-methyl, 2'-deoxy-2'-fluoro, and/or about one or more 
30 ie,g,, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a temiinal cap molecule at the 3 '-end, the 5 -end, or both of the 3- and 5 -ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 

20 
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more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more phosphorothioate 
intemucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2'-0-methyl, 2 -deoxy-2 -fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 

5 cap molecule at the 3 -end, the 5 -end, or both of the 3'- and 5 -ends of the antisense 
strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 
10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand are 
chemically-modified with 2 -deoxy, 2 -O-methyl and/or 2'-deoxy-2 -fluoro nucleotides, 
with or without one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more, 

10 phosphorothioate intemucleotide linkages and/or a temiinal cap molecule at the 3 '-end, 
the 5'-end, or botli of the 3 - and 5 -ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises about 1 to about 5, specifically about 1, 2, 3, 4, or 5 phosphorothioate 
intemucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 2'-deoxy, 

15 2 -O-methyl, 2 '-deoxy-2 '-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3 -end, 
the 5 -end, or both of the 3 - and 5'-ends of the sense strand; and wherein the antisense 
strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5, or more 
phosphorothioate intemucleotide Unkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 

20 7, 8, 9, 10 or more) 2^-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3 -end, the 5 '-end, or both of the 3- and 5*-ends 
of the antisense strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand 

25 are chemically-modified with 2'-deoxy, 2'-0-methyl and^or 2'-deoxy-2'-fluoro 
nucleotides, with or without about 1 to about 5 or more, for example about 1, 2, 3, 4, 5, or 
more phosphorothioate intemucleotide linkages and/or a terminal cap molecule at the 3'- 
end, the 5 -end, or both of the 3 - and 5*-ends, being present in the same or different 
strand. 

30 In one embodiment, the invention features a siNA molecule, wherein the antisense 

strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, S, 9, 10, or more 
phosphorothioate intemucleotide linkages, and/or about one or more (e.g., about 1, 2, 3, 
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4, 5, 6, 7, 8, 9, 10 or more) 2*-deoxy, 2*-0-methyl, 2^«deoxy-2'-fluoro, and/or one or more 
ie.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 

5 more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more phosphorothioate. 
intemucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 

5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends of the antisense 

10 strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 
or more pyrimidine nucleotides of the sense and/or antisense siNA strand are chemically- 
modified with 2*-deoxy, 2'-0-methyl and/or 2'-deoxy-2'-fluoro nucleotides, with or 
without one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more 
phosphorothioate intemucleotide linkages and/or a terminal cap molecule at the 3 '-end, 

15 the 5'-end, or both of the 3* and 5'-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the 
antisense strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5 or 
more phosphorothioate intemucleotide luikages, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more 

20 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 5 or 
more, specifically about 1, 2, 3, 4, 5 or more phosphorothioate intemucleotide linkages, 
and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 

25 2*-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3 '-end, 
the 5 '-end, or both of the 3'- and 5 '-ends of the antisense strand. In anotlier embodiment, 
one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more pyrimidine nucleotides 
of the sense and/or antisense siNA strand are chemically-modified with 2*-deoxy, 2'-0- 

30 methyl and/or 2'-deoxy-2'-fluoro nucleotides, with or without about 1 to about 5, for 
example about 1, 2, 3, 4, 5 or more phosphorothioate intemucleotide linkages and/or a 
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terminal cap molecule at the 3 -end, the 5 -end, or both of the 3 - and 5 -ends, bemg 
present in the same or different strand. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule having about 1 to about 5, specifically about 1, 2, 3, 4, 5 or 
5 more phosphorothioate intemucleotide linkages in each strand of the siNA molecule. 

In another embodiment, the invention features a siNA molecule comprising 2-5* 
intemucleotide linkages. The 2-5' intemucleotide linkage(s) can be at the 3 -end, the 5 - 
end, or both of the 3'- and 5*-ends of one or both siNA sequence strands. In addition, the 
2-5* intemucleotide linkage(s) can be present at various other positions within one or both 
10 siNA sequence strands, for ex£unple, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more including 
every intemucleotide linkage of a pyrimidine nucleotide in one or both strands of the 
siNA molecule can comprise a 2-5' intemucleotide linkage, or about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more including every intemucleotide Unkage of a purine nucleotide in one or 
both strands of the siNA molecule can comprise a 2'-5* intemucleotide linkage. 

15 In another embodiment, a chemically-modified siNA molecule of the invention 

comprises a duplex having two strands, one or both of which can be chemically-modified, 
wherein each strand is about 18 to about 27 (e,g., about 18, 19, 20, 21, 22, 23, 24, 25, 26, 
or 27) nucleotides in length, wherein the duplex has about 18 to about 23 (e.^., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the chemical modification comprises a 

20 structure having any of Formulae I- VII. For example, an exemplary chemically-modified 
siNA molecule of the invention comprises a duplex having two strands, one or both of 
which can be chemically-modified with a chemical modification having any of Formulae 
I-Vn or any combination thereof, wherein each strand consists of about 21 nucleotides, 
each having a 2-nucleotide 3 '-terminal nucleotide overhang, and wherein the duplex has 

25 about 19 base pairs. In cinother embodiment, a siNA molecule of the invention comprises 
a single stranded hairpin structure, wherein the siNA is about 36 to about 70 (e.g., about 
36, 40, 45, 50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (e.g., 
about 18, 19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification comprising a stmcture having any of Formulae I- VII or any combination 

30 thereof For example, an exemplary chemically-modified siNA molecule of the invention 
comprises a linear oligonucleotide having about 42 to about 50 (e.g., about 42, 43, 44, 45, 

23 



BNSDOCID: <WO 



03074654A2_I_> 



wo 03/074654 PCT/US03/05028 

46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a chemical 
modification having any of Foraiulae I-VII or any combination thereof, wherem the linear 
oligonucleotide forms a hairpin structure having about 19 base pairs and a 2-nucleotide 
3 '-terminal nucleotide overhang. Li another embodiment, a linear hairpin siNA molecule 
5 of the invention contains a stem loop motif, wherein the loop portion of the siNA 
molecule is biodegradable. For example, a linear hairpin siNA molecule of the invention 
is designed such that degradation of the loop portion of the siNA molecule in vivo can 
generate a double-stranded siNA molecule with 3'-terminal overhangs, such as 3 -terminal 
nucleotide overhangs comprising about 2 nucleotides. 

10 In another embodiment, a siNA molecule of the invention comprises a circular 

nucleic acid molecule, wherein the siNA is about 38 to about 70 (e,g.^ about 38, 40, 45, 
50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (e,g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification, which comprises a structure having any of Formulae I-VII or any 

15 combination thereof For example, an exemplary chemically-modified siNA molecule of 
the invention comprises a circular oligonucleotide having about 42 to about 50 (e.g., 
about 42, 43, 44, 45, 46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a 
chemical modification having any of Formulae I-VII or any combination thereof, wherein 
the circular oligonucleotide forms a dumbbell shaped stracture having about 19 base pairs 

20 and 2 loops. 

In another embodiment, a circular siNA molecule of the invention contains two 
loop motifs, wherein one or both loop portions of the siNA molecule is biodegradable. 
For example, a circular siNA molecule of the invention is designed such that degradation 
of the loop portions of the siNA molecule in vivo can generate a double- stranded siNA 
25 molecule with 3-terminal overhangs, such as 3'-terminal nucleotide overhangs 
comprising about 2 nucleotides. 

In one embodiment, a siNA molecule of the invention comprises at least one {e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) abasic moiety, for example a compound having 
Formula V: 
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wherein each R3, R4, R5, R6, R7, RS, RIO, Rl 1, R12, and R13 is iadependently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
5 OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, atainoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2. 

hi one embodiment, a siNA molecule of the invention comprises at least one {e.g., 
10 about 1, 2, 3, 4, 5, 6, 7, S, 9, 10, or more) inverted abasic moiety, for example a 
compound havmg Formula VI: 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rll, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
15 alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, 0N02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and 
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either R2, R3, RS or R13 serve as points of attachment to the siNA molecule of the 
invention. 

In another embodiment, a siNA molecule of the invention comprises at least one 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) substituted polyalkyl moieties, for 
5 example a compound having Formula VII: 



wherein each n is independently an integer from 1 to 12, each Rl, R2 and R3 is 
independently H, OH, alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, 
OCF3, OCN, O-alkyl, S-alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl- 
10 OSH, alkyl-OH, O-alkyl-OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl- 
O-aDcyl, 0N02, N02, N3, NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O- 
aminoatkyl, O-aminoacid, O-aminoacyl, heterocycloalkyl, heterocycloalkaryl, 
aminoalkylamino, polyalklylamino, substituted silyl, or a group having Formula I, and 
Rl, R2 or R3 serves as points of attachment to the siNA molecule of the invention, 

15 In another embodiment, the invention features a compound having Formula Vn, 

wherein Rl and R2 are hydroxyl (OH) groups, n = 1, and R3 comprises O and is the point 
of attachment to the 3'-end, the 5 -end, or both of the 3' and 5'-ends of one or both strands 
of a double-stranded siNA molecule of the invention or to a single-stranded siNA 
molecule of the invention. This modification is referred to herein as "glyceryl" (for 

20 example modification 6 in Figure 22). 

In another embodiment, a moiety having any of Formula V, VI or VII of the 
invention is at the 3 -end, the 5 -end, or both of the 3' and 5 -ends of a siNA molecule of 
the invention. For example, a moiety having Formula V, VI or VII can be present at the 
3'-end, the 5*-end, or both of the 3' and 5 -ends of the antisense strand, the sense strand, or 
25 both antisense and sense strands of the siNA molecule. In addition, a moiety having 
Formula VTI can be present at the 3*-end or the 5'-end of a hairpin siNA molecule as 
described herein. 
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In another embodiment, a siNA molecule of the invention comprises an abasic 
residue having Formula V or VI, wherein the abasic residue having Formula VI or VI is 
connected to the siNA construct in a 3-3*, 3'-2*, 2'-3*, or 5'-5* configuration, such as at the 
3'-end, the 5*-end, or both of the 3* and 5'-ends of one or both siNA strands. 

5 In one embodiment, a siNA molecule of the invention comprises one or more (e,g, , 

about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) locked nucleic acid (LNA) nucleotides, for 
example at the 5 -end, the 3'-end, both of the 5' and 3 -ends, or any combination thereof, 
of the siNA molecule. 

In another embodiment, a siNA molecule of the invention comprises one or more 
10 i^ g; about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) acyclic nucleotides, for example at the 5'- 
end, the 3 -end, botli of the 5* and 3*-ends, or any combination thereof, of the siNA 
molecule. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

15 comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2 -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2 -deoxy-2'-fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2 - 

20 deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a pluraUty of purine nucleotides are 2'-deoxy purine 
nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

25 comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2'-deoxy-2*-fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2*-deoxy-2*-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2'-deoxy-2 -fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2 - 

30 deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2*-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2*-deoxy purine 
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nucleotides), wherein any nucleotides comprising a 3'-tenninal nucleotide overhang that 
are present in said sense region are 2*-deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
5 comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2-deoxy-2-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2'-deoxy-2 -fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2 -deoxy-2 -fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 
10 antisense region are 2 -O-methyl pmine nucleotides (e.g, wherein all purine nucleotides 
are 2 -O-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2 - 
O-methyl purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

15 comprises an antisense region, where any (e.g, one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 -deoxy-2Tfluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 -deoxy-2 -fluoro pyrimidine nucleotides or 
altemately a plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine 
nucleotides), and wherein any (e.g, one or more or all) purine nucleotides present in the 

20 antisense region are 2 -O-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2 -O-methyl purine nucleotides or altemately a plurality of purine nucleotides are 2 - 
O-methyl purine nucleotides), wherein any nucleotides comprising a 3 -terminal 
nucleotide overhang that are present in said antisense region are 2 -deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
25 nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2-deoxy-2-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 '-deoxy-2 -fluoro pyrimidine nucleotides or 
altemately a plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine 
30 nucleotides), and where any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2 -deoxy purine nucleotides (e.g., wherein all purine nucleotides are 
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2 -deoxy purine nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy 
purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
5 (RNAi) inside a cell or reconstituted in vitro system,, wherein the chemically-modified 
siNA comprises a sense region and an antisense region. The sense region comprises one 
or more 2-deoxy-2-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2*-deoxy-2 -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 -deoxy-2'-fluoro pyrimidine nucleotides), and one or more 

10 2-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2*-deoxy purine 
nucleotides). Inverted deoxy abasic modifications can be optionally present at the 3 - 
end, the 5*-end, or both of the 3' and 5'-ends of the sense region. The sense region 
optionally fiirther comprises a 3'-terminal overhang having about 1 to about 4 (e.g., about 

15 1, 2, 3, or 4) 2'-deoxyribonucleotides. The antisense region comprises one or more 2- 
deoxy-2 -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2 - 
deoxy-2 -fluoro pyrimidine nucleotides or altemately a plvirality of pyrimidine nucleotides 
are 2-deoxy-2 -fluoro pyrimidine nucleotides), and one or more 2-O-methyl purine 
nucleotides (e.g., wherein all purine nucleotides are 2'-0-methyl purine nucleotides or 

20 altemately a plurality of purine nucleotides are 2'-0-methyl purine nucleotides), A 
temiinal cap modification, such as any modification described herein or shown in Figure 
22, is optionally present at the 3'-end, the 5 -end, or both of the 3' and 5 -ends of the 
antisense sequence. The antisense region optionally further comprises a 3'-terminal 
nucleotide overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2'- 

25 deoxynucleotides, wherem the overhang nucleotides can fixrther comprise one or more 
(e.g., 1, 2, 3, or 4) phosphorothioate intemucleotide linkages. Non-limiting examples of 
these chemically-modified siNAs are shown in Figures 18 and 19 and Table IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
30 (RNAi) inside a cell or reconstituted in vitro system, wherein the siNA comprises a sense 
region and an antisense region, wherein the sense region comprises one or more 2'-deoxy- 
2 -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2 -deoxy-2'- 
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fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides are 2 - 
deoxy-2 -fluoro pyrimidine nucleotides), and one or more purine ribonucleotides (e.g., 
wherein all purine nucleotides are purine ribonucleotides or alternately a plurality of 
purine nucleotides are piirine ribonucleotides) and wherein the antisense region comprises 
5 one or more 2'-deoxy-2*-fluoro pyrimidine nucleotides (e.g., wherein ail pyrimidine 
nucleotides are 2 -deoxy-2'-fluoro pyrimidine nucleotides or alternately a pluraUty of 
pyrimidine nucleotides are 2'-deoxy-2 -fluoro pyrimidine nucleotides), and one or more 
2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides are 2-0-me1hyl 
purine nucleotides or alternately a plurality of purine nucleotides are 2 -O-methyl purine 

10 nucleotides). Inverted deoxy abasic modifications are optionally present at the 3 -end, the 
5 -end, or both of the 3' and 5 -ends of the sense region. The sense region optionally 
further comprises a 3 -terminal overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 
4) 2 -deoxyribonucleotides. A temiinal cap modification, such as any modification 
described herein or shown in Figure 22, is optionally present at the 3 -end, the 5 -end, or 

15 both of the 3* and 5 -ends of the antisense sequence. The antisense region optionally 
further comprises a 3 '-temiinal nucleotide overhang having about 1 to about 4 (e.g., about 
1, 2, 3, or 4) 2 -deoxynucleotides, wherein the overhang nucleotides can further comprise 
one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate intemucleotide hnkages. Non-limiting 
examples of these chemically-modified siNAs are shown in Figures 18 and 19 and Table 

20 IV herein. 

hi one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
(RNAi) inside a cell or reconstituted in viti'o system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region, wherein the sense region 

25 comprises one or 2 -deoxy-2 -fluoro pyrimidine nucleotides {e.g., wherein all pyrimidine 
nucleotides are 2 -deoxy-2 -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 -deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected firom the group consisting of 2 '-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'-thionticleotides, arid 2'- 

30 O-methyl nucleotides (e.^., wherein all purine nucleotides are selected from the group 
consisting of 2 '-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
niethoxyethyl nucleotides, 4'-thionucleotides, and 2'-0-niethyl nucleotides or alternately 
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a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides. 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides) and wherein the antisense region comprises 
one or more 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or altemately a plurahty of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2'-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'-thionucleotides, and 2'- 
0-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 
consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, T- 
methoxyethyl nucleotides, 4'-thionucleotides, and 2'-0-methyl nucleotides or altemately 
a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides). Inverted deoxy abasic modifications are 
optionally present at the 3'-end, the 5'-end, or both of the 3" and 5'-ends of the sense 
region. The sense region optionally further comprises a 3 '-terminal overhang having about 
1 to about 4 (e.g., about 1, 2, 3, or 4) 2'-deoxyribonucleotides. A terminal cap 
modification, such as any modification described herein or shown in Figure 22, is 
optionally present at the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the antisense 
sequence. The antisense region optionally further comprises a 3 '-terminal nucleotide 
overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2'-deoxynucleotides, wherein 
the overhang nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4) 
phosphorothioate intemucleotide linkages. 

In another embodiment, any modified nucleotides present in the siNA molecules of 
the invention, preferably in the antisense strand of the siNA molecules of the invention, 
but also optionally in the sense and/or both antisense and sense strands, comprise 
modified nucleotides having properties or characteristics similar to naturally occurring 
ribonucleotides. For example, the invention features siNA molecules including modified 
nucleotides having a Northern conformation (e.g.. Northern pseudorotation cycle, see for 
example Saenger, Principles of Nucleic Acid Structure, Springer-Verlag ed., 1984). As 
such, chemically modified nucleotides present in the siNA molecules of the invention, 
preferably in the antisense strand of the siNA molecules of the invention, but also 
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optionally in the sense and/or both antisense and sense strands, are resistant to nuclease 
degradation while at the same time maintaining the capacity to mediate RNAi. Non- 
limiting examples of nucleotides having a northern configuration include locked nucleic 
acid (LNA) nucleotides (e.g., 2'-0,4'-C-methylene-P-ribofuranosyl) nucleotides); 2'- 
5 methoxyethoxy (MOE) nucleotides; 2'-methyl-thio-ethyl, 2'-deoxy-2'-fluoro nucleotides, 
2'-deoxy-2'-chloro nucleotides, 2'-azido nucleotides, and 2'-0-methyl nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid molecule (siNA) capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a conjugate 

10 covalently attached to the chemically-modified siNA molecule, hi another embodiment, 
the conjugate is covalently attached to the chemically-modified siNA molecule via a 
biodegradable linker. In one embodiment, the conjugate molecule is attached at the 3 - 
end of either the sense strand, the antisense strand, or both strands of the chemically- 
modified siNA molecule. In another embodiment, the conjugate molecule is attached at 

15 the 5*-end of either the sense strand, the antisense strand, or both strands of the 
chemically-modified siNA molecule. In yet another embodiment, the conjugate molecule 
is attached both the 3*-end and 5'-end of either the sense strand, the antisense strand, or 
both strands of the chemically-modified siNA molecule, or any combination thereof. In 
one embodiment, a conjugate molecule of the invention comprises a molecule that 

20 facilitates delivery of a chemically-modified siNA molecule into a biological system, 
such as a cell. In another embodiment, the conjugate molecule attached to the 
chemically-modified siNA molecule is a poly etliylene glycol, hmnan serum albumin, or a 
ligand for a cellular receptor that can mediate cellular uptake. Examples of specific 
conjugate molecules contemplated by the instant invention that can be attached to 

25 chemically-modified siNA molecules are described in Vargeese et al, U.S. Serial No. 
10/201,394, incorporated by reference herein. The type of conjugates used and the extent 
of conjugation of siNA molecules of the invention can be evaluated for improved 
pharmacokinetic profiles, bioavailability, and/or stability of siNA constructs while at the 
same time maintaining the ability of the siNA to mediate RNAi activity. As such, one 

30 skilled in the art can screen siNA constructs that are modified with various conjugates to 
determine whether the siNA conjugate complex possesses improved properties while 
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maintaining the ability to mediate RNAi, for example in animal models as are generally 
known in the art. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
molecule of the invention, wherein the siNA further comprises a nucleotide, non- 

5 nucleotide, or mixed nucleotide/non-nucleotide linker tiiat joins the sense region of the 
siNA to the antisense region of the siNA. In one embodiment, a nucleotide linker of the 
invention can be a linker of > 2 nucleotides in length, for example 3, 4, 5, 6, 7, S, 9, or 10 
nucleotides in length. In another embodiment, the nucleotide linker can be a nucleic acid 
aptamer. By "aptamer" or "nucleic acid aptamer" as used herein is meant a nucleic acid 

10 molecule tliat binds specifically to a target molecule wherein the nucleic acid molecule 
has sequence that comprises a sequence recognized by the target molecule in its natural 
setting. Altemately, an aptamer can be a nucleic acid molecule that binds to a target 
molecule where the target molecule does not naturally bind to a nucleic acid. The target 
molecule can be any molecule of interest. For example, the aptamer can be used to bind to 

15 a ligand-bhiding domain of a protein, thereby preventing interaction of the naturally 
occurring ligand with the protein. This is a non-limiting example and those in the art will 
recognize that other embodiments can be readily generated using techniques generally 
known in the art. (See, for example. Gold et al, 1995, Annu, Rev. Biochein., 64, 763; 
Brody and Gold, 2000, J. BiotechnoL, 74, 5; Sun, 2000, Cwrr. Opin. MoL Titer., 2, 100; 

20 Kusser, 2000, J. BiotechnoL, 74, 27; Hermann and Patel, 2000, Science, 287, 820; and 
Jayasena, 1999, Clinical Chemistjy, 45, 1628.) 

In yet another embodiment, a non-nucleotide linker of the invention comprises 
abasic nucleotide, polyether, polyamine, polyamide, peptide, carbohydrate, lipid, 
polyhydrocarbon, or other polymeric compounds (e.g. polyethylene glycols such as those 

25 having between 2 and 100 ethylene glycol units). Specific examples include those 
described by Seela and Kaiser, Nucleic Acids Res. 1990, 75:6353 and Nucleic Acids Res. 
1987, 75:3113; Cload and Schepartz, J. Am. Chem. Soc. 1991, 773:6324; Richardson and 
Schepartz, J. Am. Chem. Soc. 1991, 775:5109; Ma et al. Nucleic Acids Res. 1993, 
27:2585 and Biochemisti-v 1993, 52:1751; Durand et al. Nucleic Acids Res. 1990, 

30 75:6353; McCurdy et al.. Nucleosides & Nucleotides 1991, 70:287; Jschke et al., 
Tetrahedron Lett. 1993, 5-^:301; Ono et al, Biochemistiy 1991, 50:9914; Arnold et al. 
International PubUcation No. WO 89/02439; Usman et al, International Publication No. 
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WO 95/06731; Dudycz et aL, International Publication No. WO 95/11910 and Ferentz 
and Verdine, J. Am. Chem. Soc. 1991, ii5:4000, all hereby incorporated by reference 
herein. A "non-nucleotide" further means any group or compound that can be 
incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
5 including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound can be abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine, for example at the CI position of the sugar. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 

10 molecule capable of mediating RNA interference (RNAi) inside a cell or reconstituted in 
vitro system, wherein one or both strands of the siNA molecule that are assembled from 
two separate oligonucleotides do not comprise any ribonucleotides. For example, a siNA 
molecule can be assembled from a single oligonculeotide where the sense and antisense 
• regions of the siNA comprise separate oligonucleotides not having any ribonucleotides 

15 (e.g., nucleotides having a 2' -OH group) present in the oligonucleotides. In another 
example, a siNA molecule can be assembled from a single oligonculeotide where the 
sense and antisense regions of the siNA are linked or circularized by a nucleotide or non- 
nucleotide linker as desrcibed herein, wherein the oligonucleotide does not have any 
ribonucleotides (e.g., nucleotides having a 2'-OH group) present in the oligonucleotide. 

20 Applicant has surprisingly foimd that the presense of ribonucleotides (e.g., nucleotides 
having a 2'-hydroxyl group) within the siNA molecule is not required or essential to 
support RNAi activity. As such, in one embodiment, all positions within the siNA can 
include chemically modified nucleotides and/or non-nucleotides such as nucleotides and 
or non-nucleotides having Formula 1, 11, IE, IV, V, VI, or VII or any combination thereof 

25 to the extent that the ability of the siNA molecule to support RNAi activity in a cell is 
maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity m a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
30 a target nucleic acid sequence. In another embodiment, the single stranded siNA 
molecule of the invention comprises a 5 '-terminal phosphate gioup. In another 
embodiment, the single stranded siNA molecule of the invention comprises a 5 '-terminal 
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phosphate group and a 3 '-terminal phosphate group (e.g., a 2', 3*-cycUc phosphate). In 
another embodiment, the single stranded siNA molecule of the invention comprises about 
19 to about 29 nucleotides. In yet another, embodiment, the single stranded siNA 
molecule of the invention comprises one or more chemically modified nucleotides or non- 
5 nucleotides described herein. For example, all the positions within the siNA molecxUe 
can include chemically-modified nucleotides such as nucleotides having any of Formulae 
I-Vn, or any combination thereof to the extent that the ability of the siNA molecule to 
support RNAi activity in a cell is maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 

10 molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2-deoxy-2-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2 -fluoro pyrimidine nucleotides or altemately a plurahty of. 

15 pyrimidine nucleotides are 2 -deoxy-2'-fluoro pyrmiidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2 -O-methyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2'-0'-methyl purine nucleotides or altemately a 
plurality of purine nucleotides are 2'-0-methyl purine nucleotides), and a temiinal cap 
modification, such as any modification described herein or shown in Figure 22, that is 

20 optionally present at the 3'-end, the 5'-end, or both of the 3* and 5'-ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2*-deoxynucleotides at the 3'-end of the siNA molecule, wherein the terminal 
nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
intemucleotide linkages, and wherein the siNA optionally further comprises a terminal 

25 phosphate group, such as a 5'-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a smgle stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
30 the siNA are 2'-deoxy-2 -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 -deoxy-2 -fluoro pyrimidine nucleotides or altemately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2 -fluoro pyrimidine nucleotides), and wherein any 
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purine nucleotides present in the antisense region are 2 -deoxy purine nucleotides (e.g., 
wherein all purine nucleotides are 2'-deoxy purine nucleotides or alternately a plurality of 
piirine nucleotides are 2*-deoxy pvuine nucleotides), and a terminal cap modification, such 
as any modification described herein or shown in Figure 22, that is optionally present at 

5 the 3*-end, the 5*-end, or both of the 3' and 5'-ends of the antisense sequence, the siNA 
optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) terminal 2*- 
deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal nucleotides 
can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate intemucleotide 
linkages, and wherein the siNA optionally further comprises a terminal phosphate group, 

1 0 such as a 5 ' -terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 

15 the siNA are 2*-deoxy-2'-fluoro pyrimidme nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 -deoxy-2'-fluoro pyrimidine nucleotides or alternately a ptoality of 
pyrimidine nucleotides are 2 -deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are locked nucleic acid (LNA) 
nucleotides (e.g., wherein all purine nucleotides are LNA nucleotides or alternately a 

20 plurality of purine nucleotides are LNA nucleotides), and a terminal cap modification, 
such as any modification described herein or shown in Figure 22, that is optionally 
present at the 3 -end, the 5 -end, or both of the 3* and 5 -ends of the antisense sequence, 
the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) 
terminal 2'-deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal 

25 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
intemucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5 '-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
30 the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present m 
the siNA are 2'-deoxy-2-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 

36 



BNSDOCID: <WO 03074654A2_I_> 



wo 03/074654 PCT/US03/05028 

nucleotides are 2 -deoxy-2*-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2'-methoxyethyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2'-methoxyethyl purine nucleotides or alternately 

5 a plurality of purine nucleotides are 2'-methoxyethyl purine nucleotides), and a terminal 
cap modification, such as any modification described herein or shown in Figure 22, that 
is optionally present at the 3'-end, the 5'-end, or both of the 3' and 5*-ends of the antisense 
sequence, the siNA optionally fiirther comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2'-deoxynucleotides at the 3 '-end of the siNA molecule, wherein the teraiinal 

10 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
intemucleotide Unkages, and wherein the siNA optionally fiirtlaer comprises a terminal 
phosphate group, such as a 5 '-terminal phosphate group. 

In another embodiment, any modified nucleotides present in the single stranded 
siNA molecules of the invention comprise modified nucleotides having properties or 

15 characteristics similar to naturally occurring ribonucleotides. For example, the invention 
features siNA molecules including modified nucleotides having a Northern conformation 
(e.g.. Northern pseudorotation cycle, see for example Saenger, Principles of Nucleic Acid 
Stnictiire, Springer- Verlag ed., 1984). As such, chemically modified nucleotides present 
in the single stranded siNA molecules of the invention are preferably resistant to nuclease 

20 degradation while at the same time maintaining the capacity to mediate RNAi. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
25 a cell under conditions suitable to modulate the expression of the gene in the cell. 

In one embodiment, the invention features a method for modulating the expression 
of a gene wifliin a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene and wherein the sense strand sequence of 
30 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
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and (b) introducing the siNA molecule into a cell under conditions suitable to modulate 
the expression of the gene in the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
5 molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules tato a cell mider conditions suitable to modulate the expression of the 
genes in the cell. 

In another embodiment, the invention features a method for modulating the 
10 expression of more than one gene within a cell comprising: (a) synthesizing a siNA 
molecule of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the gene and wherein the sense 
strand sequence of the siNA comprises a sequence substantially similar to the sequence of 
the target RNA; and (b) introducing the siNA molecules into a cell under conditions 
15 suitable to modulate the expression of the genes in the cell. 

In one embodiment, siNA molecules of the invention are used as reagents in ex 
vivo applications. For example, siNA reagents are intoduced into tissue or cells that are 
transplanted into a subject for therapeutic effect. The cells and/or tissue can be derived 
firom an organism or subject that later receives the explant, or can be derived from another 

20 organism or subject prior to transplantation. The siNA molecules can be .used to 
modulate the expression of one or more genes in the cells or tissue, such that the cells or 
tissue obtain a desired phenotype or are able to perform a fimction when transplanted in 
vivo. In one embodiment, certain target cells from a patient are extracted. These 
extracted cells are contacted with siNAs targeteing a specific nucleotide sequence within 

25 the cells imder conditions suitable for uptake of the siNAs by these cells (e.g. using 
delivery reagents such as cationic lipids, liposomes and the like or using techniques such 
as electroporation to facilitate the delivery of siNAs into cells). The cells are then 
reintroduced back into the same patient or other patients. Non-limiting examples of ex 
vivo applications include use in organ/tissue transplant, tissue grafting^ or treatment of 

30 pulmonary disease (e.g., restenosis) or prevent neointimal hyperplasia and atherosclerosis 
in vein grafts. Such ex vivo applications may also used to treat conditions associated with 
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coronary and peripheral bypass graft failure, for example, such methods can be used in 
conjunction with peripheral vascular bypass graft smrgery and coronary artery bypass 
graft surgery. Additional applications include transplants to treat CNS lesions or injury, 
including use in treatment of neurodegenerative conditions such as Alzheimer's disease, 
5 Parkinson's Disease, Epilepsy, Dementia, Huntington's disease, or amyotrophic lateral 
sclerosis (ALS). 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 

10 a sequence complementary to RNA of the gene; and (b) introducing the siNFA molecule 
into a cell of the tissue explant derived from a particular organism under conditions 
suitable to modulate the expression of the gene in the tissue explant. In another 
embodiment. Hie method fiirther comprises introducing the tissue explant back into the 
organism the tissue was derived frdm or into another organism under conditions suitable 

15 to modulate the expression of the gene in that organism. 

hi one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherehi one of the siNA strands comprises 
a sequence complementary to RNA of the gene and wherein tlie sense strand sequence of 

20 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
and (b) introducing the siNA molecule into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the gene in 
the tissue explant. In another embodiment, the method further comprises introducing the 
tissue explant back mto the organism the tissue was derived from or into another 

25 organism under conditions suitable to modulate the expression of the gene in that 
organism. 

hi another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
30 strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell of the tissue explant derived from a particular organism 
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vmder conditions suitable to modulate the expression of the genes in the tissue explant. In 
another embodiment, the method further comprises introducing the tissue explant back 
into the organism the tissue was derived from or into another organism imder conditions 
suitable to modulate the expression of the genes in that organism. 

5 In one embodunent, the invention features a method of modulating the expression 

of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
the organism under conditions suitable to modulate the expression of the gene in the 
10 organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
15 the siNA molecules into the organism under conditions suitable to modulate the 
expression of the genes in the organism. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
wliich can be chemically-modified, wherein the siNA comprises a single stranded 
20 sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into a cell under conditions suitable to modulate the expression of the gene in 
the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
25 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) contacting the siNA molecule with a cell in vitro or in vivo under conditions suitable 
to modulate the expression of the genes in the cell. 

In one embodiment, the invention features a method of modulating the expression 
30 of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
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invention, which can be chemically-modified, wherein the siNA comprises a single 
stranded sequence having complementarity to RNA of the gene; and (b) contacting the 
siNA molecule with a cell of the tissue explant derived firom a particular organism under 
conditions suitable to modulate the expression of the gene in the tissue explant. In another 
5 embodiment, the method fiirther comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 
to modulate the expression of the gene in that organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 

10 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the genes in 
the tissue explant. In another embodiment, the method further comprises introducing the 

15 tissue explant back into the organism the tissue was derived from or into another 
organism under conditions suitable to modulate the expression of the genes in that 
organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
20 which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into the organism under conditions suitable to modulate the expression of the 
gene in the organism. 

*• 

In another embodiment, the invention features a method of modulating the 
25 expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into the organism under conditions suitable to 
modulate the expression of the genes in the organism. 

30 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising contacting the organism with a siNA molecule of the 
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invention under conditions suitable to modulate the expression of the gene in the 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising contacting the organism 
5 with one or more siNA molecules of the invention under conditions suitable to modulate 
the expression of the genes in the organism. 

The siNA molecules of the invention can be designed to inhibit target gene 
expression through RNAi targeting of a variety of RNA molecules. In one embodiment, 
tlie siNA molecules of the invention are used to target various RNAs corresponding to a 

10 target gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), 
altemate RNA splice variants of target gene(s), post-transcriptionally modified RNA of 
target gene(s), pre-mRNA of target gene(s), and/or RNA templates. If altemate splicing 
produces a family of transcripts that are distinguished by usage of appropriate exons, the 
instant invention can be used to inhibit gene expression through the appropriate exons to 

15 specifically inhibit or to distinguish among the functions of gene family members. For 
example, a protein that contains an alternatively spliced transmembrane domain can be 
expressed in both membrane bound and secreted forms. Use of tiie invention to target the 
exon containing the transmembrane domain can be used to determine the functional 
consequences of phamiaceutical targeting of membrane bomid as opposed to the secreted 

20 form of the protem. Non-limiting examples of applications of the invention relating to 
targeting these RNA molecules include therapeutic pharmaceutical applications, 
pharmaceutical discovery applications, molecular diagnostic and gene function 
appUcations, and gene mapping, for example using single nucleotide polymorphism 
mapping witii siNA molecules of the invention. Such applications can be implemented 

25 using known gene sequences or from partial sequences available from an expressed 
sequence tag (EST). 

In another embodiment, the siNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siNA 
molecules targeting multiple gene targets can provide increased therapeutic effect. In 
30 addition, siNA can be used to characterize pathways of gene function in a variety of 
applications. For example, the present invention can be used to inhibit the activity of 
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target gene(s) in a pathway to determine the function of uncharacterized gene(s) in gene 
function analysis, ixiKNA function analysis, or translational analysis. The invention can 
be used to determine potential target gene pathways involved in various diseases and 
conditions toward pharmaceutical development. The invention can be used to understand 
5 pathways of gene expression involved in, for example, in development, such as prenatal 
development and postnatal development, and/or the progression and/or maintenance of 
cancer, infectious disease, autoimmimity, inflammation, endocrine disorders, renal 
disease, pulmonary disease, cardiovascular disease, birth defects, ageing, any other 
disease or condition related to gene expression. 

10 In one embodiment, the invention features a method comprising: (a) generating a 

library of siNA constructs having a predetermined complexity; and (b) assaying the siNA 
constructs of (a) above, under conditions suitable to determine RNAi target sites within 
the target RNA sequence. In anotiier embodiment, the siNA molecules of (a) have 
strands of a fixed length, for example, about 23 nucleotides in length. In yet another 

15 embodiment, the siNA molecules of (a) are of differing length, for example having 
strands of about 19 to about 25 {e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in 
length. In one embodiment, the assay can comprise a reconstituted in vitro siNA assay as 
described herein. In another embodiment, the assay can comprise a cell culture system in 
which target RNA is expressed. In another embodiment, fragments of target RNA are 

20 analyzed for detectable levels of cleavage, for example by gel electrophoresis, northem 
blot analysis, or RNAse protection assays, to determine the most suitable target site(s) 
within the target RNA sequence. The target RNA sequence can be obtained as is known 
in the art, for example, by cloning and/or transcription for in viU'o systems, and by 
cellular expression in in vivo systems. 

25 In one embodiment, the invention features a method comprising: (a) generating a 

randomized library of siNA constmcts having a predetermined complexity, such as of 4^, 
where N represents the number of base paiied nucleotides in each of the siNA construct 
strands {eg, for a siNA construct having 21 nucleotide sense and antisense strands with 19 
base pairs, the complexity would be 4^^); and (b) assaying the siNA constructs of (a) 

30 above, under conditions suitable to determine RNAi target sites within the target RNA 
sequence. In another embodiment, the siNA molecules of (a) have strands of a fixed 
length, for example about 23 nucleotides in length. In yet another embodiment, the siNA 
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molecules of (a) are of differing length, for example having strands of about 19 to about 
25 (ag., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in length. In one embodiment, 
the assay can comprise a reconstituted m vitro siNA assay as described in Example 7 
herein, hi another embodiment, the assay can comprise a cell culture system in which 

5 target RNA is expressed. In another embodiment, fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. In another embodiment, the target RNA sequence can be 
obtained as is known in the art, for example, by cloning and/or transcription for in viti'o 

1 0 systems, and by cellular expression in in vivo systems. 

In another embodiment, the invention features a method comprising: (a) analyzing 
Hie sequence of a RNA target encoded by a target gene; (b) synthesizing one or more sets 
of siNA molecules having sequence complementary to one or more regions of the RNA 
of (a); and (c) assaying the siNA molecules of (b) under conditions suitable to determine 

1 5 RNAi targets within the target RNA sequence. In one embodiment, the siNA molecules 
of (b) have strands of a fixed length, for example about 23 nucleotides in length. In 
anotlier embodiment, the siNA molecules of (b) are of differing length, for example 
having strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) 
nucleotides in length. In one embodiment, the assay can comprise a reconstituted in vitro 

20 siNA assay as described herein. In another embodiment, the assay can comprise a cell 
culture system in which target RNA is expressed. Fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. The target RNA sequence can be obtained as is known in the 

25 art, for example, by cloning and/or transcription for in vitro systems, and by expression in 
in vivo systems. 

By "target site" is meant a sequence within a target RNA that is "targeted" for 
cleavage mediated by a siNA construct which contains sequences within its antisense 
region that are complementary to the target sequence. 

30 By "detectable level of cleavage" is meant cleavage of target RNA (and formation 

of cleaved product RNAs) to an extent sufficient to discem cleavage products above the 
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background of RNAs produced by random degradation of the target RNA. Production of 
cleavage products from 1-5% of the target RNA is sufficient to detect above the 
background for most methods of detection. 

In one embodiment, the invention features a composition comprising a siNA 
molecule of the invention, which can be chemically-modified, in a pharmaceutically 
acceptable carrier or diluent. In another embodiment, the invention features a 
pharmaceutical composition comprising siNA molecules of the invention, which can be 
chemically-modified, targeting one or more genes in a pharmaceutically acceptable 
carrier or diluent. In another embodiment, the invention features a method for treating or 
preventing a disease or condition in a subject, comprising administering to the subject a 
composition of the invention imder conditions suitable for the treatment or prevention of 
the disease or condition in the subject, alone or in conjunction with one or more other 
therapeutic compounds. In yet another embodiment, the invention features a method for 
reducing or preventing tissue rejection in a subject comprising administering to the 
subject a composition of the invention under conditions suitable for the reduction or 
prevention of tissue rejection in the subject. 

In another embodiment, the invention features a method for validating a gene target, 
comprising: (a) synthesizing a siNA molecule of the invention, wliich can be chemically- 
modified, whereia one of the siNA strands includes a sequence complementary to RNA 
20 of a target gene; (b) introducing the siNA molecule into a cell, tissue, or organism under 
conditions suitable for modulating expression of the target gene in tlie cell, tissue, or 
organism; and (c) detemiining the fimction of the gene by assaying for any phenotypic 
change in the cell, tissue, or organism. 

In another embodiment, the invention features a method for validating a target gene 
25 comprising: (a) synthesizing a siNA molecule of the invention, wliich can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
of a target gene; (b) introducing the siNA molecule into a biological system imder 
conditions suitable for modulating expression of the target gene in the biological system; 
and (c) determining the fimction of the gene by assaying for any phenotypic change in the 
30 biological system. 
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By "biological system" is meant, material, in a purified or impurified fomi, from 
biological sources, including but not limited to human, animal, plant, insect, bacterial, 
viral or other somrces, wherein the system comprises the components required for KNAi 
acitivity. The temi "biological system" includes, for example, a cell, tissue, or organism, 
5 or extract thereof. The term biological system also includes reconstituted RNAi systems 
that can be used in an in vitj'o setting. 

By "phenotypic change" is meant any detectable change to a cell that occurs in 
response to contact or treatment with a nucleic acid molecule of the invention (e.g., 
siNA). Such detectable changes include, but are not limited to, changes in shape, size, 
10 proliferation, motility, protein expression or RNA expression or other physical or 
chemical changes as can be assayed by methods known in the art. The detectable change 
can also include expression of reporter genes/molecules such as Green Florescent Protein 
(GFP) or various tags that are used to identify an expressed protein or any other cellular 
component that can be assayed. 

15 In one embodiment, the invention features a kit containing a siNA molecule of the 

invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a cell, tissue, or organism. In another embodiment, the invention 
features a kit containing more than one siNA molecule of the invention, which can be 
chemically-modified, that can be used to modulate the expression of more than one target 

20 gene in a cell, tissue, or organism. 

In one embodiment, the invention features a kit containing a siNA molecule of the 
invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a biological system. In another embodiment, the invention features a 
kit containing more than one siNA molecule of the invention, which can be chemically- 
25 modified, that can be used to modulate the expression of more than one target gene in a 
biological system. 

hi one embodiment, the invention features a cell containing one or more siNA 
molecules of the invention, which can be chemically-modified. In another embodiment, 
the cell containing a siNA molecule of the invention is a mammalian cell, hi yet another 
30 embodiment, the cell containing a siNA molecule of the invention is a human cell. 
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In one embodiment, the synthesis of a siNA molecule of the invention, which can 
be chemically-modified, comprises: (a) synthesis of two complementary strands of the 
siNA molecule; (b) annealing the two complementary strands together under conditions 
suitable to obtain a double-stranded siNA molecule. In another embodiment, synthesis of 
5 the two complementary strands of the siNA molecule is by solid phase oUgonucleotide 
synthesis. In yet another embodiment, synthesis of the two complementary strands of the 
siNA molecule is by solid phase tandem oligonucleotide synthesis. 

In one embodiment, the invention features a method for synthesizing a siNA duplex 
molecule comprising: (a) synthesizing a first ohgonucleotide sequence strand of the siNA 

10 molecule, wherein the first oligonucleotide sequence strand comprises a cleavable linker 
molecule that can be used as a scaffold for the synthesis of the second oligonucleotide 
sequence strand of the siNA; (b) synthesizing the second oligonucleotide sequence strand 
of siNA on the scaffold of the first oligonucleotide sequence strand, wherein the second 
oUgonucleotide sequence strand further comprises a chemical moiety than can be used to 

15 purify the siNA duplex; (c) cleaving the linker molecule of (a) under conditions suitable 
for the two siNA oUgonucleotide strands to hybridize and form a stable duplex; and (d) 
purifying the siNA duplex utilizing the chemical moiety of the second oUgonucleotide 
sequence strand. In one embodiment, cleavage of the Unker molecule in (c) above takes 
place during deprotection of the oUgonucleotide, for example under hydrolysis conditions 

20 using an alkylamine base such as methylamine. In one embodiment, the method of 
synthesis comprises solid phase synthesis on a solid support such as controlled pore glass 
(CPG) or polystyrene, wherein the first sequence of (a) is synthesized on a cleavable 
Unker, such as a succinyl linker, using the soUd support as a scaffold. The cleavable 
Unker in (a) used as a scaffold for synthesizing the second strand can comprise similar 

25 reactivity as the soUd support derivatized linker, such that cleavage of the soUd support 
derivatized linker and the cleavable Unker of (a) takes place concomitantly. In another 
embodiment, the chemical moiety of (b) that can be used to isolate the attached 
oUgonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group, 
which can be employed in a trityl-on synthesis strategy as described herein. In yet 

30 another embodiment, the chemical moiety, such as a dimethoxytrityl group, is removed 
during purification, for example, using acidic conditions. 
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In a further embodiment, the method for siNA synthesis is a solution phase 
synthesis or hybrid phase synthesis wherein both strands of the siNA duplex are 
synthesized in tandem using a cleavable linker attached to the first sequence which acts a 
scaffold for synthesis of the second sequence. Cleavage of the linker under conditions 
5 suitable for hybridization of the separate siNA sequence strands results in formation of 
the double-stranded siNA molecule. 

In another embodiment, the invention features a method for synthesizing a siNA 
duplex molecule comprising: (a) synthesizing one oligonucleotide sequence strand of the 
siNA molecule, wherein the sequence comprises a cleavable Unker molecule that can be 

10 used as a scaffold for the synthesis of another oligonucleotide sequence; (b) synthesizmg 
a second oligonucleotide sequence having complementarity to the first sequence strand on 
the scaffold of (a), wherein the second sequence comprises the other strand of the double- 
stranded siNA molecule and wherein the second sequence further comprises a chemical 
moiety than can be used to isolate the attached oligonucleotide sequence; (c) purifying the 

15 product of (b) utiUzing the chemical moiety of the second oUgonucleotide sequence 
strand under conditions suitable for isolating the full-length sequence comprising both 
siNA oUgonucleotide strands connected by the cleavable linker and under conditions 
suitable for the two siNA oligonucleotide strands to hybridize and form a stable duplex. 
In one embodiment, cleavage of the linker molecule in (c) above takes place during 

20 deprotection of the oUgonucleotide, for example under hydrolysis conditions. In another 
embodiment, cleavage of the Imker molecule in (c) above takes place after deprotection 
of the oUgonucleotide. In another embodiment, the method of synthesis comprises solid 
phase synthesis on a soUd support such as controlled pore glass (CPG) or polystyrene, 
wherein the first sequence of (a) is synthesized on a cleavable linker, such as a succinyl 

25 linker, using the soUd support as a scaffold. The cleavable linker in (a) used as a scaffold 
for synthesizing the second strand can comprise similar reactivity or differing reactivity 
as the soUd support derivatized Unker, such that cleavage of the soUd support derivatized 
Unker and the cleavable linker of (a) takes place either concomitantly or sequentially. In 
one embodiment, the chemical moiety of (b) that can be used to isolate the attached 

30 oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group. 

In another embodiment, the invention features a method for making a double- 
stranded siNA molecule in a single synthetic process comprising: (a) synthesizing an 
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oligonucleotide having a first and a second sequence, wherein the first sequence is 
complementary to the second sequence, and the first ohgonucleotide sequence is linked to 

« 

the second sequence via a cleavable linker, and wherein a temiinal 5 -protecting group, 
for example, a 5*-0-dimethoxytrityl group (5'-0-DMT) remains on ttie oligonucleotide 
5 having the second sequence; (b) deprotecting the oligonucleotide whereby the 
deprotection results in the cleavage of the linker joining the two ohgonucleotide 
sequences; and (c) purifying the product of (b) under conditions suitable for isolating the 
double-stranded siNA molecule, for example using a trityl-on synthesis strategy as 
described herein. 

10 In another embodiment, the method of synthesis of siNA molecules of the invention 

comprises the teachings of Scaringe et al, US Patent Nos. 5,889,136; 6,008,400; and 
6,11 1,086, incorporated by reference herein in their entirety. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
1 5 modifications, for example, one or more chemical modifications having any of Formulae 
I-Vn or any combination thereof that increases the nuclease resistance of the siNA 
construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased nuclease resistance comprising (a) introducing nucleotides 
20 having any of Formula I- VII or any combination thereof into a siNA molecule, and (b) 
assaying the siNA molecule of step (a) xmder conditions suitable for isolating siNA 
molecules having increased nuclease resistance. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
against a target gene, wherein the siNA construct comprises one or more chemical 
25 modifications described herein that modulates the binding affinity between the sense and 
antisense strands of the siNA construct. 

hi another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between tiie sense and antisense strands of the 
siNA molecule comprising (a) introducing nucleotides having any of Formula I-Vn or 
30 any combination thereof into a siNA molecule, and (b) assaying the siNA molecule of 
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Step (a) imder conditions suitable for isolating siNA molecules having increased binding 
affinity between the sense and antisense strands of the siNA molecule. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
5 modifications described herein that modulates the binding affinity between the antisense 
strand of the siNA construct and a complementary target RNA sequence within a cell. 

In one embodiment, the invention features siNA constmcts that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the binding affinity between the antisense 
10 strand of the siNA constmct and a complementary target DNA sequence within a cell. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
molecule and a complementary target RNA sequence comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
15 molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target RNA sequence. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
20 molecule and a complementary target DNA sequence comprising (a) introducing 
nucleotides having any of Formula I-Vn or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased bindmg affinity between the antisense strand 
of the siNA molecule and a complementary target DNA sequence. 

25 In one embodiment, the invention features siNA constructs that mediate RNAi in a 

cell or reconstituted system, wherein the siNA constmct comprises one or more chemical 
modifications described herein that modulate the polymerase activity of a cellvdar 
polymerase capable of generating additional endogenous siNA molecules having 
sequence homology to the chemically-modified siNA constmct. 
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In another embodiment, the invention features a method for generating siNA 
molecules capable of mediating increased polymerase activity of a cellular polymerase 
capable of generating additional endogenous siNA molecules having sequence homology 
to a chemically-modified siNA molecvde comprising (a) introducing nucleotides having 
5 any of Fomiula I-Vn or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) \mder conditions suitable for isolating siNA molecules 
capable of mediating increased polymerase activity of a cellular polymerase capable of 
generating additional endogenous siNA molecules having sequence homology to the 
chemically-modified siNA molecule. 

10 In one embodiment, the invention features chemically-modified siNA constructs 

that mediate RNAi in a cell or reconstituted system, wherein the chemical modifications 
do not significantly effect the interaction of siNA with a target RNA molecule, DNA 
molecule and/or proteins or other factors that are essential for RNAi in a manner that 
would decrease the efficacy of RNAi mediated by such siNA constmcts. 

15 In another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity, comprising (a) introducing nucleotides having 
any of Formula I- VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
having improved RNAi activity. 

20 In yet another embodiment, the invention features a method for generating siNA 

molecules with impipved RNAi activity against a target RNA comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) imder conditions suitable for 
isolating siNA molecules having improved RNAi activity against the target RNA. 

25 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a DNA target comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) imder conditions suitable for 
isolating siNA molecules having improved RNAi activity against the DNA target, such as 

30 a gene, chromosome, or portion thereof. 
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In one embodiment, the invention features siNA constmcts that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the cellular uptake of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
5 molecules against a target gene with improved cellular uptake comprising (a) introducing 
nucleotides having any of Fomiula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved cellular uptake, 

Li one embodiment, the invention features siNA constmcts that mediate RNAi 
10 against a target gene, wherein the siNA constmct comprises one or more chemical 
modifications described herein that increases the bioavailability of the siNA constract, for 
example, by attaching polymeric conjugates such as polyethyleneglycol or equivalent 
conjugates that improve the pharmacokinetics of the siNA construct, or by attaching 
conjugates that target specific tissue types or cell types in vivo. Non-limiting examples of 
15 such conjugates are described in Vargeese et al, U.S. Serial No. 10/201,394 incorporated 
by reference herein. 

In one embodiment, the invention features a method for generating siNA molecules 
of the invention with improved bioavailability, comprising (a) introducing a conjugate 
into the stmctoe of a siNA molecule, and (b) assaying the siNA molecule of step (a) 

20 under conditions suitable for isolating siNA molecules having improved bioavailability. 
Such conjugates can include ligands for cellular receptors, such as peptides derived fi-om 
naturally occurring protein ligands; protein localization sequences, including cellular ZIP 
code sequences; antibodies; nucleic acid aptamers; vitamins and other co-factors, such as 
folate and N-acetylgalactosamine; polymers, such as polyethyleneglycol (PEG); 

25 phosphoUpids; polyamines, such as spermine or spermidine; and others. 

In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing an 
excipient formulation to a siNA molecule, and (b) assaying the siNA molecule of step (a) 
under conditions suitable for isolating siNA molecules having improved bioavailability. 
30 Such excipients include polymers such as cyclodextrins, lipids, cationic lipids, 
polyamines, phospholipids, and others. 
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In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing 
nucleotides having any of Formulae I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
5 isolating siNA molecules having improved bioavailability. 

In another embodiment, polyethylene glycol (PEG) can be covalently attached to 
siNA compounds of the present invention. The attached PEG can be any molecular 
weight, preferably from about 2,000 to about 50,000 daltons (Da). 

The present invention can be used alone or as a component of a kit having at leaist 
10 one of the reagents necessary to carry out the in vitro or in vivo introduction of RNA to 
test samples and/or subjects. For example, preferred components of the kit include a 
siNA molecule of the invention and a vehicle that promotes introduction of the siNA into 
cells of interest as described herein (e.g., using Upids and other methods of transfection 
known in the art, see for example Beigelman et al, US 6,395,713). The kit can be used 
15 for target validation, such as in determining gene function and/or activity, or in dmg 
optimization, and in dmg discovery (see for example Usman et al., USSN 60/402,996). 
Such a kit can also include instmctions to allow a user of the kit to practice the invention. 

The term "short interfering nucleic acid", "siNA", "short interfering RNA", 
"siRNA", "short interfering nucleic acid molecule", "short interfering oligonucleotide 

20 molecule", or "chemically-modified short interfering nucleic acid molecule" as used 
herein refers to any nucleic acid molecule capable of inhibiting or down regulating gene 
expression or viral replication, for example by mediating RNA interference "RNAi" or 
gene silencing in a sequence-specific manner; see for example Bass, 2001, Nature, 411, 
428-429; Elbashir et al, 2001, Nature, 411, 494-498; and Kreutzer et al, Intemational 

25 PCT Publication No. WO 00/44895; Zemicka-Goetz et al, Intemational PCT Pubhcation 
No. WO 01/36646; Fire, Intemational PCT Publication No. WO 99/32619; Plaetinck et 
al, Intemational PCT Pubhcation No. WO 00/01846; Mello and Fire, Intemational PCT 
Publication No. WO 01/29058; Deschamps-Depaillette, Intemational PCT Pubhcation 
No. WO 99/07409; and Li et al, Intemational PCT Pubhcation No. WO 00/44914; 

30 Allshirq, 2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; 
Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297, 2232-2237; 
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Hutvagner and Zamore, 2002, Science, 297, 2056-60; McManus et al. 2002, RNA^ 8, 
842-850; Reinhart et al. 2002, Gene & Dev., 16, 1616-1626; and Reinhart & Bartel, 
2002, Science, 297, 1831). Non limiting examples of siNA molecules of the invention are 
shown in Figures 4-6, and Tables U, EDL, and IV herein. For example the siNA can be a 

5 double-stranded polynucleotide molecule comprising self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a target nucleic acid molecule or a portion 
thereof and the sense region having nucleotide sequence corresponding to the target 
nucleic acid sequence or a portion thereof. The siNA can be assembled from two separate 

10 oligonucleotides, where one strand is the sense strand and the other is the antisCTise 
strand, wherein the antisense and sense strands are self-complementary (i.e. each strand 
comprises nucleotide sequence that is complementary to nucleotide sequence in the otlier 
strand; such as where the antisense strand and sense strand form a duplex or double 
stranded structure, for example wherein the double stranded region is about 19 base 

15 pairs); the antisense strand comprises nucleotide sequence that is complementary to 
nucleotide sequence in a target nucleic acid molecule or a portion thereof and the sense 
strand comprises nucleotide sequence corresponding to the target nucleic acid sequence 
or a portion thereof. Alternatively, the siNA is assembled from a single oligonucleotide, 
where the self-complementary sense and antisense regions of the siNA are hnked by 

20 means of a nucleic acid based or non-nucleic acid-based linker(s). The siNA can be a 
polynucleotide with a hairpin secondary structure, having self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a separate target nucleic acid molecule or a 
portion thereof and the sense region having nucleotide sequence corresponding to the 

25 target nucleic acid sequence or a portion thereof. The slNA can be a circular single- 
stranded polynucleotide having two or more loop structures and a stem comprising self- 
complementary sense and antisense regions, wherein the antisense region comprises 
nucleotide sequence that is complementary to nucleotide sequence in a target nucleic acid 
molecule or a portion thereof and the sense region having nucleotide sequence 

30 corresponding to the target nucleic acid sequence or a portion thereof, and wherein the 
circular polynucleotide can be processed either in vivo or in vitro to generate an active 
siNA molecule capable of mediating RNAi. The siNA can also comprise a single 
stranded polynucleotide having nucleotide sequence complementary to nucleotide 
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sequence in a target nucleic acid molecule or a portion thereof (for example, where such 
siNA molecule does not require the presence within the siNA molecule of nucleotide 
sequence corresponding to the target nucleic acid sequence or a portion thereof), wherein 
the single stranded polynucleotide can further comprise a terminal phosphate group, such 
5 as a 5 '-phosphate (see for example Martinez et aL, 2002, Cell, 110, 563-574 and 
Schwarz et aL, 2002, Molecular Cell, 10, 537-568), or 5 ',3 '-diphosphate. In certain 
embodiment, the siNA molecule of the invention comprises separate sense and antisense 
sequences or regions, wherein the sense and antisense regions are covalently hnked by 
nucleotide or non-nucleotide linkers molecules as is known in the art, or are alternately 

10 non-covalently linked by ionic interactions, hydrogen bonding, van der waals 
interactions, hydrophobic intercations, and/or stacking interactions. In certain 
embodiments, the siNA molecules of the invention comprise nucleotide sequence that is 
complementary to nucleotide sequence of a target gene. In another embodiment, the 
siNA molecule of the invention interacts with nucleotide sequence of a target gene in a 

15 maimer that causes inhibition of expression of the target gene. As used herein, siNA 
molecules need not be limited to those molecules containing only RNA, but further 
encompasses chemically-modified nucleotides and non-nucleotides. In certain 
embodiments, the short interfering nucleic acid molecules of the invention lack 2 - 
hydroxy (2 -OH) containing nucleotides. Applicant describes in certain embodiments 

20 short interfering nucleic acids that do not require the presence of nucleotides having a 2 - 
hydroxy group for mediating RNAi and as such, short interfering nucleic acid molecules 
of the invention optionally do not include any ribonucleotides (e.g., nucleotides having a 
2 -OH group). Such siNA molecules that do not require the presence of ribonucleotides 
within the siNA molecule to support RNAi can however have an attached linker or Unkers 

25 or other attached or associated groups, moieties, or chains containing one or more 
nucleotides with 2' -OH groups. Optionally, siNA molecules can comprise ribonucleotides 
at about 5, 10, 20, 30, 40, or 50% of the nucleotide positions. The modified short 
interfering nucleic acid molecules of the invention can also be referred to as short 
interfering modified oligonucleotides "siMON." As used herein, the term siNA is meant 

30 to be equivalent to other terms used to describe nucleic acid molecules that are capable of 
mediating sequence specific RNAi, for example short interfering RNA (siRNA), double- 
stranded RNA (dsRNA), micro-RNA (miRNA), short hairpin RNA (shRNA), short 
interfering oligonucleotide, short interfering nucleic acid, short interfering modified 
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oligonucleotide, chemically-modified siRNA, post-transcriptional gene silencing RNA 
(ptgsRNA), and others. In addition, as used herein, the term RNAi is meant to be 
equivalent to other terms used to describe sequence specific RNA interference, such as 
post transcriptional gene silencing, or epigenetics. For example, siNA molecules of the 
invention can be used to epigenetically silence genes at both the post-transcriptional level 
or the pre-transcriptional level, hi a non-limiting example, epigenetic regulation of gene 
expression by siNA molecules of the invention can result firom siNA mediated 
modification of chromatin structure to alter gene expression (see, for example, Allshire, 
2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; Jenuwein, 
2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297, 2232-2237). 

By "modulate" is meant that the expression of the gene, or level of RNA molecule 
or equivalent RNA molecules encoding one or more proteins or protein subunits, or 
activity of one or more proteins or protein subunits is up regulated or down regulated, 
such that expression, level, or activity is gieater than or less tlian that observed m the 
absence of the modulator. For example, the term "modulate" can mean "inhibit," but the 
use of the word "modulate" is not limited to this definition. 

By "inhibit" it is meant that the activity of a gene expression product or level of 
RNAs or equivalent RNAs encoding one or more gene products is reduced below that 
observed in the absence of the nucleic acid molecule of the invention. In one 
20 embodiment, inhibition with a siNA molecule preferably is below that level observed in 
the presence of an inactive or attenuated molecule that is unable to mediate an RNAi 
response. In another embodiment, inhibition of gene expression with the siNA molecule 
of the instant invention is greater in the presence of the siNA molecule than in its 
absence. 

25 By "inhibit", "down-regulate", or "reduce", it is meant that the expression of the 

gene, or level of RNA molecules or equivalent RNA molecules encoding one or more 
proteins or protein subunits, or activity of one or more proteins or protein subunits, is 
reduced below that observed in the absence of the nucleic acid molecules (e.g., siNA) of 
the invention. In one embodiment, inhibition, down-regulation or reduction with an siNA 

30 molecule is below that level observed in the presence of an inactive or attenuated 
molecule. In another embodiment, inhibition, down-regulation, or reduction with siNA 
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molecules is below that level observed in the presence of, for example, an siNA molecule 
with scrambled sequence or with mismatches. In another embodiment, inhibition, down- 
regulation, or reduction of gene expression with a nucleic acid molecule of the instant 
invention is greater in the presence of the nucleic acid molecule than in its absence. 

5 By "gene" or "target gene" is meant, a nucleic acid that encodes an RNA, for 

example, nucleic acid sequences including, but not limited to, structural genes encoding a 
polypeptide. The target gene can be a gene derived from a cell, an endogenous gene, a 
transgene, or exogenous genes such as genes of a pathogen, for example a virus, which is 
present in the cell after infection thereof. The cell containing the target gene can be 
10 derived from or contained in any organism, for example a plant, animal, protozoan, virus, 
bacterimn, or fungus. Non-limiting examples of plants include monocots, dicots, or 
gymnosperms. Non-limiting examples of animals include vertebrates or invertebrates. 
Non-limiting examples of fimgi include molds or yeasts. 

By "endogenous" or "cellular" gene is meant a gene normally found in a cell in its 
15 natural location in the genome. For example, HER-2, VEGF, VEGF-R, EGFR, BCL-2, c- 
MYC, RAS and the like would be considered an endogenous gene. Genes expressed in a 
cell from a plasmid, viral vector or other vectors or from vims, bacteria, fungi would be 
considered "foreign" or "heterologous" gene; such genes are not normally found in the 
host cell, but are introduced by standard gene transfer techniques or as a result of 
20 infection by a virus, bacterial or other infectious agent. 

By "gene family" is meant a group of more than one nucleic acid molecules that 
share at least one common characteristic, such as sequence homology, target specificity, 
mode of action, secondary structure, or the abiUty to modulate a process or more than one 
process in a biological system. The gene family can be of viral or cellular origin. The 
25 gene family can encode, for example, groups of cytokines, receptors, growth factors, 
adapter proteins, structural proteins, and other protein epitopes. 

By "protein family" is meant a group of more than one proteins, peptides, or 
polypeptides that share at least one common characteristic, such as sequence homology, 
target specificity, mode of action, secondary stmcture, or the ability to modulate a process 
30 or more than one process in a biological system. The protein family can be of viral or 
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cellular origin. The protein family can encode, for example, groups of cytokines, 
receptors, growth factors, adapter proteins, structural proteins, and other protein epitopes. 

By 'liighly conserved sequence region" is meant, a nucleotide sequence of one or 
more regions in a target gene does not vary significantly from one generation to the other 
5 or from one biological system to the other. 

By "cancer" is meant a group of diseases characterized by imcontroUed growth and 
spread of abnormal cells. 

By "sense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to an antisense region of the siNA molecule. In addition, the sense 
10 region of a siNA molecule can comprise a nucleic acid sequence having homology with a 
target nucleic acid sequence. 

By "antisense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to a target nucleic acid sequence. In addition, the antisense region of a 
siNA molecule can optionally comprise a nucleic acid sequence having complementarity 
15 to a sense region of the siNA molecule. 

By "target nucleic acid" is meant any nucleic acid sequence whose expression or 
activity is to be modulated. The target nucleic acid can be DNA or RNA. 

By "complementarity" is meant that a nucleic acid can form hydrogen bond(s) with 
another nucleic acid sequence by either traditional Watson-Crick or other non-traditional 

20 types. In reference to the nucleic molecules of the present invention, the binding free 
energy for a nucleic acid molecule with its complementary sequence is sufficient to allow 
the relevant function of the nucleic acid to proceed, e.g., RNAi activity. Determination of 
binding free energies for nucleic acid molecules is well known in the art (see, e.g.. Turner 
et aL, 1987, CSH Symp. Quant. Biol. LH pp.123-133; Frier et al, 1986, Proc. Nat. Acad. 

25 Sci. USA 83:9373-9377; Turner et al.. 1987, J. Am. Chem. Soc. 109:3783-3785). A 
percent complenaentarity indicates tiie percentage of contiguous residues in a nucleic acid 
molecule that can form hydrogen bonds (e.g., Watson-Crick base pairing) with a second 
nucleic acid sequence (e.g., 5, 6, 7, 8, 9, 10 out of 10 being 50%, 60%, 70%, 80%, 90%, 
and 100% complementary). "Perfectly complementary" means that all the contiguous 
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residues of a nucleic acid sequence will hydrogen bond with the same number of 
contiguous residues in a second nucleic acid sequence. 

The siNA molecules of the invention represent a novel therapeutic approach to a 
broad spectrum of diseases and conditions, including cancer or cancerous disease, 
5 infectious disease, cardiovascular disease, neurological disease, prion disease, 
inflanmiatory disease, autoimmune disease, puhnonary disease, renal disease, liver 
disease, mitochondrial disease, endocrine disease, reproduction related diseases and 
conditions, and any other indications that can respond to the level of an expressed gene 
product in a cell or organsim. 

10 In one embodiment of the present invention, each sequence of a siNA molecule of 

the invention is independently about 18 to about 24 nucleotides in length, in specific 
embodiments about IS, 19, 20, 21, 22, 23, or 24 nucleotides in length. In another 
embodiment, the siNA duplexes of the invention independently comprise about 17 to 
about 23 base pairs (e.g., about 17, 18, 19, 20, 21, 22 or 23). In yet another embodiment, 

15 siNA molecules of the invention comprising hairpin or circular structures are about 35 to 
about 55 {e.g., about 35, 40, 45, 50 or 55) nucleotides in length, or about 38 to about 44 
(e.g., 38, 39, 40, 41, 42, 43 or 44) nucleotides in length and comprising about 16 to about 
22 (e.g., about 16, 17, 18, 19, 20, 21 or 22) base pairs. Exemplary siNA molecules of the 
invention are shown in Table II. Exemplary synthetic siNA molecules of the invention 

20 are shown in Table I and/or Figures 18-19. 

As used herein "cell" is used in its usual biological sense, and does not refer to an 
entire multicellular organism, e.g., specifically does not refer to a human. The cell can be 
present in an organism, e.g., birds, plants and mammals such as humans, cows, sheep, 
apes, monkeys, swine, dogs, and cats. The cell can be prokaryotic or eukaryotic (e.g., 
25 mammaUan or plant cell). The cell can be of somatic or germ Une origin, totipotent or 
pluripotent, dividing or non-dividing. The cell can also be derived from or can comprise 
a gamete or embryo, a stem cell, or a fully differentiated cell. 

The siNA molecules of the invention are added directly, or can be complexed with 
cationic Upids, packaged within liposomes, or otherwise delivered to target cells or 
30 tissues. The nucleic acid or nucleic acid complexes can be locally administered to 
relevant tissues ex vivo, or in vivo through injection, infiision pump or stent, with or 
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without their incorporation in biopolymers. In particular embodiments, the nucleic acid 
molecules of the invention comprise sequences shown in Tables I-II and/or Figures 18- 
19. Examples of such nucleic acid molecules consist essentially of sequences defined in 
these tables and figures. Furthemiore, the chemically modified constructs described in 
5 Table IV can be applied to any siNA sequence of the invention. 

In another aspect, the invention provides mammalian cells containing one or more 
siNA molecules of this invention. The one or more stNf A molecules can independently be 
targeted to the same or different sites. 

By "RNA" is meant a molecule comprising at least one ribonucleotide residue. By 
10 "ribonucleotide" is meant a nucleotide with a hydroxyl group at the T position of a p-D- 
ribo-fiiranose moiety. The terms include double-stranded RNA, single-stranded RNA, 
,^ isolated RNA such as partially purified RNA, essentially pure RNA, synthetic RNA, 
recombinantly produced RNA, as well as altered RNA tliat differs from naturally 
occurring RNA by the addition, deletion, substitution and/or alteration of one or more 
15 nucleotides. Such alterations can include addition of non-nucleotide material, such as to 
the end(s) of the siNA or internally, for example at one or more nucleotides of the RNA. 
Nucleotides in the RNA molecules of the instant invention can also comprise non- 
standard nucleotides, such as non-naturally occurring nucleotides or chemically 
synthesized nucleotides or deoxynucleotides. These altered RNAs can be referred to as 
20 analogs or analogs of naturally-occurring RNA. 

By "subject" is meant an organism, which is a donor or recipient of explanted cells 
or the cells themselves. "Subject" also refers to an organism to which the nucleic acid 
molecules of the invention can be administered. In one embodiment, a subject is a 
mammal or manunalian cells. In another embodiment, a subject is a human or human 
25 cells. 

The term "phosphorothioate" as used herein refers to an intemucleotide linkage 
having Formula I, wherein Z and/or W comprise a sulfiir atom. Hence, the term 
phosphorothioate refers to both phosphorothioate and phosphorodithioate intemucleotide 
linkages. 
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The temi "universal base" as used herein refers to nucleotide base analogs that form 
base pairs with each of the natural DNA/RNA bases with little discrimination between 
them. Non-limiting examples of universal bases include C-phenyl, C-naphthyl and other 
aromatic derivatives, inosine, azole carboxamides, and nitroazole derivatives such as 3- 
5 nitropyrrole, 4-nitroindole, 5-nitroindole, and 6-nitroindole as known in the art (see for 
example Loakes, 2001, Nucleic Acids Research, 29, 2437-2447). 

The term "acyclic nucleotide" as used herein refers to any nucleotide having an 
acyclic ribose sugar, for example where any of the ribose carbons (CI, C2, C3, C4, or 
C5), are independently or in combination absent from the nucleotide. 

10 The nucleic acid molecules of the instant invention, individually, or in combination 

or in conjunction with other drugs, can be used to treat diseases or conditions discussed 
herein. For example, to treat a particular disease or condition, the siNA molecules can be 
administered to a subject or can be administered to other appropriate cells evident to those 
skilled in the art, individually or in combination with one or more drugs under conditions 

1 5 suitable for the treatment. 

In a further embodiment, the siNA molecules can be used in combination with other 
known treatments to treat conditions or diseases discussed above. For example, the 
described molecules could be used in combination with one or more known therapeutic 
agents to treat a disease or condition. Non-limiting examples of other therapeutic agents 
20 that can be readily combined with a siNA molecule of the invention are enzymatic nucleic 
acid molecules, allosteric nucleic acid molecules, antisense, decoy, or aptamer nucleic 
acid molecules, antibodies such as monoclonal antibodies, small molecules, and other 
organic and/or inorganic compounds including metals, salts and ions. 

In one embodiment, the invention features an expression vector comprising a 
25 nucleic acid sequence encoding at least one siNA molecule of the invention, in a manner 
which allows expression of the siNA molecule. For example, the vector can contain 
sequence(s) encoding both strands of a siNA molecule comprising a duplex. The vector 
can also contain sequence(s) encoding a single nucleic acid molecule that is self- 
complementary and thus forms a siNA molecule. Non-limiting examples of such 
30 expression vectors are described in Paul et aL, 2002, Nature Biotechnology, 19, 505; 
Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee et aL, 2002, Nature 
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Biotechnology, 19, 500; and Novina et aL, 2002, Nature Medicine, advance online 
publication doi:10.1038/nni725. 

In another embodiment, the invention features a mammaUan cell, for example, a 
human cell, including an expression vector of the invention. 

5 In yet another embodiment, the expression vector of the invention comprises a 

sequence for a siRNA molecule having complementarity to a RNA molecule referred to 
by a Genbank Accession number in Table HI. 

In yet another embodiment, the expression vector of the invention comprises a 
sequence for a siNA molecule having complementarity to a RNA molecule referred to by 
10 a Genbank Accession numbers, for example Genbank Accession Nos. shown in Table I. 

In one embodiment, an expression vector of the invention comprises a nucleic acid 
sequence encoding two or more siNA molecules, which can be the same or different. 

In another aspect of the invention, siRNA molecules that interact with target RNA 
molecules and down-regulate gene encoding target RNA molecules (for example target 

15 RNA molecules referred to by Genbank Accession number in Table HI) are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors 
can be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed 
based on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. 
The recombinant vectors capable of expressing the siNA molecules can be delivered as 

20 described herein, and persist in target cells. Altematively, viral vectors can be used that 
provide for transient expression of siNA molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecules bind and down-regulate 
gene function or expression via RNA interference (RNAi). Delivery of siNA expressing 
vectors can be systemic, such as by intravenous or intramuscular administration, by 

25 administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell. 

By "vectors" is meant any nucleic acid- and/or viral-based technique used to deliver 
a desired nucleic acid 
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Other features and advantages of the invention will be apparent from the following 
description of the preferred embodiments thereof, and from the claims. 

BRIEF DESCRIPTION OF THE DRAWINGS 

Figure 1 shows a non-limiting example of a scheme for the synthesis of siNA 
5 molecules. The complementary siNA sequence strands, strand 1 and strand 2, are 
synthesized in tandem and are connected by a cleavable linkage, such as a nucleotide 
succinate or abasic succinate, which can be the same or different from the cleavable 
linker used for solid phase synthesis on a solid support. The synthesis can be either solid 
phase or solution phase, in the example shown, the synthesis is a soUd phase synthesis. 
10 The synthesis is performed such that a protecting group, such as a dimethoxytrityl group, 
remains intact on the terminal nucleotide of the tandem oligonucleotide. Upon cleavage 
and deprotection of the oligonucleotide, the two siNA strands spontaneously hybridize to 
form a siNA duplex, which allows the purification of the duplex by utilizing the 
properties of the terminal protecting group, for example by applying a trityl on 
15 purification method wherein only duplexes/oligonucleotides with the terminal protecting 
group are isolated. 

Figure 2 shows a MALDI-TOV mass spectrum of a purified siNA duplex 
synthesized by a method of the invention. The two peaks shown correspond to the 
predicted mass of the separate siNA sequence strands. This result demonstrates that the 
20 siNA duplex generated from tandem synthesis can be purified as a single entity using a 
simple trityl-on purification methodology. 

Figure 3 shows the results of a stability assay used to determine the serum stability 
of chemically modified siNA constructs compared to a siNA control consisting of all 
RNA with 3'-TT termini. T 14 values are shown for duplex stability. 

25 Figure 4 shows the results of an RNAi activity screen of phosphorothioate 

modified siNA constructs using a luciferase reporter system. 

Figure 5 shows the results of an RNAi activity screen of phosphorothioate and 
universal base modified siNA constracts using a luciferase reporter system. 
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Figure 6 shows the results of an RNAi activity screen of 2'-0-methyl modified 
siNA constructs using a luciferase reporter system. 

Figure 7 shows the results of an RNAi activity screen of 2'-0-methyl and 2'- 
deoxy-2'-fluoro modified siNA constructs using a luciferase reporter system. 

5 Figure 8 shows the results of an RNAi activity screen of a phosphorothioate 

modified siNA constmct using a luciferase reporter system. 

Figure 9 shows the results of an RNAi activity screen of an inverted deoxyabasic 
modified siNA construct generated via tandem synthesis using a luciferase reporter 
system. 

10 Figure 10 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs including 3 '-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 

15 dithymidiae (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constmcts are shovm by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

20 Figure 11 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs. The screen compared various combinationis of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 

25 dithymidine (TT) and its corresponding inverted control (hiv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shovra by RPI 
nimiber (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 
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Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared m the luciferase assay described herein at 1 nM and lOnM 
5 concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
10 are shown in Table I. In addition, the antisense strand alone (RPI 30430) and an inverted 
control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) was 
compared to the siNA duplexes described above. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combmations of sense strand chemical 

15 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

20 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI nvimbers 
are shown in Table L In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. 

Figure 14 shows the results of an RNAi activity screen of chemically modifed 
25 siNA constructs including various 3 '-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
lOnM concentration using an all RNA siNA control (siGL2) having having 3'-temiinal 
ditliymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
30 level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
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number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 

5 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in tlie luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3 '-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 

10 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table L 

Figure 16 shows the results of a siNA titration study wherein the RNAi activity of 
a phosphorothioate modified siNA construct is compared to that of a siNA constmct 
15 consisting of all ribonucleotides except for two terminal thymidme residues using a 
luciferase reporter system. 

Figure 17 shows a non-limiting proposed mechanistic representation of target RNA 
degradation involved in RNAi. Double-stranded RNA (dsRNA), which is generated by 
RNA-dependent RNA polymerase (RdRP) from foreign single-stranded RNA, for 

20 example viral, transposon, or other exogenous RNA, activates the DICER enzyme that in 
turn generates siNA duplexes. Alternately, synthetic or expressed siNA can be 
introduced directely into a cell by appropriate means. An active siNA complex forms 
which recognizes a target RNA, resulting in degradation of the target RNA by the RISC 
endonuclease complex or in the synthesis of additional RNA by RNA-dependent RNA 

25 polymerase (RdRP), which can activate DICER and result in additional siNA molecules, 
thereby amplifying the RNAi response. 

Figure 18A-F shows non-limiting examples of chemically-modified siNA 
constructs of the present invention. In the figure, N stands for any nucleotide (adenosine, 
guanosine, cytosine, uridine, or optionally thymidine, for example thymidine can be 
30 substituted in the overhanging regions designated by parenthesis (N N). Various 
modifications are shown for the sense and antisense strands of the siNA constructs, 
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Figure ISA: The sense strand comprises 21 nucleotides having four 
phosphorothioate 5'- and 3 -terminal intemucleotide linkages, wherein the two terminal 3 - 
nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may be 
present are 2*-0-methyl or 2-deoxy-2*-fluoro modified nucleotides except for (N N) 

5 nucleotides, which can comprise ribonucleotides, deoxynucleotides, imiversal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3 -terminal glyceryl moiety and wherein the two terminal 
3 -nucleotides are optionally complementary to the target RNA sequence, and having one 
3'-teraiinal phosphorothioate intemucleotide linkage and four 5 -terminal 

10 phosphorothioate intemucleotide linkages and wherein all pyrimidine nucleotides that 
may be present are 2 -deoxy-2 -fluoro modified nucleotides except for (N N) nucleotides, 
which can comprise ribonucleotides, deoxynucleotides, universal bases, or other chemical 
modifications described herein. 

Figure 18B: The sense strand comprises 21 nucleotides wherein tlie two terminal 
15 3 -nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may 
be present are 2 -O-methyl or 2 -deoxy-2 -fluoro modified nucleotides except for (N N) 
nucleotides, which can comprise ribonucleotides, deoxynucleotides, miiversal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3 '-terminal glyceryl moiety and wherein, the two temiinal 
20 3 '-nucleotides are optionally complementary to the target RNA sequence, and wherein all 
pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified nucleotides 
except for (N N) nucleotides, which can comprise ribonucleotides, deoxynucleotides, 
universal bases, or other chemical modifications described herein. 

Figure 18C: The sense strand comprises 21 nucleotides having 5 - and 3 - terminal 
25 cap moieties wherein the two terminal 3 -nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-0-methyl or 2'-deoxy-2'- 
fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. The antisense strand comprises 21 nucleotides, optionally having a 3 - 
30 terminal glyceryl moiety and wherein the two terminal 3 '-nucleotides are optionally 
complementary to the target RNA sequence, and having one 3 -terminal phosphorothioate 
intemucleotide linkage and wherein all pyrimidine nucleotides that may be present are 2'- 
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deoxy-2 -fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18D: The sense strand comprises 21 nucleotides having 5 - and 3 - terminal 
5 cap moieties wherein the two terminal 3*-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein and 
wherein and all purine nucleotides that may be present are 2 -deoxy nucleotides. The 
10 antisense strand comprises 21 nucleotides, optionally having a 3 -terminal glyceryl moiety 
and wherein the two terminal 3 -nucleotides are optionally complementary to the target 
RNA sequence, and having one 3 -terminal phosphorothioate intemucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2 -deoxy-2 -fluoro modified 
nucleotides and all purine nucleotides that may be present are 2'-0-methyl modified 
15 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. 

Figure 18E: The sense strand comprises 21 nucleotides having 5 - and 3'- terminal 
cap moieties wherein the two terminal 3 -nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2 -fluoro modified 

20 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3 -terminal glyceryl moiety 
and wherein the two terminal 3 '-nucleotides are optionally complementary to the target 
RNA sequence, and wherein all pyrimidine nucleotides that may be present are 2 -deoxy- 

25 2'-fluoro modified nucleotides and all purine nucleotides that may be present are 2 -O- 
metliyl modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18F: The sense strand comprises 21 nucleotides having 5'- and 3*- terminal 
30 cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2 -fluoro modified 

68 



BNSOOCIO: <WO. 



P3074654A2_I_> 



wo 03/074654 



PCT/US03/05028 



nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3 -terminal glyceryl moiety 
and wherein the two terminal 3'-nucleotides are optionally complementary to the target 
5 RNA sequence, and having one 3 -terminal phosphorothioate intemucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2 -fluoro modified 
nucleotides and all purine nucleotides that may be present are 2'-deoxy modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
10 antisense strand of constructs A-F comprise sequence complementary to target RNA 
sequence of the invention. 

Figure 19 shows non-limiting examples of specific chemically modified siNA 
sequences of the invention. A-F applies the chenMcal modifications described in Figure 
18A-F to a representative siNA sequence targeting the EGFR (HERl). 

15 Figure 20 shows non- limiting examples of different siNA constructs of the 

invention. The examples shown (constructs 1, 2, and 3) have 19 representative base pairs, 
however, different embodiments of the invention include any number of base pairs 
described herein. Bracketed regions represent nucleotide overhangs, for example 
comprising between about 1, 2, 3, or 4 nucleotides in length, preferably about 2 

20 nucleotides. Constructs 1 and 2 can be used independently for RNAi activity. Construct 
2 can comprise a polynucleotide or non-nucleotide linker, which can optionally be 
designed as a biodegradable linker. In one embodiment, the loop structure shown in 
constmct 2 can comprise a biodegradable linker that results in the formation of constmct 
1 in vivo and/or in vitro. In another example, construct 3 can be used to generate 

25 construct 2 under the same principle wherein a linker is used to generate the active siNA 
construct 2 in vivo and/or in vitro, which can optionally utilize another biodegradable 
linker to generate the active siNA construct 1 in vivo and/or in vitro. As such, the 
stability and/or activity of the siNA constmcts can be modulated based on the design of 
the siNA construct for use in vivo or in vitro and/or in vitro. 

30 Figure 21 is a diagrammatic representation of a method used to determine target 

sites for siNA mediated RNAi within a particular target nucleic acid sequence, such as 
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messenger RNA. (A) A pool of siNA oligonucleotides are synthesized wherein the 
antisense region of the siNA constructs has complementarity to target sites across the 
target nucleic acid sequence, and wherein the sense region comprises sequence 
complementary to the antisense region of the siNA. (B) The sequences are transfected 
5 into cells. (C) Cells are selected based on phenotypic change that is associated with 
modulation of the target nucleic acid sequence. (D) The siNA is isolated from the 
selected cells and is sequenced to identify efficacious target sites within the target nucleic 
acid sequence. 

Figure 22 shows non-limiting examples of different stabilization chemistries (1-10) 
that can be used, for example, to stabilize the 3 -end of siNA sequences of the invention, 
including (1) [3-3']-inverted deoxyribose; (2) deoxyribonucleotide; (3) [5-3']-3- 
deoxyribonucleotide; (4) [5'-3']-ribonucleotide; (5) [5*-3']-3'-0-methyl ribonucleotide; (6) 
3'-glyceryl; (7) [3'-5']-3*-deoxyribonucleotide; (8) [3'-3*]-deoxyribonucleotide; (9) [S'-T]- 
deoxyribonucleotide; and (10) [5-3']-dideoxyribonucleotide. In addition to modified and 
unmodified backbone chemistries indicated in the figure, these chemistries can be 
combined with different backbone modifications as described herein, for example, 
backbone modifications having Formula I. In addition, the 2 -deoxy nucleotide shown 5* 
to the terminal modifications shown can be another modified or unmodified nucleotide or 
non-nucleotide described herein, for example modifications having any of Formulae I-Vn 
or any combination thereof 

Figure 23 shows a non-limiting example of siNA mediated inhibition of VEGF- 
induced angiogenesis using the rat corneal model of angiogenesis. siNA targeting site 
2340 of VEGFRl RNA (shown as RPI No. sense strand/antisense strand) were compared 
to inverted controls (shown as RPI No. sense strand/antisense strand) at three different 
25 concentrations and compared to a VEGF control in which no siNA was administered. 

Figure 24 shows a non-limiting example of a strategy used to identify chemically 
modified siNA constructs of the invention that are nuclease resistance while preserving 
the abiUty to mediate RNAi activity. Chemical modifications are introduced into the 
siNA construct based on educated design parameters (e.g. introducing 2'-mofications, 
30 base modifications, backbone modifications, terminal cap modifications etc). The 
modified constract in tested in an appropriate system (e.g human serum for nuclease 
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resistance, shown, or an animal model for PK/delivery parameters). In parallel, the siNA 
construct is tested for RNAi activity, for example in a cell culture system such as a 
luciferase reporter assay). Lead siNA constructs are then identified which possess a 
particular characteristic while maintaining RNAi activity, and can be further modified and 
5 assayed once again. This same approach can be used to identify siNA-conjugate 
molecules with improved pharmacokinetic profiles, delivery, and RNAi activity. 

Figure 25 shows a non-limiting example of reduction of HER2 mRNA in A549 
cells mediated by RNA-based and chemically-modified siNAs that target HER2 mRNA 
sites 2344 and 3706. A549 cells were transfected with 4 ug/ml lipid complexed with 25 

10 nM unmodified siNA with a 3'-tenninal dithymidine cap (RPI#2S266/28267) or a 
corresponding inverted control (RPI#28268/28269) for site 2344 and (RPI#28262/28263) 
and a corresponding inverted control (RPI 28264/28265) for site 3706. Li addition, A549 
cells were transfected with 4 ug/ml Upid complexed with 25 nM modified siNA 
(RPI#30442/30443) and a corresponding matched control (RPI#30444/30445) for site 

15 2344 and (RPI#30438/30439) and a corresponding matched control (RPI 30440/30441) 
for site 3706. As shown in the figures, the modified and unmodified constructs targeting 
sites 2344 and 3706 all demonstrate significant inhibition of HER2 RNA expression. 

Figure 26 shows a non-limiting example of reduction of PKC-alpha mRNA in 
A549 cells mediated by chemically-modified siNAs that target PKC-alpha mRNA. A549 
20 cells were transfected with 0.25 ug/well of Upid complexed with 25 nM siNA. A screen 
of siNA constructs comprising ribonucleotides and 3 '-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constmcts (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, all of 
the siNA constructs show significant reduction of PKC-alpha RNA expression. 

25 Figure 27 shows a non-limiting example of reduction of Myc (c-Myc) mRNA in 

293T cells mediated by chemically-modified siNAs that target c-Myc mRNA. 293T cells 
were transfected with 0.25 ug/well of Upid complexed with 25 nM siNA. A screen of 
siNA constructs comprising ribonucleotides and 3 '-terminal dithymidine caps was 
compared to imtreated cells, scrambled siNA control constructs (Scraml and Scrani2), 

30 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
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of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
show significant reduction of c-Myc RNA expression. 

Figure 28 shows a non-linaiting example of reduction of BCL2 mRNA in A549 
cells mediated by chemically-modified siNAs that target BCL2 mKNA. A549 cells were 
5 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA, A siNA construct 
comprising ribonucleotides and 3 '-terminal dithymidine caps (RPI#30998/31074) was 
tested along with a chemically modified siNA constract comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the scxiso strand of the siNA 
is fiirther modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense 

10 strand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 
(RPI#3 1368/3 1369), which was also compared to a matched chemistry inverted control 
(RPI#31370/31371) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine and 2'-deoxy-2'-fluoro purine nucleotides in which the sense strand of 
the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the 

15 antisense strand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 
(RPI#3 1372/3 1373) which was also compared to a matched chemistry inverted control 
(RPI#3 1374/3 1375). In addition, the siNA constracts were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constmcts (Scraml and Scrain2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, the 

20 siNA constructs show significant reduction of BCL2 RNA expression compared to 
scrambled, imtreated, and transfection controls. 

Figure 29 shows a non-limiting example of reduction of CHK-1 mRNA in A549 
cells mediated by chemically-modified siNAs that target CHK-1 mRNA. A549 cells 
were transfected witli 0,25 ug/well of Upid complexed with 25 nM siNA. A siNA 

25 construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 1003/3 1079) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the 
siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and in which 
the antisense strand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 

30 (RPI#3 1302/3 1303), were compared to a matched chemistry inverted control 
(RPI#3 1314/31325). In addition, the siNA constmcts were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constmcts (Scraml and Scrain2), 
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and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of CHK-1 RNA expression compared to 
appropriate controls. 

Figure 30 shows a non-limiting example of reduction of BACE mRNA in A549 
5 cells mediated by siNAs that target BACE mRNA. A549 cells were transfected with 0.25 
ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs comprising 
ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated cells, 
scrambled siNA control constructs (Scraml and Scram2), and cells transfected with lipid 
alone (transfection control). As shown in the figure, all of the siNA constructs show 
1 0 significant reduction of BACE RNA expression. 

Figure 31 shows a non-limiting example of reduction of cyclin Dl mRNA in A549 
cells mediated by chemically-modified siNAs that target cyclin Dl mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 

15 (RPI#3 1009/3 1085) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
strand of the siNA is fixrther modified with 5' and 3 '-terminal inverted deoxyabasic caps 
and the antisense stiand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 
(RPI#3 1304/3 1305), which was also compared to a matched chemistry inverted control 

20 (RPI#31316/31317). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of cyclin Dl RNA expression. 

Figure 32 shows a non-limiting example of reduction of FTP- IB mRNA in A549 
25 cells mediated by chemically-modified siNAs that target PTP-IB mRNA. A549 cells 
were transfected witli 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 101 8/3 1307) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and pvuine ribonucleotides in which the sense 
30 strand of the siNA is fiirther modified with 5' and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 
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(RPI#3 1306/3 1307), which was also compared to a matched chemistry inverted control 
(RPI#31318/31319). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with hpid and scrambled siNA constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
5 siNA constructs show significant reduction of PTP-IB RNA expression. 

Figure 33 shows a non-limiting example of reduction of ERG2 mRNA in DLDl 
cells mediated by siNAs tiiat target ERG2 mRNA. DLDl cells were transfected with 
0.25 ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs 
comprising ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated 
10 cells, scrambled siNA control constructs (Scraml and Scram2), and cells transfected with 
lipid alone (transfection control). As shown in the figure, all of the siNA constmcts show 
significant reduction of ERG2 RNA expression. 

Figure 34 shows a non-limiting example of reduction of PCNA mRNA in A549 
cells mediated by chemically-modified siNAs that target PCNA mRNA. A549 cells were 

15 transfected with 0,25 ug/well of lipid complexed with 25 nM siNA. A siNA constmct 
comprising ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 1035/31 111) was 
compared to a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense 

20 strand comprises a 3 '-terminal phosphorothioate intemucleotide hnkage 
(RPI#3 1310/313 11), which was also compared to a matched chemistry inverted control 
(RPI#3 1322/3 1323). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constmcts (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 

« 

25 siNA constructs show significant reduction of PCNA RNA expression. 

DETAILED DESCRIPTION OF THE INVENTION 

Mechanism of action of Nucleic Acid Molecules of the Invention 

The discussion that follows discusses the proposed mechanism of RNA interference 
mediated by short interfering RNA as is presently known, and is not meant to be limiting 
30 and is not an admission of prior art. Applicant demonstrates herein that chemically- 
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modified short interfering nucleic acids possess similar or improved capacity to mediate 
RNAi as do siRNA molecules and are expected to possess improved stability and activity 
in vivo; therefore, this discussion is not meant to be limiting only to siRNA and can be 
applied to siNA as a whole. By "improved capacity to mediate RNAi" or "improved 
5 RNAi activity" is meant to include RNAi activity measured in vitro and/or in vivo where 
the RNAi activity is a reflection of both the ability of the siNA to mediate RNAi and the 
stabihty of the siNAs of the invention. Li this invention, the product of these activities 
can be increased in vitro and/or in vivo compared to an all RNA siRNA or a siNA 
containing a pluraUty of ribonucleotides. In some cases, the activity or stability of the 
10 siNA molecule can be decreased (i.e., less than ten-fold), but the overall activity of the 
siNA molecule is enhanced in vitro and/or in vivo, 

RNA interference refers to the process of sequence specific post-transcriptional 
gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
15 transcriptional gene silencing or RNA silencing and is also referred to as quelUng in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes which is commonly shared by diverse flora and phyla (Fire et aL, 1999, 
Trends Genet, 15, 358). Such protection Jfrom foreign gene expression may have evolved 
20 in response to the production of double-stranded RNAs (dsRNAs) derived firom viral 
infection or the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
25 from the interferon response that results from dsRNA-mediated activation of protein 
kinase PKR and 2', 5'-oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease III 
enzyme referred to as Dicer. Dicer is involved in the processing of the dsRNA into short 
30 pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et aL, 2001, 
Nature, 409, 363). Short interfering RNAs derived from Dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes. Dicer has 
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also been implicated in the excision of 21- and 22-nucleotide small temporal RNAs 
(stRNAs) from precursor RNA of conserved structure that are implicated in translational 
control (Hutvagner et al, 2001, Science, 293, 834). The RNAi response also features an 
endonuclease complex containing a siRNA, conmionly referred to as an RNA-induced 

5 silencing complex (RISC), which mediates cleavage of single-stranded RNA having 
sequence homologous to the siRNA. Cleavage of the target RNA takes place in the 
middle of the region complementary to the guide sequence of the siRNA duplex (Elbashir 
et al, 2001, Genes Dev., 15, 188). In addition, RNA interference can also involve small 
RNA (e.g., micro-RNA or miRNA) mediated gene silencing, presumably though cellular 

10 mechanisms tliat regulate chromatin structure and thereby prevent transcription of target 
gene sequences (see for example Allshire, 2002, Science, 297, 1818-1819; Volpe et al, 
2002, Science, 297, 1833-1837; Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 
2002, Science, 297, 2232-2237). As such, siNA molecules of the invention can be used to 
mediate gene silencing via interaction with RNA transcripts or alternately by interaction 

15 with particular gene sequences, wherein such interaction results in gene silencing either at 
the transcriptional level or post-transcriptional level. 

RNAi has been studied in a variety of systems. Fire et al, 1998, Nature, 391, 806, 
were the first to observe RNAi in C elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 

20 2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates has 
revealed certain requirements for siRNA length, structure, chemical composition, and 

25 sequence that are essential to mediate efficient RNAi activity. These studies have shown 
that 21 nucleotide siRNA duplexes are most active when containing two 2-nucleotide 3 - 
terminal nucleotide overhangs. Furthermore, substitution of one or both siRNA strands 
with 2 -deoxy or 2'-0-methyl nucleotides abohshes RNAi activity, whereas substitution of 
3'-terminal siRNA nucleotides with deoxy nucleotides was shown to be tolerated. 

30 Mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
target RNA is defined by the 5 -end of the siRNA guide sequence rather than the 3 -end 
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(Elbashir et al, 2001, EMBO X, 20, 6877). Other studies have indicated that a 5'- 
phosphate on the target-complementary strand of a siRNA duplex is required for siRNA 
activity and that ATP is utihzed to maintain the 5 -phosphate moiety on the siRNA 
(Nykanen et al, 2001, Cell, 107, 309); however, siRNA molecules lacking a 5'-phosphate 
5 are active when introduced exogenously, suggesting that 5'-phosphorylation of siRNA 
constructs may occur in vivo. 

Synthesis of Nucleic acid Molecules 

Synthesis of nucleic acids greater than 1 00 nucleotides in length is difficult using 
automated methods, and the therapeutic cost of such molecules is prohibitive. In this 

10 invention, small nucleic acid motifs "small" refers to nucleic acid motifs no more than 
100 nucleotides in length, preferably no more than 80 nucleotides in length, and most 
preferably no more than 50 nucleotides in length; e.g,y individual siNA ohgonucleotide 
sequences or siNA sequences synthesized in tandem) are preferably used for exogenous 
delivery. The simple structure of these molecules increases the ability of the nucleic acid 

15 to mvade targeted regions of protein and/or RNA structure. Exemplary molecules of the 
instant invention are chemically synthesized, and others can similarly be synthesized. 

Ohgonucleotides {e.g.^ certain modified oligonucleotides or portions of 
oligonucleotides lacking ribonucleotides) are synthesized using protocols known in the 
art, for example as described in Caruthers et al, 1992, Methods in Enzymology 211, 3-19, 

20 Thompson et al. International PCT PubHcation No. WO 99/54459, Wincott et al, 1995, 
Nucleic Acids Res, 23, 2677-2684, Wincott et al, 1997, Methods Mol Bio., 74, 59, 
Brennan et al, 1998, Biotechnol Bioeng,, 61, 33-45, and Brennan, U.S. Pat. No. 
6,001,31 1. All of these references are incorporated herein by reference. The synthesis of 
ohgonucleotides makes use of common nucleic acid protecting and coupling groups, such 

25 as dimethoxytrityl at the 5 -end, and phosphoramidites at the 3 '-end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 fxmol scale protocol with a 2.5 min coupling step for 2*-0- 
methylated nucleotides and a 45 sec coupling step for 2'-deoxy nucleotides or 2 -deoxy-2 - 
fluoro nucleotides. Table II outlines the amounts and the contact times of the reagents 

30 used in the synthesis cycle. Altematively, syntheses at the 0.2 |imol scale can be 
performed on a 96-well plate synthesizer, such as the instrument produced by Protogene 
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(Palo Alto, CA) with minimal modification to the cycle. A 33-fold excess (60 p.L of 0.11 
M = 6.6 ^imol) of 2-O-methyl phosphoramidite and a 105-fold excess of S-ethyl tetrazole 
(60 nL of 0.25 M = 15 |imol) can be used in each coupling cycle of 2'-0-methyl residues 
relative to polymer-bound 5'-hydroxyL A 22-fold excess (40 ^iL of 0.11 M = 4.4 ^mol) 
5 of deoxy phosphoramidite and a 70-fold excess of S-ethyl tetrazole (40 ^iL of 0.25 M = 
10 ^unol) can be used in each coupling cycle of deoxy residues relative to polymer-boimd 
5'-hydroxyL Average coupUng yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 
10 include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 
capping is performed with 16% TV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); and.oxidation solution is 16.9 mM I2, 49 mM 

pyridine, 9% water in THF (PERSEPTIVE'^^). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 
15 acetonitrile) is made up from the solid obtained from American International Chemical, 
Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one 1,1-dioxide, 0.05 M in acetonitrile) is used. 

Deprotection of the DNA-based oligonucleotides is performed as follows: the' 
polymer-bound trityl-on oligoribonucleotide is transferred to a 4 mL glass screw top vial 
20 and suspended in a solution of 40% aq. methylamine (1 mL) at 65 °C for 10 min. After 
cooling to -20 ^C, the supematant is removed from the polymer support. The support is 
washed three times with 1.0 mL of EtOH:MeCN:H20/3:l:l, vortexed and the supematant 
is then added to the first supematant. The combined supematants, containing the 
oligoribonucleotide, are dried to a white powder. 

25 The method of synthesis used for RNA including certain siNA molecules of the 

invention follows the procedure as described in Usman et al, 1987, J. Am, Chem. Soc, 
109, 7845; Scaringe et aL, 1990, Nucleic Acids Res., 18, 5433; and Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684 Wincott et al, 1997, Methods Mol Bio., 74, 59, and 
makes use of common nucleic acid protecting and coupling groups, such as 

30 dimethoxytrityl at the 5 -end, and phosphoramidites at the 3 -end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 (xmol scale protocol with a 7.5 min coupling step for alkylsilyl 
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protected nucleotides and a 2.5 min coupling step for 2 -O-methylated nucleotides. Table 
n outlines the amounts and the contact times of the reagents used in the synthesis cycle. 
Alternatively, syntheses at the 0.2 jimol scale can be done on a 96-well plate synthesizer, 
such as the instrument produced by Protogene (Palo Alto, CA) with minimal modification 
5 to the cycle. A 33-fold excess (60 jiL of 0.11 M = 6.6 pmol) of 2'-0-methyl 
phosphoramidite and a 75-fold excess of S-ethyl tetrazole (60 ^iL of 0.25 M = 15 ^imol) 
can be used in each coupling cycle of 2 -O-methyl residues relative to polymer-boimd 5 - 
hydroxyl. A 66-fold excess (120 of 0.1 1 M = 13.2 ^imol) of alkylsilyl (ribo) protected 
phosphoramidite and a 150-fold excess of S-ethyl tetrazole (120 jiL of 0.25 M = 30 ^mol) 

10 can be used in each coupling cycle of ribo residues relative to polymer-bound 5- 
hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
detemiined by colorimetric quantitation of the trityl firactions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 
include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 

15 capping is performed with .16% A^-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); oxidation solution is 16.9 mM I2, 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Syntliesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 
acetonitrile) is made up from the solid obtained from American Intemational Chemical, 

20 Inc. Alternately, for the introduction of phosphorotliioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one l,l-dioxide0.05 M in acetonitrile) is used. 

Deprotection of the RNA is performed using either a two-pot or one-pot protocol. 

♦ 

For the two-pot protocol, the polymer-bound trityl-on oligoribonucleotide is transferred to 
a 4 mL glass screw top vial and suspended in a solution of 40% aq. methylamine (1 mL) 

25 at 65 °C for 10 min. After cooling to -20 °C, the supernatant is removed from the 
polymer support. The support is washed three times with 1.0 mL of 
EtOH:MeCN:H20/3:l:l, vortexed and the supernatant is then added to the first 
supematant. The combined supematants, contaimng the oligoribonucleotide, are dried to 
a white powder. The base deprotected oligoribonucleotide is resuspended in anhydrous 

30 TEA/HF/NMP solution (300 of a solution of 1.5 mL N-methylpyrrolidinone, 750 ^L 
TEA and 1 mL TEA*3HF to provide a 1.4 M HF concentration) and heated to 65 ""C. 
After 1.5 h, the oligomer is quenched with 1.5 M NH4HCO3. 

79 

BNSOCX;iD: <WO 03074654A2_L> 



wo 03/074654 PCT/IJS03/05028 

Alternatively, for the one-pot protocol, the polymer-boxmd trityl-on 
ohgoribonucleotide is transferred to a 4 mL glass screw top vial and suspended in a 
solution of 33% ethanoHc methylamine/DMSO: 1/1 (0.8 mL) at 65 °C for 15 min. The 
vial is brought to rt. TEA-3HF (0.1 mL) is added and the vial is heated at 65 °C for 15 
5 min. The sample is cooled at -20 °C and then quenched with 1 .5 M NH4HCO3. 

For purification of the trityl-on oUgomers, the quenched NH4HCO3 solution is 
loaded onto a C-18 containing cartridge that had been prewashed with acetonitrile 
followed by 50 mM TEAA. After washing the loaded cartridge with water, the RNA is 
detritylated with 0.5% TFA for 13 min. The cartridge is then washed again with water, 
10 salt exchanged with 1 M NaCl and washed with water again. The oUgonucleotide is then 
eluted with 30% acetonitrile. 

The average stepwise coupling yields are typically >98% (Wincott et al, 1995 
Nucleic Acids Res. 23, 2677-2684). Those of ordinary skill in the art will recognize that 
the scale of synthesis can be adapted to be larger or smaller than the example described 
15 above including but not limited to 96- well format. 

Alternatively, the nucleic acid molecules of the present invention can be 
synthesized separately and joined together post-synthetically, for example, by Ugation 
(Moore et al, 1992, Science 256, 9923; Draper et al., Ihtemational PCT pubUcation No. 
WO 93/23569; Shabarova et al, 1991, Nucleic Acids Research 19, 4247; Bellon et al, 
20 1997, Nucleosides & Nucleotides, 16, 951; Bellon et al, 1997, Bioconjugate Chem. 8, 
204), or by hybridization following synthesis and/or deprotection. 

The siNA molecules of the invention can also be synthesized via a tandem synthesis 
methodology as described in Example 1 herein, wherein both siNA strands are 
synthesized as a single contiguous ohgonucleotide j&ragment or strand separated by a 
25 cleavable hnker which is subsequently cleaved to provide separate siNA fragments or 
strands that hybridize and permit purification of the siNA duplex. The linker can be a 
polynucleotide linker or a non-nucleotide linker. The tandem synthesis of siNA as 
described herein can be readily adapted to both multiwell/multiplate synthesis platforms 
such as 96 well or similarly larger multi-well platforms. The tandem synthesis of siNA as 
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described herein can also be readily adapted to large scale synthesis platforms employing 
batch reactors, synthesis colvunns and the like. 

A siNA molecule can also be assembled from two distinct nucleic acid strands or 
fragments wherein one fragment includes the sense region and the second fragment 
5 includes the antisense region of the RNA molecule. 

The nucleic acid molecules of the present invention can be modified extensively to 
enhance stability by modification with nuclease resistant groups, for example, 2'-amino, 
2'-C-allyl, 2'-fluoro, 2*-0-methyl, 2'-H (for a review see Usman and Cedergren, 1992, 
TIBS 17, 34; Usman et al, 1994, Nucleic Acids Symp. Ser. 31, 163). siNA constructs can 
10 be purified by gel electrophoresis using general methods or can be purified by high 
pressure liquid chromatography (HPLC; see Wincott et al, supra, the totality of which is 
hereby incorporated herein by reference) and re-suspended in water. 

In another aspect of the invention, siNA molecules of the invention are expressed 
from transcription miits inserted into DNA or RNA vectors. The recombinant vectors can 
15 be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed based 
on, but not limited to, adeno-associated virus, retrovirus, adenovims, or alphavirus. The 
recombinant vectors capable of expressing the siNA molecules can be delivered as 
described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. 

20 Optimizing Activity of the nucleic acid molecule of the invention. 

Chemically synthesizing nucleic acid molecules with modifications (base, sugar 
and/or phosphate) can prevent their degradation by serum ribonucleases, which can 
increase their potency (see e.g., Eckstein et al. International Publication No. WO 
92/07065; Perrault et aL, 1990 Nature 344, 565; Pieken et al, 1991, Science 253, 314; 

25 Usman and Cedergren, 1992, Trends in Biochem. Sci. 17, 334; Usman et al, Intemational 
Publication No. WO 93/15187; and Rossi et al, Intemational Publication No. WO 
91/03162; Sproat, U.S. Pat. No. 5,334,711; Gold et al, U.S. Pat. No. 6,300,074; and 
Burgin et aL, supra; all of which are incorporated by reference herein). All of the above 
references describe various chemical modifications that can be made to the base, 

30 phosphate and/or sugar moieties of the nucleic acid molecules described herein. 
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Modifications that enliance their efficacy in cells, and removal of bases firom nucleic acid 
molecules to shorten oUgonucleotide synthesis times and reduce chemical requirements 
are desired. 

There are several examples in the art describing sugar, base and phosphate 

5 modifications that can be introduced into nucleic acid molecules with significant 
enhancement in their nuclease stabiUty and efficacy. For example, oligonucleotides are 
modified to enhance stability and/or enhance biological activity by modification with 
nuclease resistant groups, for example, 2*-amino, 2'-C-allyl, 2'-fluoro, 2*-0-methyl, T-O- 
allyl, 2-H, nucleotide base modifications (for a review see Usman and Cedergren, 1992, 

10 TIBS. 17, 34; Usman et aL, 1994, Nucleic Acids Symp. Ser, 31, 163; Burgin et al, 1996, 
Biochemistry, 35, 14090). Sugar modification of nucleic acid molecules have been 
extensively described in the art (see Eckstein et al. International Publication PCT No. 
WO 92/07065; Perrault et al Nature, 1990, 344, 565-568; Pieken et al Science, 1991, 
253, 314-317; Usman and Cedergren, Trends in Biochem. Sci. , 1992, 17, 334-339; 

15 Usman et al International Publication PCT No. WO 93/15187; Sproat, US, Pat. No. 
5,334,711 and Beigelman et al, 1995, J. Biol Chem., 270, 25702; Beigelman et al, 
Intemational PCT publication No. WO 97/26270; Beigelman et al, U.S. Pat. No. 
5,716,824; Usman et al, U.S. Pat. No. 5,627,053; Woolf et al, Intemational PCT 
Publication No. WO 98/13526; Thompson et al, USSN 60/082,404 which was filed on 

20 April 20, 1998; Karpeisky et al, 1998, Tetrahedron Lett., 39, 1131; Eamshaw and Gait, 
1998, Biopolymers (Nucleic Acid Sciences), 48, 39-55; Verma and Eckstein, 199S, Annu. 
Rev, Biochem., 67, 99-134; and Burlina et al, 1997, Bioorg. Med. Chem., 5, 1999-2010; 
all of the references are hereby incorporated in their totality by reference herein). Such 
publications describe general methods and strategies to determine the location of 

25 incorporation of sugar, base and/or phosphate modifications and the like into nucleic acid 
molecules without modulating catalysis, and are incorporated by reference herein. In 
view of such teachings, similar modifications can be used £is described herein to modify 
the siNA nucleic acid molecules of the instant invention so long as the ability of s\NA to 
promote RNAi is cells is not significantly inhibited. 

30 While chemical modification of oUgonucleotide intemucleotide linkages with 

phosphorothioate, phosphorodithioate, and/or 5 -methylphosphonate linkages improves 
StabiUty, excessive modifications can cause some toxicity or decreased activity. 
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Therefore, when designing nucleic acid molecules, the amount of these intemucleotide 
linkages should be minimized. The reduction in the concentration of these linkages 
should lower toxicity, resulting in increased efficacy and higher specificity of these 
molecules. 

Short interfering nucleic acid (siNA) molecules having chemical modifications that 
maintain or enhance activity are provided. Such a nucleic acid is also generally more 
resistant to nucleases than an vmmodified nucleic acid. Accordingly, the in vitro and/or m 
vivo activity should not be significantly lowered. Li cases in which modulation is the 
goal, therapeutic nucleic acid molecules delivered exogenously should optimally be stable 
within cells imtil tianslation of the target RNA has been modulated long enough to reduce 
the levels of the undesirable protein. This period of time varies between hours to days 
depending upon the disease state, hnprovements in the chemical synthesis of RNA and 
DNA (Wincott et al, 1995, Nucleic Acids Res. 23, 2677; Caruthers et al, 1992, Methods 
in Enzymology 211,3-19 (incorporated by reference herein)) have expanded the ability to 
modify nucleic acid molecules by introducing nucleotide modifications to enhance their 
nuclease stability, as described above. 

In one embodiment, nucleic acid molecules of the invention include one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) G-clamp nucleotides. A G-clamp 
nucleotide is a modified cytosine analog wherein the modifications confer the abiUty to 
hydrogen bond both Watson-Crick and Hoogsteen faces of a complementary guanine 
within a duplex, see for example Lin and Matteucci, 1998, J. Am. Chem, Soc, 120, 8531- 
8532. A single G-clamp analog substitution within an oUgonucleotide can result in 
substantially enhanced helical thermal stability and mismatch discrimination when 
hybridized to complementary oligonucleotides. The inclusion of such nucleotides in 
25 nucleic acid molecules of the invention results in both enhanced affinity and specificity to 
nucleic acid targets, complementary sequences, or template strands. In another 
embodiment, nucleic acid molecules of the invention include one or more (e,g., about 1, 
2, 3, 4, 5, 6, 7, 8, 9, 10, or more) LNA "locked nucleic acid" nucleotides such as a 2\ 4 -C 
methylene bicycle nucleotide (see for example Wengel et aL, International PCT 
30 Publication No. WO 00/66604 and WO 99/14226). 
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In another embodiment, the invention features conjugates and/or complexes of 
siNA molecules of the invention. Such conjugates and/or complexes can be used to 
facilitate delivery of siNA molecules into a biological system, such as a cell. The 
conjugates and complexes provided by the instant invention can impart therapeutic 
5 activity by transferring therapeutic compounds across cellular membranes, altering the 
pharmacokinetics, and/or modulating the localization of nucleic acid molecules of the 
invention. The present invention encompasses the design and syntliesis of novel 
conjugates and complexes for the delivery of molecules, including, but not limited to, 
small molecules, lipids, phospholipids, nucleosides, nucleotides, nucleic acids, antibodies, 

10 toxins, negatively charged polymers and other polymers, for example proteins, peptides, 
hormones, carbohydrates, polyethylene glycols, or polyamines, across cellular 
membranes. In general, the transporters described are designed to be used either 
individually or as part of a multi-component system, v/ith or without degradable linkers. 
These compounds are expected to improve delivery and/or localization of nucleic acid 

15 molecules of the invention into a number of cell types originating from different tissues, 
in the presence or absence of serum (see SuUenger and Cech, U.S. Pat. No. 5,854,038). 
Conjugates of the molecules described herein can be attached to biologically active 
molecules via linkers that are biodegradable, such as biodegradable nucleic acid linker 
molecules. 

20 The term "biodegradable linker" as used herein, refers to a nucleic acid or non- 

nucleic acid linker molecule that is designed as a biodegradable linker to coimect one 
molecule to another molecule, for example, a biologically active molecule to a siNA 
molecule of the invention or the sense and antisense strands of a siNA molecule of the 
invention. The biodegradable linker is designed such that its stability can be modulated 

25 for a particular purpose, such as dehvery to a particular tissue or cell type. The stability 
of a nucleic acid-based biodegradable linker molecule can be modulated by using various 
chemistries, for example combinations of ribonucleotides, deoxyribonucleotides, and 
chemically-modified nucleotides, such as 2 -O-methyl, 2 -fluoro, 2 -amino, 2 -O-amino, 
2-C-allyl, 2*-0-allyl, and other 2'-modified or base modified nucleotides. The 

30 biodegradable nucleic acid linker molecule can be a dimer, trimer, tetramer or longer 
nucleic acid molecule, for example, an oligonucleotide of about 2, 3, 4, 5, 6, 7, 8, 9, 10, 
11, 12, 13, 14, 15, 16, 17, 18, 19, or 20 nucleotides in length, or can comprise a single 
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nucleotide with a phosphorus-based Unkage, for example, a phosphoramidate or 
phosphodiester linkage. The biodegradable nucleic acid linker molecule can also 
comprise nucleic acid backbone, nucleic acid sugar, or nucleic acid base modifications. 

The temi "biodegradable" as used herein, refers to degradation in a biological 
5 system, for example enzymatic degradation or chemical degradation. 

The terai "biologically active molecule" as used herein, refers to compounds or 
molecules that are capable of eliciting or modifying a biological response in a system. 
Non-limiting examples of biologically active siNA molecules either alone or in 
combination with other molecules contemplated by the instant invention include 

10 therapeutically active molecules such as antibodies, hormones, antivirals, peptides, 
proteins, chemotherapeutics, small molecules, vitamins, co-factors, nucleosides, 
nucleotides, ohgonucleotides, enzymatic nucleic acids, antisense nucleic acids, triplex 
forming ohgonucleotides, 2,5 -A chimeras, siNA, dsRNA, allozymes, aptamers, decoys 
and analogs thereof. Biologically active molecules of the invention also include 

15 molecules capable of modulating the pharmacokinetics and/or pharmacodynamics of 
other biologically active molecules, for example, lipids and polymers such as polyamines, 
polyamides, polyethylene glycol and other polyethers. 

The term "phospholipid" as used herein, refers to a hydrophobic molecule 
comprising at least one phosphorus group. For example, a phospholipid can comprise a 
20 phosphoms-containing group and saturated or unsaturated alkyl group, optionally 
substituted with OH, COOH, oxo, amine, or substituted or unsubstituted aryl groups. 

Therapeutic nucleic acid molecules {e.g,, siNA molecules) delivered exogenously 
optimally are stable within cells imtil reverse transcription of the RNA has been 
modulated long enough to reduce the levels of the RNA transcript. The nucleic acid 
25 molecules are resistant to nucleases in order to function as effective intracellular 
therapeutic agents, hnprovements in the chemical synthesis of nucleic acid molecules 
described in the instant invention and in the art have expanded the abiUty to modify 
nucleic acid molecules by introducing nucleotide modifications to enhance their nuclease 
stability as described above. 
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In yet anotlier embodiment, siNA molecules having chemical modifications that 
maintain or enhance enzymatic activity of proteins involved in RNAi are provided. Such 
nucleic acids are also generally more resistant to nucleases than unmodified nucleic acids. 
Thus, in vitro and/or in vivo the activity should not be significantly lowered. 

5 Use of the nucleic acid-based molecules of the invention will lead to better 

treatment of the disease progression by affording the possibility of combination therapies 
(e.^., multiple siNA molecules targeted to different genes; nucleic acid molecules coupled 
witli known small molecule modulators; or intermittent treatment with combinations of 
molecules, including different motifs and/or other chemical or biological molecules). The 

10 treatment of subjects with siNA molecules can also include combinations of different 
types of nucleic acid molecules, such as enzymatic nucleic acid molecules (ribozymes), 
allozymes, antisense, 2,5-A oligoadenylate, decoys, and aptamers. 

In another aspect a siNA molecule of the invention comprises one or more 5' and/or 
a 3'- cap structure, for example on only tlie sense siNA strand, the antisense siNA strand, 
15 or both siNA strands. 

By "cap structure" is meant chemical modifications, which have been incorporated 
at either terminus of the oUgonucleotide (see, for example, Adamic et aL, U.S. Pat. No. 
5,998,203, incorporated by reference herein). These terminal modifications protect the 
nucleic acid molecule firom exonuclease degradation, and may help in delivery and/or 

20 localization within a cell. The cap may be present at the 5*-temiinus (5 '-cap) or at the 3'- 
terminal (3 -cap) or may be present on both temiini. In non-limiting examples, the 5 -cap 
is selected fiom the group consisting of glyceryl, inverted deoxy abasic residue (moiety); 
4\5*-methylene nucleotide; l-(beta-D-erythrofuranosyl) nucleotide, 4'-thio nucleotide; 
carbocyclic nucleotide; 1,5-anhydrohexitol nucleotide; L-nucleotides; alpha-nucleotides; 

25 modified base nucleotide; phosphorodithioate linkage; ^/zreo-pentofiiranosyl nucleotide; 
acyclic 3^4-seco nucleotide; acyclic 3,4-dihydroxybutyl nucleotide; acyclic 3,5- 
dihydroxypentyl nucleotide, 3*-3'-inverted nucleotide moiety; 3 -3'-inverted abasic 
moiety; 3'-2'-inverted nucleotide moiety; 3'-2'-inverted abasic moiety; 1,4-butanediol 
phosphate; 3 -phosphoramidate; hexylphosphate; aminohexyl phosphate; 3 -phosphate; 3 - 

30 phosphorothioate; phosphorodithioate; or bridging or non-bridging methylphosphonate 
moiety. 
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In non-limiting examples, the 3 -cap is selected from the group consisting of 
glyceryl, inverted deoxy abasic residue (moiety), 4',5 -methylene nucleotide; l-(beta-D- 
erythrofiiranosyl) nucleotide; 4-thio nucleotide, carbocyclic nucleotide; 5'-amino-alkyl 
phosphate; l,3-diamino-2-propyl phosphate; 3-aminopropyl phosphate; 6-aminohexyl 

5 phosphate; 1,2-aminododecyl phosphate; hydroxypropyl phosphate; 1,5-anhydrohexitol 
nucleotide; L-nucleotide; alpha-nucleotide; modified base nucleotide; phosphorodithioate; 
//;reo-pentofuranosyl nucleotide; acyclic 3',4-seco nucleotide; 3,4-dihydroxybutyl 
nucleotide; 3,5-dihydroxypentyl nucleotide, 5 -5-inverted nucleotide moiety; 5-5- 
inverted abasic moiety; 5'-phosphoramidate; 5 -phosphorothioate; 1,4-butanediol 

10 phosphate; 5 -amino; bridging and/or non-bridging 5 -phosphoramidate, phosphorothioate 
and/or phosphorodithioate, bridging or non bridging methylphosphonate and 5*-mercapto 
moieties (for more details see Beaucage and Iyer, 1993, Tetrahedron 49, 1925; 
incorporated by reference herein). 

By the term "non-nucleotide" is meant any group or compoxmd which can be 
15 incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound is abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine and therefore lacks abase at the I'-position. 

20 An "alkyl" group refers to a saturated aliphatic hydrocarbon, including straight- 

chain, branched-chain, and cyclic alkyl groups. Preferably, the alkyl group has 1 to 12 
carbons. More preferably, it is a lower alkyl of from 1 to 7 carbons, more preferably 1 to 
4 carbons. The alkyl group can be substituted or imsubstituted. When substituted the 
substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2 or N(CH3)2, 

25 amino, or SH. The term also includes alkenyl groups that are unsaturated hydrocarbon 
groups containing at least one carbon-carbon double bond, including straight-chain, 
branched-chain, and cycUc groups. Preferably, the alkenyl group has 1 to 12 carbons. 
More preferably, it is a lower alkenyl of from 1 to 7 carbons, more preferably 1 to 4 
carbons. The alkenyl group may be substituted or unsubstituted. When substituted the 

30 substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2, halogen, 
N(CH3)2, amino, or SH. The term "alkyl" also includes alkynyl groups that have an 
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unsaturated hydrocarbon group containing at least one carbon-carbon triple bond, 
including straight-chain, branched-chain, and cyclic groups. Preferably, the alkynyl 
group has 1 to 12 carbons. More preferably, it is a lower alkynyl of from 1 to 7 carbons, 
more preferably 1 to 4 carbons. The alkynyl group may be substituted or unsubstituted. 
5 Wlien substituted the substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, 
N02 or N(CH3)2, amino or SH. 

Such alkyl groups can also include aryl, alkylaryl, carbocyclic aryl, heterocycHc 
aryl, amide and ester groups. An "aryl" group refers to an aromatic group that has at least 
one ring having a conjugated pi electron system and includes carbocyclic aryl, 

10 heterocyclic aryl and biaryl groups, all of which may be optionally substituted. The 
preferred substituent(s) of aryl groups are halogen, trihalomethyl, hydroxyl, SH, OH, 
cyano, alkoxy, alkyl, alkenyl, alkynyl, and amino groups. An "alkylaryl" group refers to 
an alkyl group (as described above) covalently joined to an aryl group (as described 
above). Carbocychc aryl groups are gioups wherein the ring atoms on the aromatic ring 

15 are all carbon atoms. The carbon atoms are optionally substituted. Heterocyclic aryl 
groups are groups having from 1 to 3 heteroatoms as ring atoms in the aromatic ring and 
the remainder of the ring atoms are carbon atoms. Suitable heteroatoms include oxygen, 
sulfur, and nitrogen, and include ftiranyl, thienyl, pyridyl, pyrrolyl, N-lower aUcyl pyrrolo, 
pyrimidyl, pyrazinyl, imidazolyl and the like, all optionally substituted. An "amide" 

20 refers to an -C(0)-NH-R, where R is either alkyl, aryl, alkylaryl or hydrogen. An "ester" 
refers to an -C(0)-OR', where R is either alkyl, aryl, alkylaryl or hydrogen. 

By "nucleotide" as used herein is as recognized in the art to include natural bases 
(standard), and modified bases well known in the art. Such bases are generally located at 
the r position of a nucleotide sugar moiety. Nucleotides generally comprise a base, sugar 

25 and a phosphate group. The nucleotides can be unmodified or modified at the sugar, 
phosphate and/or base moiety, (also referred to interchangeably as nucleotide analogs, 
modified nucleotides, non-natural nucleotides, non-standard nucleotides and other; see, 
for example, Usman and McSwiggen, siipra\ Eckstein et al. International PCT 
PubUcation No. WO 92/07065; Usman et al, Intemational PCT Publication No. WO 

30 93/15187; Uhlman & Peyman, supra, all are hereby incorporated by reference herein). 
There are several examples of modified nucleic acid bases known in the art as 
summarized by Limbach et al, 1994, Nucleic Acids Res. 22, 2183. Some of the non- 
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limiting examples of base modifications that can be introduced into nucleic acid 
molecules include, inosine, purine, pyridin-4-one, pyridin-2-one, phenyl, pseudouracil, 2, 
4, 6-trimethoxy benzene, 3-methyl uracil, dihydrouridine, naphthyl, aminophenyl, 
5-alkylcytidines (e.^., 5-methylcytidine), 5-alkyluridines (e.g., ribothymidine), 
5 5-halouridine (e.g., 5-bromouridine) or 6-azapyrimidines or 6-allcylpyrimidines (e.g. 6- 
methyluridine), propyne, and others (Burgin et al, 1996, BiochemisUy^ 35, 14090; 
Uhlmau & Peyman, supra). By "modified bases" in this aspect is meant nucleotide bases 
other than adenine, guanine, cytosine and uracil at V position or their equivalents. 

In one embodiment, the invention features modified siNA molecules, with 
10 phosphate backbone modifications comprising one or more phosphorothioate, 
phosphorodithioate, methylphosphonate, phosphotriester, morpholino, amidate 
carbamate, carboxymethyl, acetamidate, polyamide, sulfonate, sulfonamide, sulfamate, 
formacetal, thioformacetal, and/or alkylsilyl, substitutions. For a review of 
oligonucleotide backbone modifications, see Hunziker and Leumann, 1995, Nucleic Acid 
15 Analogues: Synthesis and Properties, in Modern Synthetic Methods, VCH, 331-417, and 
Mesmaeker et al., 1994, Novel Backbone Replacements for Oligonucleotides, in 
Carbohydrate Modifications in Antisense Research, ACS, 24-39. 

By "abasic" is meant sugar moieties lacking a base or having other chemical groups 
in place of a base at the V position, see for example Adamic et al., U.S. Pat. No. 
20 5,998,203. 

By "unmodified nucleoside" is meant one of the bases adenine, cytosine, guanine, 
thymine, or uracil joined to the V carbon of P-D-ribo-fiiranose. 

By "modified nucleoside" is meant any nucleotide base which contains a 
modification in the chemical structure of an unmodified nucleotide base, sugar and/or 
25 phosphate. Non-limiting examples of modified nucleotides are shown by Fomiulae I- VII 
and/or other modifications described herein. 

In connection with 2*-modified nucleotides as described for the present invention, 
by "amino" is meant 2 -NH2 or 2'-0- NH2, which can be modified or unmodified. Such 
modified groups are described, for example, in Eckstein et al., U.S. Pat. No. 5,672,695 
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and Matulic-Adamic et aL, U.S. Pat. No. 6,248,878, which are both incorporated by 
reference in their entireties. 

Various modifications to nucleic acid siNA structure can be made to enhance the 
utihty of these molecules. Such modifications will enhance shelf-hfe, half-Ufe in viti'o, 
5 stability, and ease of introduction of such oUgonucleotides to the target site, e.g., to 
enhance penetration of cellular membranes, and confer the abiUty to recognize and bind 
to targeted cells. 

Administration of Nucleic Acid Molecules 

A siNA molecule of the invention can be adapted for use to treat any disease, 

10 infection or condition associated with gene expression, and other indications that can 
respond to the level of gene product in a cell or tissue, alone or in combination with other 
therapies. For example, a siNA molecule can comprise a delivery vehicle, including 
liposomes, for administration to a subject, carriers and diluents and their salts, and/or can 
be present in pharmaceutically acceptable formulations. Methods for the delivery of 

15 nucleic acid molecules are described in Akhtar et aL, 1992, Trends Cell Bio., 2, 139; 
Deliveiy Sti-ategies for Antiseuse Oligonucleotide Tlierapeutics, ed. Akhtar, 1995, Maurer 
et aL, 1999, MoL Membr. BioL, 16, 129-140; Hofland and Huang, 1999, Handb, Exp, 
PharmacoL, 137, 165-192; and Lee et aL, 2000, ACS Symp. Ser„ 752, 184-192, all of 
which are incorporated herein by reference. Beigelman et aL, U.S. Pat. No. 6,395,713 

20 and Sullivan et aL, PCT WO 94/02595 further describe the general methods for deUvery 
of nucleic acid molecules. These protocols can be utilized for the delivery of virtually 
any nucleic acid molecule. Nucleic acid molecules can be administered to cells by a 
variety of methods known to those of skill in the art, including, but not restricted to, 
encapsulation in liposomes, by iontophoresis, or by incorporation into other vehicles, 

25 such as hydrogels, cyclodextrins (see for example Gonzalez et aL, 1999, Bioconjngate 
Chem., 10, 1068-1074), biodegradable nanocapsules, and bioadhesive microspheres, or 
by proteinaceous vectors (O'Hare and Normand, International PCT PubUcation No. WO 
00/53722). Alternatively, the nucleic acid/vehicle combination is locally delivered by 
direct injection or by use of an infusion pump. Direct injection of the nucleic acid 

30 molecules of the invention, whether subcutaneous, intramuscular, or intradermal, can take 
place using standard needle and syringe methodologies, or by needle-free technologies 
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such as those described in Conry et aU 1999, Clin, Cancer Res,, 5, 2330-2337 and Baixy 
et al. International PCX Publication No. WO 99/31262. Many examples in the art 
describe CNS delivery methods of oligonucleotides by osmotic pump, (see Chun et aL, 
i99S, Neuroscience Letters, 257, 135-138, D'Aldin a/., 199S, MoL Brain Research, 55, 

5 151-164, Dryden et al, 1998, J. Endocrinol, 157, 169-175, Ghimikar et al, 1998, 
Neuroscience Letters, 247, 21-24) or direct infusion (Broaddus et al, 1991 ^ Neurosurg. 
Focus, 3, article 4). Other routes of deUvery include, but are not limited to oral (tablet or 
pill form) and/or intrathecal delivery (Gold, 1997, Neuroscience, 76, 1153-1158). More 
detailed descriptions of nucleic acid delivery and administration are provided in Sullivan 

10 et al, supra. Draper et al, PCT W093/23569, Beigelman et al, PCX WO99/05094, and 
Klimuk et al, PCX WO99/04819 all of which have been incorporated by reference 
herein. Xhe molecules of the instant invention can be used as pharmaceutical agents. 
Pharmaceutical agents prevent, modulate the occurrence, or treat (alleviate a symptom to 
some extent, preferably all of the symptoms) of a disease state in a subject. 

15 In addition, the invention features the use of methods to deliver the nucleic acid 

molecules of the instant invention to hematopoietic cells, including monocytes and 
lymphocytes. Xhese methods are described in detail by Hartmann et al, 1998, J, 
Phamacol Exp. Ther,, 285(2), 920-928; Kronenwett et al, 1998, Blood, 91(3), 852-862; 
Filion and Pliillips, 1997, Biochim. Biophys. Acta,, 1329(2), 345-356; Ma and Wei, 1996, 

20 Leuk. Res., 20(11/12), 925-930; and Bongartz et al, 1994, Nucleic Acids Research, 
22(22), 4681-8. Such methods, as described above, include the use of free 
oligonucleitide, cationic lipid formulations, liposome formulations including pH sensitive 
liposomes and immunoliposomes, and bioconjugates including oligonucleotides 
conjugated to fiisogenic peptides, for the transfection of hematopoietic cells v^ith 

25 oligonucleotides. 

Xhus, the invention features a pharmaceutical composition comprising one or more 
nucleic acid(s) of the invention in an acceptable carrier, such as a stabiUzer, buffer, and 
the like. Xhe polynucleotides of the invention can be administered (e.g., RNA, DNA or 
protein) and introduced into a subject by any standard means, with or without stabilizers, 
30 buffers, and the like, to form a phamiaceutical composition. When it is desired to use a 
liposome dehvery mechanism, standard protocols for formation of liposomes can be 
followed. Xhe compositions of the present invention can also be formulated and used as 
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tablets, capsules or elixirs for oral administration, suppositories for rectal administration, 
sterile solutions, suspensions for injectable administration, and the other compositions 
known in the art. 

The present invention also includes pharmaceutically acceptable fomiulations of the 
5 compounds described. These formulations include salts of the above compoxmds, e.g., 
acid addition salts, for example, salts of hydrochloric, hydrobromic, acetic acid, and 
benzene sulfonic acid. 

A pharmacological composition or formulation refers to a composition or 
formulation in a form suitable for administration, e.g., systemic administration, into a cell 

10 or subject, including for example a human. Suitable forms, in part, depend upon the use 
or the route of entry, for example oral, transdermal, or by injection. Such forms should 
not prevent the composition or formulation from reaching a target cell {i.e., a cell to 
which the negatively charged nucleic acid is desirable for delivery). For example, 
pharmacological compositions injected into the blood stream should be soluble. Other 

15 factors are known in the art, and include considerations such as toxicity and forms that 
prevent the composition or formulation from exerting its effect. 

By "systemic administration" is meant in vivo systemic absorption or accumulation 
of dmgs in the blood stream followed by distribution throughout the entire body. 
Administration routes that lead to systemic absorption include, without Umitation: 

20 intravenous, subcutaneous, intraperitoneal, inhalation, oral, intrapulmonary and 
intramuscular. Each of these administration routes exposes the siNA molecules of the 
invention to an accessible diseased tissue. The rate of entry of a drug into the circulation 
has been shown to be a function of molecular weight or size. The use of a liposome or 
other dmg carrier comprising the compounds of the uistant invention can potentially 

25 localize the drug, for example, in certain tissue types, such as the tissues of the reticular 
endothelial system (RES). A liposome formulation that can facilitate the association of 
dmg with the surface of cells, such as, lymphocytes and macrophages is also useful. This 
approach can provide enhanced delivery of the drug to target cells by taking advantage of 
the specificity of macrophage and lymphocyte immune recognition of abnormal cells, 

30 such as cells producing excess MDR. 
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By "phannaceutically acceptable formulation" is meant, a composition or 
formulation that allows for the effective distribution of the nucleic acid molecules of the 
instant invention in the physical location most suitable for their desired activity. Non- 
Umiting examples of agents suitable for formulation with the nucleic acid molecules of 
5 the instant invention include: P-glycoprotein inhibitors (such as Pluronic P85), which can 
enhance entry of dmgs into the CNS (JoUiet-Riant and Tillement, 1999, Fundam, Clin. 
PhannacoL, 13, 16-26); biodegradable polymers, such as poly (DL-lactide-coglycolide) 
microspheres for sustained release delivery after intracerebral implantation (Emerich, DF 
et ah 1999, Cell Transplant, 8, 47-58) (Alkermes, Inc. Cambridge, MA); and loaded 

10 nanoparticles, such as those made of polybutylcyanoacrylate, which can deliver drugs 
across the blood brain barrier and can alter neuronal uptake mechanisms (Prog 
Neuropsychopharmacol Biol Psychiatry^ 23, 941-949, 1999). Other non-limiting 
examples of delivery strategies for the nucleic acid molecules of the instant invention 
include material described in Boado et al, 1998, J. Phann. ScL, 87, 1308-1315; Tyler et 

15 a/., 1999, FEES Lett., 421, 280-284; Pardridge et al, 1995, PNAS USA., 92, 5592-5596; 
Boado, 1995, Adv. Drug Delivery Rev., 15, 73-107; Aldrian-Herrada et al., 1998, Nucleic 
Acids Res., 26, 4910-4916; and Tyler et al, 1999, PNAS USA., 96, 7053-7058. 

The invention also features the use of the composition comprising surface-modified 
liposomes containing poly (ethylene glycol) Upids (PEG-modified, or long-circulating 

20 liposomes or stealth liposomes). These formulations offer a method for increasing the 
accumulation of drugs in target tissues. This class of drug carriers resists opsonization 
and elimination by the mononuclear phagocj^ic system (MPS or RES), tliereby enabling 
longer blood circulation times and enhanced tissue exposure for the encapsulated drug 
(Lasic et al Chem. Rev. 1995, 95, 2601-2627; Ishiwata et al, Chem. Pharm. Bull 1995, 

25 43, 1005-1011). Such liposomes have been shown to accumulate selectively in tumors, 
presumably by extravasation and capture in the neovascularized target tissues (Lasic et 
al. Science 1995, 267, 1275-1276; Oku et al,\995, Biochim. Biophys. Acta, 1238, 86- 
90). The long-circulating liposomes enhance the pharmacokinetics and 
pharmacodynamics of DNA and RNA, particularly compared to conventional cationic 

30 liposomes which are known to accumulate in tissues of the MPS (Liu et al, J. Biol 
Chem. 1995, 42, 24864-24870; Choi et al. International PCT Publication No. WO 
96/10391; Ansell et al. International PCT PubUcation No. WO 96/10390; Holland et al, 
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International PCT Publication No. WO 96/10392). Long-circulating liposomes are also 
likely to protect drugs from nuclease degradation to a greater extent compared to cationic 
liposomes, based on their ability to avoid accumulation in metabolically aggressive MPS 
tissues such as the liver and spleen. 

5 The present invention also includes compositions prepared for storage or 

administration that include a phannaceutically effective amount of the desired compounds 
in a phannaceutically acceptable carrier or diluent. Acceptable carriers or diluents for 
therapeutic use are well known in the pharmaceutical art, and are described, for example, 
in Remington^s Pharmaceutical Sciences, Mack PubUshing Co. (A.R. Gennaro edit. 

10 1985), hereby incorporated by reference herein. For example, preservatives, stabilizers, 
dyes and flavoring agents can be provided. These include sodium benzoate, sorbic acid 
and esters of /?-hydroxybenzoic acid. In addition, antioxidants and suspending agents can 
be used. 

A phannaceutically effective dose is that dose required to prevent, inhibit the 
1 5 occurrence, or treat (alleviate a symptom to some extent, preferably all of the symptoms) 
of a disease state. The phannaceutically effective dose depends on the type of disease, 
the composition used, the route of administration, the type of mammal being treated, the 
physical characteristics of the specific mammal under consideration, concurrent 
medication, and other factors that those skilled in the medical arts will recognize. 
20 Generally, an amount between 0.1 mg/kg and 100 mg/kg body weight/day of active 
ingredients is administered dependent upon potency of tlie negatively charged polymer. 

The nucleic acid molecules of the invention and formulations thereof can be 
administered orally, topically, parenterally, by inhalation or spray, or rectally in dosage 
unit formulations containing conventional non-toxic phannaceutically acceptable carriers, 

25 adjuvants and/or vehicles. The term parenteral as used herein includes percutaneous, 
subcutaneous, intravascular {e,g,, intravenous), intramuscular, or intrathecal injection or 
infusion techniques and the hke. In addition, there is provided a pharmaceutical 
formulation comprising a nucleic acid molecule of the invention and a phannaceutically 
acceptable carrier. One or more nucleic acid molecules of the invention can be present in 

30 association with one or more non-toxic phannaceutically acceptable carriers and/or 
diluents and/or adjuvants, and if desired other active ingredients. The pharmaceutical 
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compositions containing nucleic acid molecules of the invention can be in a fomi suitable 
for oral use, for example, as tablets, troches, lozenges, aqueous or oily suspensions, 
dispersible powders or granules, emulsion, hard or soft capsules, or syrups or eUxirs. 

Compositions intended for oral use can be prepared according to any method 
known to the art for the manufacture of pharmaceutical compositions and such 
compositions can contain one or more such sweetening agents, flavoring agrats, coloring 
agents or preservative agents in order to provide pharmaceutically elegant and palatable 
preparations. Tablets contain the active ingredient in admixture with non-toxic 
pharmaceutically acceptable excipients that are suitable for the manufacture of tablets. 
These excipients can be, for example, inert diluents; such as calcium carbonate, sodium 
carbonate, lactose, calcixrai phosphate or sodium phosphate; granulatmg and 
disintegrating agents, for example, com starch, or alginic acid; binding agents, for 
example starch, gelatin or acacia; and lubricating agents, for example magnesium 
stearate, stearic acid or talc. The tablets can be uncoated or they can be coated by known 
techniques. In some cases such coatings can be prepared by known techniques to delay 
disintegration and absorption in the gastrointestinal tract and thereby provide a sustained 
action over a longer period. For example, a time delay material such as glyceryl 
monosterate or glyceryl distearate can be employed. 

Fonnulations for oral use can also be presented as hard gelatin capsules wherein the 
active ingredient is mixed with an inert solid diluent, for example, calcium carbonate, 
calcium phosphate or kaolin, or as soft gelatin capsules wherein the active ingredient is 
mixed with water or an oil medium, for example peanut oil, liquid paraffm or oUve oil. 

Aqueous suspensions contain the active materials in a mixture with excipients 
suitable for the manufacture of aqueous suspensions. Such excipients are suspending 
agents, for example sodivun carboxymethylcellulose, methylcellulose, hydropropyl- 
methylcellulose, sodium alginate, polyvinylpyrrohdone, gum tragacanth and gum acacia; 
dispersing or wetting agents can be a naturally-occurring phosphatide, for example, 
lecithin, or condensation products of an alkylene oxide with fatty acids, for example 
polyoxyetliylene stearate, or condensation products of ethylene oxide with long chain 
aliphatic alcohols, for example heptadecaethyleneoxycetanol, or condensation products of 
ethylene oxide with partial esters derived from fatty acids and a hexitol such as 
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polyoxyethylene sorbitol monooleate, or condensation products of ethylene oxide with 
partial esters derived from fatty acids and hexitol anhydrides, for example polyethylene 
sorbitan monooleate. The aqueous suspensions can also contain one or more 
preservatives, for example ethyl, or n-propyl p-hydroxybenzoate, one or more coloring 
agents, one or more flavoring agents, and one or more sweetening agents, such as sucrose 
or saccharin. 

Oily suspensions can be formulated by suspending the active ingredients in a 
vegetable oil, for example arachis oil, ohve oil, sesame oil or coconut oil, or in a mineral 
oil such as liquid paraffm. The oily suspensions can contain a thickening agent, for 
example beeswax, hard paraffin or cetyl alcohol. Sweetening agents and flavoring agents 
can be added to provide palatable oral preparations. These compositions can be preserved 
by the addition of an anti-oxidant such as ascorbic acid 

Dispersible powders and granules suitable for preparation of an aqueous suspension 
by the addition of water provide the active ingredient in admixture with a dispersing or 
wetting agent, suspending agent and one or more preservatives. Suitable dispersing or 
wetting agents or suspending agents are exemplified by those already mentioned above. 
Additional excipients, for example sweetening, flavoring and coloring agents, can also be 
present. 

Pharmaceutical compositions of the invention can also be in the form of oil-in- 
water emulsions. The oily phase can be a vegetable oil or a mineral oil or mixtures of 
tliese. Suitable emulsifying agents can be naturally-occvuxing gums, for example gum 
acacia or gum tragacanth, naturally-occurring phosphatides, for example soy bean, 
lecithin, and esters or partial esters derived from fatty acids and hexitol, anhydrides, for 
example sorbitan monooleate, and condensation products of the said partial esters with 
ethylene oxide, for example polyoxyethylene sorbitan monooleate. The emulsions can 
also contain sweetening and flavoring agents. 

Symps and elixirs can be formulated with sweetening agents, for example glycerol, 
propylene glycol, sorbitol, glucose or sucrose. Such formulations can also contain a 
demulcent, a preservative and flavoring and coloring agents. The pharmaceutical 
compositions can be in the form of a sterile injectable aqueous or oleaginous suspension. 
This suspension can be formulated according to the known art using those suitable 
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dispersing or wetting agents and suspending agents that have been mentioned above. The 
sterile injectable preparation can also be a sterile injectable solution or suspension in a 
non-toxic parentally acceptable diluent or solvent, for example as a solution in 1,3- 
butanedioL Among the acceptable vehicles and solvents that can be employed are water, 
5 Ringer's solution and isotonic sodiima chloride solution. In addition, sterile, fixed oils are 
conventionally employed as a solvent or suspending medium. For this purpose, any bland 
fixed oil can be employed including synthetic mono-or diglycerides. In addition, fatty 
acids such as oleic acid find use in the preparation of injectables. 

The nucleic acid molecules of the invention can also be administered in the form of 
10 suppositories, e.g., for rectal administration of the drug. These compositions can be 
prepared by mixing the drug with a suitable non-irritating excipient that is solid at 
ordinary temperatures but liquid at the rectal temperature and will therefore melt in the 
rectum to release the drug. Such materials include cocoa butter and polyethylene glycols. 

Nucleic acid molecules of the invention can be administered parenterally in a sterile 
15 medium. The drug, depending on the veliicle and concentration used, can either be 
suspended or dissolved in the vehicle. Advantageously, adjuvants such as local 
anesthetics, preservatives and buffering agents can be dissolved in the vehicle. 

Dosage levels of the order of fi-om about 0.1 mg to about 140 mg per kilogram of 
body weight per day are usefiil in the treatment of the above-indicated conditions (about 
20 0.5 mg to about 7 g per subject per day). The amount of active ingredient that can be 
combined with the carrier materials to produce a single dosage fonn varies depending 
upon the host treated and the particular mode of administration. Dosage unit forms 
generally contain between firom about 1 mg to about 500 mg of an active ingredient. 

It is understood that the specific dose level for any particular subject depends upon 
25 a variety of factors including the activity of the specific compoimd employed, the age, 
body weight, general health, sex, diet, time of administration, route of administration, and 
rate of excretion, drug combination and the severity of the particular disease undergoing 
therapy. 

For administration to non-human animals, the composition can also be added to the 
30 animal feed or drinking water. It can be convenient to formulate the animal feed and 
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drinking water compositions so that the animal takes in a therapeutically appropriate 
quantity of the composition along with its diet. It can also be convenient to present the 
composition as a premix for addition to the feed or drinking water. 

The nucleic acid molecules of the present invention can also be administered to a 
subject in combination with other therapeutic compoimds to increase the overall 
tlierapeutic effect The use of multiple compounds to treat an indication can increase the 
beneficial effects while reducing the presence of side effects. 

In one embodiment, the invention comprises compositions suitable for 
administering nucleic acid molecules of the invention to specific cell types. For example, 
the asialoglycoprotein receptor (ASGPr) (Wu and Wu, 1987, X Biol Chem. 262, 4429- 
4432) is unique to hepatocytes and binds branched galactose-terminal glycoproteins, such 
as asialoorosomucoid (ASOR). In another example, the folate receptor is overexpressed 
in many cancer cells. Binding of such glycoproteins, synthetic glycoconjugates, or 
folates to the receptor takes place with an affinity that strongly depends on the degree of 
branching of the ohgosaccharide chain, for example, triatennary structures are bound with 
greater affinity than biatenarry or monoatennary chains (Baenziger and Fiete, 1980, Cell, 
22, 611-620; Connolly et al, 1982, J, Biol Chem., 257, 939-945). Lee and Lee, 1987, 
Glycoconjtigate J., 4, 317-328, obtained this high specificity through tlie use of N-acetyl- 
D-galactosamine as the carbohydrate moiety, wliich has higher affinity for the receptor, 
compared to galactose. This "clustering effect" has also been described for the binding 
and uptake of mannosyl-terminating glycoproteins or glycoconjugates (Ponpipom et al, 
1981, J. Med. Chem,, 24, 1388-1395). The use of galactose, galactosamine, or folate 
based conjugates to transport exogenous compounds across cell membranes can provide a 
targeted delivery approach to, for example, the treatment of liver disease, cancers of the 
liver, or other cancers. The use of bioconjugates can also provide a reduction in the 
required dose of therapeutic compounds required for treatment. Furthermore, therapeutic 
bioavialability, pharmacodynamics, and pharmacokinetic parameters can be modulated 
through the use of nucleic acid bioconjugates of the invention. Non-limiting examples of 
such bioconjugates are described in Vargeese et al, USSN 10/201,394, filed August 13, 
2001; and Matulic-Adamic et al, USSN 60/362,016, filed March 6, 2002. 
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Alternatively, certain siNA molecules of the instant invention can be expressed 
within cells from eukaryotic promoters (e.g., Izant and Weintraub, 1985, Science, 229, 
345; McGarry and Lindquist, 1986, Proc. Natl Acad, Set, USA 83, 399; Scanlon et al, 

1991, Proc. Natl Acad, ScL USA, 88, 10591-5; Kashani-Sabet et ai, 1992, Antiseiise Res. 
5 Dev., 2, 3-15; Dropulic et al, 1992, J. Virol, 66, 1432-41; Weerasinghe et al, 1991, J. 

Virol, 65, 5531-4; Ojwang et al, 1992, Proc. Natl Acad. ScL USA, 89, 10802-6; Chen 
etal, 1992, Nucleic Acids Res., 20,4581-9; Sarvere/a/., 1990 Science, 247, 1222-1225; 
Thompson et al, 1995, Nucleic Acids Res., 23, 2259; Good et al, 1997, Gene Tlierapy, 4, 
45. Those skilled in the art realize that any nucleic acid can be expressed in eukaryotic 
10 cells from the appropriate DNA/RNA vector. The activity of such nucleic acids can be 
augmented by their release from the primary transcript by a enzymatic nucleic acid 
(Draper et al, PCT WO 93/23569, and Sullivan et al, PCT WO 94/02595; Ohkawa et al, 

1992, Nucleic Acids Symp. Ser., 27, 15-6; Taira et al, 1991, Nucleic Acids Res., 19, 5125- 
30; Ventura et al, 1993, Nucleic Acids Res., 21, 3249-55; Chowrira et al, 1994, J. Biol 

15 Chem., 269,25856. 

In another aspect of the invention, RNA molecules of the present invention can be 
expressed from transcription units (see for example Couture et al, 1996, TIG., 12, 510) 
inserted into DNA or RNA vectors. The recombinant vectors can be DNA plasmids or 
viral vectors. siNA expressing viral vectors can be constmcted based on, but not Umited 

20 to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. In another embodiment, 
pol ni based constructs are used to express nucleic acid molecules of the invention (see 
for example Thompson, U.S. Pats. Nos. 5,902,880 and 6,146,886). The recombinant 
vectors capable of expressing the siNA molecules can be delivered as described above, 
and persist in target cells. Alternatively, viral vectors can be used that provide for 

25 transient expression of nucleic acid molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecule interacts with the target 
mRNA and generates an RNAi response. Delivery of siNA molecule expressing vectors 
can be systemic, such as by intravenous or intra-muscular administration, by 
administration to target cells ex-planted from a subject followed by reintroduction into the 

30 subject, or by any other means that would allow for introduction into the desired target 
cell (for a review see Couture et al, 1996, TIG., 12, 510). 
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In one aspect the invention features an expression vector comprising a nucleic acid 
sequence encoding at least one siNA molecule of the instant invention. The expression 
vector can encode one or both strands of a siNA duplex, or a single self-complementary 
strand tliat self hybridizes into a siNA duplex. The nucleic acid sequences encoding the 
5 siNA molecules of the instant invention can be operably linked in a manner that allov/s 
expression of the siNA molecule (see for example Paul et al, 2002, Nature 
Biotechnology, 19, 505; Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee 
et ai, 2002, Nature Biotechnology, 19, 500; and Novina et aL, 2002, Nature Medicine, 
advance online publication doi:10.1038/nm725). 

10 In another aspect, the invention features an expression vector comprising: a) a 

transcription initiation region (e.g., eukaryotic pol I, II or ILL initiation region); b) a 
transcription termination region {e.g, eukaryotic pol I, II or in temiination region); and c) 
a nucleic acid sequence encoding at least one of the siNA molecules of the instant 
invention; wherein said sequence is operably linked to said initiation region and said 

15 termmation region, in a maimer that allows expression and/or delivery of the siNA 
molecule. The vector can optionally include an open reading frame (ORF) for a protein 
operably linked on the 5' side or the 3'-side of the sequence encoding the siNA of the 
invention; and/or an intron (intervening sequences). 

Transcription of the siNA molecule sequences can be driven from a promoter for 
20 eukaryotic RNA polymerase I (pol I), RNA polymerase II (pol II), or RNA polymerase III 
(pol ID). Transcripts from pol II or pol IE promoters are expressed at high levels in all 
cells; the levels of a given pol n promoter in a given cell type depends on the nature of 
the gene regulatory sequences (enhancers, silencers, etc.) present nearby. Prokaryotic 
RNA polymerase promoters are also used, providing that the prokaryotic RNA 
25 polymerase enzyme is expressed in the appropriate cells (Elroy-Stein and Moss, 1990, 
Proa Natl Acad. Sci, USA, 87, 6743-7; Gao and Huang 1993, Nucleic Acids Res., 21, 
2867-72; Lieber et al, 1993, Methods Enzymol, 111, 47-66; Zhou et al, 1990, Mol 
Cell Biol, 10, 4529-37). Several investigators have demonstrated that nucleic acid 
molecules expressed from such promoters can ftmction in mammalian cells (e.g. Kashani- 
30 Sabet et aL, 1992, Antisense Res. Dev., 2, 3-15; Ojwang et al, 1992, Proc. Natl Acad. 
Set USA, 89, 10S02-6; Chen et al, 1992, Nucleic Acids Res., 20, 4581-9; Yu et al, 
1993, Proc. Natl Acad. ScL USA, 90, 6340-4; UHuillier et al, 1992, EMBO J., 11, 
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4411-8; Lisziewicz et aL, 1993, Proc, Natl. Acad. Scu U, S. A, 90, 8000-4; Thompson et 
aL, 1995, Nucleic Acids Res., 23, 2259; SuUenger & Cech, 1993, Science, 262, 1566). 
More specifically, transcription iinits such as the ones derived firom genes encoding U6 
small nuclear (snRNA), transfer RNA (tRNA) and adenovirus VA RNA are useful in 
5 generating high concentrations of desired RNA molecules such as siNA in cells 
(Thompson et aL, supra; Couture and Stinchcomb, J996, supra; Noonberg et aL, 1994, 
Nucleic Acid Res,, 22, 2830; Noonberg et aL, U.S. Pat. No. 5,624,803; Good et aL, 1997, 
Gene Ther,, 4, 45; Beigelman et aL, Intemational PCT Publication No. WO 96/18736. 
The above siNA transcription units can be incorporated into a variety of vectors for 
10 introduction into manunahan cells, including but not restricted to, plasmid DNA vectors, 
viral DNA vectors (such as adenovirus or adeno-associated virus vectors), or viral RNA 
vectors (such as retroviral or alphavirus vectors) (for a review see Couture and 
Stinchcomb, 1996, supra). 

In another aspect the invention features an expression vector comprising a nucleic 
15 acid sequence encoding at least one of the siNA molecules of the invention m a manner 
that allows expression of that siNA molecule. The * expression vector comprises in one 
embodiment; a) a transcription initiation region; b) a transcription termination region; and 
c) a nucleic acid sequence encoding at least one strand of tlie siNA molecule, wherein the 
sequence is operably linked to the initiation region and the termination region in a manner 
20 that allows expression and/or delivery of the siNA molecule. 

In another embodiment the expression vector comprises: a) a transcription initiation 
region; b) a transcription termination region; c) an open reading frame; and d) a nucleic 
acid sequence encoding at least one strand of a siNA molecule, wherein the sequence is 
operably linked to the 3 -end of the open reading frame and wherein the sequence is 

25 operably linked to the initiation region, the open reading frame and the termination region 
in a manner that allows expression and/or delivery of the siNA molecule. In yet another 
embodiment, the expression vector comprises: a) a transcription initiation region; b) a 
transcription temiination region; c) an intron; and d) a nucleic acid sequence encoding at 
least one siNA molecule, wherein the sequence is operably linked to the initiation region, 

30 the intron and the termination region in a manner which allows expression and/or delivery 
of the nucleic acid molecule. 
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In another embodiment, the expression vector comprises: a) a transcription 
initiation region; b) a transcription termination region; c) an intron; d) an open reading 
frame; and e) a nucleic acid sequence encoding at least one strand of a siNA molecule, 
wherein the sequence is operably Unked to the 3 '-end of the open reading frame and 
5 wherein the sequence is operably linked to the initiation region, the intron, the open 
reading frame and the termination region in a manner which allows expression and/or 
deUvery of the siNA molecule. 

Examples : 

The following are non-limiting examples showing the selection, isolation, synthesis 
10 and activity of nucleic acids of the instant invention. 

Example 1 : Tandem synthesis of siNA constmcts 

Exemplary siNA molecules of the invention are synthesized in tandem using a 
cleavable linker, for example, a succinyl-based linker. Tandem synthesis as described 
herein is followed by a one-step purification process that provides RNAi molecules in 
15 high yield. This approach is highly amenable to siNA synthesis in support of high 
throughput RNAi screening, and can be readily adapted to multi-colmrai or multi-well 
synthesis platforais. 

After completmg a tandem synthesis of a siNA oligo and its complement in which 
the 5'-teraiinal dimethoxytrityl (5 -0-DMT) group remains intact (trityl on synthesis), the 

20 oligonucleotides are deprotected as described above. Following deprotection, the siNA 
sequence strands are allowed to spontaneously hybridize. This hybridization yields a 
duplex in which one strand has retained the 5 -O-DMT group while the complementary 
strand comprises a terminal 5'-hydroxyl. The newly formed duplex behaves as a single 
molecule during routine sohd-phase extraction purification (Trityl-On piuification) even 

25 though only one molecule has a dimethoxytrityl group. Because the strands form a stable 
duplex, this dimethoxytrityl group (or an equivalent group, such as other trityl groups or 
other hydrophobic moieties) is all that is required to purify the pair of oligos, for example, 
by using a CIS cartridge. 
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Standard pliosphoramidite synthesis chemistry is used up to the point of introducing 
a tandem hnker, such as an inverted deoxy abasic succinate or glyceryl succinate linker 
(see Figure 1) or an equivalent cleavable linker, A non-limiting example of linker 
coupling conditions that can be used includes a hindered base such as 
5 diisopropylethylamine (DIP A) and/or DMAP in the presence of an activator reagent such 
as Bromotripyrrolidinophosphoniimahexaflmorophosphate (PyBrOP). After the linker is 
coupled, standard synthesis chemistry is utilized to complete synthesis of the second 
sequence leaving the terminal the 5 -O-DMT intact. Following synthesis, the resulting 
oligonucleotide is deprotected according to the procedures described herein and quenched 
10 with a suitable buffer, for example with 50mM NaOAc or L5M NH4H2CO3. 

Purification of the siNA duplex can be readily accomplished using solid phase 
extraction, for example using a Waters CI 8 SepPak Ig cartridge conditioned with 1 
column volume (CV) of acetonitrile, 2 CV H20, and 2 CV 50mM NaOAc. The sample is 
loaded and then washed with 1 CV H20 or 50mM NaOAc. Failure sequences are eluted 

15 with 1 CV 14% ACN (Aqueous with 50mM NaOAc and 50mM NaCl). The column is 
then washed, for example with 1 CV H20 followed by on-column detritylation, for 
example by passing 1 CV of 1% aqueous trifluoroacetic acid (TFA) over the column, then 
adding a second CV of 1% aqueous TFA to the column and allowing to stand for 
approximately 10 minutes. The remaining TFA solution is removed and the column 

20 washed with H20 followed by 1 CV IM NaCl and additional H20. The siNA duplex 
product is then eluted, for example, using 1 CV 20% aqueous CAN. 

Figure 2 provides an example of MALDI-TOV mass spectrometry analysis of a 
pxuified siNA construct in which each peak corresponds to the calculated mass of an 
individual siNA strand of the siNA duplex. The same purified siNA provides three peaks 

25 when analyzed by capillary gel electrophoresis (CGE), one peak presumably 
corresponding to the duplex siNA, and two peaks presumably corresponding to the 
separate siNA sequence strands. Ion exchange HPLC analysis of the same siNA contract 
only shows a single peak. Testing of the purified siNA constmct using a luciferase 
reporter assay described below demonstrated the same RNAi activity compared to siNA 

30 constructs generated fi-om separately synthesized ohgonucleotide sequence strands. 

Example 2: Serum stability of chemicallv modified siNA constructs 
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Chemical modifications were introduced into siNA constructs to determine the 
stability of these constructs compared to native siNA oUgonucleotides (containing two 
thymidine nucleotide overhangs) in human serum. An investigation of the serum stability 
of RNA duplexes revealed that siNA constructs consisting of all RNA nucleotides 
5 containing two thymidine nucleotide overhangs have a half-life in serum of 15 seconds, 
whereas chemically modified siNA constructs remained stable m serum for 1 to 3 days 
depending on the extent of modification. RNAi stability tests were performed by 
intemally labeling one strand (strand 1) of siNA and duplexing with 1.5 X the 
concentration of the complementary siNA strand (strand 2) (to insure all labeled material 
10 was in duplex form). Duplexed siNA constmcts were then tested for stability by 
incubating at a final concentration of 2\iM siNA (strand 2 concentration) in 90% mouse 
or human serum for time-points of 30sec, Imin, 5min, 30min, 90min, 4hrs lOmin, 16hrs 
24min, and 49hrs. Time points were run on a 15% denaturing polyacrylamide gels and 
analyzed on a phosphoimager. 

15 Internal labeling was perfomied via kinase reactions with polynucleotide kinase 

(PNK) and ^^P-y-ATP, with addition of radiolabeled phosphate at nucleotide 13 of strand 
2, counting in firom the 3' side. Ligation of the remaining 8-mer firagments with T4 RNA 
ligase resulted in the fiiU length, 21-mer, strand 2. Duplexing of RNAi was done by 
adding appropriate concentrations of the siNA oligonucleotides and heating to 95° C for 

20 5min followed by slow cooling to room temperature. Reactions were perfomied by 
adding 100% serum to the siNA duplexes and incubating at 37° C, then removing aliquots 
at desired time-points. Results of this study are summarized in Figure 3. As shown in 
the Figure 3, chemically modified siNA molecules (e.g., SEQ ID NOs: 925/927, 925/928, 
925/929, 925/930, and 925/931) have significantly increased serum stabiUty compared to 

25 an siNA construct having all ribonucleotides except a 3 '-terminal dithymidine (TT) 
modification (e.g., SEQ ID NOs: 925/926). 

Example 3: Identification of potential siNA target sites in anv RNA sequence 

The sequence of an RNA target of interest, such as a viral or human mRNA 
transcript, is screened for target sites, for example by using a computer folding algorithm. 
30 In a non-limiting example, the sequence of a gene or RNA gene transcript derived firom a 
database, such as Genbank, is used to generate siNA targets having complementarity to 

104 



BNSCXXID; <WO 03074654A2_L> 



wo 03/074654 PCT/US03/05028 

the target. Such sequences can be obtained from a database, or can be determined 
experimentally as known in the art. Target sites that are known, for example, those target 
sites determined to be effective target sites based on studies with other nucleic acid 
molecules, for example ribozymes or antisense, or those targets known to be associated 
5 with a disease or condition such as those sites contaimng mutations or deletions, can be 
used to design siNA molecules targeting those sites. Various parameters can be used to 
determine which sites are the most suitable target sites within the target RNA sequence. 
These parameters include but are not limited to secondary or tertiary RNA structure, the 
nucleotide base composition of the target sequence, the degree of homology between 

10 various regions of the target sequence, or the relative position of the target sequence 
within the RNA transcript. Based on these determinations, any number of target sites 
within the RNA transcript can be chosen to screen siNA molecules for efficacy, for 
example by using in vitro RNA cleavage assays, cell culture, or animal models. In a non- 
limiting example, anywhere from 1 to 1000 target sites are chosen within the transcript 

1 5 based on the size of the siNA construct to be used. High throughput screening assays can 
be developed for screening siNA molecules using methods known in the art, such as with 
multi-well or multi-plate assays or combinatorial/siNA library screening assays to 
detemiine efficient reduction in target gene expression. 

Example 4: Selection of siNA molecule target sites in a RNA 

20 The following non-limiting steps can be used to carry out the selection of siNAs 

targeting a given gene sequence or transcript. 

The target sequence is parsed in silico into a Hst of ail fragments or subsequences of 
a particular length, for example 23 nucleotide fragments, contained within the target 
sequence. This step is typically carried out using a custom Perl script, but commercial 
25 sequence analysis programs such as Oligo, Mac Vector, or the GCG Wisconsin Package 
can be employed as well. 

In some instances the siNAs correspond to more than one target sequence; such 
would be the case for example in targeting different transcripts of the same gene, 
targeting different transcripts of more than one gene, or for targeting both the human gene 
30 and an animal homolog. In this case, a subsequence list of a particular length is generated 
for each of the targets, and then the lists are compared to find matching sequences in each 
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list. The subsequences are then ranked according to the number of target sequences that 
contain the given subsequence; the goal is to find subsequences that are present in most or 
all of the target sequences. Alternately, the ranking can identify subsequences that are 
unique to a target sequence, such as a mutant target sequence. Such an approach would 
5 enable the use of siNA to target specifically the mutant sequence and not effect the 
expression of the nomial sequence. 

In some instances the siNA subsequences are absent in one or more sequences 
while present in the desired target sequence; such would be the case if the siNA targets a 
gene with a paralogous family member that is to remain xmtargeted. As in case 2 above, a 
1 0 subsequence list of a particular length is generated for each of the targets, and then the 
hsts are compared to find sequences that are present in the target gene but are absent in 
the untargeted paralog. 

The ranked siNA subsequences can be fiirther analyzed and ranked according to GC 
content. A preference can be given to sites containing 30-70% GC, with a fiirther 
15 preference to sites containing 40-60% GC. 

The ranked siNA subsequences can be fiirther analyzed and ranked according to 
self-folding and internal hairpins. Weaker, internal folds are preferred; strong hairpin 
structures are to be avoided. 

The ranked siNA subsequences can be fiirther analyzed and ranked according to 
20 whether they have .runs of GGG or CCC m the sequence. GGG (or even more Gs) in 
either strand can make oligonucleotide synthesis problematic and can potentially interfere 
with RNAi activity, so it is avoided whenever other appropriately suitable sequences are 
available. CCC is searched in the target strand because that will place GGG in the 
antisense strand. 

25 The ranked siNA subsequences can be fiirtlier analyzed and ranked according to 

whether they have the dinucleotide UU (uridine dinucleotide) on the 3*- end of the 
sequence, and/or AA on the 5'-end of the sequence (to yield 3* UU on the antisense 
sequence). These sequences allow one to design siNA molecules with terminal TT 
thymidine dinucleotides. 
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Four or five target sites are chosen fi-om the ranked list of subsequences as 
described above. For example, in subsequences having 23 nucleotides, the right 21 
nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
upper (sense) strand of the siNA duplex, while the reverse complement of the left 21 
5 nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
lower (antisense) strand of the siNA duplex (see Tables I). If terminal TT residues are 
desired for the sequence (as described in paragraph 7), then the two 3* terminal 
nucleotides of both the sense and antisense strands are replaced by TT prior to 
synthesizing the oligos. 

10 The siNA molecules are screened in an in vitro, cell culture or animal model system 

to identify the most active siNA molecule or the most preferred target site within the 
target RNA sequence. 

In an alternate approach, a pool of siNA constructs specific to a target sequence is 
used to screen for target sites in cells expressing target RNA, such as human HeLa cells. 

15 The general strategy used in this approach is shown in Figure 21. A non-limiting 
example of such as pool is a pool comprising sequences having antisense sequences 
complementary to the target RNA sequence and sense sequences complementary to the 
antisense sequences. Cells (e.g., HeLa cells) expressing the target gene are transfected 
with the pool of siNA constructs and cells that demonstrate a phenotype associated with 

20 gene silencing are sorted. The pool of siNA constmcts can be chemically modified as 
described herein and synthesized, for example, in a high throughput manner. The siNA 
firom cells demonstrating a positive phenotypic change (e.g., decreased target mRNA 
levels or target protein expression), are identified, for example by positional analysis 
within the assay, and are used to determine the most suitable target site(s) within the 

25 target RNA sequence based upon the complementary sequence to the corresponding siNA 
antisense strand identified in the assay. 

Example 5 : RNAi activity of chemically modified siNA constmcts 

Short interfering nucleic acid (siNA) is emerging as a powerfiil tool for gene 
regulation. All-ribose siNA duplexes activate the RNAi pathway but have limited utiUty 
30 as therapeutic compoimds due to their nuclease sensitivity and short half-life in serum, as 
shown in Example 2 above. To develop nuclease-resistant siNA constmcts for in vivo 
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applications, siNAs that target luciferase mRNA and contain stabilizing chemical 
modifications were tested for activity in HeLa cells. The sequences for the siNA 
oligonucleotide sequences used in this study are shown in Table I. Modifications 
included phosphorothioate linkages (P=S), 2 -0-methyl nucleotides, or 2'-fluoro (F) 
5 nucleotides in one or both siNA strands and various 3 '-end stabilization chemistries, 
including 3'-glyceryl, 3'-inverted abasic, 3'-inverted Thymidine, and/or Thymidine. 
Active siNA containing stabilizing modifications such as described herein should prove 
usefiil for in vivo applications. 

A luciferase reporter system was utilized to test KNAi activity of chemically 
10 modified siNA constructs compared to siNA constructs consisting of all RNA nucleotides 
containing two thymidine nucleotide overhangs. Sense and antisense siNA strands (20 
uM each) were annealed by incubation in buffer (100 mM potassium acetate, 30 mM 
HEPES-KOH, pH 7.4, 2 mM magnesimn acetate) for 1 min. at PO^'C followed by 1 hour 
at 37°C. Plasmids encoding firefly luciferase (pGL2) and renilla luciferase (pRLSV40) 
1 5 were purchased firom Promega Biotech. 

HeLa S3 cells were grown at 3TC in DMEM with 5% FBS and seeded at 15,300 
cells in 100 ul media per well of a 96-well plate 24 hours prior to transfection. For 
transfection, 4 ul Lipofectamine 2000 (Life Technologies) was added to 96 ul OPTI- 
MEM, vortexed and incubated at room temperature for 5 minutes. The 100 ul diluted lipid 

20 was then added to a microtiter tube containing 5 ul pGL2 (200ng/ul), 5 ul pRLSV40 (8 
ng/ul) 6 ul siNA (25 nM or 10 nM final), and 84 ul OPTI-MEM, vortexed briefly and 
incubated at room temperature for 20 minutes. The transfection mix was then mixed 
briefly and 50 ul was added to each of three wells that contained HeLa S3 cells in 100 ul 
media. Cells were incubated for 20 hours after transfection and analyzed for luciferase 

25 expression using the Dual luciferase assay according to the manufacturer's instructions 
(Promega Biotech). The results of tliis study are summarized in Figures 4-16. The 
sequences of the siNA strands used in this study are shown in Table I and are referred to 
by RPBf in the figures. Normalized luciferase activity is reported as the ratio of firefly 
luciferase activity to renilla luciferase activity in the same sample. Error bars represent 

30 standard deviation of triplicate transfections. As shown in Figures 4-16, the RNAi 
activity of chemically modified constructs is comparable to that of control siNA 
constructs, which consist of all ribonucleotides at every position except the 3 '-terminus 
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which comprises two thymidine nucleotide overhangs. In some instances, the RNAi 
activity of the chemically modified constructs is greater than the siNA constmct 
consisting of all ribonucleotides at every position except the 3 '-terminus which comprises 
two thymidine nucleotide overhangs. For example. Figure 4 shows results obtained from 
5 a screen using phosphorothioate modified siNA- constructs; the RPI 27654/27659 
constmct contains phosphorothioate substitutions for every pyrimidine nucleotide in both 
sequences, the RPI 27657/27662 constmct contains 5 temiinal 3 '-phosphorothioate 
substitutions in each strand, the RPI 27649/27658 constmct contains all phosphorothioate 
substitutions only in the antisense strand, whereas the RPI 27649/27660 and RPI 
10 27649/27661 constracts have unmodified sense strands and varying degrees of 
phosphorothioate substitutions in the antisense strand. All of these constmcts show 
significant RNAi activity when compared to a scrambled siNA. 

Figure 5 shows results obtained from a screen using phosphorothioate (RPI 
28253/28255 and RPI 28254/28256) and universal base substitutions (RPI 28257/28259 
15 and RPI 28258/28260) compared to tlie same controls described above. As shown, these 
modifications show equivalent or better RNAi activity when compared to the control 
siNA constmct. 

Figure 6 shows results obtained from a screen using 2'-0-methyl modified siNA 
constmcts in which the sense strand contains either 10 (RPI 28244/27650) or 5 (RPI 
20 28245/27650) 2'-0-methyI substitutions, both with comparable activity to the control 
siNA constmct. 

Figure 7 shows results obtained from a screen using 2'-0-methyl or 2'-deoxy-2'- 
fluoro modified siNA constmcts compared to a control constmct consisting of all 
ribonucleotides at every position except the 3 '-terminus which comprises two thymidine 
25 nucleotide overhangs. 

Figure 8 compares a siNA constmct containing six phosphorothioate substitutions 
in each strand (RPI 28460/28461), where 5 phosphorothioates are present at the 3' end 
and a single phosphorothioate is present at the 5' end of each strand. This motif shows 
very similar activity to the control siNA constmct consisting of all ribonucleotides at 
30 every position except the 3 '-terminus which comprises two thymidine nucleotide 
overhangs. 
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Figure 9 compares a siNA construct synthesized by the method of the invention 
described in Example 1, wherein an inverted deoxyabasic succinate linker was used to 
generate a siNA having a 3 '-inverted deoxyabasic cap on the antisense strand of the 
siNA. This construct shows improved activity compared to the control siNA (siGL2) 
5 construct consisting of all ribonucleotides at every position except the 3 '-terminus which 
comprises two thymidine nucleotide overhangs. 

Figure 10 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including 3 '-glyceryl modified siNA constructs compared to an all KNA 
control siNA construct using a luciferase reporter system. These chemically modified 

10 siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisaise strands of chemically modified siNA constructs are shown by RPI 

15 number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the Figure, the 3 '-terminal modified siNA constructs 
retain significant RNAi activity compared to the control siNA (siGL2) construct. 

Figure 11 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
RPI 30433/30430, and RPI 30063/30224 constmcts retain significant RNAi activity 
compared to the control siNA constmct. It should be noted that RPI 30433/30430 is a 

30 siNA construct having no ribonucleotides which retains significant RNAi activity 
compared to the constrol siGL2 construct in vitro, therefore, this construct is expected to 
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have both similar RNAi activity and improved stability compared to siNA constructs 
having ribonucleotides in vivo. 

Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

5 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (hiv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

10 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30224 
and RPI 30063/30430 constructs retain significant RNAi activity compared to the control 
siNA (siGL2) construct. In addition, the antisense strand alone (RPI 30430) and an 

1 5 inverted control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) were 
compared to the siNA duplexes described above. The antisense strand (RPI 30430) 
alone provides far less inhibition compared to the siNA duplexes using this sequence. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (hiv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. As 
shown in the figure, the chemically modified RPI 28251/30430, RPI 28251/30224, and 

30 RPI 30222/30224 constructs retain significant RNAi activity compared to the control 
siNA construct, and the chemically modified RPI 2825 1/30430 construct demonstrates 
improved activity compared to the control siNA (siGL2) construct. 
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Figure 14 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including various 3 '-terminal modified siNA constructs compared to an 
all RNA control siNA constmct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 

5 lOnM concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The backgroxmd 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 

10 are shown in Table L As shown in the figure, the chemically modified RPI 30222/30546, 
30222/30224, 30222/30551, 30222/30557 and 30222/30558 constmcts retam significant 
RNAi activity compared to the control siNA constmct. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constmcts. The screen compared various combinations of sense strand chemistries 

1 5 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3 '-terminal ditliymidine (TT) and its 
corresponding inverted control (Inv siGL2). The backgiound level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 

20 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
30434/30430, and 30435/30430 constmcts all demonstrate greater activity compared to 
the control siNA (siGL2) constmct. 

25 Example 6: RNAi activitv titration 

A titration assay was performed to determine the lower range of siNA concentration 
required for RNAi activity both in a control siNA constmct consistmg of all RNA 
nucleotides containing two thymidine nucleotide overhangs and a chemically modified 
siNA constmct comprising 5 phosphorothioate intemucleotide linkages in both the sense 
30 and antisense strands. The assay was performed as described above, however, the siNA 
constmcts were diluted to final concentrations between 2.5 nM and 0,025 nM. Results 
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are shown in Figure 16. As shown in Figure 16, the chemically modified siNA construct 
shows a very similar concentration dependent RNAi activity profile to the control siNA 
construct when compared to an inverted siNA sequence control. 

Example 7: siNA design 

5 siNA target sites were chosen by analyzing sequences of the target RNA and 

optionally prioritizing the target sites on the basis of folding (structure of any given 
sequence analyzed to determine siNA accessibility to the target), by using a library of 
siNA molecules as described in Example 4, or alternately by using an in viti'O siNA 
system as described in Example 9 herein. siNA molecules were designed that could bind 

10 each target and are optionally individually analyzed by computer folding to assess 
whether the siNA molecule can interact with the target sequence. Varjdng the length of 
the siNA molecules can be chosen to optimize activity. Generally, a sufficient number of 
complementary nucleotide bases are chosen to bind to, or otherwise interact with, the 
target RNA, but the degree of complementarity can be modulated to accommodate siNA 

15 duplexes or varying length or base composition. By using such methodologies, siNA 
molecules can be designed to target sites within any known RNA sequence, for example 
those RNA sequences corresponding to the any gene transcript. 

Chemically modified siNA constructs are designed to provide nuclease stabiUty for 
systemic administration in vivo and/or improved phamiacokinetic, localization, and 

20 delivery properties while preserving the abiUty to mediate RNAi activity. Chemical 
modifications as described herein are introduced synthetically using synthetic methods 
described herein and those generally known in the art. The synthetic siNA constructs are 
then assayed for nuclease stability in serum and/or cellular/tissue extracts (e.g. liver 
extracts). The synthetic siNA constructs are also tested in parallel for RNAi activity 

25 using an appropriate assay, such as a luciferase reporter assay as described herein or 
another suitable assay that can quantity RNAi activity. Synthetic siNA constructs that 
possess both nuclease stability and RNAi activity can be further modified and re- 
evaluated in stability and activity assays. The chemical modifications of the stabilized 
active siNA constructs can then be applied to any siNA sequence targeting any chosen 

30 RNA and used, for example, in target screening assays to pick lead siNA compounds for 
therapeutic development (see for example Figure 24). 
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Example 8: Chemical Synthesis and Purification of siNA 

siNA molecules can be designed to interact with various sites in the RNA message, 
for example, target sequences within the RNA sequences described herein. The sequence 
of one strand of the siNA molecule(s) is complementary to the target site sequences 

5 described above. The siNA molecules can be chemically synthesized using methods 
described herein, hiactive siNA molecules that are used as control sequences can be 
synthesized by scrambling the sequence of the siNA molecules such that it is not 
complementary to the target sequence. Generally, siNA constructs can by synthesized 
using solid phase oligonucleotide synthesis methods as described herein (see for example 

10 Usman et aU US Patent Nos. 5,804,683; 5,831,071; 5,998,203; 6,117,657; 6,353,098; 
6,362,323; 6,437,117; 6,469,158; Scaringe et ah. US Patent Nos. 6,111,086; 6,008,400; 
6,1 1 1,086 all incorporated by reference herein in their entirety). 

In a non-limiting example, RNA oligonucleotides are synthesized in a stepv^se 
fashion using the phosphoramidite chemistry as is known in the art. Standard 

15 phosphoramidite chemistry involves the use of nucleosides comprising any of 5'-0- 
dimethoxytrityl, 2'-0-tert-butyldimethylsilyl, 3'-0-2-Cyanoethyl N,N-diisopropylphos- 
phoroamidite groups, and exocyclic amine protecting groups (e.g. N6-benzoyl adenosine, 
N4 acetyl cytidine, and N2-isobutyryl guanosine). Alternately, 2'-0-Silyl Ethers can be 
used in conjunction with acid-labile 2'-0-orthoester protecting groups in the synthesis of 

20 RNA as described by Scaringe supra. Differing T chemistries can require different 
protecting groups, for example 2'-deoxy-2'-amino nucleosides can utilize N-phthaloyl 
protection as described by Usman et al, US Patent 5,631,360, incorporated by reference 
herein in its entirety). 

During solid phase synthesis, each nucleotide is added sequentially (3'- to 5'- 
25 direction) to the solid support-bound oligonucleotide. The first nucleoside at the 3 '-end of 
the chain is covalently attached to a solid support (e.g., controlled pore glass or 
polystyrene) using various linkers. The nucleotide precursor, a ribonucleoside 
phosphoramidite, and activator are combined resulting in the coupling of the second 
nucleoside phosphoramidite onto the 5 '-end of the fibrst nucleoside. The support is then 
30 washed and any unreacted 5 '-hydroxyl groups are capped with a capping reagent such as 
acetic anhydride to yield inactive 5 '-acetyl moieties. The trivalent phosphorus Unkage is 

114 



BNSOOCIO: <WO 



03074654A2 J_> 



wo 03/074654 PCT/US03/05028 

then oxidized to a more stable phosphate linkage. At the end of the nucleotide addition 
cycle, the 5 '-O-protecting group is cleaved under suitable conditions (e.g., acidic 
conditions for trityl-based groups and Fluoride for silyl-based groups). The cycle is 
repeated for each subsequent nucleotide. 

5 Modification of synthesis conditions can be used to optimize coupling efficiency, 

for example by using differing coupling times, differing reagent/phosphoramidite 
concentrations, differing contact times, differing solid supports and solid support linker 
chemistries depending on the particular chemical composition of the siNA to be 
synthesized. Deprotection and purification of the siNA can be performed as is generally 

10 described in Usman et al., US 5,831,071, US 6,353,098, US 6,437,117, and Bellon et aL, 
US 6,054,576, US 6,162,909, US 6,303,773, incorporated by reference herein in their 
entirety or Scaringe supra^. Additionally, deprotection conditions can be modified to . 
provide the best possible yield and purity of siNA constructs. For example, applicant has 
observed that oligonucleotides comprising 2'-deoxy-2'-fluoro nucleotides can degrade 

1 5 under inappropriate deprotection conditions. Such oligonucleotides are deprotected using 
aqueous methylamine at about 35°C for 30 minutes. If the 2'-deoxy-2'-fluoro containing 
oligonucleotide also comprises ribonucleotides, after deprotection with aqueous 
methylamine at about 35*'C for 30 minutes, TEA-HF is added and the reaction maintained 
at about 65**C for an additional 15 minutes. 

20 Example 9: RNAi in vitro assay to assess siNA activity 

An in vitro assay that recapitulates RNAi in a cell fi-ee system is used to evaluate 
siNA constructs specific to target RNA. The assay comprises the system described by 
Tuschl et al, 1999, Genes and Development, 13, 3191-3197 and Zamore et al, 2000, 
Cell, 101, 25-33 adapted for use with target RNA. A Drosophila extract derived from 

25 syncytial blastoderm is used to reconstitute RNAi activity in vitro. Target RNA is 
generated via in vitro transcription from an appropriate plasmid using T7 RNA 
polymerase or via chemical synthesis as described herein. Sense and antisense siNA 
strands (for example 20 uM each) are annealed by incubation in buffer (such as 100 mM 
potassium acetate, 30 mM HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 

30 90''C followed by 1 hour at 37°C , then diluted in lysis buffer (for example 100 mM 
potassium acetate, 30 mM HEPES-KOH at pH 7.4, 2mM magnesium acetate). Annealing 
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can be monitored by gel electrophoresis on an agarose gel in TBE buffer and stained with 
ethidium bromide. The Drosophila lysate is prepared using zero to two-hour-old embryos 
from Oregon R flies collected on yeasted molasses agar that are dechorionated and lysed. 
The lysate is centrifuged and tlie supematant isolated. The assay comprises a reaction 
5 mixture containing 50% lysate [vol/vol], RNA (10-50 pM final concentration), and 10% 
[vol/vol] lysis buffer containing siNA (10 nM final concentration). The reaction mixture 
also contains 10 mM creatine phosphate, 10 ug.ml creatine phosphokinase, 100 um GTP, 
100 uM UTP, 100 uM CTP, 500 uM ATP, 5 mM DTT, 0.1 U/uL RNasin (Promega), and 
100 uM of each amino acid. The final concentration of potassivmi acetate is adjusted to 
10 100 mM. The reactions are pre-assembled on ice and preincubated at 25'' C for 10 
minutes before adding RNA, then incubated at 25** C for an additional 60 minutes. 
Reactions are quenched with 4 volumes of 1 .25 x Passive Lysis Buffer (Promega). Target 
RNA cleavage is assayed by RT-PCR analysis or other methods known in the art and are 
compared to control reactions in which siNA is omitted from the reaction. 

15 Alternately, intemally-labeled target RNA for the assay is prepared by in viwo 

transcription in the presence of [alpha-^^p] CTP, passed over a G 50 Sephadex column by 
spin chromatography and used as target RNA without fiirther purification. Optionally, 

target RNA is 5 -32p-end labeled using T4 polynucleotide kinase enzyme. Assays are 
performed as described above and target RNA and the specific RNA cleavage products 
20 generated by RNAi are visualized on an autoradiograph of a gel. The percentage of 

cleavage is determined by Phosphor Imager® quantitation of bands representing intact 
control RNA or RNA from control reactions without siNA and the cleavage products 
generated by the assay. 

In one embodiment, this assay is used to determine target sites the RNA target for 
25 siNA mediated RNAi cleavage, wherein a plurality of siNA constructs are screened for 
RNAi mediated cleavage of the RNA target, for example, by analyzing the assay reaction 
by electrophoresis of labeled target RNA, or by northern blotting, as well as by other 
methodology well known in the art. 

Example 10: Nucleic acid inhibition of target RNA in vivo 
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siNA molecules targeted to the target RNA are designed and synthesized as 
described above. These nucleic acid molecules can be tested for cleavage activity in vzvo, 
for example, using the following procedure. 

Two formats are used to test the efficacy of siNAs targeting a particular gene 
5 transcipt. First, the reagents are tested on target expressing cells (e.g., HeLa), to 
determine the extent of RNA and protein inhibition. siNA reagents are selected against 
the RNA target. RNA inhibition is measured after delivery of these reagents by a suitable 
transfection agent to cells. Relative amounts of target RNA are measured versus actin 
using real-time PGR monitoring of amplification (eg,, ABI 7700 Taqman®). A 
10 comparison is made to a mixture of oligonucleotide sequences made to unrelated targets 
or to a randomized siNA control with the same overall length and chemistry, but 
randomly substituted at each position. Primary and secondary lead reagents are chosen for 
the target and optimization performed. After an optimal transfection agent concentration 
is chosen, a RNA time-course of inhibition is performed with the lead siNA molecule. In 
15 addition, a cell-plating format can be used to determine RNA inhibition. 

Delivery of siNA to Cells 

Cells (e.g., HeLa) are seeded, for example, at 1x10^ cells per well of a six- well dish 
in EGM-2 (BioWhittaker) the day before transfection. siNA (final concentration, for 
example 20nM) and cationic Upid (e.g., final concentration 2(xg/ml) are complexed in 
20 EGM basal media (Biowhittaker) at 37°C for 30 mins in polystyrene tubes. Following 
vortexing, the complexed siNA is added to each well and incubated for the times 

indicated. For initial optimization experiments, cells are seeded, for example, at 1x1 0^ in 
96 well plates and siNA complex added as described. Efficiency of delivery of siNA to 
cells is determined using a fluorescent siNA complexed with lipid. Cells in 6-well dishes 
25 are incubated with siNA for 24 hours, rinsed with PBS and fixed in 2% paraformaldehyde 
for 15 minutes at room temperature. Uptake of siNA is visuaUzed using a fluorescent 
microscope. 

Taqman and Lightcvcler quantification of mRNA 

Total RNA is prepared firom cells following siNA delivery, for example, using 
30 Qiagen RNA purification kits for 6-well or Rneasy extraction kits for 96-well assays. For 
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Taqman analysis, dual-labeled probes are synthesized with the reporter dye, FAM or JOE, 
covalently Unked at the 5'-end and the quencher dye TAMRA conjugated to the 3'-end. 
One-step RT-PCR amphfications are performed on, for example, an ABI PRISM 7700 
Sequence Detector using 50 ^1 reactions consisting of 10 ^1 total RNA, 100 nM forward 

5 primer, 900 nM reverse primer, 100 nM probe, IX TaqMan PGR reaction buffer (PE- 
AppUed Biosystems), 5.5 mM MgClj, 300 yM each dATP, dCTP, dGTP, and dTTP, lOU 
RNase Inhibitor (Promega), 1.25U AmpliTaq Gold (PE-Applied Biosystems) and lOU M- 
MLV Reverse Transcriptase (Promega). The thermal cycling conditions can consist of 30 
min at 48°C, 10 min at 95°C, followed by 40 cycles of 15 sec at 95°C and 1 min at 60°C. 
10 Quantitation of mRNA levels is detennined relative to standards generated from serially 
diluted total cellular RNA (300, 100, 33, 11 ng/nm) and normalizing to 6-actin or 
GAPDH mRNA in parallel TaqMan reactions. For each gene of interest an upper and 
lower primer and a fluorescently labeled probe are designed. Real time incorporation of 
SYBR Green I dye into a specific PGR product can be measured in glass capillary tubes 

15 using a lightcyler. A standard curve is generated for each primer pair using control 
cRNA. Values are represented as relative expression to GAPDH in each sample. 

Westem blotting 

Nuclear extracts can be prepared using a standard micro preparation technique (see 
for example Andrews and Faller, 1991, Nucleic Acids Research. 19, 2499). Protein 

20 extracts from supematants are prepared, for example using TGA precipitation. An equal 
volume of 20% TGA is added to the cell supernatant, incubated on ice for 1 hour and 
pelleted by centrifiigation for 5 minutes. Pellets are washed in acetone, dried and 
resuspended in water. Gellular protein extracts are run on a 10% Bis-Tris NuPage 
(nuclear extracts) or 4-12% Tris-Glycine (supernatant extracts) polyacrylamide gel and 

25 transferred onto nitro-cellulose membranes. Non-specific binding can be blocked by 
incubation, for example, with 5% non-fat milk for 1 hour followed by primary antibody 
for 16 hour at 4°G. Following washes, the secondary antibody is applied, for example 
(1:10,000 dilution) for 1 hour at room temperature and the signal detected with 
SuperSignal reagent (Pierce). 

30 Example 1 1 : Animal Models 
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Various animal models can be used to screen siNA constructs in vivo as are known 
in ttie art, for example those animal models that are used to evaluate other nucleic acid 
technologies such as enzymatic nucleic acid molecules (ribozymes) and/or antisense. 
Such animal models are used to test the efficacy of siNA molecules described herein. In 

5 a non-limiting example, siNA molecules that are designed as anti-angiogenic agents can 
be screened animal models. There are several animal models in which the anti- 
angiogenesis effect of nucleic acids of the present invention, such as siNA, directed 
against genes associated with angiogenesis and/or metastais, such as VEGFR (e.g., 
VEGFRl, VEGFR2, and VEGFR3) genes. Typically a corneal model has been used to 

10 study angiogenesis in rat and rabbit since recruitment of vessels can easily be followed in 
this nomially avascular tissue (Pandey et al, 1995 Science 268: 567-569). In these 
models, a small Teflon or Hydron disk pretreated with an angiogenesis factor (e.g. bFGF 
or VEGF) is inserted into a pocket surgically created in the cornea. Angiogenesis is 
monitored 3 to 5 days later. siNA molecules directed against VEGFR mRNAs are 

15 deUvered in the disk as well, or dropwise to the eye over the time course of the 
experiment. In anotlier eye model, hypoxia has been shown to cause both increased 
expression of VEGF and neovascularization in the retina (Pierce et al, 1995 Proc. Natl 
Acad. Set. USA. 92: 905-909; Shweiki et al, 1992/. Clin. Invest. 91: 2235-2243). 

Several animal models exist for screening of anti-angiogenic agents. These include 
20 corneal vessel formation following corneal injury (Bulger a/., 1985 Cor/zea 4: 35-41; 
Lepri, et al, 1994 J. Ocular Pharmacol 10: 273-280; Ormerod et al, 1990 Am. J. 
Pathol 137: 1243-1252) or intracomeal growth factor implant (Grant et al, 1993 
Diabetologia 36: 282-291; Pandey et al 1995 supra; Zieche et al, 1992 Lab. Invest. 
67: 711-715), vessel growth into Matrigel matrix containing growth factors (Passaniti et 
25 al, 1992 supra), female reproductive organ neovascularization following hormonal 
manipulation (Shweiki et al, 1993 Clin. Invest. 91: 2235-2243), several models 
involving inhibition of timior growth in highly vascularized solid tumors (O'Reilly et al, 
1994 Cell 79: 315-328; Senger et al, 1993 Cancer and Metas. Rev. 12: 303-324; 
Takahasi et al, 1994 Cancer Res. 54: 4233-4237; Kim et al, 1993 supra), and transient 
30 hypoxia-induced neovascularization in the mouse retina (Pierce et al, 1995 Proc. Natl 
Acad. ScL USA. 92: 905-909).gene 
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The cornea model, described in Pandey et al. supra, is the most common and well 
characterized anti-angiogenic agent efficacy screening model. This model involves an 
avascular tissue into which vessels are recraited by a stimulating agent (growth factor, 
thermal or alkalai bum, endotoxin). The corneal model would utilize the intrastrom2d 
5 corneal implantation of a Teflon pellet soaked in a VEGF-Hydron solution to recruit 
blood vessels toward the pellet which can be quantitated using standard microscopic and 
image analysis techniques. To evaluate their anti-angiogenic efficacy, ribozymes are 
applied topically to the eye or bound within Hydron on the Teflon pellet itself. This 
avascular cornea as well as the Matrigel model provide for low background assays. 
10 While the corneal model has been performed extensively in the rabbit, studies in the rat 
have also been conducted. 

The mouse model (Passaniti et aL, supra) is a non-tissue model which utilizes 

Matrigel, an extract of basement membrane (Kleinman et aL, 1986) or Millipore® filter 
disk, which can be impregnated with growth factors and anti-angiogenic agents in a liquid 
15 fomi prior to injection. Upon subcutaneous administration at body temperature, the 

Matrigel or Millipore® filter disk fomis a solid implant. VEGF embedded in the Matrigel 

or Millipore® filter disk is used to recmit vessels within the matrix of the Matrigel or 

Millipore® filter disk which can be processed histologically for endothelial cell specific 
vWF (factor VUI antigen) immunohistochemistry, Trichrome-Masson stain, or 

20 hemoglobin content. Like the cornea, the Matrigel or Millipore® filter disk are avascular; 

however, it is not tissue. In the Matrigel or Millipore® filter disk model, siNA molecules 

are administered within the matrix of the Matrigel or Millipore® filter disk to test their 
anti-angiogenic efficacy. Thus, delivery issues in this model, as with delivery of siNA 
molecules by Hydron- coated Teflon pellets in the rat cornea model, may be less 
25 problematic due to the homogeneous presence of the siNA within the respective matrix. 

The Lewis lung carcinoma and B-16 murine melanoma models are well accepted 
models of primary and metastatic cancer and are used for initial screening of anti-cancer 
agents. These murine models are not dependent upon the use of immimodeficient mice, 
are relatively inexpensive, and minimize housing concerns. Both the Lewis lung and B- 
30 16 melanoma models involve subcutaneous implantation of approximately 10^ tumor 
cells firom metastatically aggressive tumor cell lines (Lewis Ixmg Unes 3LL or D122, LLc- 
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LN7; B-16-BL6 melanoma) in 05761761 mice. Alternatively, the Lewis lung model can 
be produced by the surgical implantation of tumor spheres (approximately 0.8 mm in 
diameter). Metastasis also may be modeled by injecting the tumor cells directly i.v.. In 
the Lewis lung model, microscopic metastases can be observed approximately 14 days 
5 following implantation with quantifiable macroscopic metastatic tumors developing 
within 21-25 days. The B-16 melanoma exhibits a similar time course with tumor 
neovascularization beginning 4 days following implantation. Since both primary and 
metastatic tumors exist in these models after 21-25 days in the same animal, multiple 
measurements can be taken as indices of efficacy. Primary tumor volume and growth 
10 latency as well as the number of micro- and macroscopic metastatic lung foci or nimiber 
of animals exhibiting metastases can be quantitated. The percent increase in lifespan can 
also be measured. Thus, these models provide suitable primary efficacy assays for 
screening systemically administered siNA molecules and siNA formulations. 

Li the Lewis limg and B-16 melanoma models, systemic pharmacotherapy with a 
wide variety of agents usually begins 1 -7 days following tumor implantation/inoculation 
with either continuous or multiple administration regimens. Concurrent pharmacokinetic 
studies can be performed to determine whether sufficient tissue levels of siNA can be 
achieved for pharmacodynamic effect to be expected. Furthermore, primary tumors and 
secondary limg metastases can be removed and subjected to a variety of in vitro studies 
{i,e, target RNA reduction). 

In utiUzing fliese models to assess siNA activity, VEGFRl, VEGFR2, and/or 
VEGFR3 protein levels can be measured clinically or experimentally by FACS analysis. 
VEGFRl, VEGFR2, and/or VEGFR3 encoded mRNA levels will be assessed by 
Northem analysis, RNase-protection, primer extension analysis and/or quantitative RT- 
25 PGR. siNA molecules that block VEGFRl, VEGFR2, and/or VEGFR3 protein 
encoding mRNAs and therefore result in decreased levels of VEGFRl , VEGFR2, and/or 
VEGFR3 activity by more than 20% in vitro can be thus identified. 

Example 12: siNA-mediated inhibition of angio genesis /.// vivo 

The purpose of this study was to assess the anti-angiogenic activity of siNA 
30 targeted against VEGFRl in the rat cornea model of VEGF induced angiogenesis (see 
above). These siNA molecules have matched inverted controls which are inactive since 
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they are not able to interact with the RNA target. The siNA molecules and VEGF were 
co-delivered using the filter disk method: Nitrocellulose filter disks (Millipore®) of 
0.057 diameter were immersed in appropriate solutions and were surgically implanted in 
rat cornea as described by Pandey et al., supra. 

5 The stimulus for angiogenesis in this study was the treatment of the filter disk with 

30 nM VEGF which is implanted within the comea's stroma. This dose yields 
reproducible neovascularization stemming from the pericomeal vascular plexus growing 
toward the disk in a dose-response study 5 days following implant. Filter disks treated 
only with the vehicle for VEGF show no angiogenic response. The siNA were co- 

10 adminstered with VEGF on a disk in two different siNA concentrations. One concern 
with the simultaneous administration is that the siNA would not be able to inhibit 
angiogenesis since VEGF receptors can be stimulated. However, Applicant has observed 
that in low VEGF doses, the neovascular response reverts to normal, suggesting that the 
VEGF stimulus is essential for maintaining the angiogenic response. Blocking the 

1 5 production of VEGF receptors using simultaneous administration of anti- VEGF-R mRNA 
siNA could attenuate the normal neovascularization induced by the filter disk treated with 
VEGF. 

Materials and Methods: 

Test Compounds and Controls 

20 

R&D Systems VEGF, carrier free at 75 |xM in 82 mM Tris-Cl, pH 6.9 

siNA, 1.67 iiG/\xU SITE 2340 (SEQ ID NO: 2; SEQ ID NO: 6) sense/antisense 

siNA, 1.67 (xG/^L, INVERTED CONTROL FOR SITE 2340 (SEQ ID NO: 19; 
SEQ ID NO: 20) sense/antisense 

25 siNA 1.67 fig/jiL, Site 2340 (SEQ ID NO: 419; SEQ ID NO: 420) sense/antisense 

Animals 

Harlan Sprague-Dawley Rats, Approximately 225-250g 
45 males, 5 animals per group. 
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Husbandly 

Animals are housed in groups of two. Feed, water, temperature and humidity are 
determined according to Pharmacology Testing Facility performance standards (SOP's) 
5 wliich are in accordance with the 1996 Guide for the Care and Use of Laboratory Animals 
(NRC). Animals are acclimated to the facility for at least 7 days prior to experimentation. 
During this time, animals are observed for overall health and sentinels will be bled for 
baseline serology. 

Experimental Groups 

10 

Each solution (VEGF and siNAs) was prepared as a IX solution for final 
concentrations shown in the experimental groups described in Table III. 

siNA Annealing Conditions 



15 siNA sense and antisense strands are annealed for 1 minute in H2O at 

1.67mg/mL/strand followed by a 1 hour incubation at 37^C producing 3.34 mg/mL of 
duplexed siNA. For the 20jxg/eye tieatment, 6 m-Ls of the 3.34 mg/mL duplex is injected 
into the eye (see below). The 3.34 mg/mL duplex siNA can then be serially diluted for 
dose response assays. 

20 

* 

Preparation of VEGF Filter Disk 

For corneal implantation, 0.57 mm diameter nitrocellulose disks, prepared fironi 
0.45 M^m pore diameter nitrocellulose filter membranes (MilUpore Corporation), were 
25 soaked for 30 min in 1 jiL of 75 VEGF in 82 mM Tris HCl (pH 6.9) in covered petri 
dishes on ice. Filter disks soaked only with the vehicle for VEGF (83 mM Tris-Cl pH 
6.9) elicit no angiogenic response. 

Corneal surgeiy 
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The rat corneal model used in this study was a modified from Koch et aL Supra 
and Paiidey et aL, supra. Briefly, comeas were irrigated with 0.5% povidone iodine 
solution followed by normal saline and two drops of 2% lidocaine. Under a dissecting 
microscope (Leica MZ-6), a stromal pocket was created and a presoaked filter disk (see 
5 above) was inserted into the pocket such that its edge was 1 mm from the corneal limbus. 

Intraconjunctival injection of test solutions 

Immediately after disk insertion, the tip of a 40-50 |a.m OD injector (constructed in 
our laboratory) was inserted within the conjimctival tissue 1 mm away from the edge of 

10 the corneal limbus that was directly adjacent to the VEGF-soaked filter disk. Six hundred 
nanohters of test solution (siNA, inverted control or sterile water vehicle) were dispensed 
at a rate of 1.2 (xL/min using a syringe pirnip (Kd Scientific). The injector was then 
removed, serially rinsed in 70% ethanol and sterile water and immersed in sterile water 
between each injection. Once the test solution was injected, closure of the eyelid was 

15 maintained using microaneurism clips until the animal began to recover gross motor 

activity. Following treatment, animals were warmed on a heating pad at ST'^C. 
Quantitation of angiogenic response 

Five days after disk implantation, animals were euthanized following im 
20 administration of 0.4 mg/kg atropine and comeas were digitally imaged. The neovascular 
surface area (NSA, expressed in pixels) was measured posttnortem from blood-filled 
corneal vessels using computerized morphometry (Image Pro Plus, Media Cybemetics, 
v2.0). The individual mean NSA was determined in triplicate from three regions of 
identical size in the area of maximal neovascularization between the filter disk and the 
25 limbus. The number of pixels corresponding to the blood-filled corneal vessels in these 
regions was summated to produce an index of NSA. A group mean NSA was then 
calculated. Data from each treatment group were normalized to VEGF/siNA vehicle- 
treated control NSA and finally expressed as percent inhibition of VEGF-induced 
angiogenesis. 

30 Statistics 
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After determining the normality of treatment group means, group mean percent 
inhibition of VEGF-induced angiogenesis was subjected to a one-way analysis of 
variance. This was followed by two post-hoc tests for significance including Dunnett's 
(comparison to VEGF control) and Tukey-Kramer (all other group mean comparisons) at 
5 alpha = 0.05. Statistical analyses were performed using JMP v.3.1.6 (SAS Institute). 

Results are graphically represented in Figure 23. As shown in Figure 23, 
VEGFRl site 4229 active siNA at three concentrations were effective at inhibiting 
angiogenesis compared to the inverted siNA control and the VEGF control. A chemically 
modified version of the VEGFRl site 4229 active siNA comprising a sense strand having 

10 2'-deoxy-2'-fluoro pyrimidines and ribo purines with 5' and 3' terminal inverted 
deoxyabasic residues (SEQ ID NO: 419) and an antisense strand having having 2'- 
deoxy-2'-fluoro pyrimidines and ribo purines with a terminal 3'-phosphorothioate 
ititemucleotide linkage (SEQ ID NO: 420), showed similar inhibition. This result shows 
siNA molecules of differing chemically modified composition of the invention are 

15 capable of significantly inhibiting angiogenesis m vivo. 

Example 13: RNAi mediated inhibition of EGFR (HERn RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing EGFR (HERl) RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 |il/well, such that at the time of 

20 transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volmne of 50 ^il/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 |il. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37°C for 24h in the continued presence of the siNA tiansfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells wre lysed and RNA 
prepared fi-om each well. Target gene expression following treatment was evaluated by 
RT-PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) 

30 for normalization. The triplicate data were averaged and the standard deviations 
determined for each treatment. Normalized data were graphed and the percent reduction 
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of target niRNA by active siNAs in comparison to their respective inverted control siNAs 
was determined. 



Results of this study are shown in Figure 25. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#30988/31064) was compared to a 

5 chemically modified siNA construct comprising 2*-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in wliich the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate intemucleotide linkage (RPI#31300/31301), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 

10 In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scram 1 and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce EGFR RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

15 Example 14: RNAi mediated inhibition of PKC-alphaRNA expression 

siNA constructs (Table I) ai'e tested for efficacy in reducing PKC-alpha RNA 
expression in, for example in A549 cells. Cells are plated approximately 24h before 
transfection in 96-well plates at 5,000-7,500 cells/well, 100 ^il/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, amiealed siNAs are mixed with 

20 the transfection reagent (Lipofectamine 2000, Invitrogen) in a volmne of 50 |il/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a fijial siNA concentration of 25 nM in a volmne of 150 |il. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 

25 prepared fi-om each well of treated cells. The supematants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subvinit) for normaUzation. The tripUcate 
data is averaged and the standard deviations determined for each treatment. Normalized 

30 data are graphed and the p^cent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 
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In a non-limiting example, siNA constructs were screened for activity (see Figure 
26) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 26, the siNA constructs significantly reduce PKC-alpha RNA expression. Leads 
generated from such a screen are then further assayed, hi a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is fiirther 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate intemucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to xmtreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). 

Example 1 5 : RNAi mediated inhibition of Mvc RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing Myc (c-Myc) RNA 
expression in 293T cells. 293T cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ^1/well, such that at the time of 
20 transfection cells were 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volvune of 50 jil/well 
and incubated for 20 min. at room temperatuie. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 jil. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
30 polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
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the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 



Results of this study are shown in Figure 27. A screen of siNA constructs was 
compared to untreated cells, scrambled siNA control constmcts (Scraml and Scram2), 
5 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
of the siNA constmcts (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
significantly reduce c-Myc RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 16: RNAi mediated inhibition of BCL2 RNA expression 

10 siNA constructs (Table I) are tested for efficacy in reducing BCL2 RNA expression 

in, for example, A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 ^il/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 fxl/well and 

15 incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 |il. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are 
incubated at 37'' for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA is prepared from each well of treated cells. The supematants with the 

20 transfection mixtures are first removed and discarded, then the cells are lysed and RNA 
prepared from each well. Target gene expression following treatment is evaluated by RT- 
PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) for 
nonnalization. The triphcate data is averaged and the standard deviations detemiined for 
each treatment. Normalized data are graphed and the percent reduction of target mRNA 

25 by active siNAs in comparison to their respective inverted control siNAs is determined. 

In a non-limiting example, A549 cells were transfected with 0.25 ug/well of lipid 
complexed with 25 nM siNA. A siNA construct comprising ribonucleotides and 3'- 
terminal dithymidine caps (RPI#3099S/31074) was tested along with a chemically 
modified siNA constmct comprising 2*-deoxy-2'-fluoro pyrimidine nucleotides and 
30 purine ribonucleotides in which the sense strand of the siNA is fiirther modified with 5* 
and 3 '-terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
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terminal phosphorothioate intemucleotide linkage (RPI#3 1368/31 369), which was also 
compared to a matched chemistry inverted control (RPI#3 1370/3 1371) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine and 2'-deoxy-2'- 
fluoro purine nucleotides in which the sense strand of the siNA is further modified with 

5 5' and 3'-tenninal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
tenninal phosphorothioate intemucleotide linkage (RPI#3 1372/3 1373) which was also 
compared to a matched chemistry inverted control (RPI#3 1374/3 1375). In addition, the 
siNA constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 

10 (transfection control). As shown in Figure 28, the siNA constructs significantly reduce 
BCL2 RNA expression compared to scrambled, untreated, and transfection controls. 
Additional stabilization chemistries as described in Table IV are similarly assayed for 
activity. 

Example 17: RNAi mediated inliibition of CHK-1 RNA expression 

15 siNA constructs (Table I) were tested for efficacy in reducing CHK-1 RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 |il/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 |il/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 iiM in a volume of 150 Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37"" for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 

25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared firom each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations detemiined for each treatment. Normalized data were graphed, and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 29. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 1003/3 1079) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
purine ribonucleotides in which the sense strand of the siNA is further modified with 5 * 
5 and 3 '-terminal inverted deoxyabasic caps and in which the antisense strand comprises a 
3'-terminal phosphorothioate intemucleotide linkage (RPI#3 1302/3 1303), were compared 
to a matched chemistry inverted control (RPI#31314/31325). In addition, the siNA 
constmcts were also compared to untreated cells, cells taransfected with lipid and 
scrambled siNA constmcts (Scraml and Scram2), and cells tiansfected with lipid alone 
10 (transfection control). As shown in the figure, both siNA constmcts significantly reduce 
CHK-1 RNA expression compared to appropriate controls. Additional stabilization 
chemistries as described in Table IV are similarly assayed for activity. 

Example 18: RNAi mediated inhibition of B ACE RNA expression 

siNA constmcts (Table I) are tested for efficacy in reducing B ACE RNA expression 
15 in, for example in A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 |il/well, such that at the time of transfection cells 
are 70-90% confluent. For transfection, annealed siNAs are mixed with the transfection 
reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jxl/well and incubated for 20 
min. at room temperature. The siNA transfection mixtures are added to cells to give a fiunal 
20 siNA concentration of 25 nM in a volume of 150 p.1. Each siNA transfection mixture is 
added to 3 wells for triplicate siNA treatments. Cells are incubated at 37°C for 24h in the 
continued presence of the siNA transfection mixture. At 24h, RNA is prepared firom each 
well of treated cells. The supematants with the transfection mixtures are first removed and 
discarded, then the cells are lysed and RNA prepared from each well. Target gene 
25 expression following treatment is evaluated by RT-PCR for the target gene and for a control 
g©Qe (36B4, an RNA polymerase subunit) for normalization. The triplicate data is averaged 
and the standard deviations determined for each treatment. Normalized data are graphed 
and the percent reduction of target mRNA by active siNAs in comparison to their 
respective inverted control siNAs was determined. 

30 In a non-limiting example, siNA constmcts were screened for activity (see Figure 

30) and compared to untreated cells, scrambled siNA control constmcts (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 30, the siNA constructs significantly reduce BACE RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is fiirther 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate intemucleotide linkage. Additional 
stabiUzation chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to vmtreated cells, cells transfected 
with lipid and scrambled siNA constixicts, and cells transfected with lipid alone 
(transfection control). 

Example 19: RN Ai mediated inhibition of cvchn Dl RNA expression 

15 siNA constructs (Table I) were tested for efficacy in reducing cyclin Dl RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 jiVwell, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
witli the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 M.l/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 p.1. Each 
siNA transfection mixture was added to 3 wells for tripHcate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 

25 transfection mixtures were first removed and discaided, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shoAvn in Figure 31. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 098 8/3 1064) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which tlie sense strand of the siNA is further 
5 modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate intemucleotide linkage (RPI#3 1300/3 130), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and ceUs transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce cyclin Dl RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 20: R NAi mediated inhibition of PTP-IB RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PTP-IB RNA 

15 expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ^l/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^1/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 

20 added to ceUs to give a fmal siNA concentration of 25 nM in a volume of 150 nl. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 

25 RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs m comparison to their respective 

30 inverted control siNAs was determined. 
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Results of this study are shown in Figure 32. A siNA construct comprising 
ribonucleotides and 3'-tenninal dithymidine caps (RPW3 101 8/3 1094) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate intemucleotide linkage (RPI#3 1306/3 1307), 
which was also compared to a matched chemistry inverted control (RPI#31318/31319). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scram 1 and Scram2), and cells transfected 
10 with Upid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce PTP-IB RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 21 : RN Ai mediated inhibition of ERG2 RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing ERG2 RNA expression 
15 in, for example in DLDl cells. CeUs are plated approximately 24h before transfection in 
96-well plates at 5,000-7,500 cells/well, 100 iiVweW, such that at the time of ti^sfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Inviti-ogen) in a volume of 50 ^il/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
20 cells to give a final siNA concentration of 25 nM in a volume of 150 |li1. Each siNA 
transfection mixture is added to 3 wells for triphcate siNA b-eatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 
prepared firom each well of treated cells. The supematants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
25 Target gene expression following ti-eatment is evaluated by RT-PCR for the target gene and 
for a contiol gene (36B4, an RNA polymerase subunit) for normahzation. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 
data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted contiol siNAs was determined. 

30 In a non-limiting example, siNA constructs were screened for activity (see Figure 

33) and compared to untreated cells, scrambled siNA contiol constructs (Scraml and 
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Scrani2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 33, the siNA constructs significantly reduce of ERG2 RNA expression. Leads 
generated fioni such a screen are then further assayed. Li a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified witli 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate intemucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). Additional stabilization chemistries as described in Table IV are 
similarly assayed for activity. 

15 Example 22: RNAi mediated inhibition of PCNA RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PCNA RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 |il/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 

20 with the transfection reagent (Lipofectamine 2000, Livitrogen) in a volume of 50 fil/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volimie of 150 jxl. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 

25 24h, RNA was prepared firom each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared firom each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 

30 standard deviations determined for each treatment Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 

134 

BNSDOCtO: <WO 03074654A2 I > 



wo 03/074654 PCT/US03/05028 

Results of this study are shown in Figure 34. A siNA construct comprising 
ribonucleotides and 3'-tenninal dithymidine caps (RPI#31035/31111) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 

5 modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate intemucleotide linkage (RPI#31310/31311), 
which was also compared to a matched chemistry inverted control (RPI#3 1322/3 1323). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 

10 with lipid alone (transfection control). As shown in tlie figure, both siNA constructs 
significant reduce PCNA RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 23: Indications 

The siNA molecules of the invention can be used to treat a variety of diseases and 
15 conditions through modulation of gene expression. Using the methods described herein, 
chemically modified siNA molecules can be designed to modulate the expression any 
number of target genes, including but not limited to genes associated with cancer, 
metaboUc diseases, infectious diseases such as viral, bacterial or fimgal infections, 
neurologic diseases, musculoskeletal diseases, diseases of the immune system, diseases 
20 associated with signaling pathways and cellular messengers, and diseases associated with 
transport systems including molecular pumps and channels. 

Non-limiting examples of various viral genes that can be targeted using siRNA 
molecules of the invention include Hepatitis C Virus (HCV, for example Genbank 
Accession Nos: D11168, D504S3.1, L38318 and S82227), Hepatitis B Virus (HBV, for 

25 example GenBank Accession No. AF100308.1), Human Immunodeficiency Virus type 1 
(mV-l, for example GenBank Accession No. U51188), Human Immunodeficiency Virus 
type 2 (HIV-2, for example GenBank Accession No. X60667), West Nile Vims (WNV 
for example GenBank accession No. NC_001563), cytomegalovirus (CMV for example 
GenBank Accession No. NC„001347), respiratory syncytial vims (RSV for example 

30 GenBank Accession No. NC_001781), influenza vims (for example example GenBank 
Accession No. AF037412, rhinovims (for example, GenBank accession numbers: 
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D00239, X02316, X01087, L24917, M1624S, K02121, X01087), papillomavirus (for 
example GenBank Accession No. NC_001353), Herpes Simplex Virus (HSV for 
example GenBank Accession No. NC_001345), and other viiiises such as HTLV (for 
example GenBank Accession No. AJ430458). Due to the high sequence variability of 

5 many viral genomes, selection of siRNA molecules for broad therapeutic applications 
would likely involve the conserved regions of the viral genome. Nonlimiting examples of 
conserved regions of the viral genomes include but are not limited to 5 '-Non Coding 
Regions (NCR), 3'- Non Coding Regions (NCR) and/or internal ribosome entry sites 
(IRES). siRNA molecules designed against conserved regions of various viral genomes 

10 will enable efficient inhibition of viral replication in diverse patient populations and may 
ensure the effectiveness of the siRNA molecules against viral quasi species which evolve 
due to mutations in the non-conserved regions of the viral genome. 

Non-limiting examples of hximan genes that can be targeted using siRNA molecules 
of the invention using methods described herein include any human RNA sequence, for 

15 example those commonly referred to by Genbank Accession Number. These RNA 
sequences can be used to design siRNA molecules that inhibit gene expression and 
therefore abrogate diseases, conditions, or infections associated with expression of those 
genes. Such non-limiting examples of human genes that can be targeted using siRNA 
molecules of the invention include VEGFr (VEGFr-1 for example GenBank Accession 

20 No. XM__067723, VEGFr-2 for example GenBank Accession No. AF063658), HERl, 
HER2, HER3, and HER4 (for example Genbank Accession Nos: NM_005228, 
NM_004448, NM_001982, and NM_005235 respectively), telomerase (TERT, for 
example GenBank Accession No. NM_003219), telomerase RNA (for example GenBank 
Accession No. U86046), NFkappaB, Rel-A (for example GenBank Accession No. 

25 NM_005228), NOGO (for example GenBank Accession No. AB020693), NOGOr (for 
example GenBank Accession No. XM_0 15620), RAS (for example GenBank Accession 
No. NM_004283), RAF (for example GenBank Accession No. XM_033884), CD20 (for 
example GenBank Accession No. X07203), METAP2 (for example GenBank Accession 
No. NM_003219), CLCAl (for example GenBank Accession No. NM_0012S5) , 

30 phospholamban (for example GenBank Accession No. NM_002667), FTP IB (for 
example GenBank Accession No. M31724), and others, for example, those shown in 
Table HI. 
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The siNA molecule of the invention can also be used in a variety of agricultural 
applications involving modulation of endogenous or exogenous gene expression in plants 
using siNA, including use as insecticidal, antiviral and anti-fungal agents or modulate 
pliant traits such as oil and starch profiles and stress resistance. 

5 Example 24: Diagnostic uses 

The siNA molecules of the invention can be used in a variety of diagnostic 
appUcations, such as in the identification of molecular targets (e.g., RNA) in a variety of 
applications, for example, in clinical, industrial, environmental, agricultural and/or 
research settings. Such diagnostic use of siNA molecules involves utilizing reconstituted 

10 RNAi systems, for example, using cellular lysates or partially purified cellular lysates. 
siNA molecules of this invention can be used as diagnostic tools to examine genetic drift 
and mutations within diseased cells or to detect tlie presence of endogenous or exogenous, 
for example viral, RNA in a cell. The close relationship between siNA activity and the 
structure of the target RNA allows the detection of mutations in any region of the 

15 molecule, which alters the base-pairing and three-dimensional structure of the target 
RNA. By using multiple siNA molecules described in this invention, one can map 
nucleotide changes, which are important to RNA structure and function in vitro, as well 
as in cells and tissues. Cleavage of target RNAs with siNA molecules can be used to 
inhibit gene expression and define the role of specified gene products in the progression 

20 of disease or infection. In this manner, other genetic targets can be defined as important 
mediators of the disease. These experiments will lead to better treatment of the disease 
progression by affording the possibility of combination therapies (e.g., multiple siNA 
molecules targeted to different genes, siNA molecules coupled with known small 
molecule inhibitors, or intermittent tieatment with combinations siNA molecules and/or 

25 other chemical or biological molecules). Other in viti^o uses of siNA molecules of this 
invention are well known in the art, and include detection of the presence of mRNAs 
associated with a disease, infection, or related condition. Such RNA is detected by 
determining the presence of a cleavage product after treatment with a siNA using 
standard methodologies, for example, fluorescence resonance emission transfer (FRET). 

30 In a specific example, siNA molecules that cleave only wild-type or mutant forms 

of the target RNA are used for the assay. The first siNA molecules (/.6., those that cleave 
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only wild-type forms of target RNA) are used to identify wild-type RNA present in the 
sample and the second siNA molecules (i.e., those that cleave only mutant forms of target 
RNA) are used to identify mutant RNA in the sample. As reaction controls, synthetic 
substrates of both wild-type and mutant RNA are cleaved by both siNA molecules to 

5 demonstrate the relative siNA efficiencies in the reactions and the absence of cleavage of 
the "non-targeted" RNA species. The cleavage products from the synthetic substrates 
also serve to generate size markers for the analysis of wild-type and mutant RNAs in the 
sample population. Thus, each analysis requires two siNA molecules, two substrates and 
one unknown sample, which is combined into six reactions. The presence of cleavage 

10 products is determined using an RNase protection assay so that full-length and cleavage 
fragments of each RNA can be analyzed in one lane of a polyacrylamide gel. It is not 
absolutely required to quantify the results to gain insight into the expression of mutant 
RNAs and putative risk of tlie desired phenotypic changes in target cells. The expression 
of mRNA whose protein product is implicated in the development of the phenotype (i.e., 

15 disease related or infection related) is adequate to estabUsh risk. If probes of comparable 
specific activity are used for both transcripts, then a qualitative comparison of RNA levels 
is adequate and decreases the cost of the initial diagnosis. Higher mutant form to wild- 
type ratios are correlated with higher risk whether RNA levels are compared qualitatively 
or quantitatively. 

20 All patents and publications mentioned in the specification are indicative of the 

levels of skill of those skilled ui the art to which the invention pertains. All references 
cited in this disclosure are incorporated by reference to the same extent as if each 
reference had been incorporated by reference in its entirety individually. 

One skilled in the art would readily appreciate that the present invention is well 
25 adapted to carry out the objects and obtain the ends and advantages mentioned, as well as 
those inherent therein. The methods and compositions described herein as presently 
representative of preferred embodiments are exemplary and are not intended as 
limitations on the scope of the invention. Changes therein and other uses will occur to 
those skilled in the art, which are encompassed within the spirit of the invention, are 
30 defined by the scope of the claims. 
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It will be readily apparent to one skilled in the art that varying substitutions and 
modifications can be made to the invention disclosed herein without departing from the 
scope and spirit of the invention. Thus, such additional embodiments are within the scope 
of the present invention and the following claims. The present invention teaches one 
5 skilled in the art to test various combinations and/or substitutions of chemical 
modifications described herein toward generating nucleic acid constructs with improved 
activity for mediating RNAi activity. Such improved activity can comprise improved 
stability, improved bioavailability, and/or improved activation of cellular responses 
mediating RNAi. Therefore, the specific embodiments described herein are not limiting 
10 and one skilled in the art can readily appreciate that specific combinations of the 
modifications described herein can be tested without undue experimentation toward 
identifying siNA molecules with improved RNAi activity. 

The invention illustratively described herein suitably can be practiced in the 
absence of any element or elements, limitation or limitations that are not specifically 

15 disclosed herein. Thus, for example, in each instance herein any of the terms 
"comprising", "consisting essentially of, and "consisting of* may be replaced with either 
of the other two terms. The terms and expressions which have been employed are used as 
temis of description and not of limitation, and there is no intention that in the use of such 
terms and expressions of excluding any equivalents of the features shown and described 

20 or portions thereof, but it is recognized that various modifications are possible within the 
scope of tlie invention claimed. Thus, it should be understood that although the present 
invention has been specifically disclosed by preferred embodiments, optional features, 
modification and variation of the concepts herein disclosed may be resorted to by those 
skilled in the art, and that such modifications and variations are considered to be within 

25 the scope of this invention as defuied by the description and the appended claims. 

In addition, where features or aspects of the invention are described in terms of 
Markush groups or other grouping of alternatives, those skilled in the art will recognize 
that the invention is also thereby described in terms of any individual member or 
subgroup of members of the Markush group or other group. 
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Table H 



A. 2.5tiinol Synthesis Cycle ABI 394 Instrument 





cq ui vaidiis 


Amount 


Wait Time* DNA 


Wait Time* 2'-0-methyI 


Wait Time^RNA 


Phosphoramidites 


6.5 


163 pL 


45 sec 


2.5 min 


7.5 min 


S-Ethyl Tetrazole 


23.8 


238 mL 


45 sec 


2.5 min 


7.5 min 


Acetic Anhydride 


100 


233 pL 


5 sec 


5 sec 


5 sec 


A/-Methyl 
Imidazole 


186 


233 ML 


5 sec 


5 sec 


5 sec 


TCA 


176 


2.3 mL 


21 sec 


21 sec 


21 sec 


Iodine 


11.2 


1.7 mL 


.45 sec 


45 sec 


45 sec 


Beaucage 


12.9 


645 pL 


100 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


6.67 mL 


NA 


NA 


NA 



B. 0.2 pmol Synthesis Cyde ABI 394 Instrument 




Reagent 


Equivalents: DNA/ 
2'-0-methyl/Ribo 


Amount: DNA/2'-0- 
methyl/Ribo 


Wait Time* DNA 


Walt Time* 2'-0- 
methyl 


Wait Time* Ribo 


Phosphoramidites 


22/33/66 


40/60/120 mL 


60 sec 


1 80 sec 


360sec 


S-Elhyl Tetrazole 


70/105/210 


40/60/120 ML 


60 sec 


180 min 


360 sec 


Acetic Anhydride 


265/265/265 


50/50/50 mL 


10 sec 


10 sec 


10 sec 


/V-Methyl 
Imidazole 


502/502/502 


50/50/50 ML 


10 sec 


10 sec 


10 sec 


TCA 


238/475/475 


250/500/500 ML 


15 sec 


15 sec 


15 sec 


Iodine 


6.8/6.8/6.8 


80/80/80 ML 


30 sec 


30 sec 


30 sec 


Beaucage 


34/51/51 


80/120/120 


100 sec 


200 sec 


200 sec 


Acetonitrile 


loA 


1150/1150/1150 ML 


~NA 


"na ~ 


Hna 



Wait time does not include contact time during delivery. 



Tandem S3nnthesis utilizes double coupling of lirxker molecule 
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Table j 



Group 


Solution on 
Filter (1.0 
ML) 


Stock VEGF 
concentration 

■ * i 


Number . 
of 

.Animals . 


-Injectate 
(6.0 jLii:) 


Dose 

• 


Cone, 
injectate 


1 


Tris-a pH 
6.9 


NA 


5 


water 


NA 


NA 


2 


R&D Systems 

V JC(\JX^~i.aXXlcJr 

free 
75ixM 


3.53 |4.g/ nL 


5 


water 


NA 


NA 


3 


R&D Systems 

V ijivjrj'-t.d.rricr 

free 
75 iiM 


3.53 ng/nL 


5 


Site 2340 
otaDi 
siRNA 


10 
Jig/ eye 


1.67 


4 


R&D Systems 
V nvj 17 -carrier 
free 
75 


3.53 |j.g/|iL 


5 


Site 2340 
otaDi 
SiRNA 


3 

|Ag/eye 


0.5 

Mg/ ml 


5 


R&D Systems 

V jijvjx'— corxier 

free 
75 i^M 


3.53 iig/iiL 


5 


Site 2340 
DtaDi 

SiRNA 


1 

Jig/ eye 


0.167 

■ ■ # A * 1 

, Mg/ML 


6 


R&D Systems 

V jjivjr^-Crtrxiei 

free 
75 laM 


3.53 M.g/nL 


5 


Inactive 
oite zo^u 
Stabl 
SiRNA 


10 
Jig/ eye 


1.67 

■ ■ # ■ A ft 

Mg/ML 


7 


R&D Systems 
VEGF-carrier 
free 
75 


3.53 ng/|xL 


5 


Inactive 

Site 2340 

Stabl 
siRNA 


3 

war / c>\Tf> 


0.5 
MS/ M't' 


8 


R&D Systems 
VEGF-carrier 
free 
75 IiM 


3.53 ng/ nL 


5 


Inactive 
Site 2340 
Stabl 
SiRNA 


1 

lig/eye 


0.167 
Mg/ML 



1 
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4 



Table IV 



Non-limiting examples of Stabilization Chemistries for chemically modified siNA 
constmcts 



Chemistry 


pyrimidine 


Purine 


cap 


p=S 


Strand 


"Stab 1" 


Ribo 


Ribo 




5 at 5 '-end 
1 at 3 '-end 


S/AS 


"Stab 2'' 


Ribo 


Ribo 




All 
linkages 


Usually AS 


"Stab 3" 


2'-fluoro 


Ribo 


- 


4 at 5 '-end 
4 at 3 '-end 


Usually S 




-iiuoro 


KlDO 


5 and3 - 
ends 




Usually S 


"Stab 5" 


2'-fluoro 


Ribo 




1 at 3 '-end 


Usually AS 


*'Stab 6" 


2'-0-Methyl 


Ribo 


5^ andS'- 
ends 




Usually S 


"Stab 7» 


2'-fluoro 


2'-deoxy 


5' and Sp- 
ends 




Usually S 


"Stab 8" 


2'-fluoro 


2'-0- 

Methyl 




1 at 3 '-end 


Usually AS 


"Stab 9" 


Ribo 


Ribo 


5' and 3'. 
ends 




Usually S 


"Stab 10" 


Ribo 


Ribo 




1 at 3'-end 


Usually AS 


"Stab 11" 


2'-fluoro 


2'-deoxy 




1 at 3 '-end 


Usually AS 



CAP = any temiinal cap, see for example Figure 10. 



All Stab 1-11 chemistries can comprise 3 '-terminal thymidine (TT) residues 

All Stab 1-11 chemistries typically comprise 21 nucleotides, but can vary as described 
herein. 

S = sense strand 
10 AS = antisense strand 
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Table V 



Acc# 


Description 


NM_002825 


Homo SQpiens DleiotroDhin rheDarin binding srowth factor 8 neurite growth- 
promoting factor 1) (PTN), mRNA 


NM 033418 


Homo sapiens hypothetical protein MGC9084 (MGC9084), mRNA 


NM 033111 


Homo sapiens LOC88523 (LOC88523), mRNA 


NM_032564 


Homo sapiens diacvlfilvcerol O-acvltransferase homolos 2 fmouse^ (DGAT2V 
mRNA 


NM 032311 


Homo sapiens KIAA1649 protein (KIAA1649), mRNA 


NM 022130 


Homo sapiens sol si phosphonrotein 3 f coat-nrotein'i ('GOLPH3'i mRNA 


NM 021980 


Homo sapiens optineurin fOPTNi mRNA 


NM_000660 


Homo sapiens transforming growth factor, beta 1 (Camvirati-Engelmann disease) 
(TGFBl),mRNA 


NM 020423 


Homo sapiens hypothetical protein LOC57147 (LOC57147), mRNA 


NM_020351 


Homo sapiens smooth muscle cell-exnressed and macronha^e conditioned 
medium-induced protein smae-64 fLOC57086), mRNA 


NM 019556 


Homo sapiens hvDOthetical protein dJ473B4 (T)J473B4'i mRNA 


NM_018676 

• 


Homo sapiens TlVl'l^SP for transmembrane moleciilp with thrnmhn^rvnndin 

module (LOC55901\ mRNA 


NM_0 16265 


Homo sapiens GIOT-3 for gonadotropin inducible transcription repressor-3 
(GIOT-3), mRNA 


NM 016531 


Homo sapiens Kruppel-like factor 3 fbasic") rKX,F3'^ mRNA 

^'*'^'AA«'*^ A^iA ^t^w^ A AXXm%^ JLVA^^ I^WrX ^ %^%m ij ^ ^ * ^ ^ XXXJL^tX "a L 


NM 016372 


Homo sapiens seven transmembrane domain orphan receptor (TPRA40), mRNA 


NM 016211 


Homo sapiens veast Sec31p homoloe riQAA0905'i mRNA 


NM 014933 


Homo sapiens yeast Sec3 Ip homolog (KIAA0905), mRNA 


NM_0 14706 


Homo sapiens sauamous cell carcinoma antigen recomii^ed bv T cell^ 
(SART3), mRNA 


NM 014463 


Homo sapiens Lsm3 protein rLSM3^ mRNA 


NM_0 14288 


Homo sapiens intesrin beta 3 bindins protein rbeta3-endonexinl fITGBSBP'i 

^ ^ A *A A AAA ^i#X* A^AAXX^^ XXX ^fc^^^ Iw^Xm^ %k/X X^»^^XX^^aWXXX^ V -|-* _-*_P, f ^ 

mRNA 


NM_0 13443 


Homo sapiens CMP-NeuAC:fbetaVN-acetvlealactosaminide falpha'i2 6- 
sialyltransferase member VI (VI), mRNA 


NM 012404 


Homo sapiens pp32 related 2 (PP32R2), mRNA 


NM 012403 


Homo sapiens pp32 related 1 (PP32R1), mRNA 


NM 006710 • 


Homo sapiens COP9 homolog (COP9), mRNA 


NM 006117 


Homo sapiens peroxisomal D3,D2-enoyI-CoA isomerase (PECI), mRNA 


NM 005839 


Homo sapiens serine/arginine repetitive matrix 1 (SRRMl), mRNA 


NM_004264 


Homo sapiens SRB7 suppressor of RNA polymerase B homolog (yeast) 
(SURB7), mRNA 


NM 003714 


Homo sapiens stanniocalcin 2 (STC2), mRNA 


NM 003122 


Homo sapiens serine protease inhibitor, Kazal tvpe 1 fSPINKl), mRNA 


NM_003690 


Homo sapiens protein kinase, interferon-inducible double stranded RNA 
dependent activator (PRKRA), mRNA 


NM 015526 


Homo sapiens CLIP-170-related protein (CLIPR-59), mRNA 


NM 033401 


Homo sapiens cell recognition protein CASPR4 (CASPR4), mRNA 


NM 023037 


Homo sapiens hypothetical protein CG003 (13CDNA73), mRNA 


NM 021817 


Homo sapiens brain linkprotein-1 (BRALl), mRNA 


NM 016222 


Homo sapiens DEAD-box protein abstrakt (ABS), mRNA 


NM 003744 


Homo sapiens numb homolog (Drosophila) (NUMB), mRNA 


NM 032682 


Homo sapiens forkhead box PI (FOXPl), mRNA 


NM 003681 


Homo sapiens pyridoxal (pyridoxine, vitamin B6) kinase (PDXK), mRNA 
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MM 001685 



Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
subunit F6 (ATP5 J), mRNA 



NM 017954 



NM 015626 



NM 130795 



NM 030877 



NM 080830 



Homo sapiens hypothetical protein FLJ20761 (FLJ20761), mRNA 

Homo sapiens GOCS box-containing WD protein SWiP-1 (WSBl), mRNA 

Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 

Homo sapiens chromosome 20 open reading frame 33 (C20orf33). mRNA 
Homo sapiens cystatin 11 (CSTll), mRNA 



NM„032329 Homo sapiens p28 ING5 (ING5), mRNA 



NM_0229 1 7 Homo sapiens nucleolar RNA-associated protein (Nrap), mRNA 



NM 130787 



Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2 A 1). 
mRNA 



NM_024744 Homo sapiens (ALS2CR8)3 mRNA 



NM_^018984 Homo sapiens slingshot 1 (hSSH-1), mRNA 



NM 106552 



NM 022460 



Homo sapiens hypothetical protein FLJ 14249 similar to HSl binding protein 3 
(FLJ 14249), transcript variant 2, mRNA 



Homo sapiens hypothetical protein FLJ14249 similar to HSl binding protein 3 
(FIJ14249), transcript variant 1, mRNA 



NM^ 130446 Homo sapiens kelch-like protein KLHL6 (KLHL6), mRNA 



NM 0203 14 Homo sapiens esophageal cancer associated protein (MGC16824), mRNA 



NM 130395 



Homo sapiens Wemer helicase interacting protein (WHIP), transcript variant 2, 
mRNA 



NM 020135 



Homo sapiens Wemer helicase interacting protein (WHOP), transcript variant 1, 
mRNA 



NM 130388 



Homo sapiens ankyrin repeat and SOCS box-containing 12 (ASB12), mRNA 



NM 130387 



NM 007191 



Homo sapiens ankyrin repeat and SOCS box-containing 14 (ASB14), mRNA 
Homo sapiens WNT inhibitory factor 1 (WIFl), mRNA 



NM 052950 



NM 025042 



Homo sapiens WD40- and FYVE-domain containing protein 2 (WDF2), mRNA 

Homo sapiens Williams-Beuren syndrome chromosome region 23 (WBSCR23), 
mRNA 



NM 080706 



NM 080705 



Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPVl), transcript variant 3, mRNA 



Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPVl), transcript variant 4, mRNA 



NM 080704 



Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPVl), transcript variant 1, mRNA 



NM 018727 



Homo Sapiens transient receptor potential cation chaimel, subfamily V, member 
1 (TRPVl), transcript variant 2, mRNA 



NM_08Q879 Homo sapiens SOCS box containing protein RAR2A (RAR2A)> mRNA 



NM_080S71 Homo sapiens ankyrin repeat and SOCS box-containing 10 (ASBIO), mRNA 
NM^080870 I Homo sapiens DPCRl protein (DPCRl), mRNA 



NM_080834 [ Homo sapiens chromosome 20 open reading frame 152 (C20orfl52), mRNA 

sapiens chromosome 20 open reading frame 175 (C20orfl75), mRNA 



NM 080829 Homo 



NM_080828 Homo sapiens chromosome 20 open reading frame 173 (C20orfl73), mRNA 



NM 
NM 



080819 
080752 



Homo 
Homo 



sapiens G protein-coupled receptor 78 (GPR78), mRNA 

_sapiens chromosome 20 open reading frame 164 (C20orfl64), mRNA 



NM_080749 Homo sapiens chromosome 20 open reading frame 163 (C20orfl63), mRNA 



NM_080745 Homo sapiens ring finger protein 36 (RNF36), mRNA 



080738 
014970 



Homo 
Homo 



sapiens 
sapiens 



NM 

NM. 

NM_02 1 05 8 I Homo sapient H2B histone family, member R (H2BFR), mRNA 

H2A histone family, member P (H2AFP), mRNA 



EDAR-associated death domain (EDARADD), mRNA 
kinesin-associated protein 3 (KIFAP3), mRNA 



NM 



NM 



021064 
080491 



Homo 
Homo 



sapiens 

sapiens GR B2-associated binding protein 2 (GAB2), transcript variant 1, 
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1 niRNA 1 


NM_0 12296 


Homo sapiens GRB2-associated binding protein 2 (GAB2), transcnpt variant 2, 
mRNA -\ 


NM_007247 


Homo sapiens API gamma subunit binding protem 1 (APIGBPI), transcript 
variant 1. mRNA 


NM_080551 


Homo sapiens API gamma subunit binding protein 1 (APIGBPI), transcnpt 
variant 3, mRNA 


NM_080550 


Homo sapiens API gamma subunit binding protein 1 (APIGBPI), transcript 
variant 2, mRNA 


NM 000982 


Homo sapiens ribosomal protein L21 (RPL21), mRNA 1 


NM 003913 1 


Homo sapiens serine/threonine-protein kinase PRP4 homolog (PRP4), mRNA 


NM 002475 


Homo sapiens myosin light chain 1 slow a (MLCISA), mRNA 


NM 002729 


Homo sapiens hematopoietically expressed homeobox (HHEX), mKJN A 


NM 005893 


Homo sapiens cahcin (CCIN), mRNA 


NM 017593 


Homo sapiens homolog of mouse BMP-2 inducible kinase (BIKE), mKJN A 


NM 032027 


Homo sapiens beta-amyloid binding protein precursor (BBP), mRNA 1 


NM_00405 1 


Homo sapiens 3-hydroxybutyrate dehydrogenase (heart, mitochondrial) (BDH), 
nuclear gene encoding mitochondrial protein, nnRNA 


NM 006576 


Homo sapiens advillin (AVBL), mRNA J 


NM 013375 


Homo sapiens TATA-binding protein-binding protein (ABTl), mRNA 


NM 058219 


Homo sapiens homolog of yeast mRNA transport regulator 3 (MTR3), mRNA 1 


NM_058237 


Homo sapiens HEAT-like repeat-containing protein (KIAA1622), transcript 1 
variant 1, mRNA 


NM_02095S 


Homo sapiens HEAT-hke repeat-containing protein (KIAA1622), transcript 
variant 2, mRNA J 


NM 004702 


Homo sapiens cyclin E2 (CCNE2), transcript variant 3, mRNA 


NM 057749 


Homo sapiens cyclin E2 (CCNE2), transcript variant 1, mRNA 1 


NM 057735 


Homo sapiens cyclin E2 (CCNE2), transcript variant 2, mRNA 1 


NM 002013 


Homo sapiens FK506 binding protein 3 (25kD) (FKBP3), mRNA 


NM_004724 


Homo sapiens ZWIO homolog, centromere/kinetochore protein (Drosophila) 
(ZWIO), mRNA 


NM_057159 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 1 
coupled receptor, 2 (EDG2), transcript variant 2, mRNA 


NM_001401 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- j 
coupled receptor, 2 (EDG2), transcript variant 1 , mRNA 


NM_0 15084 


Homo sapiens mitochondrial ribosomal protein S27 (MRPS27), nuclear gene 1 
1 encoding mitochondrial protein, mRNA 


NM_033281 


Homo sapiens mitochondrial ribosomal protein S36 (MRPS36), nuclear gene 1 
1 encoding mitochondrial protein, mRNA 


NM_005830 


Homo sapiens mitochondrial ribosomal protein S3 1 (MRPS3 1), nuclear gene 1 
encoding mitochondrial protein, mRNA 


NM 012062 


1 Homo sapiens dynamin 1-like (DNMIL), transcript variant 1, mRNA 1 


NM_005648 


1 Homo sapiens transcription elongation factor B (SIU), polypeptide 1 ^l^icu, 
1 elongin C) (TCEB 1), mRNA 


NM 007070 


1 Homo sapiens FKBP-associated protein (FAP48), transcnpt variant 2, mRNA 


NM 053274 


Homo sapiens FKBP-associated protein (FAP48), transcript vanant 1 , mRNA 1 


NM_0541 13 


Homo sapiens DNA-dependent protem kmase catalytic subumt-mteracung ! 
protein 3 (KIP3), mRNA 


NM 003726 


Homo sapiens src family associated phosphoprotein 1 (SCAPl), mRNA 


NM 012308 


Homo sapiens F-box and leucine-rich repeat protein 1 1 (TBXLl 1), mRNA 


NM_030913 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
1 domain, (semaphorin) 6C fSEMA6C), mRNA 
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NM 021163 


Homo sapiens RB-associated KRAB repressor (RBAK), mRNA 


NM_033632 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
Drosophila) (FBXW7), transcript variant 1, mRNA 


NM_018315 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
Drosophila) (FBXW7), transcript variant 2, mRNA 


MM 012168 


Homo sapiens F-box only protein 2 (FBX02), mRNA 


NM_033332 


Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) 

(CDC14B), transcript variant 3, mRNA 


NM_033331 


Homo sapiens CDC 14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 2, mRNA 


NM_003671 


Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 1, mRNA 


NM_033307 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant delta, mRNA 


NM_033306 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant gamma, mRNA 


NM_001225 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant alpha, mRNA 


NM 002948 


Homo sapiens ribosomal protein LI 5 (RPL15), mRNA 


NM_033228 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFDl), 
transcript variant gamma, mRNA 


NM_033227 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFDl), 
tr anscript variant beta, mRNA 


NM_001656 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFDl), 

transcript variant alpha, mRNA 


NM 021203 


Homo sapiens APMCFl protein (APMCFl), mRNA 


NM_0 12095 


Homo sapiens adaptor-related protein complex 3, mu 1 subunit (AP3M1), 
mRNA 


NM 001025 


Homo sapiens ribosomal protein S23 (RPS23), mRNA 


NM 032989 


Homo sapiens BCL2-antagonist of cell death (BAD), transcript variant 2, mRNA 


NM 004322 


Homo sapiens BCL2-antagomst of cell death (BAD), transcript variant 1, mRNA 


NM 014326 


Homo sapiens death-associated protein kinase 2 (DAPK2), mRNA 


NM 012430 


Homo sapiens sec22 homolog (SEC22 A), mRNA 


NM 031216 


Homo sapiens secl3-like protein (SEC13L), mRNA 


NM 002927 


Homo sapiens regulator of G-protein signalling 13 (RGS13), mRNA 


NM 031274 


Homo sapiens testis expressed sequence 13 A (TEX 13 A), mRNA 


NM 001730 


Homo sapiens Kruppel-Iike factor 5 (intestinal) (KLF5), mRNA 


NM_032674 


Homo sapiens leucine rich repeat (in FLII) interacting protein 1 (LRRFIPl), 
mRNA 


NM_031361 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) binding protein 
(COL4A3BP), transcript variant 2, mRNA 


NM_031266 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
transcript variant 1, mRNA 


NM_004499 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
transcript variant 2, mRNA 


NM 004990 


Homo sapiens methionine-tRNA synthetase (MARS), mRNA 


NM_031244 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S, 
cerevisiae) (SIRT5), transcnpt variant 2, mRNA 


NM_012241 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S. 

cerevisiae) (SIRT5), transcript variant 1, mRNA 


NM_006845 


Homo sapiens kinesin-hke 6 (mitotic centromere-associated kinesin) (KNSL6), 
mRNA 
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NM 030920 


Homo sapiens lecuine-rich acidic protein-like protein (LANP-L), mRNA 


iNjyi_Ulo22b 


Homo sapiens L-kynurenine/alpha-aminoadipate aminotransferase (KATIT), 
mKNA 


NM U17y5l 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


NM:_000778 


Homo sapiens cytochrome P450, subfamily IV A, polypeptide 11 (CYP4A11), 

_^T> XT A 

mRNA 


NM_006582 


Homo sapiens glucocorticoid modulatory element binding protein i (GMEBl), 
transcript variant 1 , mRNA 


NM_024482 


Homo sapiens glucocorticoid modulatory element binding protein 1 (GMEBl), 
transcript variant 2, mRNA 


INJV1__U/4o6j 


Homo sapiens 1 Ar7-liKe RNA polymerase 11, TATA box bindrng protein 
(TBP)-associated factor, 50 kD (TAF7L), mRNA 


JNJVl_UU!) /io 


Homo sapiens ARPl actm-related protem 1 homolog A, centractm alpha (yeast) 

VAL^lKlAj, mKJNA 


JNiVl U14Uj1 


Homo sapiens VLCb-Hl protein (VLCS-Hl), mRNA 


NM_022334 


Homo sapiens integrin cytoplasmic domain-associated protein 1 (ICAP-IA), 
transcript variant 2, mKJNA 


JNiVl UU/UjO 


Homo sapiens enaothelial cell-specinc molecule 1 (ESMl), mRNA 


JNM UUool / 


Homo sapiens chromosome 12 open reading frame 8 (C12orf8), mRNA 


NM_022802 


Homo sapiens C-terminal binding protein 2 (CTBP2), transcript variant 2, 
niKJNA 




Homo sapiens Jb2r transcription lactor 5, pl30-Dinaing (E2F5), mRNA 




Homo sapiens epiaidymal sperm bmamg protem 1 (liLbPBPl), mRNA 


Xr\/f AlOOAA 
rMJVl_u 1 ZZUU 


Homo sapiens beta-l,3-glucuronyltransferase 3 (glucuronosyltransferase I) 
toiLjAlJ^ mKNA 


iNiVi f J 


Homo sapiens ocuiomeam ^^JULrJVij, mKJNA 


INJLVl UU'fyOZ 


Homo sapiens growtn uitterentiation tactor lU (oJJr lu), mRNA 


XTA/f An'77'70 


Homo sapiens KJn A nelicase-relatea protein (^KIn AHF), mRNA 


XnV/T AA^/^Cll 
JNIVI UUjOIJ 


Homo sapiens regulator ot o-protem signalling 4 (RGS4), mRNA 


INiVi UUDUoJ) 


riomo sapiens us. cytoiane, aown-regulator ot Hi. A 11 (IK), mKJNIA 


MM 012426 


Homo sapiens splicing factor 3b, subunit 3, 130kD (SF3B3), mRNA 




Homo sapiens nypotnetical protein rLJ 10637 (rLJ 10637), mRNA 




Homo sapiens aaenylyl cyclase*associatea protein (CAP), mRNA 


NM 021106 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


XTN/f AOIAC^ 

JNJVl^UZlUoZ 


Homo sapiens solute earner family 15 (H+/peptide transporter), member 2 

(L>i-l^lO/\2), niKJNA 


iNiVl UlOD/o 


Homo sapiens HJoV pA associated protem-o (1^UCd1773), mRNA 


PviVl__UUOO / 1 


Homo sapiens solute earner lamily 1 (glutamate transporter), member 7 




riomo sapiens nypoineticai protein JLLJU^ l odd mKJNA 


NA/f 01 soon 


noiTio Sapiens lympnocyie acuvaiion-associaiea protem (JLUCDIUoo), mKJNA 


TnTM 09000^ 


xiomo Scipicns r/\wj. protein (-r/vcNZ), niKJNA 


NM 020685 


Homo sapiens HT021 (HT021), mRNA 


iNiVl UZUOOZ 


Homo sapiens Cytiy protem (Uytiy), mKNA 


XTA/f AOA/^TQ 
INIVI UZUO / o 


Homo sapiens HI 017 protem (Hi 01 7), mRNA 




Homo sapiens uncharactenzed gastnc protein ZA52P (LOC57399), mRNA 


Xnvyf AA'2'7/CA 


Homo sapiens eukaryotic translation mitiati on factor 4 gamma, 3 (EIF4G3), 
mRNA 


NM 020412 


Homo sapiens CHMP1.5 protein (CHMP1.5), mRNA 


NM 020411 


Homo sapiens XAGE-1 protein (XAGE-1), mRNA 


NM 020408 


Homo sapiens CGI-203 protein (CGI-203), mRNA 


NM 020395 


Homo sapiens hypothetical nuclear factor SBBI22 (LOC571 17), mRNA 
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NM 020371 



NM 020362 



NM 020307 
NM 007187 



Homo sapiens cyclin L ania-6a (LOCS7018), itiRNA 

Homo sapiens WW domain binding protein 4 (formin binding protein 21) 
(WBP4)/mRNA 



NM 020150 



NM 020167 



Homo sapiens TAF12 RNA polymerase n, TATA box binding protein (TBP> 
associated factor, 20 kP (TAF12), mRNA 
Homo sapiens SARI protein (SARI), mRNA 



NM 020233 



Homo sapiens neuromedin U receptor 2 (NMU2R), mRNA 
Homo sapiens x 006 protein (MDS006), mRNA 



NM_020232 Homo sapiens x 003 protein (MDS003), mRNA 



NM 020247 



NM 020213 



Homo sapiens hypothetical protein, clone 
Telethonataly_B41) Strait02270_FL142 (LOC56997), mRNA 



Homo sapiens hypothetical protein from EUROIMAGE 1977056 0-0056965) 
mRNA 



NM 020153 



NM 020149 



NM 020120 



Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog 2 
(mouse) (MEIS2), mRNA 



Homo sapiens UDP-glucose ceramide glucosyltransferase-like 1 (UGCGLl), 
mRNA 



NM 020190 



NM^Q20242 
NM 020194 



NM 020193 



NM 020189 



NM 020188 



NM 020134 



Homo sapiens collapsin response mediator protein-5; CRMP3 -associated 
molecule (CRMP5), mRNA 



Homo 



NM 
NM 



019846 
019852 



Homo 
Homo 



NM 
NM 



01333S 
013341 



Homo 

Homo 



sapiens CC chemokine CCL28 (SCYA28), mRNA 
sapiens putative methyltransferase (M6A), mRNA 



NM 013318 Homo 



sapiens Alg5, S. cerevisiae, homolog of (ALG5), mRNA 
sapiens hypothetical protein (PTD004), mRNA 



013302 



NM 



NM 



013299 
013347 



NM 019011 
NM 018965 



Homo sapiens elongation factor-2 kinase (HSU93850), mRNA 

Homo sapiens protein predicted by clone 23627 (HSU79266), mRNA 
Homo sapiens replication protein A complex 34 kd subunit homolog Rpa4 
(HSU24 186), mRNA 



Homo sapiens 
mRNA 



tnggering receptor expressed on myeloid cells 2 (TREM2), 



NM 019043 Homo sapiens 



NM 019006 



NM 01910r 



NM_ 019049 I Homo sapiens hypothetical protein (FLJ20054), mRNA 



NM 018992 I Homo sapiens 



NM 019033 



NM 019045 



NM 019079 



NM 019073 



NM 014298 



hypothetical protein (FLJ10884), mRNA 
hypothetical protein (FLJ10007), mRNA 



qumolinate phosphoribosyltransferase (nicotinate-nucleotide 



182 



BNSCXX:iD: <WO 



,030746S4A2.L> 



wo 03/074654 



PCT/US03/05028 





pyrophosphotylase (carboxylating)) (QPRT), mRNA 


NM_012413 


Homo sapiens glutaminyl-peptide cyclotransierase (glutaimnyl cyclase) (QPCT), 
mRNA 


NM 018836 


Homo sapiens hypothetical protein (MOT8), mRNA 1 


NM_0 18643 


Homo sapiens tnggenng receptor expressed on myeloid cells 1 (TREMl), 
mRNA 


NM_0 18647 


Homo sapiens tumor necrosis factor receptor superiamily, member 19 
(TNFRSF19), mRNA 


NM 018664 


Homo sapiens Jun dimenzation protem p21 SNFT (SNFT), mRNA 


NM 018540 


Homo sapiens hypothetical protein PR0283 1 (PR0283 1), mRNA 


NM 018630 


Homo sapiens hypothetical protein PR02577 (PR02577), mRNA 


NM 018527 


Homo sapiens hypothetical protein PR02435 (PR02435), mRNA 


NM 018625 


Homo sapiens hypothetical protein PR02289 (PR02289), mRNA 


NM 018515 


Homo sapiens hypothetical protem PR02 1 76 (PR02 1 76), mRNA 


NM 01S615 


Homo sapiens hypothetical protein PRO2032 (PRO2032), mRNA 


NM 018614 


Homo sapiens hypothetical protein PRO2012 (PRO2012), mRNA 


NM 018608 


Homo sapiens hypothetical protein PRO1905 (PRO1905), mRNA 


NM 018509 


Homo sapiens hypothetical protem PROl 855 (PRO 1 855), mRNA 


NM 018505 


Homo sapiens hypothetical protein PR01728 (PRO 1 728), mRNA 


NM 018444 


Homo sapiens pyruvate dehydrogenase phosphatase (PDP), mRNA 1 


NM 018442 


Homo sapiens PC326 protein (PC326), mRNA 


NM 018698 


Homo sapiens hypothetical protein PI 5-2 (PI 5 -2), mRNA 1 


NM_0 18466 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 1 
MDS03 1 (MDS03 1), mRNA 


NM_0 18465 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 1 

MDS030 (MDS030), mRNA 


NM_0 18463 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 1 
MDS028 (MDS028), mRNA 


NM 018650 


Homo sapiens MAP/microtubule affmity-regulatmg kinase 1 (MARKl), mRNA 


NM 018678 


Homo sapiens lipopolysaccharide specific response-68 protein (LSR68), mRNA 1 


NM 018695 


Homo sapiens erbb2 interacting protein (ERBB2IP), mRNA 


NM 018683 


Homo sapiens zinc finger protein 313 (ZNF3 1 3), mRNA 


NM 018660 


Homo sapiens papillomavirus regulatory factor PRF-1 (LOC55893), mRNA 


NM_0 18484 


Homo sapiens solute carrier family 22 (organic anion/cation transporter), 
member 1 1 (SLC22A1 1), mRNA 


NM 018445 


Homo sapiens AD-015 protein (LOC55829), mRNA 


NM 017571 


Homo sapiens hypothetical protem (LOC55580), mRNA 


NM 017542 


Homo sapiens KIAA1513 protem (KIAA1513), mRNA 


NM 018473 


Homo sapiens uncharacterized hypothalamus protein HT012 (HT012), mRNA 


NM 018480 


Homo sapiens uncharacterized hypothalamus protem HT007 (HT007), mRNA 


NM 017583 


Homo sapiens DIPB protein (HSA249128), mRNA 


NM 017567 


Homo sapiens N-acetylglucosamine kinase (NAGK), mRNA 


NM_0 18487 


Homo sapiens hepatocellular carcinoma-associated antigen 112 (HCAl 12), 
mRNA 


NM 017548 


Homo sapiens hypothetical protem (H41), mRNA 


NM 017547 


Homo sapiens hypothetical protem (HI 7), mRNA 


NM 017966 


Homo sapiens hypothetical protein FLJ20847 (FLJ20847), mRNA 


NM 017955 


Homo sapiens hypothetical protein FLJ207o4 (FLJ20764), mRNA 


NM 017948 


Homo sapiens hypothetical protein FLJ20736 (FU20736), mRNA 


NM 017945 


Homo sapiens hypothetical protein FLJ20730 (FLJ20730), mRNA 


NM 017944 


Homo sapiens hypothetical protein FLJ20727 (FLJ20727), mRNA 


NM 017939 


Homo sapiens hypothetical protein FLJ20718 (FLJ20718), mRNA 
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rsIM V 11^24 


Homo sapiens nypotnetical protein rLJzOo/ 1 (^JrJLJzUo/ 1 mKNA 


JnJVI U 17^23 


Homo sapiens nypotneucaJ protein rLJ20Doo (rUzOooo;, mKNA 


JNiVl {ji /y/.Z 


Homo sapiens nypotnetical protein r JUZUooo (^ruzuoooj, mKJNA 


XTTiiT A 1 TO AO 


Homo sapiens Jiypotnetical protein rl^2Uozo ^rLJ^Uozo), mKJNA 


JNJVI ui/yuo 


Homo sapiens nypotnetical protein rLJzuoz^ ^rJLJZUoz4j, mKNA 


XTTViT f\^'~^c\f\A 
InJVI Ul /yU4 


Homo sapiens nypotnetical protein rl^J20oiy (rLJzOoly), mKNA 


XTTV>r A1 TOOA 

JNJVI Ul /oyu 


Homo sapiens nypotnetical protein ri^JZUDoJ v.-^lj/udo3), mKNA 


NM 017887 


T T" ^ * ^ ^ ^'1, _ .1 * - 1 * . 1*1 T^AtOA /T^T T^A^OA\ T^ TwT A 

Homo sapiens nypotnetical protein FLJ205 80 (FUzOSSO), mKNA 


NjVL 017886 


Homo sapiens hypothetical protein rLJ20574 (^1^LJ20574), mKNA 


JnM 017880 


Homo sapiens hypothetical protein FLJ20558 (FLJ20558), mKNA 


JSnVI 017878 


TT^ _ Tilt A O 1*1 ^ ^ fT Tl > A OT 0'^\ TkTvT A 

Homo sapiens HRAS-hke suppressor 2 (HRASLS2), raRNA 


NM 017877 


TTa*m>^ — — _ 1 j-1 1 ____ 4. _ '.^ T7T T1 A C C C /T?T TO A C C C \ t*tl.t a 

Homo sapiens hypothetical protein FLJ20555 (FLJ20555), mKNA 


JNM 01 /87d 


TT _ ^ „ ■ _ I— ^ -i-T- _ ^ ^^1 ■ - - T^T TO A f C 1 /■ f.'T TO A ^ ^ 1 \ - - - T^ "X T a 

Homo sapiens hypothetical protem rl_J20551 (rl^J20551)5 mKNA 


"X TTV A AIT OTA 

NM 01 /o70 


X T „ — . _ " _ _ 1 . - _ ^1 . _ J. * _ ^ 1 _ x._. ■ „ T7T TOAiTOA /'T7T TOAirOA\ . . Tl "K. T A 

Homo sapiens hypothetical protein FLJ20539 (FLJ20539), mKNA 


NM 01 /8o7 


Homo sapiens hypothetical protein 1^^20534 (rLJ20534), mKNA 


NM 017oo4 


Homo sapiens hypothetical protein FLJ20530 {FLJ20530), mKNA 


NM 01 /b5 7 


Homo sapiens slingshot 3 (SSH-3), mKNA 


NM 01 /852 


TT T _ ■ _ - . * _ - _ TlT a T TiO /T^T A T T40\ t^ ~k t a 

Homo sapiens NAJLP2 protein (NALr2), mKNA 


NM 017850 


X T _ „_ _ _ _ 1 ^ __ ^ 1_ _ - _^ xS\ „ X - ^ 1 . ^ * „ TT'T TO t\ C /\ O /' 1 'T TO A C f \ O \ Tr> T A 

Homo sapiens hypothetical protein FLJ20508 (FLJ20508), mRN A 


NM 017846 


Homo sapiens tRNA selenocysteine associated protein (SECP43), mRNA 


NM 017841 


Homo sapiens hypothetical protem FLj20487 (FLJ20487), mKNA 


XTTi A' A 1 "T 0 1 A 

NM 01 /6i> 


T T — — _ _ * — _ T_ _ ■ - . _ _ 1 T?T TO/\ yl O 1 / | *T TO/^ ^ O 1 \ T^ TwT A 

Homo sapiens hypothetical protein FJLJ20481 (FLJ20481), mKNA 


Xnv /T A 1 TOOT 

NM 017837 


T T • 1 jl _ xJT 1 _j • T7T TOAvl'TO /T^T TOA/ITON T>"VTA 

Homo sapiens hypothetical protein FLJ20477 (FLJ20477), mRNA 


XTTVyf Al TCQO 

NM 01 /ojZ 


TT ,-, --. J-. ^nAM^AMn 1--, _-. ri i-i-t-^ 1-1 r-i 1 ■m^.^r-^A-f^^-m^^ T7T TOA/f^'7 /T?T TOAy1C7\ «*<«.T>'KT A 

Homo sapiens hypothetical protein rLJ204D / (r'LJ2045 /), mKJNA 


NM 017827 


TT — ^ J ^ 1__ _ Xi1_ _ _ 1 x_ J_ T^T TO A A C A /TT'T TO A /I C A\ -_^Ti *X T A 

Homo sapiens hypothetical protein FLJ20450 (FLJ 20450), mKNA 


NM Ul /o20 


XTa*ma <>>MM«A-Mn ln.-« r».-i- j-l-i-It. r-i-«..n.1 T7T TO A /I /I A /TOT TO A /I /I A\ MA T) XT A 

Homo sapiens nypotnetical protein rLJ2044y (rU2U44y), mKNA 


NM 017823 


TT - - * _ 1— » - . - _ .1-1 - —.A. * _ _ 1 . ^ X J T?T TO/\ >1 >1 O /' 1 *T TO /\ >t >! 0\ . . T\ T a 

Homo sapiens hypothetical protein FLJ20442 (FLJ20442), mRNA 


NM 01 /o2Z 


T T r-. .nr. n ^^.^^^^r^ I. • A 4-1» ^4-1 ^ 1 T7T TO A /I O ZT /"TTT TOA/10^\ T^'VT A 

Homo sapiens hjq^othetical protem rLJ2043o (rLj2043o), mKNA 


xnv vr A 1*700 1 
NM 017821 


T T - - - _ 1 - -t-l _ _ J- ! ^ ^ ^ «. j.^..^ T7T TOAylOt /TTT TOAvlOtX _ _ T% "v T A 

Homo sapiens hypothetical protem rLJ20435 (JbLj20435), mKNA 


NM 017815 


XT _ _ * 1 J 1 _ • • 1 . • T^T X*^ f\ yl yf /'I <X X*^ /-v yl yl \ X^ X T A 

Homo sapiens hypothetical protem FLJ20424 (FLJ20424), mRNA 


XIX if A 1*70 11 

NM 017811 


Homo sapiens hypothetical protein FLJ20419 (FLJ20419), mRNA 


"N-TIV >f A 1 T O 1 A 

NM 017810 


Homo sapiens hypothehcal protein FLJ20417 (FLJ20417), mRNA 


XTA /f AITOAO 

NM 017802 


Homo sapiens hypothetical protein FLJ20397 (FLJ20397), mRNA 


NM 01/ /yz 


Homo sapiens nypotnetical protein x*LJ20373 (ri^J20373}, mKNA 


NM 01 //yu 


Homo sapiens regulator oi O-protein signalling 3 (KQjo3), mKNA 


NM 017786 


Homo sapiens hypothetical protein FLJ20366 (FLJ20366), mRNA 


NM 01 / /OJ 


Homo sapiens hypothetical protein rLJ203o4 (rLJ203o4), mKNA 


XIX yr A1'7T7C 

NM 017775 


rx _ -_. aa.1. — .A.' A L T7T TO A O /t O /T7T TOAO/IO\ T'fc "VT A 

Homo sapiens hypothetical protein F1J20343 (FLJ20343), mRNA 


NM 017774 


X T - _ —.^^ ' _ - _ 1 .J* _t A • T^T TOAO jIO fX^T T^/\0 JlO\ T*TwT A 

Homo sapiens hypothetical protein FLJ20342 (FLJ20342)5 mRNA 


XTA yf Al'7'7'70 
NM 01 /772 


TT^M.i%A 1 - ^1 1 ' 1 «^_^A^--_ T7T TOAOOO /"T^T TOAOOO\ — ^TfcTvT A 

Homo sapiens hypothetical protein FLJ20337 (FLJ20337), mRNA 


XTXvT A 1 T7TA 

NM__0 17770 


Homo sapiens elongation or very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeast j-iiKe z \j^\^\jy x^Z)^ mKNA 


NM U 1 / /o2 


Homo sapiens nypotnetical protein rLJ2U313 vFi-J2U313), mKJNA 


INiVl U 1 / / jy 


XJrx*Y-irt ooi-k-i o^c» Vk-vn-k^-fl^ M-^A-fA-i-M "CT TOAOAA /TTT TOAOAA\ •-»-»"DXT A 

Homo sapiens nypotnetical protein ri^J20309 (rLJ20309), mKJNA 


iNiVl Ul / / DO 


jiomo sapiens nypotnetical protem rJ_yJz030o (rLJ 20300), mKNA 


NM 017753 


Homo saniens hvofttVipfiral nrotpin FT 190*^00 rPT T9n'^nn^ mPWA 


NM 017751 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


NM 017748 


Homo sapiens hypothetical protein FLJ20291 (FLJ20291), mRNA 


NM 017744 


Homo sapiens hypothetical protein FLJ20284 (FLJ20284), mRNA 


NM 017740 


Homo sapiens hypothetical protein FLJ20279 (FLJ20279), mRNA 


NM 017738 


Homo sapiens hypothetical protein FLJ20276 (FLJ20276), mRNA 
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NM 017736 


Homo sapiens hypothetical protein FLJ20274 (FLJ20274), mRNA 


TsTM 01 77'^^ 


TTomo <!anien^ hvnothetical nrntHn FT T90272 fPT 190272"^ ml^NA 

XXUXllV OCl|^lwtxo llj^J|JV/Lll&UvCll l^lV^Ldll X xaJmJyJ^I^ \JC ILjJ A* / f y lllxVlNx^ 


NM 017719 


Homo sanien<? hvnothetical nrofpin FT T20224 TFT 120224"^ mPNA 

xm.\jxix\j oajLyiwiio xiy \j\j\j,w^\JL.\^ckx Liiv^iviii x x^j^bV/ib^^ ix x^j £^\J fr^,^ xiixxx^/^ 


NM 017718 


Womn ^anien«; Vivnothetical nrntpin FT T90920 fFT 190990"^ m'RNA 


NM 01771^ 


xxUlllU da|Jidlo IIlCxilUXaIlC~opdIlIllIlg H'UUlIialllSy oUUlailUl^ xA.} UlCmuCr 1^ 
HfMTintTic cnl^'fii'milv A Tn<»TnV\^T" 7 MV>1Q4A19^ mTJ^TA 

iiLUlIalllOy oUL/lCUlllljr .TV, lildliUCx / ^xV1.0*T/A.l^^, IlU\J.>l.r\. 


NM 01771 1 


Womn QanipnQ Vi\mnt>if*tiral nrrkt#»in FT T9n9n7 rPT T909n7^ mT^TsJA 


NM 01770Q 

X> J.YX v/ 1 / / \J 


TTomn cnriipnc Vi\mr\t>iiaHr*al nrrfcfp^-in FT T9n909 /'FT T909^9^ tmPTsJA 


NM 017704 


Homo sapiens hypothetical protein FLJ201S9 (FLJ20189), mRNA 


NM mVMO 


xionio Sapiens nypotnencai proicm Jri>jzui /h (^pjljzui /^j, nruviN/v. 


NM 017M7 


xxomo bapiens nypouxcucai protein fjujzui / 1 yrjuJ^yj i / i itunJNA 


NM 0176S7 


xxV^IIii/ oapiCilo liypuUiCllL/ai prUlClIl Srl^JZAJ iH / ^Jri^J^UlH/ ITlxviN/\ « 




nomo sapiens gangiiosiQe inauceu aiiierennanon associaiea protein z {\jLfAjrz.)y 
mRNA 


NM 017678 


Homo «;amen<; VivnotViPtiral nrotpin FT T90197 TFT T9m97^ mT?NA 


NM 017677 


T-Tomo <iani**nQ V»\mntli*»tip?i1 nrntein FT T901 9^^ fPT T9019^^ mPTvTA 


NM 017676 


TTomn QanipnQ HvnnfViRtiml rvrntf^in FT 19019^ TFT 1901 9 ^^ TnPXTA 

xMXJxxiSJ oayjxs^xx^ lijr I^ULlldlOcll piULClIl IT JOJZ-U i >6 J \x L^o jL\J i jL D IIlJCviN/\ 


NM 017670 

X ^ Xt X V X f \J t \J 


TToTno QaniPTiQ TivnotVi^tipal nrAf«*in FT T9ft1 CPU T9ni 1 tvi1?"MA 
xxv^iiiv/ oci|jiwxio ixy |JUiiiCLiwcu piuidii rM^jzAJx xD \s.x^jZ.\Jk xD y, ii ixvlN r\ 


NM 017669 


TTnmn Qa-nif»n<: li\/notl-i<=»tiral r»rntf»ir» FT T9ni0^ n7T T9nin^^ -rriPlSlA 
xxvJlilV^ oapivllo liypULllCLll./al piiJLCin rL^^\Jx\JD ylJ L^J ZAJ x\jD ) ^ lilxviN/Y 


NM 017665 


T-Tomo Qa-niPTiQ liAmotViftiml nrrktf»in T7T 190004 rPT T9^^QA^ 1-1-11? "MA 


NM 0176S9 


TTomo Qn"nipn<; Vi\mrifVif=»tiV?il r^rnti^in T7T 1900^^1 /FT T9nn55zl"i mTJXTA 
xxLllllU ddpiCilo liypuiIlCLlOcll prOLClIl J/JL/JZ-UuoH \^J/ i_/J-<iUl/OHj5 rnxviN/\ 


NM 017657 


Homo sapiens hypothetical protein FLJ20080 (FLJ20080), mRNA 




XXLIliiLI bapidlb IiypULXlCllUal prOLClIl rJLrJ-^UUOU ^rijJ^UUOUy, mUcviN r\ 


NM 017640 

X>XVX V/ 1 / V/^V/ 


TTomn cnnif^nc li\mr*tVi<»tir»i»l nrr\t^iri PT 1900455 /PT T9004.Q'\ t-nTJXTA 
xxUlilLy oauiClio Iiy pu LllCllV/di prOlClIl VLjj£AJ\j*rQ \V LjJ^\}\JH-0)^ II1xv1N/\ 


NM m7/^'^7 


xiumo bapiens nypotnencai proiem rJLJZUUHj J, inJKJNA 


NM 0176'^6 


xiuiiiu Sapiens liansieni receptor poLenxiai canon cnannci, suDiamiiy iVi, memoer 
4 rTRPlVT4^ mPNA 


NM 0176'^4 

X^XVX \J L / \Jj'~T 


TTnmr* C5inif»nc Vivr»ntVi<>tinal -nrrkt^*!-!-! PT T900'^9 /HPT T90^'^fi^ ry-iT^XTA 


7MM 017690 


xxuiiio Sapiens nypomencai proiem rx^jZ\j\jjo \r\^jZ\j\jDD), nixNJN/\. 


NM ^Xl^Tl 


TTnmo QamVnQ livnrit-lif»tif*al nrrtfi^in FT T90014 /TT T90ni A^ tt-»P>JA 

XXU111V7 oapiCllo iiy pULllwLlii/al piLFLClIl r Jl^j £.\J\J i*^ \JC X-/J^\j\} x^t)^ mxViN/\ 


NM 017620 


TTomn Qar»if*n« IrvmotViefinal nmtp*in FT T9001 1 /'PT T9001 I'N •mTJlSJA 
xLKjixlKJ octpivllo liy pLrllldlL/al piiJLdll rx^3JAj\Jx x \Jl ^\J\J 1. x J, ITJxvlN.r\. 


NM 018396 


T-Tomo QaTiipnc niifativ^ •mf*tVi\/l+T*cinc"Fi=»t"«ac*» C\A I T ^ i-nTJMA 
xxuiiiv^ oapiexio ptALavive ixidiiyiUaiiolCid.oC \^iviir»l Aj^, iilCvINztl. 


NM 018381 


TToTTin ^anipn<3 livnntViPtiml nrntf^in FT T1 1 9R/^ /'FT T1 1 95^/^^ mPMA 
jLXKjxixKr oapic^xio iiy pii^uxwtii/ai piiJiclll xtjoj i i — ou \^x^l_/J l x a.O\j ) ^ lllxviNjrV 


NM 018371 


xxVJXXlv/ oapidxa liypvlUlwLiL^al piUiClIl JtJLiJ l l^O'r y^PJLtal 1 l^\j*Tjy mixlN/Y 


NM 018368 


T-Tomo «;anipn<; hvnotVi<=»Hrn1 nrntein FT Tl 1940 /FT Tl 1 940"^ mPTvJA 
xxv^iiiw oapi&ixo iiy pLTLiiwix^cLi pujiciix x^X-fJl l^tv/ \^x^J_<J x Jl^'rvj, xlilVLN/x. 


NM 018367 


TTorno qsitiiptiq 'nlivtor'^'raTniHiac^ sklVQliri^* /^T*TJ/'*^A\ t*-iT?'MA 
xxv^iix^ oapxwxxo piiy ttJwwxaiiiiuaoC, allvailllC yxn\^I\jj xxU\l\s\. 


NM 018364 


Homo Qflr>if»nQ VivnntViptipfil nrnf-f^in FT Tl 1 990 /'PT Tl 1 990^ mPXTA 


NM 018363 

X^XVX \/XO^V/_l 


TToirin Q5ini*»n<: Vi\/nfttVif»"Hn5il nrot^-in PT Tl 1 91 K /'PT Tl 1 91 mPXTA 
xxijiiiu oapiciio iiypuuiciiL/ai prciiciii 1/ X-.J X I Z 1 o ^Pl^J 1 1 Z 1 o^, iriJt\J.N/\ 


NM 018361 


TTomo <sar>ipn«; VivnotVipHr'al nmtf^in FT Tl 1910 /PT Tl 1910^ mPXTA 


NM 018358 


Homo sanietT? hvnothetical nrotein FT Tl 1 IQS /'FT Tl 1 lOR"^ -mPTJA 


NM 018353 


Homo saniens hvnothetiral nrnfpin FT Tl 1 1 R/^ TFT Tl 1 1 mPNA 

xxv/iiiv/ oci.piv^xi0 xxy ^\j\.it\^\,x\jcxi. piVJtcni x x_/J ill OvJ \x i^j 1 1 XOVJ ii iiv r\ 


NM 018352 


Homo saniens hvnothetical rjrotein FT Tl 1 1 /TT Tl 1 1 84^ mPNA 

X.M.\JXXX\I Oa^XWlXO IXJf YJ\JLXX\^U\^CLX |J1^LV^XX1 X X_>J 111 \irj_j»F 1 1 XO*T^3 llx.^J.Nx». 


NM 018340 


Homo <;ar>ipnQ VivnotViptipal nmtpi-n FT Tl 1 1^1 /'FT Tl 1 1 S 1 ^ mPXT A 
xxwxxnj ocxpi^xio iiy pv/iiiwiiL/ai piuidil r l^J 1 x i Jx ^lrl-«J l l l xIxmSa\x\ 


NM 018339 


Homo <5anien«5 hvnothetiral nrotein FT Tl 1 140 /FT Tl 1 14Q^ mPTsJA 

xxwixxv oapiv/xxo xijr|^\^uiiwtlwai piV/twlll JCX^J 1 1 1*t>' ^X^X^ 1 X x*^jf IHIVLN/A. 


NM 018336 


Homo saniens hvnothetiral nrotein FT Tl 1 1 (V\ Tl 1 1 '^fi'i mPNA 


NM 018333 


Homo <;aniens hvnothetiral nrotein FT T90/^/^/^ /F'T T90fififi^ mPXTA 

xxv/liiw oapn-»iik5 xxyxjyjux\i\.x\jnx piVJLC/lli X X^J<^\/\^\J\J yX^ X_^J^WJV^ v/, IFlfy W /-> 


NM 018332 


Homo sapiens hypothetical protein FLJl 1 126 (FLJl 1 126), mRNA 


NM 018330 


Homo sapiens KIAA1598 protein (KIAA1598\ mRNA 


NM 018322 


Homo sapiens hypothetical protein FLJl 1 101 (FLJl 1 101), mRNA 


NM 018318 


Homo sapiens hypothetical protein FLJ11088 (FLJl 1088), mRNA 


NM_018310 


Homo sapiens BRF2, subunit of RNA polymerase III transcription initiation 
factor, BRFl-like (BRF2), mRNA 
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sn\jl.l.i\J oajJiwllo liypULXlCllUal prULClli rlu^ 1 lUZO \^jrXw 1 IV/Zw^, IIIIVLN/A. 




XT.VJ11HJ oa]jidi& iiypuuiciiucti pruiciii jrXdJi xvv/O ^x^j-»ji luvu^, iixx\j.N.fx 


NM 0182S7 


TTnmn Qflnipnc fivThrttfif»ti^al -nrrkf^in T7T Tl 11071 (\*\ Tin071^ mT^MA 
Xx.viiiil.1 aapiciio liyputXlCUOal piviLCm L\jy / 1 ^X^X^ L\/y i 1 jy liJJ\XST\ 




xioinu bapicns nypoLncucai proiein ri^ i\jy /u v^fl^ iKjy /V/j, ixuxina 




xxuiiiu odpicrid iiypoincLiL>ai proLcin rLjj L\jyDO yri^j lU^DOj, iijx\JN/\ 


"KTM 01R9R1 


noino bapiens nypOLneiicai proicin rL>J i\jyHo yrLfJivyHo), tyusJ\j\ 


INiVJ. \J 1 / O 


TXrtmri cov\Yi»-nc V%Tn%Ai-1^c»i*i/>o1 ■r^fr\i-Ai-w^ XtX Tl AO'S*!! tT^T T1AO'}'3\ wm'D'KTA 

xioino Sapiens nypouiencai proieiii rLj luy^o (^ri^ luyj jj, mKJN A 


IN IVX 1/ 1 / O 


rioxno Sapiens siingsnoi s v^ooxi^j^, niKJN/v 


INiVX viOZ./^ 


jionio sapiens nypotnencai protein rL»J luyzz (rL.j iuyzzj, niKJNA 


MM m Q979 


riomo sapiens nypouiencai protein rLJ luyzi (^rLJ ivyZijy itiKjnA 


MM m 


rtomo sapiens nypotnencai protein rLJiuyu4 tJri-JluyU4), niKJNA 


MM 01R96S 


numo bapiens nypoinencai proiein fi^j luyui ^^ri-^j iuj^ui^, rnJviN a 


MM 01 R9^il 


xiomo sapiens nypoineticai protein Jri-J lUcS /o ^i^ijj lUo /oj, niKNA 


MM OIR?^"^ 


xiomo sapiens nypoLnencai protein x*i-j lUo /D ^pi^J lUo /D^, mKJNA 


NM 018252 


Homo sapiens hypothetical protein FLJ10874 (FLJ10874), mRNA 


rNlVl UloZ^D 


uotno sapiens nypotneticai protein rU 10851 (rLJ 10851), mKJNA 


INIVI U 1 oZ^ 1 


jlomo sapiens nypotneticai protein rLJ 10846 (JrLJ 10846), mRNA 


XTN/T n 7 Q770 


Homo sapiens nypotneticai protem rLJ 10751 (FLJ10751), mRNA 


NM 018230 


Homo sapiens nucleoporin 133kD (NLrP133), mRNA 




Homo sapiens cneciq^omt with lorkheaa and nng nnger domams (CHFR), 

TviPXTA 

rnrsJ-N/Y 


iNiYi \j 1 oz 1 y 


xiomo sapiens nypotiietical protein rLJ 10786 (rLJ 10786), mRlNA 


MM 018917 

INXVJL U 1 OZ i / 


nomo sapiens cnromosome zu open reaoing irame j i (L/zUoriJ 1), mKJNA 


MM 01R919 

INIVX U 1 OZ I Z 


nomo sapiens iiKeiy ortnoiog ot mouse jnj'v^ aenved proline ncn protein 1 
^rx-»j 11/ / f D )y mi\iN/v 


T>JM m R91 1 

iNiVl \/ i oZ 1 1 


nomo sapiens nypotneticai protein rLJ lU / /U (isJAAI 5 /y), mKJNA 


INlYl U 1 oZU / 


nomo sapiens nypotneticai protein rLJlU75y (rLJ 10759), mRNA 


MM 01890^ 


nomo sapiens nypoinencai protein rLJ lu /D i (rLJ lU /5 1), mKJNA 


MM 01R109 

INIVl viol i^Z 


nomo sapiens nypotneticai protem rLJ l u / io (rLJ 10 / i o), mKJNA 


MM 01 R1 RR 


nomo sapiens nypoinencai protein rjLJiu /uy (rLJ lu/ui/), mKJNA 


MM 01R1R 7 


nomo sapiens nypometicai protein ri^j iu /u / (rLJ lU /U /), mKJNA 


MM 01 SI 86 


jtujiiiu oapicnb nypuuiencai proxem r j-fj lu /uo ^ri^ lu /l/Oj, mivINA 


MM 0 1 R 1 R4 


nomo sapiens nypotnencai protein ri-,j lu /uz (rLJ lu /uz), mKJNA 


"MM 01R170 


nomo sapiens nypometicai protein rLJiUooo (rLJ 10688), mKJNA 


MM 01817R 

X^ XVi \/ X O X / o 


nomo sapiens nypoinencai proiem rjLJ luoo / (rLJ lUoo /), mKJNA 


MM OIRI^O 

IN iVl U 1 O 1 0 


nomo sapiens nypotneticai protein rLJ 10552 (rLJ 10652), mRNA 


MM 018161 


nomo sapiens nypoineiicai protein ri-j luoj i (ri-J luoj i ), niKJNA 


MM m R1 ^0 


nomo sapiens nypotneticai protein rLJ 10628 (rLJ 10628), mRNA 


TnTM 018147 

XN XVJL V X O X *T / 


nomo sapiens nypomencai protein rJLJ lUDoz (rLJ iU->o2), niKJNA 


MM 018142 


xxv^iiiu oapiciid iiypuuiciiL/ai prijicm rxjj iu*>o" \^ri^j iujoj'^, nixviN/v 


MM 0181*^7 

X ^ XVX \J X O 1. J 1 


nomo sapiens protein argimne iN-metnyiiransterase 6 (rKJVllo), mKJNA 


NM 018136 


xiumu dapicns nypoinencai protein r J-»j lu j i / (^r i-rJ lUD i /), mKJNA 


NM 0181'^'^ 

X ^XVX Vr X O X J J 


nomo sapiens nypotnencai protein rJLJ iuj4o (rLJ iU!>4o), mKJNA 


NM 018122 


xxuiiiu bdpiens nypometicai protein r jlj iud i^ (r i^j 1U3 1^^ mKJNA 


NM 018120 


nomo sapiens nypotneticai protein r luo 1 1 (ri^J lUD 1 1 ), mKJNA 


NM 018119 

X ~ XtA V X X X ^ 


nomo sapiens nypomencai -protein ri^ lUDUj^ (ri^j lUDUyj, mKJNA 


NM 018116 


Homo sapiens misato (TLJ10504) mRNA 


NM 018112 


Homo sapiens hypothetical protein FLJ 10493 (FLJ 10493), mRNA 


NM 018106 


Homo sapiens hypothetical protein FLJ10479 (FLJ10479), mRNA 


N1V>I OlSlOl 


Homo sapiens hypothetical protein FLJ 10468 (FLJ 10468), mRNA 


NM 018100 


Homo sapiens hypothetical protein FLJ10466 (FLJ10466), mRNA 


NM 018099 


Homo sapiens hypothetical protein FLJ 10462 (FLJ 10462), mRNA 
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NM 018097 


Homo sapiens hypothetical protein FIJ10460 (FLJ10460), mRNA 


NM 018093 


Homo sapiens hypothetical protein FLJ10439 (FLJ10439), mRNA 


NM 018092 


Homo sapiens hypothetical protein FLJ10430 (FLJ10430), mRNA 


NM 018091 


Homo sapiens hypothetical protein FLJ 10422 (FLJ 10422), mRNA 


NM 018090 


Homo sapiens hypothetical protein FU 10420 (FLJ 10420), mRNA 


NM 018087 


Homo sapiens hypothetical protein FLJ10407 (FLJ10407), mRNA 


NM 018086 


Homo sapiens fidgetin (FIGN), mRNA 


NM 018078 


Homo sapiens hypothetical protein FLJ10378 (FLJ10378), mRNA | 


NM 018076 


Homo sapiens hypothetical protein FIJ10376 (FLJ10376), mRNA 


NM 018075 


Homo sapiens hypothetical protein FU10375 (FLJ10375), mRNA 


NM 018072 


Homo sapiens hypothetical protein FLJ10359 (FLJ10359), mRNA 


NM 018070 


Homo sapiens hypothetical protein FLJ10355 (FLJ10355), mRNA 


NM 018060 


Homo sapiens hypothetical protein FLJ10326 (FLJ10326), mRNA 


NM 018054 


Homo sapiens homolog of rat nadrin (RICHl), mRNA 


NM 018052 


Homo sapiens hypothetical protein FLJ10305 (FLJ10305), mRNA 


NM 018051 


Homo sapiens hypothetical protein FLJ10300 (FLJ10300), mRNA 


NM 018047 


Homo sapiens hypothetical protein FLJ10290 (FLJ10290), mRNA 


NM 018043 


Homo sapiens hypothetical protein FLJ 10261 (FLJ10261), mRNA 


NM 018040 


Homo sapiens hypothetical protein FLJ10252 (FLJ10252), mRNA 


NM 018039 


Homo sapiens hypothetical protein FLJ10251 (FLJ1025 1), mRNA 


NM 018038 


Homo sapiens hypothetical protein FLJ10246 (FLJ10246), mRNA 


NM 018035 


Homo sapiens hypothetical protein FLJ10241 (FLJ10241), mRNA 


NM 018034 


Homo sapiens hypothetical protein FLJ10233 (FLJ10233), mRNA 


NM 018033 


Homo sapiens hypothetical protein FLJ10232 (FLJ10232), niRNA 


NM 018026 


Homo sapiens hypothetical protein FLJ 10209 (FLJ 10209), mRNA 


NM 018025 


Homo sapiens hypothetical protein FLJ10206 (FLJ10206), mRNA 


NM 018011 


Homo sapiens hypothetical protein FLJ10154 (FLJ10154), mRNA 


NM 018009 


Homo sapiens hypothetical protein FLJ10143 (FLJ10143), mRNA 


NM 018008 


Homo sapiens hypothetical protein FLJ10142 (FLJ10142), mRNA 


NM 018001 


Homo sapiens hypothetical protein FLJ10120 (FLJ10120), mRNA 


NM 017994 


Homo sapiens hypothetical protein FLJ10099 (FLJ10099), mRNA 


NM 017993 


Homo sapiens hypothetical protein FLJ10094 (FLJ10094), mRNA 


NM_0 17988 


Homo sapiens hypothetical protein FLJ10074 (FLJ10074), mRNA 


NM 017987 


Homo sapiens Run- and FYVE-domain containing protein (Rabip4R), niRNA 


NM 017976 


Homo sapiens hypothetical protein FLJ10038 (FLJ1003S), mRNA 


NM_0 18409 


Homo sapiens hypothetical protein DKFZp761O01 13 (DKFZp761O01 13), 
mRNA 


NM 017601 


Homo sapiens hypothetical protein DKFZp761H221 (DKFZp761H221), mRNA 


NM 018713 


Homo sapiens hypothetical protein DKFZp547M236 (DKFZp547M236), mRNA 


NM_0 17606 


Homo sapiens hypothetical protein DKFZp434K1210 (DKFZp434K1210), 
mRNA 


NM 017546 


Homo sapiens hypothetical protein (C40), mRNA 


NM 018458 


Homo sapiens uncharacterized bone marrow protein BM042 (BM042), mRNA 


NM 018456 


Homo sapiens uncharacterized bone marrow protein BM040 (BM040), mRNA 


NM 018455 


Homo sapiens uncharacterized bone marrow protein BM039 fBM039) mRNA 


NM 018453 


Homo sapiens uncharacterized bone marrow protein BM036 (BM036) mRNA 


NM 018452 


Homo sapiens chromosome 6 open reading frame 35 (C6orfi5), mRNA 


NM 018489 


Homo sapiens hypothetical protein ASHl (ASHl), mRNA 


NM_004227 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 3 (PSCD3) 

mRNA 


NM 007014 


Homo sapiens Nedd-4-like ubi qui tin-protein ligase (WWP2), mRNA 


NM 017431 


Homo sapiens protein kinase, AMP-activated, gamma 3 non-catalytic subunit 
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(PRJKAG3). mRNA 


NM 017426 


Homo sapiens nucleoponn 54kD (NUP54), mRNA 


NM 016950 


Homo sapiens testican 3 (HSAJ1454), mRNA 


NM 017421 


Homo sapiens methyltransferase COQ3 (CO03), mRNA 


NM_006854 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 2 (KDELR2), mRNA 


NM 015976 


Homo sapiens sortmg nexm 7 (SNX7), mRNA 


NM 016577 


Homo sapiens RAB6B, member RAS oncogene family (RAB6B), mRNA 


NM 016559 


Homo sapiens PXR2b protein (PXR2b), mRNA 


NM 016297 


Homo sapiens prenylcysteine lyase (PCLl), mRNA 


NM 016524 


Homo sapiens B/K protein (LOC5 1760), mRNA 


NM 016507 


Homo sapiens CDC2-related protein kinase 7 (CrkRS), mRNA 


NM 016446 


Homo sapiens NAG-5 protein (LOC51754), mRNA 


NM 016382 


Homo sapiens natural killer cell receptor 2B4 (CD244), mRNA 


NM_016354 


Homo sapiens solute carrier family 21 (organic anion transporter), member 12 

(SLC21A12), mRNA 


NM 016298 


Homo sapiens muscle disease-related protein (LOC51725), mRNA 


NM 016290 


Homo sapiens retmoid x receptor interacting protein (LOC5 1720), mRNA 


NM 016280 


Homo sapiens carboxylesterase-related protein (LOC51716), mRNA 


NM 016229 


Homo sapiens cytochrome b5 reductase b5R.2 (LOC51700), mRNA 


NM 016213 


Homo sapiens thyroid hormone receptor mteractor 4 (TRIP4), mRNA 


NM 016169 


Homo sapiens suppressor of fused homolog (Drosophila) (SUFU), mRNA 


NM 016084 


Homo sapiens RAS, dexamethasone-induced 1 (RASDl), mRNA 


NM 016077 


Homo sapiens CGI- 147 protein (LOC51651), mRNA 


NM 016023 


Homo sapiens CGI-77 protein (LOC51633), mRNA 


NM 016021 


Homo sapiens non-canonical ubquitin conjugating en2yme 1 (NCUBEl), mRNA 


NM 016003 


Homo sapiens DKFZP434J154 protein (DKFZP434J154), mRNA 


NM_015981 


Homo sapiens calcium/calmodulin-dependent protem kinase (CaM kmase) a 
alpha (CAMK2A), mRNA 


NM 015949 


Homo sapiens CGI-20 protem (LOC51608), mRNA 


NM 015881 


Homo sapiens dickkopf homolog 3 (Xenopus laevis) (DKK3), mRNA 


NM 016619 


Homo sapiens hypothetical protem (LOC5131o), mRNA 


NM 016598 


Homo sapiens DHHCl protein (LOC51304), mRNA 


NM 016589 


Homo sapiens M5-14 protem (LOC51300), mRNA 


NM 016588 


Homo sapiens neuntin (LOC51299), mRNA 


NM 016582 


Homo sapiens peptide transporter 3 (PHT2), mRNA 


NM 016570 


Homo sapiens CDA14 (LOC51290), mRNA 


NM 016565 


Homo sapiens E2IG2 protein (LOC512S7), mRNA 


NM 016561 


Homo sapiens apoptosis regulator (LOC51283), mRNA 


NM 016526 


Homo sapiens OS 15 (LOC51272), mRNA 


NM 016518 


Homo sapiens pipecolic acid oxidase (PIPOX), mRNA 


NM 016495 


Homo sapiens hypothetical protem (LOC5125o), mRNA 


NM 016486 


Homo sapiens hypothetical protem (LOC51249), mRNA 


NM 016477 


Homo sapiens forkhead box PI (FOXPl), mRNA 


NM 016465 


Homo sapiens hypothetical protein (LOC51238), mRNA 


NM 016456 


Homo sapiens hypothetical protem (LOC51235), mRNA 


NM 016350 


iriomo sapiens ninem (Cjblv3r> interacting protem> (^iNiiNj, mKJviA 


NM 016274 


Homo sapiens CK2 interacting protein 1; HQ0024c protein (LOC51 177), mRNA 


NM 016261 


Homo sapiens delta-tubulin (LOC5 1 1 74), mRNA 


NM 016216 


Homo sapiens debranching enzyme homolog 1 (S. cerevisiae) (DBRl), mRNA 


NM 016208 


Homo sapiens VPS28 protein (LOC51160);mRNA 


NM 016206 


Homo sapiens colon carcinoma related protein (LOC51 159), mRNA 
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NM 016185 


Homo sapiens hematological and neurological expressea i ttiJNi;, mKiNiA 


NM 016181 


Homo sapiens melanoma antigen (LOC51 152), mRNA 


NM 016139 


Homo sapiens 16.7Kd protein (LOC51 142), mRNA 


NM_016129 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 4 
(Arabidopsis) (COPS4), mRNA 


NM 016122 


Homo sapiens NY-REN-5b antigen (L(jC511i4), mKJNA 


NM[_016119 


Homo sapiens putative zinc linger protein XM Y-Jb<JblN-i4 antigen ^i^uv^D 1 1 j i;, 
mRNA 


NM 016103 


Homo sapiens C_t ir-bincling protem oara (l^Ui^D i iZo), nuKJNA 


NM 016099 


Homo sapiens HoFC041 protem (LUC!) 1 1^3), mjKJNA 


NM 016096 


Homo sapiens HSPC03S protein (LOC5 1 123), mRNA 


NM 016037 


Homo sapiens CGI-94 protein (LOC5 Ills), mKN A 


NM 016014 


Homo sapiens CGI-67 protem (LOC51 104), mRNA 


NM 015997 


Homo sapiens CGI-41 protein (LOC51093), mKNA 


NM 015974 


Homo sapiens lambda-crystallin (LUU510b4), mKJNA 


NM 015973 


Homo sapiens galanin-related peptide (LOCd lubJ), itlKJNA 


NM 015972 


Homo sapiens RNA polymerase 116 kJDa subunit (l^iJUD lUoz), mKJNA 


NM 015953 


Homo sapiens eNOS interacting protein (NUbir), mKJNA 


NM 015936 


Homo sapiens CGI-04 protein (L(JC5 1067), mKJNA 


NM 015895 


Homo sapiens geminm (LOC51053), mRNA 


NM 015882 


Homo sapiens RIG-like 5-6 (LOC51048), mRNA 


NM 015853 


Homo sapiens ORF (LOC51035), mRNA 


NM 016080 


x'x • y~>y^T 1 e r\ a. 1 /T r^/^cz 1 /\0 1 \ t^'xt a 

Homo sapiens CGI- 150 protem (LOC51031), mRNA 


NM 016078 


Homo sapiens CGI-148 protem (LOC51030), roKJNA 


NM 016076 


Homo sapiens CGI-14o protem (LOCDlUzy), mKJNA 


NM 016052 


Homo sapiens COl-1 15 protem (LUUMUlo), niKJNA 


NM 016049 


Homo sapiens CGI-1 12 protein (LUC51U16), mKJNA 


NM 015940 


Homo sapiens CGI- 10 protein (LUCMUU4J, mKJNA 


NM 016505 


Homo sapiens n>TDotneticai protein (ribrCz!) 1 ), mKNA 


NM 016485 


Homo sapiens hypothetical protein (HorCZzo), mKNA 


NM 016472 


Homo sapiens hypothetical protein (HSrC210), mKNA 


NM 016464 


TT • 1_ a'* - a ' 1 /TTOTk/^l A^r\ T^XT A 

Homo sapiens hypothetical protein (HSPC196), mRNA 


NM 016462 


XT • T_ j.1__A* ^1 /TTOT^/"^ 1 A>1\ T^XT A 

Homo sapiens hypothetical protein (HSPC194), mKNA 


NM 016535 


Homo sapiens HSPC189 protein {HSPC189), mKNA 


NM 016404 


Homo sapiens hypothetical protem (HSPC152), mKNA 


NM 016403 


Homo sapiens hypothetical protein (xloFUl4o), mKNA 


NM 016399 


Homo sapiens hypothetical protein (HSPC132), mRNA 


NM 016395 


TT _ 1^..i^-^^4.» J^J^.^^J A ; A. 1 /XTCOi^ 1 O 1 \ .-■ -i.T> XT A 

Homo sapiens butyrate-mduced transcript 1 (HoFClzl), mKJNA 


NM 016387 


Homo sapiens hypothetical protein (HSPC060), mKNA 


NM 016101 


Homo sapiens hypothetical protem (HSPC031), mKNA 


NM_015918 


Homo sapiens homolog oi yeast KNase JNlRr/KNase r protem ropj (rUr:>), 

T^ XT A 

mRNA 


NM 016257 


TX • _ 1^-.^_^^.1^^^ U1__ A /TJ 11/^ A T >1 \ .nnT> X T A 

Homo sapiens hippocalcin-like protein 4 (HrCA-L4), mKNA 


NM 016287 


Homo sapiens hLr 1-BP74 (HPl-Br74), mKNA 


NM 015888 


Homo sapiens noolcl protem (HUUKl), mKNA 


jNM 015852 


Homo sapiens Krueppel-relateu zinc nnger protem ^ri-piK), mKNA 


NM 016451 


Homo sapiens coatomer protein complex, subunit beta (COPB), mRNA 


iNivi uijyoo 


riomo sapiens vyioKine recepior-iiKc lacior j \\^i\±jr dj, iruvrN/\ 


NM 016204 


Homo sapiens growth differentiation factor 2 (GDF2), mRNA 


NM 016617 


Homo sapiens hypothetical protein (BM-002), mRNA 


NM_0 14822 


Homo sapiens SEC24 related gene family, member D (S. cerevisiae) (SEC24D), 
mRNA 
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NM 014059 


Homo sapiens RGC32 protein (RGC32), mKNA 


NM 014040 


Homo sapiens r 1 DO 1 5 protem \x 1 DO 1 5), mKJN A 


NM 014039 


Homo sapiens r 1 DO 1 2 protein (r 1 DU 1 2;, mKJN A 


NM 014111 


Homo sapiens J:'KCJ20o6 protem (I'KUzUoo), mKJNA 


NM 01410D 


Homo sapiens r K(J 1914 protein (rKU lym), iruviN a i 


NM 014104 


Homo sapiens JrKUiooU protem tx'KUioiSUj, mKJNA 


NM 014100 


Homo sapiens rKUl / /U protein (rK^Ji f f^)> mKJNA 


XTX X A 1 /I 1 O T 

NM 014137 


Homo sapiens kkuOojU protem (rKiJUoC)Uj,.niKJNA 


NM 014127 


Homo sapiens rKU0456 protein (rKU045o), mKJNA 


NM 014123 


Homo sapiens PRU024o protem (rKU024o), mKJNA 


XTX iC A "1 >l 1 1 >l 

NM 014114 


TT _ . * _ _ _ T>¥^/^AAA^ - g- - * /T>T^ /^A AA^\ , , ,, T^X T A 1 

Homo sapiens FRO0097 protein (I'RUOOyy), mRNA 


XTX X A 1 y1 1 1 O 

NM 014113 


T T _ ■- - _ _ ■ _ _ T^T^/^AAOO _ — 1. — J ^ /TiT^ /^A A'5 0\ . , , T> XT A 1 

Homo sapiens FRUOOJb protein (KRUUUioJ, mKJNA 


XTX iff f\'y A/\AO 

NM 014048 


Homo sapiens KJAA1243 protem (lsJAAl243), mKJNA 


XTX >r A1 co^o 

NM 015368 


Homo sapiens pannexin 1 CPANXl), mRNA 


XTX iff A1 ylAIA 

NM 014910 


Homo sapiens KlAA10o4 protem (KlAA10b4), mRNA 


NM 014916 


TT^ « « — IT" T A A 1 f\^f\ ^^^4-^^^ /VTA A 1 A'7A\ •<*-*T>XTA 1 

Homo sapiens K1AA1079 protem (KJAAIO/9J5 mKJNA 


NM 014967 


Homo sapiens KIAA 1 0 1 o protein (JsJLAA 1 0 1 o), mKJN A 


X "PR if 1 A r\ c ^ 

NM 014953 


TT _ , _ _ r _ _ _ Jx—A-! _ _ -I -I j.^ 1. J J t - _ t _ _ ACTA A 1 AAO\ m^^^XTA 

Homo sapiens mitotic control protein ais3 nomolog (JsJAAlOOo), mKJNA | 


NM 014954 


TT_ ^ '- TyT A A AAOf __^x^^— fT^T A A AAOC\ T\ XT A | 

Homo sapiens K1AA0985 protein (KlAA09o5), mRNA 


NM 014917 


TT ^ ^ „ ^ * ^ J * - 1 T A A A A'^^"\ . T\ XT A 

Homo sapiens netnn Ol (KiAA0976), mRNA 


NM 014930 


T T _ " x^T A A AOT^ t 1. CX/'T A A AAT>\ -*<.T>XT A 

Homo sapiens KIAA0972 protem (K1AA0972), mKJNA 


NM 014907 


Homo sapiens KIAA0967 protem (KIAA0967), mRNA 


NM 014912 


TT_> — . .- T/^T A A AAilA a. - ? ._ /T^T A A AA>1A\ TtXT A 

Homo sapiens KIAA0940 protein (KIAA0940), mRNA 


NM 014021 


Homo sapiens K1AA0923 protem (isJAAU923)5 mKJNA 


XTX Jf /\ "t A O AA 

NM 014899 


Homo sapiens lsJAA0o78 protein (KJLAA08 /8), mKJNA 


XTN yf A1 A a CI 

NM 01493 1 


TJm<m.«>^ VTA AAO>l>l wKVA-A-A-^-M /VT K A AOy1>1\ •^'DXTA 

Homo sapiens jsJLAA0o44 protem viN-LAAUo44j, mKJNA 


XTX iff A1 A n 

NM 014729 


TT«^..M>M. ^^^^^^^ VT A A AOAO ^^-^.n ■m«>^#4«'« ^-l- tVT A A ACAO\ «%<%'DXTA 

Homo sapiens KIAAO0O8 gene product (ivlAAUoUo), mRNA 


XTX /r A 1 /I O 1 

NM 01481^ 


Homo sapiens lsJAA080o gene product (JsJAAUoUo), mRNA 


XTIW iff f\ t AO^d 

NM 014829 


TT^— . ^^^J^^^ TiXTA 1.^1^^^^^ /VTA AAOA1\ •^T>XTA 

Homo sapiens RNA helicase (K1AA0801), mKJNA 


XTTv if i /izrr\o 

NM 014698 


TT ^ ^ 1 Ti^ T A A AO AO ^ —.^^ /~VT A A A'TA'^X «>mT>XT A 

Homo sapiens K1AA0792 gene product (JsJLAA0792)j mKNA 


XTX >ff A1 >IOO>1 

NM 014824 


Homo sapiens KlAA07o9 gene product (isJAAO /o9), mKJNA 


NM 014677 


Homo sapiens KIAA0751 gene product (K1AA0751), mKJNA 


XTXiT A1 /nAC 

NM 014705 


Homo sapiens isJAA07 lo gene product (KiAAO / 1 o), mKJNA 


XTTV Jf A 1 /I O /C 1 

NM 014851 


Homo sapiens isJLAAU703 gene proauct (KJAAU/UJ), mKJNA 


XTTV if" A 1 /I 1 

NM 014721 


TT r-. ^ r^^^i^-^r^ VT A A AiCOA MAMA •^■m-^A-»m^4- /VTA A f\/ZQ/W vm'DXTA 

Homo sapiens KiAAOobO gene product (IsJAAOooU), mKNA 


XTTV if A 1 /I O O 

NM 01482/ 


TT^-.^^ VT A A AiC/n a •M-^#<«.r4-i->A4- /VT A A A/C/CO\ •-w»'DXTA 

Homo sapiens lsJLAA0663 gene product (JsJAAUooi), mKJNA 


XTX iff A1 A£.AC 

NM 014645 


Homo sapiens K1AA0635 gene product (KlAA0o35 ), mKJNA 


XTX iT A1 

NM U14oo4 


TT^.«^y-i> r^^^l ^^r^ VT A A AiC 1 C r^r^-na. /-\ A 1 1 /^4- /VT A A A^ 1 C\ ♦-.-«T?XT A 

Homo sapiens JsJAAOolD gene proauct (KJAAUol j}, mKJNA 


XT\ vT A1 AO "J A 

NM 014834 


TT„ ^ VTA A AC/C? AA-nA ■^■^^At-Kr*^ /VTA AACid\ wmDXTA 

Homo sapiens KJAAU5o3 gene product (isJAAUDoJ), mKJNA 


XTX A1 A£1€\£L 

NM 014696 


TT^-^ ^ — "t^T A A AC 1 /I « -.-kv-n^i 1^4- /X^T A A AC 1 /I \ m^^T) XT A 

Homo sapiens KJAA05 14 gene product (KiAA05 14), mKNA 


XTX if A1 ynOO 

NM 014732 


TT ^ * ^ ^ Ty^T A A AC 1 1 ^^-^ ^ ^^r<^A--m^*- /T^T A A AC 1 O \ T> XT A 

Homo sapiens KIAA0513 gene product (K1AA0513J, mRNA 


XTX iff A 1 1 A 

NM 014710 


Homo sapiens KIAA0443 gene product (KIAA0443), mRNA 


XTTV if A1 A'~IC\n 

NM 014/9/ 


TT _ ^-^^^ — Ty T A A f\ A A ^ ^j-^-MA ^im.mt^A'w j-,4- /T/^T A A /\ A A ^ \ «T>XT A 

Homo sapiens K1AA0441 gene product (KiAA0441), mRNA 


NM 014819 


Homo sapiens KIAA0438 gene product (KIAA0438), mRNA 


NM 015216 


TT * TiT'T A A rv il 1 1 ^^^4.^1^ /Ty TA A/\/101\ — T> XT A 

Homo sapiens KIAA0433 protem (K1AA0433), mRNA 


XTX >r A 1 C 1 

NM 015251 


TT^ 1 iy T A ArVilOl ^^^4-^^^ /T^T A A A il 1 \ — ^TIXT A 

Homo sapiens KIAA043 1 protem (jsJAA043 1), mRNA 


XTTV if A 1 C 1 O C 

NM_0 1 D 1 85 


Homo sapiens Cdc42 guanme nucleotide exchange lactor (Olir ) 9 (AKHLrliry), 


NM 014711 


Homo sapiens KIAA0419 gene product (KIAA0419), mRNA 


NM 015564 


Homo sapiens KIAA0416 protein (KIAA0416), mRNA 


NM 014778 


Homo sapiens KIAA0410 gene product (KIAA0410), mRNA 
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NM 014659 1 


Homo sapiens K1AA0377 gene product CKIAA0377), mRNA 


NM 014639 


Homo sapiens KIAA0372 gene product (KIAA0372), mRNA 


NM 014786 


Homo sapiens KIAA0337 gene product (KIAA0337), mKNA 


NM 014845 


Homo sapiens KIAA0274 gene product {KIAA0274), niKN A 


NM 014745 


Homo sapiens KIAA0233 gene product (IsJAAOzJi), niKJNA 


NM 014643 


Homo sapiens KIAA0222 gene product (KiAA0zz2j, mKNA 


NM 014674 


Homo sapiens KIAA0212 gene product (KIAA0212), mKNA 


NM 014720 


Homo sapiens Ste20-related senne/threonme kinase (SLK), mKNA 


NM 014761 


Homo sapiens KIAA0174 gene product (KIAA0174), mRNA 


NM 014730 


Homo sapiens KIAA0152 gene product (KIAA0152), mRNA 


NM 014661 


Homo sapiens KIAA0140 gene product (KIAA0140), mKNA 


NM 014777 


Homo sapiens K1AA0133 gene product (KIAA0133), mRNA 


NM 014815 


Homo sapiens KIAA0130 gene product (KIAA0130), mRNA 


NM_014755 


Homo sapiens transcriptional regulator mteracting with the PHS-bromodomam 2 

(TRIP-Br2), mRNA 


1 NM_0 14628 1 


Homo sapiens gene predicted from cDNA with a complete coding sequence 
(KIAAOl 10), mRNA 


1 NM 014814 1 


Homo sapiens KIAAOl 07 gene product (KIAAOl 07), mRNA 


NM 014752 


Homo sapiens KIAAOl 02 gene product (KIAAOl 02), mRNA 


NM 014780 


Homo sapiens KIAA0076 gene product (KIAA0076), mRNA 


NM__0 14882 


Homo sapiens KIAA0053 gene product (KIAA0053), mRNA 


NM 014750 


Homo sapiens KIAA0008 gene product (KIAA0008), mRNA 


NM_015684 


Homo sapiens mitochondrial ATP synthase regulatory component factor B 
(ATPW), mRNA 


1 NM 014186 


Homo sapiens HSPC166 protein (HSPC166), mRNA 


NM 014184 


Homo sapiens HSPC163 protein (HSPC163), mRNA 


NM 014181 


Homo sapiens HSPC159 protem (HSPC159), mRNA 


NM 014179 


Homo sapiens HSPC157 protem (HSPC157), mRNA 


NM 014166 


Homo sapiens HSPC126 protem (HSPC126), mRNA 


NM 014155 


Homo sapiens HSPC063 protein (HSPC063), mRNA 


NM 014038 


Homo sapiens HSPC028 protem (HSPC028), mRNA 


NM 014017 


Homo sapiens HSPC003 protein (HSPC003), mRNA 


NM 014053 


Homo sapiens FLVCR protein (FLVCR), mRNA 


NM 015400 


i Homo sapiens DKFZP586N0721 protein (DKFZP586N0721), mKJNA 


1 NM 015583 


Homo sapiens DKFZP586M0622 protem (DKFZP586M0o22), mKJNA 


NM 015485 


Homo sapiens DKFZP566K023 protein (DKFZP566K023), mRNA 


NM 014043 


Homo sapiens DKFZP5640123 protein (DKFZP5640123), mRNA 


NM 015387 


Homo sapiens preimplantation protein 3 (PKbl3), mRNA 


1 NM 014056 


1 Homo sapiens DKFZP564K247 protem (DKFZP564K247), mRNA 


1 NM_0 15623 


Homo sapiens putative ankynn-repeat containing protein (DKFZP564D166), 
mRNA 


1 NM 015582 


Homo sapiens DKFZP564B147 protein (DKFZP564B147), mRNA 


I NM 015610 


Homo sapiens DKFZP434J154 protem (DKFZP434J154), mRNA 


NM 015590 


Homo sapiens DKFZP434F1735 protem (DKFZP434F1735), mRNA 


NM 015644 


Homo sapiens DKFZP434B103 protein {DKFZP434B103), mRNA 


NM 015396 


Homo sapiens DKFZP434A043 protein (DKFZP434A043), mRNA 


NM 014058 


Homo sapiens DESCl protem (DESCl), mRNA 


NM OIjooU 


1 jiomo sapiens nypotnencai protein / j, imxi^irv 


NM 015379 


1 Homo sapiens brain protein 13 (BRI3), mRNA 


NM_014580 


Homo sapiens solute carrier family 2, (facihtated glucose transporter) member 8 

(SLC2A8), mRNA 


NM 014280 


1 Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 8 (DNAJC8), 
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mRNA 


NM 014313 


Homo sapiens small membrane protem 1 (SMPl), mRNA 


NM_0 14229 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GABA), 

member 1 1 (SLC6A1 1), mRNA 


NM 014575 


Homo sapiens schwannomin interacting protein 1 (SCHIPl), mRNA 


NM_014402 


Homo sapiens low molecular mass ubiquinone-bmdmg protem (9.5kD) (Ql'-Cj, 
mKNA 


NM_0 14394 


Homo sapiens growth hormone inducible transmembrane protem (OHllM), 
mRNA 


1SIM_0 14225 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit A (Jf K 
65), alpha isoform (PPP2R1 A), mRNA 


NM 014497 


Homo sapiens nuclear protein (NP220), mRNA 


NM 014399 


Homo sapiens tetraspan NET-6 protein (NET-6), mRNA 


NM 014889 


Homo sapiens metalloprotease 1 (pitnlysm family) (MPl), mRNA 


NM 014484 


Homo sapiens molybdenum cofactor synthesis 3 (MOCS3), roKNA 


NM 014447 


Homo sapiens arfaptin 1 (HSU52521), mRNA 1 


NM 014350 


Homo sapiens TNF-induced protein (GG2-1), mRNA 1 


NM_0 14478 


Homo sapiens calcitonin gene-related peptide-receptor component protein 
(CGRP-RCP), mRNA 


NM 014482 


Homo sapiens bone morphogenetic protein 10 (BMP 10), mRNA 


NM_0 14474 


Homo sapiens acid sphingomyelmase-hke phosphodiesterase (AbML3J3), 
mRNA 


NM 014480 


Homo sapiens zinc finger protein (AF020591), mRNA 1 


NM_014576 


Homo sapiens Apobec-1 complementation factor; APOBEC-1 stimulating 
protein (ACF), mRNA 


NM 005884 


Homo sapiens p2 1 (CDKN 1 A)-acti vated kinase 4 (P AK4), mRNA 


NM_013434 


Homo sapiens calsenilin, presenilin binding protein, EF hand transcription factor 
(CSEN), mRNA 


NM 012446 


Homo sapiens single-stranded DNA binding protein 2 (SSBP2), mKIMA 


NM 013235 


• •« ■% 'I'TT /"TX "VTA O T \ n *V T A 1 

Homo sapiens putative nbonuclease m (RNASE3L), mRNA 


NM 013349 


Homo sapiens secreted protein of unknown function (SPUr), mRNA 


NM 013323 


Homo sapiens sortmg nexm 1 1 (SNXl 1), mRNA 


NM 013388 


Homo sapiens prolactin regulatory element bmdmg (PREB), mRNA 


NM 013328 


Homo sapiens pyrrolme 5-carboxylate reductase isoiorm (F5CR2), mKJNA 


NM 013370 


Homo sapiens pregnancy-mduced growth inhibitor (OKX35), mKJNA 


NM 013277 


Homo sapiens Rac GTPase activating protein 1 (RACGAPl), mRNA 1 


NM 013285 


Homo sapiens nucleolar GTPase (HUMAUANTIG), mRNA 


NM 013320 


Homo sapiens host cell factor 2 (HCF-2), mRNA 


NM 013391 


Homo sapiens dimethylglycme dehydrogenase precursor (DMGDH), mRNA 


NM 013253 


Homo sapiens dickkopf homolog 3 (Xenopus laevis) (DKJvi), mKNA 


NM_013339 


Homo sapiens dohchyl-P-Glc:Man9GlcNAc2-PP-dolichylglucosyltransferase 
(ALG6), mRNA 


NM 004120 


Homo sapiens guanylate bmdmg protein 2, mterferon-mducible (GBP2), mRNA 


NM 005690 


Homo sapiens dynarmn 1-like (DNMIL), transcript variant 3, mRNA 


NM 012063 


Homo sapiens dynamin 1-like (DNMIL), transcript vanant 2, mRNA 


NM 012470 


Homo sapiens transportm-SR (TRN-SR), mRNA 


NM. 012252 


rlomo sapiens iranscriprion lactor xil^ f^iriiv^;, miviN/^ i 


NM 012250 


Homo sapiens related RAS viral (r-ras) oncogene homolog 2 (RRAS2), mRNA 


NM 012249 


Homo sapiens ras-like protein (TCIO), mRNA 


NM 012388 


Homo sapiens pallidin homoloR (mouse) (PLDN), mRNA 


NM 012322 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM5), mRNA 


NM 012316 


Homo sapiens karyopherin alpha 6 (importin alpha 7) (KPNA6), mRNA 
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rMJVl Uizloy 


jtTorno Sapiens iiDroiisncauiiii u ^itoa uixnj.^^ i 




TTnTTin QanipnQ FT T -PFT ATFH RNA POLYMERASE 11, ELONGATION 1 
FAPTOl^ rFLT mRNA 


NM_003996 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 1 

^T^P'V^^ trnncrri-nt variant 9 mRNA 1 


IN IVL U U J zou 


Pfnmn c?»nipnQ crrnwtVi Hiffprpntiation factor 9 ^GDF9\ HlRNA 


NM 007352 


Homo sapiens elastase 3B, pancreatic CELA3B), mRNA 1 


jNjyi uuoooj 


tr/-vr*-»y-* oor^t/^t-kO ■rv-rrvliT-kP' -ri nVi 'X C^X^CW 'K\ mR'NPA"' 1 

riomo Sapiens proline ricn j \r ss\jl^d )^ iux\4xn. i 


NM_007357 


Homo sapiens low density lipoprotein receptor defect C complementing (LDLC), 
mRNA 


JNJVI 


xiomo sapiens nepatocyie nuuicar xav/iur t, gaiiuiia \^ixx^j. Tvjy, ■ 


NM_003144 


Homo sapiens signal sequence receptor, alpha (translocon-associated protein 1 
alpha) (SSRl), mRNA 


NM_U07i24 


xlomo sapiens jviau, momers agamsi aecapcniapicgio iiuiiiuivjg \kji,\j^\j\j\v\\<x) i 
mteracting proiem, receptor acuvauon anuuui \^ivjLrvjL/xxur ^, uaiiownpL vaxiauL x, i 
mRNA 


NM_U0732J 


riomo sapiens jvlajj, motners agamsi accapcnuipicgit*^ iiuinuiug y^j.-^iwov/piiAioy i 

^■v>-^a.-^r^r^^\t^rw f*fi^+o -i t-i ot-kf/^-T o r»f 1 rYTt 5»nf*lirir AT^Wl Itjit! RCTTnt Variant 2. t 
inxeracung proiem^ receptor at/Livauiun aiiuiiv^i ^^j.vj-ttju'xxu. u-anav/iipi. ^9 ■ 

r«i?Kr A I 
rnivLN/\ 1 


JNJVI UU3 lOZ 


iriomo sapiens angiotensin rci/cptur-iiitc ^ ^r^vj x iiax>j.>^ i 


JNJVI_UUj jU 1 


TJ/\Tvii-k cor\if>-nc infiarrrin dl-nlin % ^nntiaen C^Y^A^C^ alnlia 3 Sllbunit of VLA-3 

xiomo Sapiens integnnj dipiici j ^diiLigdi v^j-/*t^\-^j ai^ixa ouLrux&xt. ▼ ». -* ■ 
-rf»r»<»T^trvr^ ^TXrr A tr^jTiQnrint vn riant Vi mRNA 1 

rCUCpLOl^ ^lJLVJ/A.O^, Uu.iloL/1 ipi Veil laiiL l/, iiixvj.^x^ i 


iNlVl UU / 1*+'+ 


Wntno cnnipriQ 7inr fincrer nrotein 144 fMel-lS'i rZNF144\ mRNA 


iNlVl UU/ZoO 


TTrtTvir^ ca-ni<»nc c'\/nQr%tr*r»nriin /^T<rT A A 1 09Q^ mRNA i 


INiVl UU / Vyy 


Wrkt-nn canipriQ irktRrleiiVin-l rprentnr-a<iRociated kinase fIRAK-MV mRNA 


INiVl f Z.OD 


Wrtmr* cor\i<anc morinolvp^riHp linaQP nV^CrTTA mRN^A 1 


NM 007241 


Homo sapiens EAP30 subunit of ELL complex (EAP30), mRNA 1 


JNiVl UU/ZiZ 


Xiomo Sapicna ring imgci pioidii ^ y^ivi>x wix^x^r^ i 


NM 007236 


Homo sapiens calcium binding protein P22 (CHP), mRNA 


JNJVI UU/UO:> 


Trr\rv-i/-i coT^i/^T-ic wc* cr'iilcir "R aK-O AP/nTRr^-rfintaininff fVRP^ mRNA 1 

JlOmO Sapiens VaSCtlidX J\.d.U— VJ/AJT / 1 jJV^-^ViiLaniiiig ^ ▼ xxx )^ iixj.vx^x ». i 


XTAA AA7A0'7 
JNIVI UU /UZ / 


XJi-wTi-nr* eo-r»i^T-ic trfcT\rfci crkm«=»rc»cp' rPiT^TA^ TT HinHino" nrotcin TTOPBPIV mRNA 1 
xionio sapiens lopuioumeido^^ \LjLSjr\.) u. uiiivjiiig piv^tv^nx ^x\_/x xiu.-va.-^i »■ i 


JNiVl^UUOi' J o 


Urk-mrv eciT%i#»nc email nimlpar riHomiflpnnmtpiTI T)l DOlVDGOtlde llolcD) 1 

(SNRPDl), mRNA 


lNlVl__UUO!7^ / 


TTrvTY-ir» oor\ipTic ^TV/TT*^ cimnrPCQor r*f mif twn '\ homolos 2 fvcast^ fSMT3H2\ 
XlOmO SapiCnb OIVIU oUppiCodOl UX xliiX iww J in^xxxv/xv»g ^ ^jrwcj-ii^vy ^wat* * ■ 

mPMA 


>jTv>r AA7A9Q 
INiVl UU / UZ7 


14rm-ir\ csinipnc ct5itVimin-lil<rP 0 T^sTTVPSl'^^ mRNA 1 
JCxOniO odpiCXlo oLdLiiliilii iiivc ^ X ivixx .-.y, iixxN-i'xii. 


xnvA An7A^7 


TTr*rY-ir4 oar\if>n(;: riVtr^nnnlpPCP P ^1 4VT^^ ^RPP14'^ mRNA 
XxOnnO oapieilt> IlUvJilLlL/lCdoC X \\.'-rvkjLJ ) ^XNJL x x*Ty, iiixvx^xx 


"MA/T AA^Qn7 
INlVl^UUOi'U / 


TTrt-mr\ cQriipnc nvrrAlinp-S-carHnwlate reductase 1 rPYCRl^* nuclear sene 

pnor^rlincr mitnflinnHrial nrntcin mRT^^A 


NM 007059 


Homo sapiens kaptin (actin binding protein) (KPTN)» mRNA 




TTnmn cariipnQ TTR A^-lilce <;unnre<5<?or % rHRASLS3'i mRNA 

XxUlIlU oaUlCllb xJLXS-rVO^llJvw ouppiC/OoiJi J ^xxx\-rvu -^yj a*ai.'^-^a». 


NM 006895 


Homo sapiens histamine N-methyltransferase (HNMT), mRNA 


XnV/f AA7A71 
iNlVl UU/U/1 


TTrvTYirw oiiT^iianc TTFP V TT T TP-nQQnriatincr rHTTT A^"^ mRNA 
rxOmO sapiens xxmw-xx X^ X xv-doaUL^idLiiig d ^^xxxxx-r^-^^, xxxx^u.-^x^ 


xnvvf AA7A^7 
iNiVl UU/UO/ 


riomo sapiens nistone accLyxLidiioicidsc \r\xy\jc^)y iiiixx>.r^ 


XTAA AA7AAA 
JNJVl__UU /UUO 


ITawma piA-n«A-«^ct i>lAOTr4Aa 'nnl'\/o/^^n'\/1cii'i /^n cnPf*i'fiP 'Pap.ttf^r S 2S kD Subumt 

xiomo sapiens cieavage anu poiyducnyidiiuxi opc^ixi^ xdv.'Lv/x •'s ivx-»^ k^uiyuxxxb 


NM 007053 


Homo saniens natural killer cell receptor, immunoglobulin superfamily member 
CBY55), mRNA 


NM 006754 


Homo sapiens synaptophysin-like protein (SYPL), mRNA 


NM 006802 


Homo sapiens splicing factor 3 a, subunit 3, 60kD (SF3A3), mRNA 


NM 006842 


Homo sapiens splicing factor 3b, subunit 2, 145kD (SF3B2), mRNA 


NM 006834 


Homo sapiens RAB32, member RAS oncogene family (RAB32), mRNA 
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NM .006875 


Homo sapiens pim-2 oncogene (PIM2), mRNA 


NM 006810 


Homo sapiens for protein disulfide isomerase-related (PDIR), mRNA 


NM 003609 


Homo sapiens HIRA interacting protein 3 (HIRIP3), mRNA 


NM 006820 


Homo sapiens chromosome 1 open reading frame 29 (Clort29), mRJNA 


NM 006848 


Homo sapiens hepatitis delta antigen-interacting protem A (DIP A), mRNA 


NM_006876 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosannnyltransferase 
6 (B3GNT6), mRNA 


NM_006653 


Homo sapiens sue 1 -associated neurotrophic factor target 2 (FGFR signallmg 
adaptor) (SNT-2), mRNA 


NM 006638 


Homo sapiens nbonuclease P, 40kD subimit (RPP40), mRNA 


NM 004163 


Homo sapiens RAB27B, member RAS oncogene lamily (RAB27B), mKJNA 


NM_006713 


Homo sapiens activated RNA polymerase II transcription coiactor 4 (rC4), 
mRNA 


NM 006601 


Homo sapiens unactive progesterone receptor, 23 kD (P23), mRNA 


NM 006675 


Homo sapiens tetraspan transmembrane 4 super family CNET-5), mRNA 


NM_006501 


Homo sapiens myehn-associated oligodendrocyte basic protein (MOBP), mRNA 


NM_006612 


Homo sapiens kinesm family member IC (KJFIC), mRNA 


NM_006567 


Homo sapiens phenylalanme-tRNA synthetase (FARSl), nuclear gene encoding 
imtochondnal protein, mRNA 


NM_006594 


Homo sapiens adaptor-related protein complex 4, beta 1 subunit (AP4B1), 
mRNA 


FnM 006621 


Homo sapiens S-adenosylhomocysteme hydrolase-like 1 (AHCYLl), mRNA 


NM 006472 


Homo sapiens thioredoxin mteractmg protem (TXNIP), mRNA 


NM 006388 


Homo sapiens HIV-1 Tat interactive protein, 60 kD (HTATIP), mRNA 


m4_006281 


Homo sapiens senne/threonine kinase 3 (STE20 homolog, yeast) (S1K3), 
mRNA 


NM 006401 


Homo sapiens acidic protein rich in leucines (SSP29), niRNA 


NM 006425 


Homo sapiens step n splicing factor SLU7 (SLU7), mRNA 


NM_006359 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isotorm 6 
(SLC9A6), mRNA 


NM 00632S 


Homo sapiens RNA bmding motif protem 14 (RBM14), mRNA 


NM__006466 


Homo sapiens polymerase (RNA) in (DNA directed) polypeptide r (39 IcU) 
(POLR3F), mRNA 


NM 006467 


Homo sapiens polymerase (RNA) ULL (DNA directed) (iZKU) (KrUiZ), mKJNA 


NM_006397 


Homo sapiens nbonuclease HI, large subunit (KJSiAblilll), mKJNA 


NM 006443 


Homo sapiens putative c-Myc-responsive (RCL), mRNA 


NM 006390 


TT T» A 'V T 1 J ' O /Tl A "VTT^TiON — ^T>"X.T A 

Homo sapiens RAN binding protem 8 (RANBP8), mRNA 


NM 006256 


Homo sapiens protein kinase C-like 2 (PRKCL2), mRNA 


NM_ 006254 


Homo sapiens protem kinase C, delta (PRKCD), mRNA 


NM 006229 


■TT 3 j.*^ AT*X^ TT TTVr> T* 1 "\ T^ TwT A 

Homo sapiens pancreatic lipase-related protein 1 (PNLIPRPl), mRNA 


NM_006319 


Homo sapiens CDP-diacylglycerol— inositol 3-phosphatidyltransferase 
(phosphatidylmositol synthase) (CDIPT), mRNA 


NM_006219 


Homo sapiens phosphoinositide-3-kmase, catalytic, beta polypeptide (PIK3CB), 
mRNA 


NM 006346 


Homo sapiens progesterone-mduced blocking factor 1 (PIBFl), mRNA 


NM_006473 


Homo sapiens TAF6-like RNA polymerase n, p300/CBP-associated factor 
(PC/Vr j-associated lactor, kjj ^ i/\JrojL*j, nuviNA 


NM 006396 


Homo sapiens Sjogren's syndrome/scleroderma autoantigen 1 (SSSCAl), mRNA 


NM_006428 


Homo sapiens melanoma-associated antigen recognised by cytotoxic T 
lymphocytes (MAATl), mRNA 


NM 006475 


Homo sapiens osteoblast specific factor 2 (fasciclin I-like) (OSF-2), mRNA 


1 NM 006392 


Homo sapiens nucleolar protein 5 A (56kD with KKE/D repeat) (N0L5A), 
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niivrN/\ 




TTnmn can-ii^nc int<=>rfV»mn-inrliirpH Tienatitis C!-a.SSOCi2.t6(l microtublllar a.&2r6£f3.tC 


XTN/f nOAAO^ 
iNiVi VJUOfUJ 


TTnmrv canif^nc fr5iTicTn^mV>rnnf» 0 Qiinprfamilv member 1 TTMQSFl^ mRNA. 1 


NM_006471 


Homo sapiens myosin, light polypeptide, regulatory, non-sarcomeric (20kD) 

TMT PR^ mR>JA 


iNlYl \J\J\J 1 


Mnmn cflnienc IvmriVimH -restricted membrane nrotein fLRAlPV mRNA. 1 




Hnmo sanien<? HMB A -inducible (HXSH inRNA 1 




Wftmn QanipTiQ trariQcnntional activator of the c-fos nromoter fCROC4\ mRNA 1 


INIVX V/V/U LOJ 


Wrimr^ cnriiRTic r»nrkr»ino nrntfin Martin filament^ muscle Z-line. aloha 1 1 
fCAPZAl'i mRNA 




Homo <!anien<; tubulin beta 4 rTlJBB4'i mRNA 1 




Homo <;anien<5 nlexin CI rPLXNCH mRNA 1 




Hnmn QflnipnQ tptra<sriaTi ^ rTSPAN-3^ mRNA 1 




Homo <;anien<5 TAR rHTVi RNA bindine nrotein 1 (TARBPiy mRNA 1 




Hnmo Qar>if*nQ Qvntavin 6 TST^fi^ mRNA 1 




Homo qanienq ^loma recentor rSR31747 bindine nrotein V) fSR-BPlV mRNA 1 


NM 005842 


Homo sapiens sprouty homolog 2 (Drosophila) (SPRY2), mRNA 




WrvTnr\ caT\i^T»c CTilifiricr ■pjiptor nrcxininp/tiprinp-ncb 4 ^SPRS4l mR^JA. 1 

iXv/llWJ OCtJJldxo olJXlv/lilg Ldy^WJi. ^ oi gllllllv*/ ov^l XIAV' X iv/ii ■ ^UA xn.U"t^, xxxx.vx^xv ■ 


IN iVl U U J / / u 


Hnmn Qanipnt: <:mall FDRK-ricb factor 2 CSERF2'i mRNA 1 


INlYl UUJOUJ 


WrwTir* ccir»i*»'nc O/^Q ■nrotpncnmp-aQQncifltpd nadl homoloff TPOHl^ mRN^A 


NM 005746 


Homo sapiens pre-B-cell colony-enhancing factor (PBEF), mRNA 1 


JNivl_UUD cSOy 


xiomo sapiens serologically qcxuicu. ouiuii uaiiLfCi cuiii^cii iv ^ox-'x-^v-'-tT^vji-v/y, ■ 

ml? "MA 


NM 005787 


Homo sapiens Not56 (D. melanogaster)-like protein (NOT56L), mRNA 1 


rSJVl yJxJj lyL 


jiomo sapiens ivi-pnase pnobpnopioiciii o ^ivxi:^ri.woA xi-uy, huvin^ i 


lNiVl_UU J J 


TTrk-r»-»r\ eo-r^i/a-no T-»iir»l^oT- •ri»r»^T^'fr%'r ciiVi'fiimil'V 1 ormin H^ mpmbpr iMR ilnTi 1 

xiomo sdpicns nuvicar rcucpLur ouuiaiiiiiy i, giuuij xi, iiiwiiiuwi j \ysM\.i.xxnjj^ i 


NM 005799 


Homo sapiens PDZ domain protein (Drosophila inaD-like) (INADL), mRNA 1 


"MM nn^?!'^ 


"PTn-mn cc»r»ipnQ r'nilncrpn Hmp WI fllnba '\ ^rrondnastiire antiffen^ bindinff nrotein i 

XHJlllVJ oCxLlidio ^Lllid^di, LVLIC A V , cLlLlllCx J ^VJ W^J^|^ClOi.lxx w ctixu^v^xx^ ii/xxxuxxxg ^xvbV'Xxx ■ 

(COL4A3BP), transcript variant 1, mRNA 


xnv/f nn^Q7a 
XNivi xjyjooio 


xxomu Sdpiciio urixiuuicuiiuc icpcdi wiiiiuiiiiiiig j y^x i^ixv^^^, iiixvi^x^ i 


NM 005875 


Homo sapiens translation factor suil homolog (GC20), mRNA 1 


iNiVL__UUD o J o 


T-T/^mi^ ooT^i^ai-io rT\-\Tr>\r\^ "NT ar»"iflfi-ono-fi=»f5lCP (C^^ "VAT"^ Tlllplpar CTPTIP Prif^oHin O" 1 

nomo sapiens giycine-iN-acyiiranbicrabc ^vjrx-* i /tlx^, iiuuicoi gciic ciii/v/uiiig i 
mitochondrial protein, mRNA 




xiomo oapicilb Xv.ad-O^Xx asC'O.i/l.lVdllllg piuicill oxxj-u.ViAiKUJLi-iyiiivjj.iig ^iiyTtwui i 

(G3BP), mRNA 


INiVi UU J / Of 


Wnm/^ csinipnc pr%itliplial nrrttpin iin-rp<nilatpH in carcinoma membrane associated I 

XXOIllO odL/xwllo CL/iUldlal pivli-dll tlLf iCgtlKxtw^X 111 wai\/iixv»llic*j xll^xxii^x cxii w cxoovwxcxvv'Vi. i 

protein 1 7 (DD96), mRNA 


iNiYl_UU J Oy*+ 


t-Trimr* ci»r\ipnc Virkmrtlno- r»\/tnf*Vimmp o nxidasp a«!9Pmblv rirotein Tveast^ 1 

(COX 17), nuclear gene encoding mitochondrial protein, mRNA 


rNiVi_UUjDUO 


jtiomo sapiens ^x-^jo anngen ^coiiagcn lypc x rcucpuoi, Liuoixiuoapuiiuiii 1 
receptor)-like 2 (lysosomal integral membrane protein 11) (CD36L2), mRNA 


JNiVL^UUD 0 0 1 


XJ/-k*-n/-\ 0 0 1-*-! ^1-1 c? V>-roT^r»l^^/^ /%V»oii-k olr^Vio T^^t/^oi^iH HpVivHmcTP'nacp loT>acp ^T^^^'T^T^T^ 1 

Jtiomo bdpicno oxancneu cnain aipnd'*ivcioaoiu. u-ciAjruiugciiaoc Axiictoc \^£>v-'jsj-/r^y, 
mRNA 


iNJVL_UUj / lo 


xiomo sapicna ddin reiaieci proxcin vonipicA., ouuuiiii is±^j \x\j\x\^'^)^ 
mRNA 


NM_O05717 


Homo sapiens actin related protein 2/3 complex, subunit 5(16 kD) (ARPC5), 
mRNA 


NM_005829 


Homo sapiens adaptor-related protein complex 3, sigma 2 subunit (AP3S2), 
mRNA 


NM 005814 


Homo sapiens glycoprotein A33 (transmembrane) (GPA33), mRNA 
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NM. 005406 



MM 005399 



Homo sapiens Rho-associated, coiled-coil containing protein kinase 1 (ROCKl), 
mRNA 



Homo sapiens protein kinase, AMP-activated, beta 2 non-catalytic subunit 

(PRKAB2), mRNA 



NM 005396 



MM 005489 



Homo sapiens pancreatic lipase-related protein 2 (PNLIPRP2), mRNA 



NM 005479 



Homo sapiens SH2 domain-containing 3C (SH2D3C), mRNA 



Homo sapiens frequently rearranged in advanced T-cell lymphomas (FRATl), 
mRNA 



NM 005154 



Homo sapiens ubiquitin specific protease 8 (USPS), mRNA 



NM 005066 



Homo sapiens splicing factor proline/glutamine rich (polypyrimidine tract 
binding protein associated) (SFPQ), mRNA 



NM 005123 



Homo sapiens nuclear receptor subfamily 1, group H, member 4 (NR1H4), 
mRNA 



NM 005046 



Homo sapiens kallikrein 7 (chymotryptic, stratum comeum) (KLK7), mRNA 
Homo sapiens polo-like kinase (Drosophila) (PLK), mRNA 



NM 005030 



NM 005014 



Homo sapiens osteomodulin (OMD), mRNA 



NM 005003 



Homo sapiens NADH dehydrogenase (ubiquinone) 1, alpha/beta subcomplex, 1 
(8kD. SDAP) (NDUFABl). mRNA 



NM 004941 



Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 8 (RNA 
helicase) (DDX8). mRNA ^ 



NM 004205 



NM 004818 



Homo sapiens ubiquitin specific protease 2 (USP2), mRNA 

Homo sapiens prp28, U5 snRNP 100 kd protein (U5-100K), mRNA 



NM 004275 



Homo sapiens TRF-proximal protein (TRPP), mRNA 



NM 004272 



Homo sapiens Homer, neuronal immediate early gene, IB (SYN47), mRNA 



NM 004177 



Homo sapiens syntaxin 3A (STX3A), mRNA 



NM 004719 



Homo sapiens splicing factor, arginine/serine-rich 2, interacting protein 
(SFRS2IP), mRNA 



NM 004175 



Homo sapiens small nuclear ribonucleoprotein D3 polypeptide (1 8kD) 
(SNRPD3), mRNA 



NM 004592 



Homo sapiens splicing factor, arginine/serine-rich 8 (suppressor-of-white-apricot 
homolog, Drosophila) (SFRS8). mRNA 



NM 004799 



Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation anchor (MADHIP), transcript variant 3, 
mRNA 



NM 004875 



Homo sapiens RNA polymerase I subunit (RPA40), mRNA 



NM 004292 



Homo sapiens ras inhibitor (RJNl), mRNA 



NM 004815 



Homo sapiens PTPLl -associated RhoGAP 1 (PARGl), mRNA 



NM 004772 



Homo sapiens P3 1 1 protein (P3 1 1), mRNA 



NM 004553 



Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 6 (13kD) 
(NADH-coenzyme Q reductase) (NDUFS6). mRNA 



NM 004549 



Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 2 
(14.5kD, B14.5b) (NDUFC2), mRNA 



NM 004271 



Homo sapiens MD-1, RP105-associated (MD-1), mRNA 



NM 004672 



Homo sapiens mitogen-activated protein kinase kinase kinase 6 (MAP3K6), 
mRNA 



NM 004828 



Homo sapiens lymphocyte antigen 95 (activating NK-receptor; NK-p44) (LY95), 
mRNA 



NM 004735 



NM 004811 



NM 004522 



NM 004905 



Homo sapiens leucine rich repeat (in FLII) interacting protein 1 (LRRFJPl), 
mRNA 



Homo sapiens leupaxin (LPXN), mRNA 



Homo sapiens kinesin family member 5C (KIF5C), mRNA 



Homo sapiens anti-oxidant protein 2 (non-seleniimi glutathione peroxidase, 
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aciaic caicium-inoepenuent pnospnoiipase /vzj ^jsJLrv/vuiuoj, itxkjn/v 


NM_004770 


Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 

Z ^KUlNJoZJ, mKJNA 


jNJVl UU'rOHO 


rlomo sapiens basement memDrane-maucea gene qil^Jd- i j, mKJN a 




xiomo sapiens mtegnn cytoplasmic aomam-associated protem i tiUAJr-iAj, 
transcript variant 1, inRNA 




riomo sapiens Uj snxvJNJr-speciiic 4U KJL/a protein tiUrrpo-Dmaingj ^l±^l^-rox5x^J, 

misJNA 




xiomo sapiens xiomer, neuronal immeaiaie eany gene, z ^xi^^ivlcjx'Zo ^, nit\jN a 


NM 004684 


Homo sapiens SPARC-like 1 (mast9, hevin) (SPARCLl), mRNA 


JN jVl_UU4o 3 jL 


xiomo sapiens giutauuone-b-transierase liKe; giutatiiione transierase omega 

^vTO 1 1 JOpZo )y niKJN A 


XTN/f AAAAfii^ 
JNIYI UU*t*fOO 


xiomo sapiens goigi auioantigen, goigm suoiamiiy a, z (^vjui^vtazj, nuvJNA 


NM 004125 


Homo sapiens guanine nucleotide binding protein 10 (GNGIO), triRNA 




Jtiomo sapiens glycine cleavage system protein Jti (.atmnonietnyi cannery v.^^'^'"'J> 
mRNA 


JNJVL UU4/0/ 


xiomo sapiens enaotiieiin type D receptor-iixe protein z {^d jxc-i^r-z mKJN a 


INlVl UU^^'^-U 


xiomo sapiens japjiA/ \i^rrij\/ iukjna 




Homo sapiens small inducible cytokine subfamily E, member 1 (endothelial 
monocyte-activatingj (^oL/ x Jbl}, mKJN A 


NM_004427 


Homo sapiens early development regulator 2 (polyhomeotic 2 homolog) (EDR2), 

XT A 


IN iVl U U 44 Z Z 


xiomo sapiens aisJieveiiea, asn nomoiog z (^urosopjiua) ^jj vi^z), mKJN a 


JNJVl UU44 i O 


xiomo sapiens aeltex nomoiog 1 (JDrosopxiilaj (Uiy^ij, mKJN A 


NM 004073 


Homo sapiens cytokine-inducible kinase (CNK), niRNA 


JNJVl_UU4o OD 


Homo sapiens centrin, EF-hand protein, 3 (CDC3 1 homolog, yeast) (CETN3), 

XT A 
ruKlN A 


JNiVi UU405U 


xiomo sapiens cnromouomam protein, x cnromosome, i (i-rjj y i j, itlkjna 


"MlVyf AA/lOOl 
INlVl UU4Z17 1 


xiomo sapiens cocaine- ana ampnetamine-reguiatea transcript ^v^AKi )^ rmviNA 


XTN/T A A /I 'J "^l A 
JNlVl_UU4o J U 


xiomo sapiens i5Ui^z/aaenovirus JbiJo lyjcu interacting protein z ^oJNirZj, 
mRNA 


iSjTV/f AA^A'^il 


xiomo sapiens activating transcription lactor d (^ai jto j, mKJN a 


"MTVA" AA 1 1 "in 
JNiVl UU 11// 


xiomo sapiens AUx^-noosyiation lactor-iiKe i ^AJbCLi), mKJN a 


NM 001545 


Homo sapiens immature colon carcinoma transcript 1 (ICTl), rnRNA 




xiomo sapiens Heterogeneous nuclear noonucieoprotein L, (xUNKJtJ^j, mKJN a 


XTTVyf AAl ^AQ 


xiomo sapiens giutauiione peroxicase j (^epiaidymal androgen-reiatea proteinj 
vvjx^oj, Lranscnpi vanani i, miviNA 




Xiomo sapiens aspanyi-ij\JN/\ synineiase ^j_iAivo ), rniviN a 


INiVl V/U 1 


xiomo sapiens v^-ierminai oinamg protein z ^iw^ioJrzj, transcript variant i, 

mPTsIA 




xioiiiu odpicno v^oufwctyne oyiiuronic i y^wiaoaiuai j ^^v.'JSJ.n i jy jiusxssx 


NM 001277 


Homo sapiens choline kinase (CHK), mRNA 


TsJA/r 00105^7 


Xiomo sapiens angio-associatea, migratory ceii protein ^^aaivli itikjn a 


NM 003999 


Homo sapiens oncostatin M receptor (OSMR), mRNA 


INIVI VyJjyVH 


Xiomo sapiens 2inc linger protem zd? \^z«JNFZDVj, mKXNA 


NM 003385 


Homo sapiens visinin-like 1 (VSNLl), mRNA 


NM 00 "5348 


rTr^mr^ ccimp^nc i iVm "fin _i^/^Tiiii<TCi ■finer f^T\'7~\rm^ T70XT /T 1 1 Vi/^vMrtl/^rr ■\/ooo'f^ 

xxi^iiiu oa^iciib uuiLjuiLin ooiiju^aiiii^ cu^jriiic xj^iN ^uj3v_^u nomulug, yeastj 
(UBE2N), mRNA 


NM_003341 


Homo sapiens ubiquitin-conjugating enzyme E2E 1 (UBC4/5 homolog, yeast) 
CUBE2E1), mRNA 


NM_003339 


Homo sapiens ubiquitin-conjugating enzyme E2D 2 (UBC4/5 homolog, yeast) 
(UBE2D2), mRNA 
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NM 003115 


Homo sapiens UDP-N-acteylglucosamine pyrophosphorylase 1 (UAPl), mRNA 


NM_003305 


Homo sapiens transient receptor potential cation channel, subfamily C, member 1 
3 (TRPC3), mRNA 


NM 003596 


Homo sapiens tyrosylprotein sulfotransferase 1 (TPSTl), mRNA 1 


NM_003747 


Homo sapiens tankyrase, TRFl -interacting ankyrin-related ADP-ribose 1 
polymerase (TNKS), mRNA 


NM 003569 


Homo sapiens syntaxin 7 (STX7), mRNA 1 


NM 003164 


Homo sapiens syntaxin 5 A (STX5 A), mRNA - 1 


NM 003764 


Homo sapiens syntaxin 1 1 (STXl 1), mRNA 1 


NM 003133 


Homo sapiens signal recognition particle 9kD (SRP9), mRNA 1 


NM 003136 


Homo sapiens signal recognition particle 54kD (SRP54), mRNA 


NM_003131 


Homo sapiens serum response factor (c-fos serum response element-binding 
transcription factor) (SRF), mRNA 


NM 003795 


Homo sapiens sorting nexin 3 (SNX3), mRNA 


NM 003096 


Homo sapiens small nuclear ribonucleoprotein polypeptide G (SNRPG), mRNA 


NM 003093 


Homo sapiens small nuclear ribonucleoprotein polypeptide C (SNRPC), mRNA 


NM_003080 


Homo sapiens sphingomyelin phosphodiesterase 2, neutral membrane (neutral 
sphingomyelinase) (SMPD2), mRNA 


NM_003059 


Homo sapiens solute canrier family 22 (organic cation transporter), member 4 
(SLC22A4), mRNA 


NM_003033 


Homo sapiens sialyltransferase 4A (beta-galactosidase alpha-2,3- 
sialytransferase) (SIAT4A), mRNA 


NM_003952 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 2 (RPS6KB2), 
mRNA 


NM 003729 


Homo sapiens RTC domain containing 1 (RTCDl), mRNA 


NM 002937 


Homo sapiens ribonuclease, RNase A family, 4 (RNASE4), mRNA 


NM_003804 


Homo sapiens receptor (TNFRSF)-interacting serine-threonine kinase 1 
(RIPKl), mRNA 


NM_002898 


Homo sapiens RNA binding motif, single stranded interacting protein 2 
(RBMS2), mRNA 


NM 002886 


Homo sapiens RAP2B, member of RAS oncogene family (RAP2B), mRNA 


NM 003953 


Homo sapiens myelin protein zero-like 1 (MPZLl), mRNA 


NM_002809 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 3 
(PSMD3), mRNA 


NM 002771 


Homo sapiens protease, serine, 3 (trypsin 3) (PRSS3), mRNA 


NM 002757 


Homo sapiens mitogen-activated protein kinase kinase 5 (MAP2K5), mRNA 


NM 002754 


Homo sapiens mitogen-activated protein kinase 13 (MAPK13), mRNA 


NM_003668 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 5 
(MAPKAPK5), mRNA 


NM_002718 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B" (PR 
72), alpha isoform and (PR 130), beta isoform (PPP2R3), mRNA 


NM_003622 


Homo sapiens PTPRF interacting protein, binding protein 1 (liprin beta 1) 
(PPFroPl),mRNA 


NM_003626 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
(PTPRF), interacting protein (liprin), alpha 1 (PPFIAl), mRNA 


NM 002689 


Homo sapiens polymerase (DNA-directed), alpha (70kD) (POLA2), mRNA 


NM_002685 


Homo sapiens polymyositis/scleroderma autoantigen 2 (lOOkD) (PMSCL2), 

mRNA 


NM 003876 


Homo sapiens putative receptor protein (PMI), mRNA 


NM 002670 


Homo sapiens plastin 1 (I isoform) (PLSl), mRNA 


NM 002664 


Homo sapiens pleckstrin (PLEK), mRNA 


NM 003559 


Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type n, beta 
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n>TPSTC9R^ mRlSiA 




Wnmn canienQ nV»n<Nnbnino<;iHde-'^-lcina^e reffulatorv SUbunit DOlvDeotide 3 fD55, 
fraTmna^ (nK3R3'i mRNA 




Wnmo ^aniens nhosnhoiTiositide-3 -kinase, catalvtic. fianima. DolvDeutidc 
(PIK3CG), mRNA 




TTnmn canipn«; nrefnldirt S rPPDNS^ mRNA 




T-l/^mrv cn-nipriQ "nprrfcviQnmal Viiocrene^is factm* 1 IB ^PEXl IB^ TTlRNA 




TTrtmrt c5ir*ipnQ 'riprnvi Qmrip ViiocpriPQiQ factrit* 10 rPE5Cl0i mRN^A 


NM 002611 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 2 (PDK2), mRNA 


IN iVl_UUU 


dunce homolog, Drosophila) (PDE4C), mRNA 




Wrtmrt caT\ii»nc nViocnViriHipctpmcp 9 A rOMP-^timiilated rPDE2A^ mRNA 


vnv/r AO^^OA 


Wornrt carfcipTic Tiiii^lpar traTiQrri'ntinri fantnr Tf-Hnx Hindinff 1 rNT*y*Cl^ mRNA 

X3.(J1I11J odlJldiiS HUV/lCcll. UClliOV/i i^LlVll XawLV^ly L/l.I.lVXxAXg X Y.-L^x jf ixjj-xj.-^^ ^ 


IsJlVyf nn9zlR9 


T-Ir^mo c5ir\tPTic niif^lpftr antoanti cypTiip QTiPim TiTotein rhistone-liindinff i (!NA.SPi- 

mRNA 


lNiVl_UU J O^U 


TTftmrt csinipriQ T^J-^tViA/lmnlpimidp-QPticitivp fartftr attacliment nrotein ?amma 

(NAPG), mRNA 


iNiYl Ul/ZHD^ 


T-Irk-mr* car^iAnc T-nA/r\cin V*inHinof ■nfritpin qIow tvnp f^/^\ KPf^l 1 TTlRNA. 


iNlVI UUZ^O 1 


T-Trkn-in coT»i<»nc Tvi^^VialrfcTici+f* /'dinlirfcCTllin^ HppaTVlOVvla^P v 1 ) i TnlxN^A 
JTlUrilvl ^dpiCIid IllC VdlLllldLC ^UipilCfopilv/^ vAd.»dl UWiA-jr Idol./ \^xtx v j-^y, iixxxx^xx 


xTA./f nn'iA'7A 


TJ/XTVirk co-ni^nc H^nrianAfoft^r/a c-n^mnsii'/*\P'\/fp ViniTltf^lnO' llTliH HpQafllTase ( 1 JrOSOTillila i 

rnFGS'i mRNA 


NM__002307 


Homo sapiens lectin, galactoside-binding, soluble, 7 (galectin 7) (LGALS7), 

mRNA 


Tsjiv/r 007971 


TTmnrfc cnnipriQ k'jirvoriViPriTi ^'imnnrtm^ bpta nCPNR3^ mRNA 


NM 002270 


Homo sapiens karyopherin (importin) beta 2 (KPNB2), mRNA 


Xn^/T 00991 A 


xiomo sapiens mLcgrin, ocui o ^^ixvjdo^, iiiJviNrt. 


XTN/f 00990A 


Wnmri cQi-^ii^Tic i-n+^^OTin alr^Vin 'X rantiCTPn r^T^AQf"' alrilia ^ ^uHllTlit of VLA-3 
XxOmU SapiCno IXlLCgllll, dipilcl D ^allllgCil v^1-/*t^v-'5 dl|Jlid -J oULTixAixt vx V J— -/ 

ICv^C^lUI y \xX\Jjt\.Jjy LL dlloL'l i]Jt Vdiidiit d] iiixvj.>x^ 


NM 001560 


Homo sapiens interleukin 13 receptor, alpha 1 (IL13RA1), mRNA 


"MTV/T 009 1 f^'X 


TJr\tvi/\ Q5i-r*t*»Tic tn+PTfifaTrtTi pnncPTicnc CPniiPTlPP VMnHinO" TlTTltpin 1 fT(!^SBPl 1 
XXUlIiO odpiCIla llllCriCliJil (.^UlloClioUo oC/V|LlC>iiuC uiiiuiiig piVLbiii 1 y^xv^oAi^x xy, 

mRNA 


TsTNyf 009 


Wrkmn cnnipriQ Vipat QVinrlr f>01vP) nrntpin 1 Tohaneronin^ ^^HSPDl^ mRNA 

xlUllli/ od(Jldxo llwdL oliV^O^ WJVJL/ yjL\Jls^li.x x \\^iia.^\^x\jLLnij ^xxkJx x-^ /> lixxvx^x*. 


TOTV/T 0091 AO 


T4^r»m/\ cii-nipnc ViinrirtPfilpin-likp 1 CIA P^"* AT 1^ mRN^A 


NM_003947 


Homo sapiens huntingtin-associated protein interacting protein (duo) (HAPIP), 

IIliVINr\ 


NM_003665 


Homo sapiens ficolin (coUagen/fibrinogen domain containing) 3 (Hakata 

nnticrpn^ /nPr^TsT*^^ mRNFA 

dllllgCIl^ ^J^V_-xNJ^j 11JJ\J.N./Tl 


7>jnv>r OO0R4.9 


T4^r»mo carvipnQ crliitamafp "ppppr>tn"r mptabntrfmic S ('CiRlVlS ) mRN^A 


TsjA/f 0090^*^ 


TTnmn Qfl-nipn*! cnianvlatp hindincr nrotpin 1 interfleron-inducible 67kD rGBPl\ 

XxUlllv odLJlt'llO ^UdiiyidL^ I^UlUUlA IJlWL^^lll Xj ixil^xxwx v/ix xx&vxM.wxi^xVi/, \jF # x^j-rf' ^^^o^A X 

mRNA 




Wfimn QaniPTiQ crlvrinp amidiTiotTa'n^ferase TL-arffinineifflvcine 

XX\J1X1\I OdL^A^XXO gXYwXXX^ dXllXVIXXlwIXaXlOXV/xCX^w ^X_^ CXX ^xxxxxxwa^x^ wxxxx^ 

amidinotransferase) (GATM), mRNA 


"MM 009044 


l-Trtmn Qanipn^ cralaptnWma^p 9 rCiAT.TC9^ mRNA 

XxV/illN^ DdL/lwilO E^cllCX^ LVJlVXXldOV/ X' ^ >J .ilJL^X^X^ r j IIXXVX^XX 


NM 001417 


Homo sapiens eukarvotic translation initiation factor 4B (EIF4B), mRNA 


"MM 00'^7^R 


Wnmrt cftniPTiQ Piilra-rvi^f ir» franclntirtn "initiatinn factor 3 SUDUnit 1 Talnha 35kDl 
XXCIiltU odUldlo wUtSkdi Ylilllw UdlioidlxV^ii liiiLidLiuxx xdwkwx kiuijuiiAi. X ^ax^xxfx, — ^ xvjl^ j 

^X^JUTJOi ^3 IXIXVI^IXA. 


NM 001404 


Homo sapiens eukaryotic translation elongation factor 1 gamma (EEFIG), 
mRNA 


NM_001960 


Homo sapiens eukaryotic translation elongation factor 1 delta (guanine 

nucleotide exchange protein) (EEFID), mRNA 


NM 003792 


Homo sapiens endothelial differentiation-related factor 1 (EDFl), mRNA 


NM 003974 


Homo sapiens docking protein 2, 56kD (DOK2), mRNA 
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NM 003586 


Homo sapiens double C2-like aomains, alpha QJJUCzA), mKlsiA 


NM 001883 


Homo sapiens corticotropin releasing hormone receptor Z (UKrlJK-^J, mKJNA 


NM 001873 


Homo sapiens carboxypeptidase E (CPE), mRNA 1 


NM 001782 


Homo sapiens CD72 antigen (CD72), mRNA 


NM_001762 


Homo sapiens chaperonm containmg TCrl, subvmit oA (zeta 1) (CCToA), 
mRNA 


NM 003716 


Homo sapiens Ca2+-dependent activator protein for secretion (CADPS), mRNA 


NM_003986 


Homo sapiens butyrobetaine (gamma), 2-oxoglutarate dioxygenase (gamma- 
butyrobetaine hydroxylase) 1 (BBOXl), mRNA 


NM 001674 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 1 


NM 001173 


Homo sapiens Rho GTPase activating protein 5 (ARHGAP5), mRNA 


NM 025065 


TT "VTA ' ^ ^A. 1 fir\ TW^ 1 \ T^TwT A 1 

Homo sapiens RNA processing factor 1 (RPFl), mRNA 


NM 024907 


T T T-» 1 A • 1 « ■ \ A / 1 «| > A \ T-k "VTA 1 

Homo sapiens F-box protem FBG4 (FBG4), mRNA 


NM 025194 


Homo sapiens inositol 1,4,5-tnsphosphate 3-kinase C (ITPKC), mRNA 


NM_0 14203 


Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), 

Tk. T A 1 

mRNA 


NM 130786 


Homo sapiens alpha-l-B glycoprotein (AlBG), mRNA 


NM 031482 


Homo sapiens hypothetical protem DKFZp586I0418 (DKrZr5bolU41o), mKJNA 


NM 015419 


Homo sapiens adlican (DKFZp564I1922), mRNA 


NM 015683 


Homo sapiens hypothetical protein (CLONE24945), niRJNA 


NM 015638 


Homo sapiens chromosome 20 open reading frame 188 (C20orfl88), mRNA [ 


NM 080737 


Homo sapiens synaptotagmin-hke 4 (granuphilin-a) (SYTL4), mRNA 


NM 080723 


Homo sapiens vesicular membrane protein p24 (VMP), mRNA 


NM 080678 


Homo sapiens NEDD8-conjugating enzyme (NCE2), mRNA 


NM 080668 


Homo sapiens similar to RIKEN cDNA 2610036L13 (MGClo3S6), mRNA 


NM_080666 


Homo sapiens similar to RIKEN cDNA 2600001A1 1 gene (LOCI 12840), 
mRNA 


NM 080663 


Homo sapiens similar to RIKEN cDNA 4933424N09 gene (MGClo943), mRNA 


NM 080661 


TX • * • 1 ^ X\ TX^ T^Tk T T^"V T A /\ ^ "1 /\ r\ f\ OT* "1 ^ /Tl JC 1 C f\ O T** "XT A 1 

Homo sapiens similar to RDCEN cDNA 0610008P16 gene (MGC15937), mRNA 


NM 080658 


Homo sapiens similar to RKEN cDNA 0610006H10 gene CMGC9740), mRNA 


NM__080656 


Homo sapiens similar to RIKEN cDNA A430101B0o gene (MGC13017), 
mRNA 


NM 080651 


Homo sapiens similar to RIKEN cDNA 1610036N03 gene (M(jrC95yU), mKJNA 


NM 080650 


Homo sapiens similar to RIKEN cDNA 573042 lEl 8 gene (JVLOC14/yoj, mKJNA 


NM 0S0604 


Homo sapiens tight junction protein 4 (penpheral) (iJr4), mRNA 


NM 080552 


Homo sapiens vesicular inhibitory amino acid transporter (VIAAT), mRNA 1 


NM 080429 


TT ' * ■* /\ /" A A^T* 1 T**KT A 1 

Homo sapiens aquaponn 10 (AQPIO), mRNA 


NM 018897 


Homo sapiens axonemal dynein heavy chain 7 (DNAH7), mRNA 1 


NM 015570 


Homo sapiens autism-related protem 1 (KIAA0442), raRN A 


NM 015132 


Homo sapiens sorting nexm 13 (SNX13), mRNA 


NM__022457 


Homo sapiens similar to constitutive photomorphogenic protein 1 (Arabidopsis) 1 
(FLJ 10416), mRNA 


NM_030658 


Homo sapiens putative ankynn-repeat contammg protem (DKFZP564D16o), 
mRNA 


NM 058229 


Homo sapiens F-box only protein 32 (FBX032), mRNA 


*ktx iff c o 1 o o 

NM 05oi6b 


Homo sapiens chromosome 21 open reading frame 67 (C21orf67), mRNA 1 


IN lYl VJ ^ o 1 O / 


noulo sapiens cnromosome J.v open reading ird-rnc' d3 ^'wZ.iuiio-?^, xiirviNirv i 


NM 058171 


Homo sapiens INGl-like tumor suppressor protein (INGl-like), mRNA 1 


NM 058167 


Homo sapiens ubiquitin conjugating enzyme 6 (Ubc6p), mRNA 


NM 015242 


Homo sapiens centaurin, delta 2 (CENTD2), mRNA 


NM 054114 


Homo sapiens hypothetical protein FLJ32631 (FLJ32631), mRNA 


NM 054111 


Homo sapiens inositol hexaphosphate kinase 3 (IHPK3), mRNA 
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Homo saniens H-revl07-like nrotein 5 fHRLPS^. mRNTA 


NM 090704 


Homo sarjiens densin-1 80' rFCIAA 1365 mRNA 




Nomo <;anien<5 O nrotein-counled reccDtor MRGX4 fM!RGX4\ mRNA 1 


iNiVl UJtU J i 


Hnmn ^amVn<; O nrotein-rniinleii recentor MRGX3 rMRGX3^ mRNA 1 


MTV/T 0^210*^0 


TTomn Qanipn<: G nmtpin-coimled recentor MRGX2 fMRGX2'^ mRNA 1 


vnv/T nSAO?"^ 


TTrimn cji-nif^nc iitf»rr\o"1nHin-rplfltpH nrotpin 1 niGRPl^ mRNA 1 


INIYI UJ*rUZ*f 


TTrt-mrk carkipnc TYiplnnrkmn inViiKitorv flptivitv nrotein 9 n\/fTA9^ mRNA 1 


>JlV/f CiWK^Af^ 
INiVl Uj1^*tv> 


TToTvin Q!^T^ipnc r'^nf^niTin cr^nrma ( f~^PN' 1 G'j i mRpIA 1 

Xi\JlllL> aajJldlo x^wllLdUil 111, ^Qlllllici ^ \^v^jLj±^ i. xxjxvj.'vx^ i 




WrM-nn cnnipriQ Immnpl-lik'p 7iTirt fin (rer nrotein rZNP300'^ mRNA 1 


NM 053054 


Homo sapiens cation channel of sperm (CATSPER), mRNA 1 


INIYI U3JUJ^ 


W/\mrk conimc QPT^'^-accnriiitprl fartor 49 rSTAF49^ mRNA 1 
XxOlliO sapiens OX^l J~adSOL/lalCU IctOlOl *tZ. X ivi. *T^^, iiix\j.>ir^ 


iNlVl UD jU'Io 


Wrkmr* C!»nii»nc VixmrvtlipHr nrnfpin MOP1 ^"^^4 r\4GPl 63 84^ mRNA 1 

XxOiiio sapiens nypotiicLiL/ai piuiciii ivi\jv_>iL;->o*T ^ivxvjv^i vijo**^, i 


xnv/T 

iNiVl UDjUH/ 


TT/^mrv co-r»i<>nc l-i\rt-*ntViPtir'i»l nrr^fpiTi MOr^l fX\fi\ CMC\C^'\ 6063^ mRNA 1 

xiomo sapiens nypouiCLicai proiciii lYivJv-i-iovo-? yjyiKjK^ uuvi^r^ i 


xTTv/r n^'^HAA 

JNIVI UjjUhU 


TJrtn-ir\ corti^rkc PMAQ 1 O*^ (J CiOSl^C\09\ mPNA 1 

riomo sapiens x in/\o-izj ^jl»v-iv-*o-)vzoj, niixiNrv i 




jriomo sapiens uj^jt giycosyiiransierase z lamiiy^ puiypcpuuc id^o yuvjx^jp^o^, i 




TTrtTvirt ciiTiiianc oHH-clri'n'np/l-.'ppln+'pH 9 A TnTktPlTl |C^SR9i mRpJA 1 
jnuiiiu adpiCIlo OUU*"oNJLppcVJ~lwl»LCvJ. £tr\, piiitwiii yKJ\jMy^ xiuaj.^./^ i 




Wnmrk qqi^iptic Hrpact rflnrpr anticpn NY-RT^-1 rhJY-RR-l^ mRNA i 
XXvlIilV/ oapiwiio LrlvuoL wdllWvi aiiti^^ii i^i i jl/xx. x V^x^ a x xxxx.>^^^l i 


"MM 0S9071 


TTrtTTm QnnipTic livpr-pirnrpQ^pd flntimirroViifll nentide 2 rT^T^AP~2i mRJNiA. 1 


NM 052956 


Homo sapiens medium-chain acyl-CoA synthetase (MACSl), mRNA 1 


"MAyf 0^90il9 


TJ/x-mr* cor\i<»Tic mici-nAfl Vii'nHinor •rM*r%'l"PiTi ^ ■fr'RP i i TnTi^TA 1 

XiOmo odpicno gudnyxaic uiiiuiiig pitiiwiii j ^vjjjx jy, iiuxx^z^ i 


rNiVJL UOZ!? J 1 


xxOino sapiens activaimg xnjs. rcL>cpLor \^rwTjL/X^, iijlix-ln/a. i 


INiVl 


jnLomo sapiens c-ivipi Dinciing pruLcm ^i-»v_>fv>xi i^, ixuvin^ 


XNiVi U3uyzo 


jtxomo sapiens rcpiicaiion idoior ^^v>^i-/ 1 iiixviN-rt. i 


NM_025185 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D166), 1 

*Y-|P>JA 1 

nitviN/\ 


xnv>r m ^ 1 70 


xxomo sapiens jsj-rt-rvvoi^u proLciii \jisjLr\s\\j\jy\j )y iiiixj.^.r%. 


INiVl UjJOZO 


juLomo bapicnb JiVil i piuicin ^Jivii i iiuvi^x^ 




xioino SapiCHo guigi pxiUopiiupriJLdii i yyjKJi^r r± L )^ iiixN-i^/Tk 


TSjliyf 0'^^^A7 
1N1V1__U J J J *t / 


Wr^mn QnnipriQ >ivnntViptirnl apnp MGr'16733 <?imilar to CG19113 rMGCl6733'i 
m'RNA 


INIVX WJZ,^V0 


T-Tr^TYin cai^ipnc npfvp iniiiTV CTPnp 9R3 ^N IN983 i mR'NA 




W^rMTin cc»r*ipnc fpHnrfcip npiH rp"nTPCQiV»lp nmtpin ARG'-l'^ mRN^A 

JlIUIXXLI oCipXCXXo XClXlll^l^ dOlU XCpiCdOll/I^ piwiwXlx y^X\-t»Xx.xJ X iixxvx^x^ 




Homo <:anipn5; hvnntViPtiral nrntpin MGd7559 rMGC17552'> mRNA 


MM 016336 


Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBEl), mRNA 


"KfA/f n'^'^'^17 
INiVi U:> i / 


xiomu bd.pxcnb nypt>tnciiv/cn gene z^\jj4Lx: iv \f.*\.fjjjx: i v/^^ uixvi^/^ 


MM 0'1'^9/?^ 
INIYI U:5JZOO 


jnomo adpiens jdjv lo nuvicua oigiiaxxxxxg ^ \x2*ssx\£,)^ \i.\j\x\r\. 




TTnmn Q^nipriQ NVTi-^Pl 9 nrntpin fMYD-SPl 2^^ mRNA 

XXOXXXU odpXCXXd XN XX_y""OX^XZ. pXULCXXX v-'-^ XX-/ ox X^^, 11XX\_L>X^ 




Homo <;flnipn<i hvnotVipHral nrntein FLJ14855 fFT JMSSS^i mRNA 

xxuxixU odpxwXlo XljrpULXiwtit^cii pXLltdXl X x-»^ i~tu-/-/ ^x x>«; xtu^-^^^, iixx.>-l'x.<x 


>JM 0*^*^91 1 


Womn QanipriQ livrintViPtiral apnp Qnnnorted bv AF038182' BC009203 

xxuxliv/ dcipidlo XljrpV/LxlwLi^cii K^-^'W oixppvt twU \Jj \/«/V/XU^9 U^^\t\J ^ 

rLOC90355'i mRNA 




Homo 9anipn«s «;mall hpat <;hocV nrotein B9 fHsoBQ^ mRNA 




Homo saniens dv«;tmhrevin hindinff nrotein 1 fDTNBPl^ mRNA 

XXvXXXw OnX^XWXXO ^X y OfcX \^ WX w V Xll LyXllVXXXX^^ A ^ jy x.x.M^'^^ -y-M. 


NM 020405 


Homo sapiens tumor endothelial marker 7 precursor (TEM7), mRNA 


XTM O'^'^l 1 ^ 


Hnmn Qanipnc Vi\/nr\t'hptira1 nrntpin MGCl 6169 fMGPl 61 69"^ mRNA 
xxUIlXU adpiCIlo IxypuiridlL/al pxUlCliX xvxNJ X V/ X \iyi\^\^i,\ji.\jj )y \i.vss^^r\. 


"KTM 0'^'^ 117 


Homn cariipnc VivnrktVi<»tiral -nrntp-in MGP'^734 rMGP2734^ mRNA 

xxoxxitj odpicns nypoinetiL/di proiciix ivxvjv--*- / \^xvxvjv_-^ / j^t^j iixixj.>i-rv 


NM 033103 


Homo saniens rhonhilin-like nrotein rLOC85415V mRNA 


NM 033035 


Homo sapiens thymic stromal lymphopoietin (TSLP), mRNA 


NM_0 14001 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 3 (GGA3), mRNA 


NM 015149 


Homo sapiens RalGDS-like gene (RGL), mRNA 


NM 032937 


Homo sapiens AD038 (LOC85026), mRNA 



201 



BNSDCXID: <WQ 



03074654A2_I_> 



wo 03/074654 



PCTAJS03/05028 



NM 032932 


T-Tnnnn Qanif*?!^ IrvnotVu^fincil TXT^i-v+^a-J-r* 'KAC^C^'X 1 1 /Tvyf/^/^i 1 '2 1 «^t>xt a 
xxuiiiu ^apic^iid xiypuixicuC/di proieiTl IVxVjL^l 1^ lo (^JVli_r\-^i Id ItJjj niKJNA 


NM 039Q30 


Xxuiiiu oapiciid iiypuuicuCal proiein IVIOV^ 1 J U^U (^IVLVJV^l jU4UJ, IHKinA 


NM 032918 


xiuinu ^apiciib rw\o-iiKe, estiogcn-reguiateo, growtn-inniDiior (KJ^kCj}, mRNA 


NM 0'^901^ 

X^IVX \MD JLZf L\} 


xiomo sapiens nypoineiicai protein JVLLFdoz/y (MCjCloz/y), mRNA 


NM 032907 


nomo sapiens nypoLneucai protein IViiak^l44zl (MCjd4421}, mRNA 


NM 032904 


nomo sapiens nypotneucai protem IVlCjd4433 (MCjC14433)5 mRNA 


NM 032900 


nomo sapiens nypotnencai protem lvlvj\-^14z!)o (iMvjd4z3o), mRNA 


NM 03289S 


xiomo sapiens nypoxneucai protem MUrUi43 /o (M(jrC1437o}, mRNA 


NM 0328R8 

X ^ X YX V J ^ o o o 


nomo sapiens JSJA/Vio/u protein (is.JAAlo70), mRNA 


NM 032886 


Homo sapiens hypothetical protein MGC15912 (MGC15912), mRNA 


TsJM O'^ORRA 

INIVX WJwOOH 


nomo sapiens nypotnetical protein MGC15o82 (MGC15882), mRNA 


NM 032876 


Homo sapiens hypothetical protein MGC15563 (MGC15563), mRNA 


xnv/r n'^ofi7^ 

xNiVl 


±iomo sapiens nypothetical protein MGC15482 (MGC15482), mRNA 


TvJTV/T Ci'^OSllA 
i.NlVl \jjZ,o/H 


nomo sapiens nypothetical protem MGC15438 (MGC15438), mRNA 


lNiVl_^U J Z o / Z 


Homo sapiens NADPH oxidase-related, C2 domam-contammg protein (JFCl), 


NM_032871 


Homo sapiens tumor necrosis factor receptor superfamily, member 19-like 




nomo sapiens nypotnetical protein FLJ 14957 (FLJ14957), mRNA 


NM O'^^R^^n 


nomo sapiens nypotnetical protein rLJ 14909 (FLJ 14909), mRNA 


INiVX U jZo JO 


nomo sapiens nypotnetical protein FLJ14904 (FLJ14904), mRNA 


>JM n'^7R^9 


iiomo sapiens AUl-like 1, cysteine endopeptidase (S. cerevisiae) (AUTLl), 

mPXTA 


NM 037S4R 


nomo sapiens nypotnetical protein rLJ14o27 (FLJ14827), mRNA 


NM 032S4S 

XNIVX vJZfO'Tj 


nomo sapiens nypotnetical protein rU14bl6 (rLJ 1481 6), mRNA 


NM 03283S 


nomo sapiens nypotnetical protem rLJ 14761 (FLJ147ol), mRNA 


NM 032824 

X^XVX \J ,J 


nomo sapiens nypotnencai protein rLJ14ool (FLJ14o81)j mRNA 


NM 03289-^ 


nomo sapiens nypotnencai protein rLJI4o/D (rLJ 14675), mRNA 


NM 032829 


nomo sapiens nypotnetical protein rLJ 1466b (rLJ 14668), mRNA 


NM 0'^9818 


nomo sapiens nypotnetical protem FLJ 14642 (FLJ14642), mRNA 


NM 032804 


nomo sapiens nypotnencai protein JrLJ 14547 (FLJ 14547), mRNA 


NM 032795 


nomo sapiens nypotnencai protein rLJ 144^4 (rLJ 14494), mRNA 


NM 03978'^ 


nomo sapiens nypotnetical protein rLJ 14431 (FLJ 14431), mRNA 


NM 032766 

X^iVX \J ^ ^ 1 \J\J 


nomo sapiens nypotnencai protein Mvjd6179 (MGC16179), mRNA 


NM 03976^ 


nomo sapiens nypometical protein MGC16142 (MGClol42), mRNA 


NM 0397Sfi 

X^XVX \JJ£tfJ\J 


nomo sapiens nypotnetical protein M(jC15668 (MGC 15668), mRNA 


NM 032744 


nomo sapiens nypotnencai protem MLid2335 (JVICjL 12335), mRNA 


NM 032738 


nomo sapiens nypotnetical protein MGC4595 (MGC4595), mRNA 


NM 0327*^3 


nuinu bdpiciis nypometical protein JVivjrv^l<<i /ou (JVlvjL l^/ou), mRNA 


NM 032720 


nomo sdpicns nypoinencai protein JYILjL1U/z4 (iVLOLlU /-i4), mlvNA 


NM 032715 


noiiio dapiciid iiypomeucai protein ivivjrL^4o43 (JVIIjL^4o43 J, mivrsA 


NM 032712 

x^xvx v*/^ / 1^ 


nomo sapiens nypotnetical protein MOLUwO (JVl(jrC13170), mRNA 


NM 032711 


nomo sapiens nypotnencai protem lVLvjrL13UyU (jyiUL/13U!70), mRNA 


NM 032706 

X^XVX \/J>^/V/VJ 


nomo sapiens nypotnetical protein MCjC 12966 (MGC12966), mRNA 




nomo sapiens nypotnetical protem MGC14801 (MGC 1480 1), mRNA 


NM 039604 

X^XVX V/./mU7*t 


nomo sapiens nypotnetical protein MGC12935 (JVlGd2935), mRNA 


NM 032693 


Homo sapiens hypothetical protein MGC 10646 riV[GC10646'^ mPNA 


NM 032681 


Homo sapiens hypothetical protein MGC 10977 (MGC 10977), mRNA 


NM 032678 


Homo sapiens hypothetical protein MGC3413 (MGC3413), mRNA 


NM 032667 


Homo sapiens hypothetical protein MGC4694 (MGC4694), mRNA 


NM 032661 


Homo sapiens hypothetical protein MGC5139 (MGC5139), mRNA 


NM 032634 


Homo sapiens hypothetical protein MGC3079 (MGC3079), mRNA 
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rlomo sapiens nypotnencai protein iviliv.^zo*h ^ivio^zo^i )^ ttuvina 


rMJVL UjZoUI 


Homo sapiens meinyiinaionyi l^o/\ cpimeiase ^^ivn^jciij, ituvin/\ 


JNiVl U3Zjyo 


Jtiomo sapiens lesies aeveiopmeni-reiaxea in i u-orz./. yis i u-ojt zzj, itu\j.n/il 


JNJVl UoZDVi 


Jtionio sapiens Jr Js^ui- 1 -reiaiea ±11 1 proiein \±xi 1 - 1 / nitviN/v 


JNJVl UoZjoO 


riomo sapiens lesns iranscnpi i o^iiioj, uikjna 


JNJVl VdZjoZ 


rionio sapiens uDiQuitin speciiic proiease ^^in i -iviiiN-ouj, miviN/v 


INJVl UjZDoU 


xiomo sapiens nairy ana ennancer oi spin / v.i-'rosopniiaj yncto / jy misxsix 


NM 032574 


Homo sapiens dpy-30-like protein (LOC84661), mRNA 


NJVl 03255o 


Homo sapiens nypotnetical protein rLJi4/j3 (rJLJi4/j3j, miviNA 


jnM 032557 


Homo sapiens HJr43.oisX) protein (Hr43.oKiJj, mKJNA 


NM 032553 


Homo sapiens putative purinergic receptor (FKSG79), mRNA 


NM 032545 


Homo sapiens cryptic gene (CRYrliC), mRNA 


NM__0209o3 


Homo sapiens MovlO, Moloney leukemia virus 10, homolog (mouse) (MOV 10), 
mKJNA 


JNM \)51dZ1 


Homo sapiens nypotnetical pro tern iViOL^zozy (ivioi^zozyj, nuvJNA 


NM 03250/ 


Homo sapiens cerebral protein-4 tHLH^Jbx'-4), mKiNA 


NM 0324yy 


Homo sapiens nypotnetical protein hhi 14 (^hhi i4j, mruNA 


NM 0324^4 


Homo sapiens zinc linger protein (JuvJL^o4jZ4J, mruNA 


NM 0324^2 


Homo sapiens nypotnetical protein OLUuy (vjj^uuyj, mKJNA 


NM 0324o / 


Homo sapiens actm related protein ivi i iakjtJVI i j, mKJNA 


NM 0324oo 


Homo sapiens aynactm 4 (MvjC3Z4o), mKJNA 


NM 032445 


Homo sapiens MnLir 1 1 protein (JViiiCjr 1 1), mKJNA 


XnVvf AOAOAO 

NM 03001/0 


Homo sapiens nypotnetical protein rl^JZlo/3 (ri-JZio/3j, mKJN a 


NM 032412 


Homo sapiens putative nuclear protein UKr v-rUVy v'-'Kr v-rijvy)^ mKJNA 


NM 032411 


Homo sapiens esopnageai cancer reiatea gene 4 proiem (^ji^ivvj4^, mKJNA 


NM 01524/ 


Homo sapiens cyiinaromatosis (^turoan tumor synarome^ yy. \ i^u), niKiNA 


XTA/f A'2T3'2A 

JNJVl 03233U 


Homo sapiens nypotnencai protein jviov^ izj^o ^vivj^izojo^, niixiNA 


JNIVI UjZ3o4 


Homo sapiens nypotnetical protein rLtJZD loj loj), miviNA 


NJVl KjdZj/I 


Homo sapiens nypotnencai protein ivivjv^ioioo ^ivilj^^ioiooj, tiuxjn/v 


JNJVl 03230/ 


Homo sapiens nypotnencai protein ivna<^iD4oj ^ivioL^iD'tjjj, rniviNA 


NM 032354 


Homo sapiens nypotnetical protein iVHaUiu/44 yNiyjK^iv /^^■), mruN/\ 


NM 03234/ 


Homo sapiens nypotlieticai protein MOL.i3Z!>u (IVILjL. uzdu), mKJNA 


NM 032344 


Homo sapiens nypotnetical protein mvjU13U4d ^iViLr\^i3U4D^, mKJNA 


XTA A A '5 O '2 /I O 

NJVl 032342 


Homo sapiens nypotnetical protein JVlLrdzyyz (jvlljL^i zyyzj, mKJNA 


JNIVI U3Z340 


Homo sapiens nypotnetical protein ivhju14o33 ^iviLj^^i4oj j muKiNA 


NJVl O3233o 


Homo sapiens nypotnetical protein jVLC_rUi4ol / (iVlvjd4ol /j, mKJNA 


INiVl \JDZ.DOD 


Homo sapiens nypotnencai protein ivivjI-'4zh-o \^ivitjv_>fZ'foj, mxvJLNA 


XT\yf 

INlYl \jJ>z.jJi I 


Homo sapiens nypotnencai protein ivioL^zi^y j [^iyi\j\^^yyj }, iiusdyj\ 


JNiVl UjZjZD 


Homo sapiens nypotnencai protein xviljl^i i luz v^ivio^i i ivz^, rrLtviN/\ 


JNiVl UjZ:3z4 


Homo sapiens iiypotneticai protein iviLjL.i3ioO ^iVioL/U loo^, misJNA 


XNIVI UjZjZ:> 


Homo sdpiens nypotnencai protein iviov^uiuz ^ivio^i j iv/z^, mjtxiN/\ 


JNIVI O3Z3Z0 


Homo sapiens nypotnencai protein JVliwiL^l3Uu/ (iVioL/i3UU/^ muKJNA 


INiVl 1 0 


TT A .TT. AA*««A*«n "U-an^^^-VkA-i^i aaI vH-vyx-f a-!m AVT/^i^lOD/K /TV A/^O 1 O Q/1 ^ ^ ■»-»-» 15 XT A 

Homo sapiens nypotnetical protein iVLvjUizy4j (JVHjUizy4j;5 mKJNA 


INiVl UJZj 1 / 


Homo sapiens nypotnencai protein iViodzy43 (^ivioL^izy^-j^ mKJNA 


NM 032316 


Homo sapiens hypothetical protein MGC12936 (MGC12936), mRNA 


INlVl \jdAd\jd 


Homo sapiens nypotnencai protein iviou3ZUU |JViou3ZUUj, tiikjna 






NM 032291 


Homo sapiens hypothetical protein DKFZp761D221 (DKFZp761D221), mRNA 


NM 032290 


Homo sapiens hypothetical protein DKFZp761C121 (DKFZp761C121'), mRNA 


NM_032288 


Homo sapiens hypothetical protein DKJPZp76IB1514 (DKFZp761B1514), 
mRNA 


NM 032273 


Homo sapiens hypothetical protein DKFZp586C1924 (DKF2p586C1924), 
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NM 032299 


Homo sapiens hypothetical protein MGC2714 (MGC2714), mRNA 


NM 032267 


rLomo sapiens nypotnetical protein LiJx-rz*pH34Jtiioy ^jJisJ:*^p434iiioy), nuKJNA 


NM 032264 


Homo sapiens hypothetical protein DKFZp434D177 (DKFZp434D177), mRNA 


NM_032261 


Homo sapiens hypothetical protein DJsJ:*Zp434N0o50 (DKFZp434N0o!)0j, 

mKNA 


NM_032258 


Homo sapiens hypothetical protein DKFZp434P2235 (DKFZp434P2235), 

.r.r.T>TST A 

mRNA 


]SiM_032251 


Homo sapiens hypothetical protein DKFZp434G0920 (DKFZp434G0920), 
mRNA 


NM 032250 


Homo sapiens hypothetical protein DKrZp434A171 (JL)KrZp434Al / 1 mKJNA 


NM_032249 


Homo sapiens hypothetical protem DKJbZp434Jt* 1 o 1 9 (DK±*Zp434r 1 o 1 9;, 

— T>XT A 

mRNA 


NM_032248 


Homo sapiens hypothetical protein DJsJrZp434r 1/19 (DJsJrz.p434r i / lyj, 
mKJNA 


IMM 032245 


Homo sapiens Jiypotneticai protein jJJsJrz,p434JUoi / (^jjJvrz.p4^4Juoi niKiN/v 


JNJVl U3z24!> 


Homo sapiens JiypotJieticai protein j_->ivrz,p434iiyio ijp^D^i\.y vo)^ niiviN/\ 


JNM Uizzzi 


Homo sapiens nypotiietical protem r jljzz4z / (^ri-j zz4z / huvina 


NM 032209 


Homo sapiens nypotnetical protem rJUZi// / (ruzi///), niKJNA 


NM 032193 


Homo sapiens hypothetical protein FLJ20974 (FLJ20974), mRNA 


NM 032177 


Homo sapiens hypothetical protein rLJ13193 (rL,J13193), mRiNA 


NM 032167 


Homo sapiens hypothetical protein FLJ12363 (FLJ12363), mRNA 


NM 032161 


Homo sapiens KIAA1870 protem (KIAA1870), mRNA 


NM 032154 


Homo sapiens MBLR protein (MBLR), mRNA 


NM__032151 


Homo sapiens hypothetical protem DICFZp566K1946 (DKFZP56oK1946), 
mRNA 


NM_03214S 


Homo sapiens hypothetical protein DKFZp434K0427 (DKPZP434K0427), 

mRNA 


NM_032139 


Homo sapiens hypothetical protem DKFZp434L0718 (DKFZP434L0718), 
mRNA 


NM_032138 


Homo sapiens hypothetical protem DKFZp434E2318 (DKFZP434E2318), 
mRNA 


NM_032136 


Homo sapiens hypothetical protein DKFZp434L1717 (DKFZP434L1717), 
mRNA 


NM_032125 


Homo sapiens hypothetical protem DKrZ.p5o4D04/o {JJisJ^ZA'oMSJU^ /a), 
mRNA 


NM_032120 


Homo sapiens hypothetical protein DKrZp5o4U0323 (DKrZirDo4U0D23^, 

•fi^'D XT A 

mKJNA 


NM 020921 


Homo sapiens mnein (UoKio interacting protemj (^jnijn ), mKJNA 


NM 020441 


Homo sapiens nypotnetical protem UJpvxZip/oziioc) ^L/jsJrZJ^/ozHoo^, mruNA 


NM_018719 


Homo sapiens hypothetical protein JLijsJt*/^) /ozL03 1 1 {jJisj^jOp /ozujd ii), 

■ml? XT A 


JNJVl 01jo3U 


iriomo sapiens JJj5wJrZJr^DDDrZiz4 proxem v,J--'iSJt'z-A joojtzizhj, nii\iN/\ 


JNJVL OiDOZi 


jtiomo sapiens j-/JvrZJr434L^i / 1 protein ^Ljjs^z^r^j^K^ i ' i miviN/\. 


XTAVf m ^^o^ 
INJVl Ulj^yo 


rjLoino sapiens UJSJrz^HD^ui^o proiciii ^^ithdh-ju/ iho), riiivLN/A. 


JNivi \) io^yo 


noniu Sapiens L-/J\jr/^x Hj^ii lo proiciii ^i-/xsj^ii^jr*+jHxi loy, iiunj,>i/\ 




Homo saoien*; DKFZP56601646 orotein fDCS'i mRNA 


NM 015453 


Homo sapiens DKFZP434F091 protein (DKFZP434F091), mRNA 


NM 015023 


Homo sapiens KIAA1037 protein (KIAA1037), mRNA 


NM 014972 


Homo sapiens KIAA1049 protein (KIAA1049), mRNA 


NM 032042 


Homo sapiens hypothetical protein DKFZp564D172 (DKFZP564D172), mRNA 


NM 032036 


Homo sapiens TLH29 protein precursor (TLH29), mRNA 
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NM 032030 



NM 032028 



NM 032025 



NM 032021 



NM 031944 



Homo sapiens FKSG83 (FKSG83), mRNA 



Homo sapiens serine/threonine kinase FKSG81 (FKSG81), mKNA 



Homo sapiens CDA02 protein (CDA02), mRNA 

Homo sapiens AD03 1 protein (AD031). mRNA 

Homo sapiens Mix-like homeobox protein 1 (MELDl), mRNA 

XJ/v^« canzone ATtnOQ nrrtfoin fAVnQ<i\ tnT?>JA 



NM 031920 



Homo sapiens ARG99 protein (ARG99). mRNA 



NM 031480 



Homo sapiens hypothetical protein AD034 (AD034), mRNA 



NM 031478 



Homo sapiens hypothetical protein DKFZp434I21 17 (DKFZP434I21 17). mRNA 



NM 031477 



Homo sapiens hypothetical protein MGC10500 (MGC10500). mRNA 



NM 031476 



Homo sapiens hypothetical protein DKFZp434B044 (DKFZP434B044). mRNA 



NM 031472 



Homo sapiens hypothetical protein MGCl 1 1 34 (MGCl 1 1 34), mRNA 



NM 031471 



Homo sapiens hypothetical protein MGC10966 (MGC10966). mRNA 



NM 031457 



Homo sapiens membrane-spanning 4-domains, subfamily A, member 8B 
(MS4A8B). mRNA 



NM 031450 



NM 031443 



Homo sapiens hypothetical protein p5326 (P5326), mRNA 
Homo sapiens hypothetical protein MGC4607 (MGC4607). mRNA 



NM 031438 



Homo sapiens hypothetical protein DKFZp761I172 (DKFZP761I172), mRNA 
Homo sapiens hypothetical protein MGC5442 (MGC5442). mRNA 
Homo sapiens chromosome 11 open reading frame 25 (CllorG5), mRNA 
Homo sapiens DKFZP564G2022 protein (DKFZPS64G2022). mRNA 

saoiens hvoothetical orotein DKFZp564B1023 (DKFZP564B1023), 



NM 031434 



NM 031418 



NM 015497 



NM 031306 



Homo sapiens hypothetical protein DKFZp564B1023 (DKFZP564B1023), 
mRNA 



NM 031295 



Homo sapiens hypothetical protein PP1226 (PP1226), mRNA 



NM 031291 



Homo sapiens hypothetical protein DKFZp434N1235 PKJFZP434N1235), 
mRNA 



NM 031290 



Homo sapiens hypothetical protein DKFZp434Kl 172 (DKFZP434K1 172), 
mRNA 



NM 031270 



Homo sapiens PR01S96 protein (PR01596). mRNA 



NM 031268 



Homo sapiens PRO0461 protein (PRO0461). mRNA 



NM 031217 



Homo sapiens hypothetical protein DKFZp434G2226 (DKFZP434G2226), 
mRNA 



NM 013358 



Homo sapiens peptidylarginine deiminase type I (hPAD-colonylO), mRNA 
Homo sapiens hypothetical protein FLJ12671 (FLJ12671), mRNA 



NM 030980 



NM 030954 



Homo sapiens hypothetical protein DKFZp564A022 (DKFZPS64A022), mRNA 



NM 030953 



Homo sapiens hypothetical protein DKFZp761E2110 (DKFZP761E21 10), 
mRNA 



NM 030941 



Homo sapiens exonuclease NEF-sp (LOC81691), mRNA 



NM 030939 



Homo sapiens hypothetical protein FLJ12619 (FLJ12619). mRNA 



NM 030938 



Homo sapiens likely ortholog of rat vacuole membrane protein 1 (VMPl), 
mRNA 



NM 030932 



NM 030927 



NM 030925 



NM 030918 



Homo sapiens diaphanous homolog 3 (Drosophila) CDIAPH3), mRNA 
Homo sapiens hypothetical protein MGCl 1352 (MGCl 1352), mRNA 
Homo sapiens hypothetical protein FLJ12577 (FLJ12577), mRNA 
Homo sapiens hypothetical protein My014 (MY014), mRNA 



NM 030911 



Homo sapiens protein kinase NYD-SP15 (NYD-SP15), mRNA 



NM 030899 



NM 018657 



Homo sapiens hypothetical protein FLJ23407 (FLJ23407). mRNA 

(MYNN), 



NM 030818 



NM 030813 



NM 030808 



Homo sapiens hypothetical protein MGCl 0471 (MGCl 0471), mRNA 
Homo sapiens suppressor of potassium transport defect 3 (SKD3), mRNA 
Homo sapiens LIS 1 -interacting protein NUDEL; endooHgopeptidase A 
(NUDEL), mRNA 



NM 030805 



Homo sapiens hypothetical protein DKFZp564L2423 (DKFZP564L2423). 
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mRNA 


NM 030802 


Homo sapiens C/EBP-inducea protein (L.UC51536), inKJNA 


NM_030800 


Homo sapiens hypothetical protem DKFZp5o401oo4 (UKrZJ:'Do4Uloo4j, 

"KT A 1 

mRNA J 


NM 030799 


Homo sapiens hypothetical protein j\r I4uzzj yj\r i^uzzDj, nusJNA 


NM 030793 


Homo sapiens hypothetical protem brizy {pr^zy), mKJNA 


NM 030792 


Homo sapiens hypothetical protem rr 1 ooj (rr I odd ), rnKN A 


NM 030780 


Homo sapiens folate transporter/carrier (LOC81034), mRNA 1 


NM 030674 


Homo sapiens solute earner family 38, member 1 (SLC38A1 ), mRNA 


NM 030672 


Homo sapiens hypothetical protem FLJ103 12 (FLJ103 12), mRNA 


NM 024947 


Homo sapiens hypothetical protein FLJ12729 (FLJ12729), mRNA 


NM 024963 


Homo sapiens hypothetical protem FIJI 1467 (FLJl 1467), mRNA 


NM_0 17600 


Homo sapiens hypothetical protein DKFZp434M033 1 (DKrZp434M0ii 1 j, 

T»'KT A 1 

mRNA 


NM 030652 


Homo sapiens NG3 protem (NG3), mRNA 


NM 030651 


Homo sapiens chromosome 6 open reading irame 3 1 (Coorti 1), mKJNA 


NM 020444 


Homo sapiens KIAAl 191 protein (KIAAl 191), mRNA 


NM 024055 


Homo sapiens hypothetical protem MGC5499 (MGC5499), mRNA 


NM 025154 


Homo sapiens KIAA08 1 0 protem (KIAA08 1 0), mRNA 


NM 017515 


Homo sapiens novel protem (HSNOVl), mRNA 


NM 024924 


Homo sapiens hypothetical protein FLJ12985 (FLJ12985), mRNA 


NM_030579 


Homo sapiens cytochrome b5 outer mitochondrial membrane precursor (CYB5- 
M), mRNA 


NM 022068 


Homo sapiens hypothetical protem FLJ23403 (FLJ23403), mRNA 


NM 025179 


Homo sapiens plexm A2 (PLXNA2), mRNA 


NM 014033 


Homo sapiens DKFZP586A0522 protein (DKFZr5ooA0522), mKJNA 


NM 006468 


Homo sapiens polymerase (RNA) III (DNA directea) (o2kD) (KJf Coz;, mKXMA 


NM 025263 


Homo sapiens CAT56 protem (CAT56), mRNA 


NM 025262 


Homo sapiens G5C protem (G5C), mRNA 


NM 025261 


Homo sapiens G6C protein (G6C), mRNA 


NM 025260 


Homo sapiens G6B protein (G6B), mRNA 


NM 025259 


Homo sapiens NG23 protein (NG23), mKJNA 


NM 025258 


Homo sapiens NG37 protem (G7C), mRNA 


NM 025231 


Homo sapiens hypothetical protein r U zz I y 1 yt LJZl Vyi), mKJNA 


NM 025226 


Homo sapiens MSTP032 protein (MS rP032), mKN A 


NM 025211 


Homo sapiens protem kinase anchonng protein GJeLAr42 (CjKAr42), mKlNA 


NM 025201 


Homo sapiens hypothetical protein Prl628 (PPlo2b), mKNA 


NM 025192 


XX 1 J.1 A* 1 J. • T7T T'^^rvTX /TTT TT5 A'T 1 \ .„ -.T>>kT A 1 

Homo sapiens hypothetical protem FLJ23071 (FLJ23071), mRNA 


NM 025188 


Homo sapiens hypothetical protem FLJ 13 181 (FLJ 13 1 81), mRNA 


Tk. TX JC i\ O ^ 1 ^ ^ 

NM 025174 


Homo sapiens hypothetical protein FLJ23040 (PLJ2304U), mKJNA 


NM 025165 


Homo sapiens hypothetical protein rLJ22o37 (ri-,J22o3 /), mKJNA 


NM 025160 


TT-. ^ - r 1 - ..■■1 4' ,-. t T7T TO 1 A 1 /TjT TOIAl^X «vk'D~NTA 1 

Homo sapiens hypothetical protem rLJ2101o (l:*LJ21UloJ, mKiNA 


NM 025153 


Homo sapiens hypothetical protem FLJ21477 (rU21477), mKN A 


"VTX >r AOClCI 

NM UzDl51 


Homo sapiens hypothetical protem ri.MloZZ yri^MlKiZl), mKJNA 


NM 025149 


XT^ ^ ^ ' 1 jA- ^aJ, T A. ' T7T TOAAOA /T^T TO A AO AN ■»*-»"D'N.TA 1 

Homo sapiens hypothetical protem FLJ20920 (rLJ20y2U), mKJNA 


NM 025144 


Homo sapiens hypothetical protem rLj22o /U JLJ22o /U), mKJNA | 




xiomo sapiens nypouicncai proiein rx^j i^oui \^rjL«» iiuvi^^ 


NM 025126 


Homo sapiens ring finger protein 34 (RNF34), mRNA 


NM 025125 


Homo sapiens hypothetical protein FIJI 3263 (FLJl 3263), mRNA 


NM 025124 


Homo sapiens hypothetical protein FLJ21749 (FIJ21749), mRNA 


NM 025109 


Homo sapiens hypothetical protein FLJ22865 (FLJ22865), mRNA 


NM 025099 


Homo sapiens hypothetical protein F1J22170 (FLJ22170), mRNA 
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NM 025098 


Homo sapiens hypothetical protein FLJ22644 (FU22644'). mRNA 


NM 025097 


Homo sapiens hypothetical protein FLJ21 106 fFLJ21 106\ mRNA 


NM 025095 


Homo sapiens hypothetical protein FLJ23558 fFLJ23558\ mRNA 


NM 025086 


Homo sapiens hypothetical protein FIJ22596 (FLJ22596\ mRNA 


NM 025080 


Homo sapiens hypothetical protein FLJ22316 fFLJ22316^. mRNA 


NM 025079 


Homo sapiens hypothetical protein FLJ23231 rFLJ2323iy mRNA 


NM 025077 


Homo sapiens hypothetical protein FLJ 13949 fFLJ 139491 mRNA 


NM 025076 


Homo sapiens hypothetical protein FU23591 (FLJ2359n mRNA 


NM 025072 


Homo sapiens chromosome 9 open reading frame 15 rc9orfl5V mRNA 


NM 025070 


Homo sapiens hypothetical protein FLJ22242 fFLJ22'742^ mRNA 


NM 025058 


Homo sapiens hypothetical protein FLJ23229 fFLJ23229^ mRNA 


NM 025055 


Homo sapiens hypothetical protein FLJ23168 0FLJ23168X mRNA 


NM 025044 


Homo sapiens hypothetical protein FLJ22476 (FLJ22476), mRNA 


NM 025043 


Homo sapiens hypothetical protein FLJ22404 (FLJ22404), mRNA 


NM 025041 


Homo sapiens hypothetical protein FLJ22173 (TLJ22173'i mRNA 


NM 025034 


Homo sapiens hypothetical protem FLJ21290 rFLJ2 12901 mRNA 


NM 025032 


Homo sapiens hypothetical protein FLJ21272 rFLJ2 1272V mRNA 


NM 025029 


Homo sapiens hypothetical protein FLJ14346 fFLJ14346'l mRNA 


NM 025005 


Homo sapiens hypothetical protein FLJ13315 rFLJ13315'i mRNA 


NM 024998 


Homo sapiens hypothetical protein FLJ12704 rFLJ12704'i mRNA 


NM 024994 


Homo sapiens hypothetical protein FLJ12595 fFLJ12595'i mRNA 


NM 024977 


Homo sapiens hypothetical protein FLJ12078 fFLJl 2078V mRNA 


NM 024976 


Homo sapiens hypothetical protein FLJ 11 996 (¥U\ \996\ mRNA 


NM 024956 


Homo sapiens hypothetical protein FLJ23375 fFLJ23375'> mRNA 


NM 024944 


Homo sapiens chromosome 21 open readinc frame 68 rC21orf68?i mRNA 


NM 024942 


Homo sapiens hypothetical protein FLJ13490 (FLJ13490'i mRNA 


NM 024941 


Homo sapiens hiODOthetical protein FLJ1361 1 (FLJ1361 V\ mRNA 


NM 024938 


Homo sapiens hypothetical protein FLJl 1383 fFLJl 1383V mRNA 


NM 024935 


Homo sapiens hypothetical protein FLJl 3687 fFLJl 3 687V mRNA 


NM 024920 


Homo sapiens hypothetical protein FLJ14281 fFLJ14281V mRNA 


NM 024919 


Homo sapiens hypothetical protein FLJ22615 rFLJ22615V mRNA 


NM 024917 


Homo sapiens hypothetical protein FLJ12687 (FLJ12687X mRNA 


NM_024914 


Homo sapiens hypothetical protein FLJl 3262 (FLJl 3262), mRNA 


NM 024911 


Homo sapiens hypothetical protein FLJ23091 (FLJ23091), mRNA 


NM 024909 


Homo sapiens hypothetical protein FLJl 3 158 fFLJl 3 158V mRNA 


NM 024908 


Homo sapiens hypothetical protein FLJl 2973 (FLJ 12973V mRNA 


NM 024906 


Homo sapiens hypothetical protein FLJ21032 fFLJ2 1032V mRNA 


NM 024S97 


Homo sapiens hypothetical protein FLJ22672 fFLJ22672V mRNA 


NM 024889 


Homo sapiens hypothetical protein FLJ23537 fFLJ23537V mRNA 


NM 024886 


Homo sapiens hypothetical protein FLJ14280 fFLJ14280V mRNA 


NM 024882 


Homo sapiens hypothetical protein FLJl 3 1 89 fFLJl 3 1 89^ mRNA 


NM 024880 


Homo sapiens hypothetical protein FLJ23556 fFLJ23556^ mRNA 


NM 024864 


Homo sapiens hypothetical protein FLJ22578 fFLJ22578V mRNA 


NM 024853 


Homo sapiens hypothetical protein FLJl 3 3 85 fFLJl 3385^ mRNA 


NM 024848 


Homo sapiens hypothetical protein FLJ13941 fFLJ13941V mRNA 


NM 024847 


Homo sapiens hypothetical protein FLJ21240 (FLJ21240) mRNA 


NM 024841 


Homo sapiens hypothetical protein FLJ 142 13 (FLJ 142 13), mRNA 


NM 024839 


Homo sapiens hypothetical protein FLJ22638 (FLJ22638), mRNA 


NM 024837 


Homo sapiens hypothetical protein FLJ21472 (FLJ21472), mRNA 


NM 024835 


Homo sapiens C3HC4-type zinc finger protein (LZKl), mRNA 


NM 024815 


Homo sapiens hypothetical protein FLJ22494 (FLJ22494), mRNA 
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NM 024813 


Homo sapiens hypothetical protein l^LJ 13 150 (rl^J 13 150), mRNA 


NM 024811 


Homo sapiens hypothetical protein rU 12529 (r 1^12529)5 mRNA 


jMJVI U24o10 


Homo sapiens hypothetical protein rU2301o (rl-J23Ui6}, mRTvIA 


NM 024809 


Homo sapiens hypothetical protein rLJ 12975 (rJLJ 12975), mRNA 


NM 024805 


TT - 1 -.i' - -1 fT TOO/CO>1 /TCT TOO/CO/l\ - - t^ "v t a 

Homo sapiens hypothetical protein rLJ22624 (rLJ 22624), mRNA 


NM 024807 


Homo sapiens hypothetical protein FLJ13693 (I'JLJ 13693), mRNA 


XTTV /T AO A OA/T 

NM 024b0o 


Homo sapiens hypothetical protein rLJ23554 (rLJ23554), mRNA 


NM 024799 


T T — ^ ^ • ^ ^ A% - J * - - J --■!-_* - TTTT T 1 0 0 0 yl fCX T 1 0 0 0 /I \ T) TwT A 

Homo sapiens hypothetical protem FLJ13224. (rLJ 13224), mRNA 


XTA >r AOylOA/T 

NM 024796 


TT^— - * - ^ 1 ^* 1 T^T TOOiCOA /IVI TOO/C'5A'\ T^TwT a 

Homo sapiens hypothetical protein rLJ22639 (rlJ22o39), mRNA 


"KTTV>r AO /IT C A 

NM 0247o9 


Homo sapiens hypothetical protem jrU 22529 (r 1^22529), mRNA 


TvTK 4" AO /no /I 

NM vJ247o4 


TT - - - _ 1 -. ■- - ____4._J-^ T7T TOOOAO /T7T TOOOAON -,^T>XT A 

Homo sapiens hypothetical protem FLJ23392 (rLJ23392), mRNA 


TvTTi>r AO/IOOA 

NM 024/60 


Homo sapiens hypothetical protein rU 13593 (ri^J 13593), mRNA 


XTTi >r AO /mo 

NM 024773 


Homo sapiens hypothetical protein FLJ13798 (FLJ13798), mRNA 


TvTTVif AO/nOO 

NM 024772 


Homo sapiens hypothetical protem F1J23151 (rU23151), mRNA 


NM 024771 


TT_ — — * _ 1 — A^ _A._^ TTT T1 O O VI O /T7T T 1 O O il 0\ Tfc'KT A 

Homo sapiens hypothetical protem FIJI 3 848 (FLJ13848), mRNA 


Xnv iT AOylO^O 

NM 024763 


TT_ • V _ j1 . a' - . t T^T TOO 1 OA /T7T T00 10A\ _T>"KTA 

Homo sapiens hypothetical protem FLJ23129 (FLJ23129), mRNA 


NM 024754 


TT 1 aIj-'I j_* T^T T -1 O /'T^T T < ^ C r\Ci\. T\ "VTA 

Homo sapiens hypothehcal protein FLj12598 (FLJ12598), mRNA 


NM 024749 


Homo sapiens hypothetical protem FLJ12505 (FLJ 12505), mRNA 


NM 024746 


TT-. * 1 J.1 ^ 1 A • T^T T10 0vl/\ Ar*T XiOOVlAN T>XT A 

Homo sapiens hypothehcal protein FIJI 3840 (FLJ13S40), mRNA 


NM 024732 


Homo sapiens hypothetical protein FLJ 14351 (FLJ14351), mRNA 


NM 024731 


Homo sapiens chromosome 16 open reading frame 44 (C16orf44), mRNA 


XTTL JT AO/ITOT 

NM 024727 


TT ^ ^A.l_ -.i.^ T?T TOOOCA /T?T TOOOCAX ..^T>XT A 

Homo sapiens hypothetical protein FIJ23259 (FLJ23259), mRNA 


NM 024722 


Homo sapiens hypothetical protein FIJ13322 (FLJ13322), mRNA 


NM 024717 


TT I j_' T~»T T^^"^ A /TT^T X<T^ O /< >1 \ TTW T A 

Homo sapiens hypothetical protein FLJ22344 (FLJ22344), mRNA 


NM 024715 


Homo sapiens hypothetical protein FLJ22625 (FLJ22625), mRNA 


NM 024709 


T T _ • 1 a1 X • 1 A. ' T^T T •* >l I A /TTT X 1 ^ I A ^\ X* Ik. T A 

Homo sapiens hypothetical protein FLJ14146 (FLJ14146), mRNA 


NM 024705 


XX * 1 j-l J.* 1 J. * X^X XtO^'^rt AP^X Xl O ✓"O rt\ TfclwT A 

Homo sapiens hypothetical protein FIJ13639 (FLJ13639), mRNA 


XTTi VT AO /lOAO 

NM 024703 


TT_ ^ ■ _ _ 1 1 • 1 X _ ■ T^T TOO^rVO /T7T TOO^AO\ T A 

Homo sapiens hypothetical protein FLJ22593 (FLJ22593), mRNA 


XTTV if AO/nAl 

NM 024/01 


Homo sapiens ankyrin repeat and SOCS box-containing 13 (ASB13), mRNA 


XTA>r AO>nAA 

NM 024700 


Homo sapiens Smad nuclear interacting protein (SNIPl), mRNA 


NM U24o9j 


Homo sapiens hypothetical protem FLJ 13993 ^rLJ13993)j mRNA 


JNM 024693 


Homo sapiens hypothetical protein rLJ20909 (rLJ 20909), mRNA 


XTTV/T AO /I /COO 

INM 0246bo 


TT^..^^^ t .- ___x_.J_^ TTT Tl O AO 1 /T?T T1 O AO 1 \ Xfc'X T A 

Homo sapiens hypothehcal protein FLJ 13031 (FLJ 13031), mRJNA 


XTTV if AOyl^OZr 

NM 024686 


TT ^ "L- X* 1 X ' X^T T00/\0 0 /TTTT T00/\0 0\ T\ 'V T a 

Homo sapiens hypothetical protein FIJ23033 (FLJ23033), mRNA 


NM 024678 


Homo sapiens hypothehcal protem FLJ23441 (FLJ23441), mRNA 


XTTV /T AO /I /TO C 

NM 024675 


TT ^^^1 ^ "L- _^ ^x1- _xr 1 ._x^ ' T7T TO 1 O 1 ^ /O^T TO 1 O 1 ^\ — T>XT A 

Homo sapiens hypothetical protem FLJ21816 (FLJ21816), mRNA 


XTTV vT AO /I /TOO 

NM 024672 


TT — 1 _ X' 1 X • T^T T010 0A /TTT TOOOOA\ — ^T>XTA 

Homo sapiens hypothetical protem FLJ23320 (FLJ23320), mRNA 


NM 024656 


TT Vk« Mi«A4-1«A4.I>«.^1 T?T TT 1 CA^ /T7T T1 1 CAiC\ XT A 

Homo sapiens hypothetical protein FLJ 1 1506 (FLJ 1 1506), mRlNA 


NM 024654 


Homo sapiens hypothetical protein FLJ23323 (FLJ23323), mRNA 


XTTV Jf A O yl C A 

NM 024650 


T T - ■ ■ _ ' _ _^ aA i.' 1 J ■ T7T TOO^OI /TC?T TO O C O 1 \ tn t a 

Homo sapiens hypothetical protein FLJ22531 (FLJ22531), mRNA 


NM 024649 


TT " 1 .-1 J • 1 J T^T T'^'^^/\/\ /TT'T T0'>£*/\/\'\ "T* "VTA 

Homo sapiens hypothetical protein FLJ23590 (FLJ23590), mRNA 


NM 024647 


TT ._^*_ ^xl j_* 1 J." X^T T-1 ^ !"> Ct^ /X^T Tl O C»^\ X* Ik. T A 

Homo sapiens hypothetical protem FLJ13287 (FLJ13287), mRNA 


NM 024640 


Homo sapiens hypothehcal protein FLJ23476 (FLJ23476), mRNA 


TV.TTV >f AOyl/fO^ 

NM_024636 


Homo sapiens likely ortholog of mouse tumor necrosis-alpha-induced adipose- 

^l_x_. J ^^^^^-1^ /'CT TOO 1 .C O \ XkTvT A 

related protein (FLj23 153), mRNA 




jiomo sapiens nypoLnencai proiem rjujzj loo (rijjzj loo), nirviN/\ 


NM 024627 


Homo sapiens hypothetical protein FIJ21 125 (FLJ21 125), mRNA 


NM 024626 


Homo sapiens hypothetical protein FLJ22418 (FLJ22418), mRNA 


NM 024624 


Homo sapiens hypothetical protein FU221 16 (FLJ221 16), mRNA 


NM 024616 


Homo sapiens hypothetical protein FLJ23186 (FLJ23186), mRNA 


NM 024615 


Homo sapiens hypothetical protein FLJ21308 (FLJ21308), mRNA 
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NM 024613 


Homo sauiens nhafin 2 fFLJ131 87^^ mRNA 


NM 024610 


Homo saoiens hvoothetical Drotein FLJ22623 rFLJ22623y mRNA 


NM 024609 


Homo saoiens hvoothetical nrotein FLJ21841 (TLJ2184n mRNA 


NM 024606 


Homo sdniens hvoothetical "nrotein PT^Tl 1756 rPLJl 1756^ mRNA 


NM 024605 


Homo saoiens hvoothetical nrotein FLJ20896 rFLJ20896'^ mRNA 

AXVyXXX\^ WOUXWIAO 11 jr WV/UAwU^OJ, WXX^^wXXX X Juif^W^^/ (X J^vT^W^w/} XXXX^^^X^ 


NM 024602 


Homo saoiens hvoothetical nrotein FLJ21 156 rFLJ21 156"^ mRNA 

XXWllAVy OU^A^llO 11_J ^V/Lil^Lx^Ol |^XVi/l^m X X^«f ^ X A >^ yX X_/kl ^ X X«yV/yj XlXXvX^Xx 


NM 024595 


Homo sanien^ hvnothetical nrotein FT T12666 rFT>T12666^ mRNA 


NM 024585 


Homo saoiens hvoothetical nrotein FLJ22160TFLJ22160'i mRNA 

XX\^XAXx^ OCXI^XWAAlJ XX V 1^^/ UlAwfcA wax ^^XX^bvAXA X X^v^<A«X^^w IX " *-' ■ » »m » r j XXXXXX^X^ 


NM 024584 


Homo saoiens hvoothetical nrotein FLJ13646YFLJ13646'^ mRNA 


NM 024580 


Homo saoiens hvoothetical orotein FLJl 3119 fFLJl 3 119^ mRNA 


NM 024570 


Homo saoiens hvoothetical orotein FLJl 1712 (TUl 1112) mRNA 

JLJLxyXXXx^ OCX&^X%^XXw Xa y l^^r VIXV^ l^x^UX l^XV/kV^Xl.X X, XX/ X X^ 1^ M^^M X X # XA'fj XAXJL^X^X ^ 


NM 024565 


Homo saoiens hvoothetical nrotein FLJl 4 166 rFLJ14166^. mRNA 

^ JLX^XXX^^ wBX^i^X^'^XXv XX^ ^^^^lfXXX^I^*^%XX ^^X l^lkirXXX JL JL^*P X F X ^^^^ X ^^^^ X • X ^urX^ XX^X^^L ^X X. 


NM 024556 


Homo saoiens hvoothetical nrotein FLJ21 103 rFLJ21 mRNA 

XXX^XXXx^ vrC*>'^ vJlJll9 XI V I^V/ LXX^^I>XwC&X L^X\^V^xXXX X JLUv Jut X 1l.\J^ IX MmSmr X li.yj^J ly XXXXAJL^X^X 


NM 024552 


Homo saoiens hvoothetical orotein FLJl 2089 (7012089") mRNA 

X- x,Xi^ A xxx/ ^%x|.^ x^^A X Xjf L/x^ bx w vx^xxx jl * X \/ L^ y A x_/v x x/ xj ^ f ^ xx xxx^ ^ x x 


NM 024546 


Homo saoiens hvnothetical nrotein FLTl'^449 rFLJ13449'i mRNA 


NM 0^4534 


Homo saniens hvoothetical orotein FLJl 2684 rFLJ12684'i mRNA 

XXV^XXXx^ utXLtfFXwlXO XI y L/Vi/ Ul.lV' LI WUl L,/XVykwl.Ll X X^>/ X^^V/v^T \X X_JkJ X.^^\J%J^TJy XlXXvX 


NM 024532 


Homo saoiens hvoothetical nrotein FLJ22724 fFLJ'^2724'> mRNA 

XA>^AXAV^ kJMV^XWXXkS X X V 1^ IXXV^bX w^AX ^^XV^b^'lXX X X.'vA^Atf f ^t^T IX # A«^T XXXXVX ^4 ^ 


NM 024526 


Homo saniens hvnothetical nrotein FLJ21522 CFLJ2152'>'I mRNA 

XXV/XXIW OCXLylwXXO XX y L/Vi/ vXXV< IrJl WOl l_/XV/LwlXl X ' t r . r . m j_ X,,>«F ^ X ^ J J 1XXXVJ.^.£&. 


NM 024523 


Homo saoiens hvoothetical orotein FLJ22035 (TLJ22035') mRNA 

X*JX^^XXX^^ ^IXi^X^^XXI^ XX T 1^^^ L& XV^ LX X^LXX f^X V/ L^^XX X X, X^«^ X^ JW X/ ^ ^ V A^.X^ w ^ / j XXXX^X ~X X 


NM 024522 


Homo saoiens hvoothetical nrotein FLJl 2650 rFLJl'>650'i mRNA 

X X\^XXX\^ OUL/XwXAO XX ¥ l_f V/ 11 Xw LX wdl L/X VjLwllX X A^J l.^\J'^\J IX J-Jti L^\J^\J XXXXXX^xl. 


NM 024516 


Homo saniens hvoothetical nrotein MGC4606 rM'GC4606^ mRNA 

XXV/XXXX^ 0*p»k^XWXXw XX y bXX^^liX WCXl L/X\^VWXXX XTJL,^J^^^T\J\I\J V 'X V«* ^✓^T W / J XXXXX_L^X^k 


NM 024514 


Homo 'Nanien*? hvnothetical nrntein 1^/10(^466^ C\/[C^CAftf%W mRNA 

XXVyXXXVy OCXLJXx^XXO XI y L./\-/ LI Xwl>X V^Cll L./! LV'IX X l.yi.\^\^^T\J\JJ 1 XTXVJ v_^~v/ XXXX^X^xl. 


NM 024507 


Homo sanien<; hvnothetical nrotein MGP10791 CMCxC\01^W mRNA 


NM 015*^88 


Homo saniens KTAA0'>39 nrotein rfCTAA02'^9'i mRNA 


NM 024419 


TTrimrt QsiniPriQ ^VirtcnTia'HHvlo'lx/p^TT^nfirfccnViai'i* ^vni■VlSlc^* /'T^^T-Sl'^ ml^MA 


NM 024345 


Homo saniens hvoothetical nrotein MGd0765 rMGd0765'i mRNA 

XXVyXXXw OCXWXWXXO XI y L^V/ LXXWlXt-zd X L^XVyLt^XXX XtXVJ >^ X V / 1 XVXVJ X V/ / V/*-' XXXXVJ. ^^i. 


NM 024340 


Homo sanien<; hvoothetical nrotein MGG41 79 nvrGP41 79"^ mRNA 

X XV/IXXvF OaLfXwIlO Y l^WFlllWUw Ax L^X\^l>wXXl XVXVJV^^X i ^ VXVXVJV«'^X / •^yj XIXxVl.^./^ 


NM 024330 


Homo saniens hvoothetical orotein MGC4365 rMGC4365'i mRNA 


NM 024326 


Homo saniens hvoothetical nrotein MGCl 1279 rMGCl 1279"^ mRNA 

XXV^XXXV/ ^K^^/X%^lXi3 X X y L/x^ vXXX'VXwvftX I^X^^If^XXX XTXVafVi^ X X A> / ^ IXTXVJXan'X X A# r ^ XXXX^X^< X 


NM 024321 


Homo saoiens hvoothetical orotein MGCl 043 3 (TMGC10433'> mRNA 

^Xmf LJLAlv^X XO J VXX^i' iiX WftX^ VX^ XXX XT XX.^ X \/ T ^ ^ 1 XT^ X X/ W ^ J ^ X XXX ^X ^ X X 


NM 024312 


Homo saniens hvnothetical nrotein MGC4170 rMGC4170> mRNA 

X XV^XXXVr >JiX|.yXWXXiJ XX V L^X^ UXw bXw£XX L^XV^bwXXX XTXV_I X # \J \ XTXN_J ¥^ X / \/ XXXX^X^^X 


NM 024308 


Homo saoiens hvoothetical orotein MGC4172 nviGC4172') mRNA 

^^^X XX^^ k^bA^^ A Xp'X X^^ -1. i- T L^ X^ A L> 1. X^ X X X^ k'^' XX J. X T X^ IX/ 1 X T X X_# ^wf^ T X / J ^ XX XX ^ *- ^ X X 


NM 024307 


Homo saniens hvoothetical nrotein MGC4171 fMGC417n mRNA 


NM 024295 


Homo saoiens hvoothetical orotein MGC3067 nvfGC3067'i mRNA 

XXV/XXXVy t9(XL^ X V'XXO XI y U L'XXW kl Vi'UX LyXx/bwXXX XVX Vi,J W>r / 1 XTX V.'*^ V/ V/ # XXXXXX ^XX 


NM 020062 


Homo saniens SLC2A4 resulator rSLC2A4RG'i mRNA 


NM 018491 


Homo sapiens COBW-like orotein fLOC5587n mRNA 

XX-X-fXXXX-' tiiJLXJL^ X X^X X X^X T T X X XX.X^ L./ X X^ LX^ X X X \ J — / X„^ X,^ ^ / X X X JUL X^ ^X V 1 


NM 024116 


Homo saniens hvnothetical nrotein MGC5306 CMGC5306'> mRNA 

X JLV^XXXx^ O^^X^X^XXu XX^ L^ ^X Jl^^ bX%^^X A ^^^XXX X V X^aV ^tf/^ \/ \^ % XT XXm* x/ X^ i ^ X XXJLX^X ^ X X 


NM 024114 


Homo saniens hvoothetical nrotein MGC4827 nV[GC4827) mRNA 

^^^X^XXXX^ Wwvh^XX^XX^ wXX^^ WXX^l*** kr^X^V^^XXX XT JL^^i* F^r^irf / IXTXX^X^ T^w/X^ / f j AX^AX A ^X X 


NM 024113 


Homo saniens hvnothetical nrotein MGC4707 rMGC4707') mRNA 

x,-xx^xxxx^ >iTiXi^^x%^xxiiy xxjr |Hrv/trXx^^ipX%/ixx ^^xx^iiwxxx A»x,^j^^^r # # ^xvx^^^^^^ r / \/ # xx^a^>x^x ^ 


NM 024099 


Homo saoiens hvnothetical protein MGC2477 CMGC2477) mRNA 


NM 024092 


Homo saniens hvoothetical nrotein MGC5508 fMGC5508') mRNA 


NM 024084 


Homo saniens hvoothetical nrotein MGC3 1 96 nvrGC3 1 96"^ mRNA 

XXV^XXX^^ li9UL/XwXXO XX Ir l^^' I^Xw LXWCXX ^X ^WX X X XtXVJ>^>^ X ^ Vr I X~X\_J >^«,/ X ^ \J f ^ XXXXX-X^XX. 


NM 024072 


Homo saniens hvnothetical nrotein MGC2835 rMGC2835'^ mRNA 

^ A^^XXX^^ wlX^^X^^XXlJ XXJr j^^^ l«XX^^VX^^v»X b%^XXX XT ^^^^^ ^/ ^/ ^X T A^^J ^^^A#x^^^ ^/ ^ ^ XXUL^^X ^X JL 


NM 024067 


Homo saniens hvnothetical orotein MGr'271 8 rMGP271 mRNA 

X XWXXXx^ OO>^JwXli0 11 jr 1^ W UXWU\^C»X I^XV/LwXXX XTXXJV^^ / XU \XtX^^V.x^ f X V lAXX^X^Xx 


NM 024063 


Homo saniens hvoothetical orotein MGC5347 rMGC5347^ mRNA 

XXV/XXXV.F OU^n/XwXXO Xljr J-^V/vXXw H Vfc*X ^^Xx^i'W'XXX XTX V_* V_^«/ ^ / ^XVXVJ / yj 1 I 1 1 ^ 1 ^ / « 


NM 024040 


Homo sapiens hypothetical protein MGC2491 (MGC2491), mRNA 


NM 024036 


Homo sapiens hypothetical protein MGC3103 (MGC3103), mRNA 


NM 015450 


Homo sapiens protection of telomeres 1 (POTl), mRNA 


NM 021249 


Homo sapiens sorting nexin 6 (SNX6), mRNA 


NM 023932 


Homo sapiens hypothetical protein MGC2487 (MGC2487), mRNA 


NM 023930 


Homo sapiens hypothetical protein MGC2376 (MGC2376), mRNA 
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NM 014045 


Homo sapiens DKFZP564C1940 protein (DKFZP564C1940), mRNA 


MM 015533 


Homo sapiens DKFZP586B1621 protein (DKFZP586B1621), mRNA 


NM 023927 


Homo sapiens hypothetical protein FLJ21313 (FIJ21313), mKNA 


NM 023923 


Homo sapiens hypothetical protein FLJ13171 (FU13171), mRNA 


NM 019054 


Homo sapiens hypothetical protein MGC5560 (MGC5560). mRNA 


NM 023070 


Homo sapiens hypothetical j)rotein (LOC65243), mRNA 


NM 023015 


Homo sapiens hypothetical protein FU2 1919 (FU2 1919), mRNA 


NM_022899 


Homo sapiens likely ortholog of mouse actin-related protein 8 homolog (S. 
cerevisiae) (FU12934), mRNA 


NM_022836 


Homo sapiens DNA cross-link repair IB (PS02 homolog, S. cerevisiae) 
(DCLREIB), mRNA 


NM 022831 


Homo sapiens hypothetical protein FLJ12806 (FLJ12806), mRNA 


NM 022828 


Homo sapiens hypothetical protein FLJ21940 (FLJ21940), mRNA 


NM_022822 


Homo sapiens hypothetical protein FU12387 similar to kinesin hght chain 

(FLJ12387), mRNA 


NM 022784 


Homo sapiens hypothetical protein FLJ12476 (FLJ12476). mRNA 


NM 022783 


Homo sapiens hypothetical protein FLJ12428 (FLJ12428), mRNA 


NM 022774 


Homo sapiens hypothetical protein FLJ21 144 (FLJ21 144), mRNA 


NM 022765 


Homo sapiens hypothetical protein FLJl 1937 (FIJI 1937), mRNA 


NM 022764 


Homo sapiens hypothetical protein FU12998 (FIJI 2998), mRNA 


NM 022758 


Homo sapiens hypothetical protein FU22195 (FLJ22195), mRNA 


NM 022753 


Homo sapiens hypothetical protein FIJ12903 (FIJ12903), mRNA 


NM 022749 


Homo sapiens retinoic acid induced 16 (RAI16), mRNA 


NM 022746 


Homo sapiens hypothetical protein FLJ22390 (FIJ22390), mRNA 


NM 022728 


Homo sapiens neurogenic differentiation 6 (NEUROD6), mRNA 


NM 022496 


Homo sapiens hypothetical protein FLJ13433 (FIJ13433), mRNA 


NM_022490 


Homo sapiens hypothetical protein FLJ13390 similar to PAF53 (FU13390), 
mRNA 


NM 022484 


Homo sapiens hypothetical protein FLJ13576 (FIJ13576), mRNA 


NM 022483 


Homo sapiens hypothetical protein FLJ21657 (FLJ21657), mRNA 


NM 022473 


Homo sapiens zinc finger protein 106 (ZFP106), mRNA 


NM_022471 


Homo sapiens hypothetical protein FIJ13057 similar to germ cell-less 
(FIJ13057), mRNA 


NM 022463 


Homo sapiens nucleoredoxin 1 (NXN), mRNA 


NM_022462 


Homo sapiens hypothetical protein FLJl 4033 similar to hypoxia inducible factor 
3, alpha subunit (HIF-3A), mRNA 


NM_022461 


Homo sapiens hypothetical protein FIJ21939 similar to 5-azacytidine induced 
gene 2 (FU21939), mRNA 


NM 022453 


Homo sapiens ring finger protein 25 (RNF25), mRNA 


NM_022374 


Homo sapiens likely ortholog of mouse ADP-ribosylation-like factor 6 
interacting protein 2 (FLJ23293), mRNA 


NM 022371 


Homo sapiens ATP-dependant interferon responsive (ADIR), mRNA 


NM_022369 


Homo sapiens hypothetical protein FU12541 similar to Stra6 (FIJ12541), 
mRNA 


NM_022367 


Homo sapiens hypothetical protein FLJ12287 similar to semaphorins 
(FLJ122S7), mRNA 


NM 022359 


Homo sapiens similar to rat myomegalin (LOC64182), mRNA 


NM 022356 


Homo sapiens growth suppressor I (GROSl), mRNA 


NM 022354 


Homo sapiens spermatogenesis associated 1 (SPATAl), mRNA 


NM 022347 


ilomo sapiens i±^KU15 protem (J±KUl5), mRNA 


NM 022341 


Homo sapiens peptide deformylase-like protein CLOC64146), mRNA 


NM 022164 


Homo sapiens P3ECSL (LIECG3), mRNA 
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NM 022147 


Homo saoiens 28kD interferon resDonsive orotein (IFRG2S), mRNA 


NM 022140 


Homo sapiens erythrocyte protein band 4.1 -like 4 (EPB41L4), mRNA 


NM 022133 


T-ToTino sapiens sorting nexin 16 ^^SNX16^ mRNA 


NM 022126 


Homo ^aniens "nViosnViolvsine nHosnlioliistidine inorcanic DVrODliosDliate 
nhosDhatase (T^HPP\ mRNA 

|i^A AX^«J^i^AA%*l*V»0^^ ^ 1 ^ A A X AAAJL^X ^A L 


NM 022097 


Homo saoiens heDatocellular carcinoma antieen sene 520 fLOC63928)* mRNA 


NM 022094 


Homo sapiens hvoothetical protein FLJ20871 similar to FSP27 (FLJ2087n, 
mRNA 


NM 022090 


Homo sapiens transposon-derived Buster3 transposase-like (LOC63920\ mRNA 


NM 022074 


Homo sapiens hypothetical protein FLJ22794 (FLJ22794), mRNA 


NM 022071 


Homo sapiens hypothetical protein FLJ20967 (FLJ20967), mRNA 


NM 022063 


Homo sapiens hvpothetical protein FU13188 fFLJ13188\ mRNA 


NM 022060 


Homo sapiens hypothetical protein FLJ12816 (FIJ12816), mRNA 


NM 022034 


Homo saniens estrogen resiilated ^ene 1 fERG-1^ mRNA 


NM 021945 


Homo saoiens hvoothetical protein FLJ22174 ('FIJ22174'> mRJNA 

A-A.^^AAA^^ tJww^^A^^A AAJr ^^^^ ■'^'^^^^A^^^AA k^A^^V^^AAA A. A_^mf A^A' A / ■ V A / T A AAA^»A, ^A ^ 


NM 021944 


Homo sapiens hypothetical protein FLJ12154 fFLJ12154V mRNA 

^b^k^^ A A vv^^ A ^'A A^^ AA y 1»A A^^ vA ^^4^ A AA A 4k ^MfvV & Aw A 4^ ■ \^^k ^^m09m ihv ^k 9 9 % A A ^A ^ A ^k 


NM 021941 


Homo sapiens hynothetical protein FLJ21324 (FLJ21324\ mRNA 

A A^^A A L7%A^^ A ^^A A^9 A A^\^ IrAA^^ I^A^^^AA ^ V^^AA A ^ Atf A «^ Aiv * \^ A rfv A «^ Aitf V # ^ AA AA^kA ^ A & 


NM 021928 


Homo saniens hvoothetical nrotein FLJ22649 similar to sienal nentidase 

A.A.^^XAA^^ K^WA A %^A XkJ AA]r V/ A A VA ^^%A X ^^A^^rV^^AAA A B /m^ Atf Atf k^AAAAAAWAA (r^^ ^7A^akAAVAA ^^^^^^ V A V HAkJ^^ 

SPC22/23 fFLJ226491 mRNA 


NM 021927 


Homo sapiens hypothetical protein FLJ 13220 (FLJ13220\ mRNA 


NM 021925 


Homo sapiens hypothetical protein FLJ21820 (FIJ21820), mRNA 


NM 021825 


Homo saniens hvoothetical nrotein MDSO'^5 nvrDS025^ mRNA 


NM 01562'> 


Homo saniens CGI-43 nrotein TLOCS 1 622"^ mRNA 


NM 021639 


Homo saniens hvnothetical nrotein SP192 fSP192'i mRNA 

JLJLX^AaaV^ ^U-A^A^^XAw y IpAAw^X%/«i^A Lyji Vlf^^AAA h^JL X ^ \ \JM^ A ^ Atf AaUL^X ^a ^ 


NM 021637 


Homo saniens hvoothetical nrotein FLJ14084 rFLJ14084'> mRNA 


NM_021614 


Homo sapiens potassium intermediate/small conductance calcium-activated 
chaimel subfamily N member 2 fKCNN2) mRNA 

wX X&AAAAA^^Aa ^A^r A%i»AA AAA T ^ ^« XXAV/AAA^^^^A m^^^^^'A ^A ^ A^ f j AXAiA^A ^A A 


NM 021182 


Homo saniens minor histocomnatibilitv antigen HB-1 rHB-1^. mRNA 

AA^^AaA^^ ^yiiAl.^ A%^A AU AAAAAA^^A a AA w v^'^'^^ AA A^^wA VA AA a w JT V*^A 1»A f^^^A A ^JLmM^ A 1 rl B ■ ■ A #% AA^A^A^A ^ 


NM 021170 


Homo sapiens bHLH factor Hes4 fLOC57801\ mRNA 

JLJL^^AAA^^ UwA^^A«^AA^J J|»BmJ^ A A%A^#^^^A A A^^W • \^^k^ ^^^a^ v ^# A fa AAAJk^A. ^A & 


NM 021146 


TTomo <;anieTis aoffionoietin-lilce factor TClTDTfi^ mRNA 


NM 005146 

A ^ATA «^ JL 


Homo saniens sauamous cell carcinoma anti&en reco&nised bv T cells TSARTl^ 

^A^^XXXxy k7AAIi^A%^AA^7 ^J^J WAmAAAA^^ %^%^AA %/%AA AAA^^AAXftA «AAA IrA^^^^AA A ^^^^^^ J^AAA^J%^^A ^ VrW^AA^? \^ l^/A * ^ j* A 

mRNA 

AAAA^A ^ A 


NM 021079 


Homo sapiens N-myristoyl transferase 1 (NMTl), mRNA 


NM 021046 


Homo sapiens UHS KerB (LOC57830), mRNA 


NM 021018 


Homo sapiens H3 histone family, member I (H3FI), mRNA 


NM 006643 


Homo sapiens serologically defined colon cancer antigen 3 (SDCCAG3), mRNA 


NM 017569 


Homo sapiens transcription factor fp38 interacting protein) (P38IP\ ntiRNA 


NM 015239 


Homo sapiens KIAA1035 protein (KIAA1035), nnRNA 


NM 014977 


Homo sapiens KIAA0670 protein/acinus (KIAA0670)5 mRNA 


NM 015176 


Homo sapiens KIAA0483 protein (KIAA0483), mRNA 


NM 014610 


Homo sapiens KIAA0088 protein fKIAA0088) mRNA 


NM 015516 


Homo saniens hvoothetical nrotein. estradiol-induced rE2IG4) mRNA 

A A> ^F X X X A X kpF A A/ X/ ^X XX^ ««X %^ kAX k^X X^ X X X ^ XX WA kAXAX X XA X X^ Xif x^* ^^—'■^^ A. t ^ ^ A A^^L^^A ^ A 


NM 015388 


Homo sapiens DKFZP566C243 protein (T>KFZP566C243), mRNA 

A X A A^^ V^%pA A^ A ^rlAAA^ ^k^r ^k^k ^m^A> X^ V k^ A VXX A XX \ J^^^ ^k ^^^k ^^^w ■ «^ V « A A^^fc^^A> ^ A A» 


NM 015679 


Homo sapiens hypothetical protein (CLONE24922), mRNA 


NM 014409 


Homo saniens TAF5-lilce RNA oolvmerase U o300/CBP-associated factor 
(PCAF)-associated factor 65 kD fTAF5L) mRNA 

^A ^^*X / kA k^k^ X<F ^m»w ^ A%iAXX k^^X j " ^ ^ X ^ A ^X A^ A X XA. ^A ^ 


NM 014368 


Homo sapiens LIM homeobox protein 6 (LHX6), mRNA 


NM 014315 


Homo sapiens host cell factor homolog 0-CP), mRNA 


NM_012414 


Homo sapiens rab3 GTPase-activating protein, non-catalytic subunit (150kD) 
(RAB3-GAP150), mRNA 


NM 012219 


Homo sapiens muscle RAS oncogene homolog (MRAS), mRNA 


NM 007375 


Homo sapiens TAR DNA binding protein (TARDBP), mRNA 
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NM 007074 


Homo sapiens coromn, actin binding protein, 1 A (COROl A), mRNA 


NM_006927 


Homo sapiens sialyltransferase 4B (beta-galactosidase alpha-2,3- 

sialytransferase) (SIAT4B), mRNA 


NM 006861 


Homo sapiens RAB35, member RAS oncogene family (RAB35), mRNA 


NM 006502 


Homo sapiens polymerase (DNA directed), eta (POLH), mRNA 


NM 005710 


Homo sapiens polyglutamme bmdmg protem 1 (PQBPl), mRNA 


NM 005168 


Homo sapiens ras nomolog gene lamily, member E (ARHE), mRNA 


NM 004190 


Homo sapiens lipase, gastric (LIPF), mRNA 


NM 004132 


Homo sapiens hyaluronan bmdmg protem 2 (HABP2), mRNA 


NM_004492 


Homo sapiens general transcription factor HA, 2 (12kD subunit) (GTF2A2), 

mRNA 


NM 004824 


Homo sapiens chromodomain protein, Y chromosome-like (CDYL), mRNA 


NM_003969 


Homo sapiens ubiquitin-conjugating enzyme E2M (IJBC12 homolog, yeast) 
(UBE2M), mRNFA 


NM_002711 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3 A (glycogen 
and sarcoplasmic reticulum binding subunit, skeletal muscle) (PPP1R3 A), 
mRNA 


NM 003847 


Homo sapiens peroxisomal biogenesis factor 1 1 A (PEXl 1 A), mRNA 


NM_002004 


Homo sapiens famesyl diphosphate synthase (famesyl pyrophosphate synthetase, 
dimethylallyltranstransferase, geranyltranstransferase) (FDPS), mRNA 


NM_019111 


Homo sapiens major histocompatibility complex, class 11, DR alpha (HLA- 
DRA), mRNA 


NM_002120 


Homo sapiens major histocompatibility complex, class n, DO beta (HLA-DOB), 

mRNA 


NM_002118 


Homo sapiens major histocompatibility complex, class II, DM beta (HLA- 
DMB), mRNA 


NM_002125 


Homo sapiens major histocompatibility complex, class n, DR beta 5 (HLA- 
DRB5), mRNA 


NM_021983 


Homo sapiens major histocompatibility complex, class EL, DR beta 4 (HLA- 
DRB4), mRNA 


NM__022555 


Homo sapiens major histocompatibility complex, class U, DR beta 3 (HLA- 
DRB3), mRNA 


NM 005962 


Homo sapiens MAX mteractmg protem 1 (MXIl), transcnpt variant 1, mRNA 


NM 130439 


Homo sapiens MAX interacting protein 1 (MXIl), transcript variant 2, mRNA 


NM_080923 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 4, mRNA 


NM_080922 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 3, mRNA 


NM_080921 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 2, mRNA 


NM_1 30386 


Homo sapiens coUectm sub-family member 12 (COLEC12), transcnpt variant I, 
mRNA 


NM_030781 


Homo sapiens coUectin sub-family member 12 (COLEC12), transcript variant n, 

IPX "V ▼ A 

mRNA 


NM_1 30778 


Homo sapiens collagen, type XVH, alpha 1 (COL17A1), transcnpt vanant short, 
mRNA 




xiomo sapiens couagen, type Jv.vil, aipna i (^v^vji^i /Ai j, transcnpt vanant long, 
mRNA 


NM 001856 


Homo sapiens collagen, type XVI, alpha 1 (COL16A1), mRNA 


NM 001855 


Homo sapiens collagen, type XV, alpha 1 (COL15A1), mRNA 


NM 058166 


Homo sapiens tripartite motif-containing 6 (TRIM6), mRNA 


NM 002838 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
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variant 1, mRNA 


NM_1 30390 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 3 
iTiRNA 


NM_130389 


Homo sapiens tripartite motif-containing 34 (TIUM34), transcript variant 2 
mRNA 


NM_021616 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 1, 
mRNA 


NM 030950 


Homo sapiens ret finger protein (RFP), transcript variant beta, mRNA 


NM_130785 


Homo sapiens TPTE and PTEN homologous inositol lipid phosphatase (TPIPl 

mRNA 


NM_1 30784 


Homo sapiens hypothetical gene supported by AY027807; AY027808 
(LOC93426), mRNA 


NM 130783 


Homo sapiens similar to neuronal tetrasnanin fLOC90139y mRNA 


NM 130782 


Homo sapiens regulator of G-protein signalling 18 fRGSlSV mRNA 


NM 130781 


Homo sapiens (RAB24), mRNA 


NM 130772 


Homo sapiens SIOOZ protein (SIOOZ), mRNA 


NM 130769 


Homo sapiens glycoprotein alpha 2 (GP A2), mRNA 


NM 130770 


Homo sapiens 5-hydroxytryptamine receptor 3 subunit C (HTR3C), mRNA 


NM 130768 


Homo sapiens GASZ (GASZ), mRNA 


NM 130767 


Homo sapiens cytosolic acetyl-CoA hydrolase (CACH-1), mRNA 


NM 130773 


Homo sapiens casprS protein (casprS), mRNA 


NM 006510 


Homo sapiens ret finger protein (RFP), transcript variant alpha, mRNA 


NM_033554 


Homo sapiens major histocompatibility complex, class II, DP alpha 1 fHLA- 
DPAl), mRNA 


NM 033282 


Homo sapiens opsin 4 (melanopsin) (OPN4), mRNA 


NM 032035 


Homo sapiens MSTP031 protein (MSTP031), mRNA 


NM_0 17882 


Homo sapiens ceroid-lipofuscinosis, neuronal 6, late infantile, variant fCLN61 
mRNA 


NM 006983 


Homo sapiens matrix metalloproteinase 23B (MMP23B), mRNA 


NM_005608 


Homo sapiens protein tyrosine phosphatase, receptor type, C-associated protein 
(PTPRCAP), mRNA 


NM 004659 


Homo sapiens matrix metalloproteinase 23A (MMP23 A), mRNA 


NM 025091 


Homo sapiens hypothetical protein FU13330 fFLJ13330\ mRNA 


NM 130759 


Homo sapiens immunity associated protein 1 (IMAPl), mRNA 


NM_0 19841 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
5 (TRPV5), mRNA 


NM 017584 


Homo sapiens aldehyde reductase (aldose reductase) like 6 (ALDRL6), mRNA 


NM 017436 


Homo sapiens alpha 1 ,4-galactosyltransferase (A4GALT), mRNA 


NM 006480 


Homo sapiens regulator of G-protein signalling 14 (RGS14), mRNA 


NM 013357 


Homo sapiens purine-rich element binding protein G (PURG), mRNA 


NM_016155 


Homo sapiens matrix metalloproteinase 17 (membrane-inserted) (MMP17), 
mRNA 


NM_002813 


Homo sapiens proteasome ^rosome, macropain) 26S subunit, non-ATPase, 9 
(PSMD9), mRNA 


NM 024549 


Homo sapiens hypothetical protein FLJ21 127 (FLJ21 127), mRNA 


NM 130441 


Homo sapiens dendritic cell lectin b (DLEC), mRNA 


NM 015409 


Homo sapiens El A binding protein p400 (EP400), mRNA 


NM 003702 


Homo sapiens regulator of G-protein signalling 20 (RGS20), mRNA 


NM_016113 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
2 (TRPV2). mRNA 


NM_0 15530 


Homo sapiens likely ortholog of rat golgi stacking protein homolog GRASP55 
(GRASP55), mRNA 
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NM 005873 


Homo sapiens regulator of G-protein signalling 19 (KObiyj, mKNA 


NM 130469 


Homo sapiens Jim dimenzation protein I (jap^)j niKJNA 


NM 130468 


Homo sapiens dermatan-4-sulfotransferase-l (D4ST-1), mRNA 1 


NM 130467 


Homo sapiens PAGE-5 protein (PAGE-5), mRNA 


NM_1 30463 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 1 
(ATP6G), mRNA 


NM 130459 


Homo sapiens torsm family 2, member A (TOR2A), mRNA 


NM_021070 


Homo sapiens latent transforming growth factor beta binding protem 3 (LTBl'3), 
mRNA 


NM_020865 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 36 (DDX3o), 

*V. Y A I 

mRNA 


NM 016304 


Homo sapiens 60S nbosomal protein L30 isolog (LOC51 187), mRJNA 


NM 130443 


Homo sapiens dipeptidylpeptidase 111 (Drr3), transcript variant z, mKJNA 


NM 005700 


Homo sapiens dipeptidylpeptidase 111 (Drl'J), transcript variant l, itlKJNA 


NM 018152 


Homo sapiens chromosome 20 open reading frame 12 (C20orfl2), mRNA | 


NM 006027 


Homo sapiens exonuclease 1 (EXOl), transcript variant 1, mRNA 


NM 003686 


Homo sapiens exonuclease 1 (EXOl), transcript variant 3, mRNA 1 


NM 130398 


Homo sapiens exonuclease 1 (EXOl), transcnpt variant 2, mRNA 


NM 002837 


Homo sapiens protein tyrosine phosphatase, receptor type, B (PTPRB), mRNA 1 


NM_000775 


Homo sapiens cytochrome P450, subfamily UJ (arachidonic acid epoxygenase) 
polypeptide 2 (CYP2J2), mRNA 


NM_053056 


Homo sapiens cyclin Dl (PRADl parathyroid adenomatosis 1) (CCNDl), 1 
mRNA 


NM_0 12090 


Homo sapiens microtubule-actin crosslinking factor 1 (MACFl), transcript j 
variant 1, mRNA 


NM 017625 


Homo sapiens intelectin (ITLN), mRNA 1 


NM_015839 


Homo sapiens ficolm (coUagen/fibnnogen domain containing lectin) 2 (nucolm) 
(FCN2), transcnpt variant S V3 , mRNA 


NM_015838 


Homo sapiens ficolm (collagen/fibrmogen domam containing lectm) 2 (hucolm) 
(FCN2), transcript variant SV2, mRNA 


NM_0 15837 


Homo sapiens ficolin (collagen/fibrmogen domam containing lectin) 2 (hucolm) 
(FC3Sr2), transcript variant SVl , mRNA 


NM 002003 


Homo sapiens ficolm (collagen/fibrmogen domain contaming) 1 (FCNl), mRNA 


NM 016327 


Homo sapiens ureidopropionase, beta (UrBl), mRNA 


NM_0 16328 


Homo sapiens GTF2I repeat domain containing 1 (GTF2IRD1), transcript 
variant 1, mRNA 


NM_004108 


Homo sapiens ficolin (coUagen/fibrinogen domain containing lectin) 2 (hucolin) 1 
(FCN2), transcript vanant SVO, mRNA 


NM 002318 


Homo sapiens lysyl oxidase-like 2 (LOXL2), mRNA 


NM_130396 


Homo sapiens WNTl inducible signaling pathway protein 3 (WISP3), transcript 
vanant 2, mRNA 


NM_003880 


Homo sapiens WNTl inducible signaling pathway protein 3 (WISP3), transcript | 
vanant 1, mRNA 


NM 003881 


Homo sapiens WNTl inducible signaling pathway protein 2 (WISP2), mRNA 1 


NM_080838 


Homo sapiens WNTl inducible signalmg pathway protein 1 (WISPl), transcnpt 
variant 2, mRNA 


NM_003882 


Homo sapiens WNTl mducible signaling pathway protem 1 (Wlor 1), transcnpt 

variant 1, mRNA 


NM_00065 1 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 1 
blood group system (CRl), transcript variant S, mRNA 


NM_000573 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 1 
blood group system (CRl), transcript variant F, mRNA 
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NM_006069 


Homo sapiens murine retrovirus integration site 1 homolog (MRVIl), transcript 
variant 1 , mRNA 


NM_130385 


Homo sapiens murine retrovirus integration site 1 homolog fMRVIO, transcript 
variant 2, mRNA 


NM 018492 


Homo sapiens T-LAK cell-originated protein kinase (TOPK\ mRNA 


NM_002462 


Homo sapiens myxovirus (influenza virus) resistance 1, interferon-inducible 
protein p78 (mouse) (MXl), mRNA 


NM 015920 


Homo sapiens ribosomal protein S27-like (RPS27L), mRNA 


NM 016183 


Homo sapiens ribosomal protein, large, PO-like fRPLPOLV mRNA 


NM 080746 


Homo sapiens ribosomal protein LlO-like (RPLIOL), mRNA 


NM 032236 


Homo sapiens FLJ23277 protein (FLJ23277), mRNA 


NM 032784 


Homo sapiens thrombospondin (FLJ14440\ mRNA 


NM_080731 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP586I2223), 

transcript variant 3, mRNA 


NM_080730 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP5 8612223), 
transcript variant 2, mRNA 


NM 015945 


Homo sapiens ovarian cancer overexpressed 1 fOVCOVU, mRNA 


NM 018018 


Homo sapiens solute carrier family 38, member 4 (SLC38A4), mRNA 


NM 022451 


Homo sapiens AD24 protein CAD24), mRNA 


NM 020830 


Homo sapiens phosphoinositide-binding protein SRI (FENS-1), mRNA 


NM_033630 


Homo sapiens SCAN domain containing 1 (SCANDl), transcript variant 2, 
mRNA 


NM_016558 


Homo sapiens SCAN domain containing 1 (SCANDl), transcriot variant 1. 
mRNA 


NM_015438 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP5 8612223), 
transcript variant 1, mRNA 


NM 007371 


Homo sapiens bromodomain containing 3 (BRD3), mRNA 


NM 005104 


Homo sapiens bromodomain containing 2 (BRD2), mRNA 


NM_005031 


Homo sapiens FXYD domain containing ion transport reijulator 1 
(phospholemman) (FXYDl), transcript variant a, mRNA 


NM_021902 


Homo sapiens FXYD domain containing ion transport regulator 1 
(phospholemman) (FXYDl), transcript variant b, mRNA 


NM_014164 


Homo sapiens FXYD domain-containing ion transport regulator 5 (FXYD5), 
mRNA 


NM 002463 


Homo sapiens myxovirus (influenza virus) resistance 2 (mouse) (MX2), mRNA 


NM 014577 


Homo sapiens bromodomain containing 1 (BRDl), mRNA 


NM_021004 


Homo sapiens peroxisomal short-chain alcohol dehydrogenase (humNRDR), 
mRNA 


NM_020399 


Homo sapiens PDZ/coiled-coil domain binding partner for the rho-family 
GTPase TCIO (PIST), mRNA 


NM 017935 


Homo sapiens hypothetical protein FLJ20706 (BANK), mRNA 


NM 018244 


Homo sapiens chromosome 20 open reading frame 44 (C20orf44). mRNA 


NM_016100 


Homo sapiens N-acetyltransferase 5 (ARDl homolog, S. cerevisiae) (NATS), 
mRNA 


NM 016045 


Homo sapiens chromosome 20 open reading frame 45 (C20orf45), mRNA 


NM 007363 


Homo sapiens non-POU domain containing, octamer-binding (NONO), mRNA 


NM 002438 


Homo sapiens mannose receptor, C type 1 (MRGl), mRNA 


NM 015092 


Homo sapiens PI-3-kinase-related kinase SMG-1 (SMGl), mRNA 


NM 018993 


Homo sapiens RAB5 interacting protein 2 (RIN2), mRNA 


NM_080841 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 3, mRNA 


NM 080840 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
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transcript variant 2, mRNA 


NM_002836 


Homo sapiens protem tyrosine phosphatase, receptor type, A (PTPRA), 
transcnpt variant 1, mRNA 


NM 024832 


Homo sapiens RAB5 interacting protein 3 (RIN3), mRNA 


NM 023915 


Homo sapiens G protein-coupled receptor 87 (GPR87), rnRNA 


NM_003029 


Homo sapiens SHC (Src homology 2 domain containing) transforming protein 1 
(SHCl), mRNA 


NM 018490 


Homo sapiens G protem-coupled receptor 48 (GPR48), mRNA 


NM_0 16020 


Homo sapiens homolog of yeast mitochondrial transcription factor B (mtTFB), 
mRNA 


NM 014475 


Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDH), mRNA 


MM 006065 


Homo sapiens signal-regulatory protein beta 1 (SIRPBl), mRNA 


NM 005527 


Homo sapiens heat shock 70kD protem l-like (HSPAIL), mRNA 


NM_004648 


Homo sapiens protein tyrosine phosphatase, non-receptor type substrate 1 
(PTPNSl),mRNA 


NM_004480 


Homo sapiens fucosyltransferase 8 (alpha (1,6) fucosyltransferase) (FUT8), 
mRNA 


NM 003667 


Homo sapiens G protein-coupled receptor 49 (GPR49), mRNA 


NM 130434 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 1, mRNA 


NM 017743 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 2, mRNA 


NM_002122 


Homo sapiens major histocompatibility complex, class 11, DQ alpha 1 (HLA- 
DQAl), mRNA 


NM_006442 


Homo sapiens DRl -associated protein 1 (negative cofactor 2 alpha) (DRAPl), 
mRNA 


NM_080918 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080917 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 3, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080916 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 1, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080915 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 5, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001929 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 4, nuclear 
gene encoding mitochondrial protein, mRNA 


NM__080815 


Homo sapiens collagen, type XUI, alpha 1 (COL13A1), transcript variant 19, 
mRNA 


NM_080814 


Homo sapiens collagen, type Xin, alpha 1 (COL13A1), transcript variant 18, 
mRNA 


NM_080813 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 17, 
mRNA 


NM_080812 


Homo sapiens collagen, type XIH, alpha 1 (COL13A1), transcnpt vanant 16, 
mKNTA 


NM_080811 


Homo sapiens collagen, type XTTT, alpha 1 (COL13A1), transcnpt vanant 15, 
mRNA 


NM_080810 


Homo sapiens collagen, type XEQ, alpha 1 (COL13A1), transcnpt vanant 14, 
mRNA 


NM_080809 


Homo sapiens collagen, type XDI, alpha 1 (COL13A1), transcnpt vanant 13, 
mRNA 


NM_080808 


Homo sapiens collagen, type XTTT, alpha 1 (COL13A1), transcript variant 12, 

mRNA 


NM_080807 


Homo sapiens collagen, type XDI, alpha 1 (COL13A1), transcript variant 11, 
mRNA 
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NM 0S0S06 


-MoTnn QflniPTiQ nnlljUTPn tvn** YTTT nl-nVia 1 fC^OT 1 A 1^ fTa'nc/*¥-t«+ xmT-iQn+ 1 A 
xxiiiiivi oa^iwia s^KJiia^^iiy ^-jt^*^ uVLil, cHyjila l \K^\JLtl.jr\.i jy ixdLiidCIiUX VariaiiL Xv/^ 

mRNA 


NM 080805 


TTomo «»a"nien<! cnllapen tvnf* \^TTT fllnVin 1 TCOT l^AT^ trflnQfri-nt va-ria-nt 0 

XXV7A11V/ wO^lWUO w\/lJa^Vi«AX} ^J^^^ ^VU-L} CiX|^UCI X ^Vi^V^X.« X «/x^ X 11 CLXXoLrX 1 ui ValldllL 7« 

mRNA 




Y-Tnunn csmi^nc /^/^llsaor^n tT/nA '^^TTT o1t\Vio 1 (C^CW 1 A 1 \ 'HrQ-ner^-vinf irono-n^ Q 
rxUlilU aapiCllo ^UlldgCIl} lypc .AJLLL, aipila l ^^V^JL»x J.r\i IXallSCnpi Vcinallt 

mRNA 




TTrtTTiA car^i^Tic f^rkllafT^n t^/i"^** "VTTT q1t%Vici 1 (C^C^T 1 A 1 "\ ■frr5>Ticr»'t~ii-»+ x7oi-ia'r»4- 7 
xxuiiiu oapiCiid L«<Jila^CIl, Lypc ^vLLL^ aipiicl 1 y^v^VyJL>U/\.i uallSCnpi VarxanX 

xTiRNA 


NM 08080'? 


Jtx^UlU oupicilb wUXlagCIly type ^ 1 1 1 y aipna X ^V^\^l^Ur\i )^ UaXlSCripi Vorlani O, 

mRNA 


NM 080801 


xxuillti ^apiCilb CUlxagCIl, type Wl 11, aipila 1 ^^vJJUl llanSv/ripi VariallC J, 

mRNA 


NM 080800 


XIUIIIU oapiCIld COiiagcn, lypc vvlXL, aipila. 1 ^^v^l^ i Jl\ 1 J, iXanSCTipi VaOfllll 

mRNA 




nomo bdpicns collagen, lypc yvii i, aipna i ^v^UJ-fi j/vi )^ iraiiscripL variBnt 


NM 080798 


■i^UiXiu dapxciia L/Vlllagcil, lypc V\JJJ., aipila 1 ^v^wl^i3.rvi uanscripi Vanalil 

mRNA 


NM 005*^03 


irxLiXiiU oapiC/Xio ^^iiagCIl, type yVLLX, aipila 1 jy tXallbOripi Vanalll 1, 

mRNA 


NM 004395 


XXiJlIlw oapiCllo UXCUxlIl 1 ^JL/J31N 1 jy IXoIldV/npi VallallL 1, II1£nJ.N/\ 


NM 080881 


Homo sapiens drebrin 1 (DBNl), transcript variant 2, mRNA 


"NA/T 080709 
iNivx uov / yz. 


xiomo bapicns Drain-imrnunogioDuiin-iiKc iiioiccuie wiin Lyrosinc^DascG 
activation motifs (BIT), mRNA 




nomo Sapiens signai-reguiaiory proiein Dcia z ^olkjt J3Z ^, iranscnpi variant z, 

TnTJ>JA 

ilixSJ.>t/Y 


NM 018556 


-tx^i-iivi oapxcxio oi^iia.i~icgu.iaL(jxy prCLCin UCla ^OXXvx O^^, uaUbCripx Vailam 1, 

mRNA 


NM 000787 


xxv^iiivf oa|ji&iio vxv/paxxxjLxxc ucta iiyuxuA.yia&c ^uupaixiixic ucia liiwlluuAy&cilaoC'l 

(DBH), mRNA 


NM 080426 


Homo saniens CiNAS conrnlex locii^ ^frT^AS^ trflnQpririt vj^rijint 9 mTJl^A 

-'■xvAXAw 0M|^xw'i.xo vjx^xLLj wwiAAfji^^ iwwuo \\.jx^x^u^, uaixo^xx|_iL vaxxaxxL XXXXVX^xV 


NM 080425 


Homo sapiens GNAS complex locus (GNAS), transcript variant 3, mRNA 


NM 000516 


xj-viiiu oapidio VJ1N./-VO ^iJinpicA luuii^ ^vjriN Ao^, uanocripL variant i, nxixiNx\. 


NM 006571 


Homo sapiens novel RGD-containing protein (WS-3), mRNA 




nomo sapiens nypomeucai proiein similar lo jviaau i o / gene proauci 
(LOC96610), mRNA 


NM 080994 


nomo bapicns nypoineucai proiem similar to i^vji-o/ protein s^KJKJy vz^Vy)^ 
mRNA. 


NM 080995 


xxuxiiu oapiciio iiypLrtnctit/ai protein similar to topoisomcrasc ^i^in/\/ xw octa ixl. 

sapiens) (LOC 129020), mRNA 


NM 080914 


xrxoiiio oapiciio aoiaxtjgiycopxOLwiii xCLrCpior ^/\.ovjrxx^J, traiiSwiipt Variant 

mRNA 


NM 080913 


■xxoixiii oapiciio aoiaii/giyCfOprotcxii rct^cptur ^/\.OvjxvXI, iraiiowiipL variant 
mRNA 


NM 080912 


-L-L^iiiu oapivixo ooxaivj^iyt^opi OLCiii ici/cpioi ^/\ovjrxS^^, tiaiiot/iipL variant xx^ , 

mRNA 


NM_001181 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 1, 
mRNA 


NM 001671 


Homo sapiens asialoglycoprotein receptor 1 (ASGRl), mRNA 


NM 005065 


Homo sapiens sel-1 suppressor of lin-12-like (C. elegans) (SELIL), mRNA 


NM 014978 


Homo sapiens VPS 10 domain receptor protein SORCS 3 (SORCS3), mRNA 


NM 015230 


Homo sapiens centaurin, delta 1 (CENTDl), mRNA 
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NM 052868 


Homo sapiens inununoglobulm supertamily, member o (lCjl!)r6), mKJNA 


MM 032782 


Homo sapiens hypothetical protein FIJI 4428 (TIM3), mRNA 


NM 032309 


Homo sapiens chromosome 2 open reading frame 9 (C2orjP9), mRNA 


NM_021625 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
4 (TRPV4), mRNA 


NM 020960 


Homo sapiens G protein-coupled receptor 107 (GPR107), mRNA 


NM_024503 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 3 
(HIVEP3), mRNA 


NM 024112 


Homo sapiens chromosome 9 open reading frame 16 (C9orfl6), mRNA 


NM_015192 


Homo sapiens phospholipase C, beta 1 (phosphoinositide-specific) (PLCBl), 
mRNA 


NM_022481 


Homo sapiens ARF-GAP, RHO-GAP, ankynn repeat and plekstnn homology 
domams-contammg protem 3 (ARAP3), mRNA 


NM_021634 


Homo sapiens leucine-rich repeat-containing G protein-coupled receptor 7 

(LGR7), mRNA 


NM_013305 


Homo sapiens sialyltransferase 8E (alpha-2, 8-polysialytransferase) (SIAT8E), 
mRNA 


NM 019069 


Homo sapiens WD repeat domain 5B (WDR5B), mRNA 


NM_016179 


Homo sapi^s transient receptor potential cation channel, subfamily C, member 
4 (TRPC4), mRNA 


NM 016592 


Homo sapiens GNAS complex locus (GNAS), transcript vanant 4, mRNA 


NM 014007 


Homo sapiens zinc finger protein 297B (ZNF297B), mRNA 


NM_0 12471 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
5 (TRPC5), mRNA 


NM_012459 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog B (yeast) 
(TIMMSB). mRNA 


NM_004621 


Homo sapiens transient receptor potential cation channel, subfamily C, member 

6 fTRPC6), mRNA 


NM_003304 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
1 (TRPCl), mRNA 


NM_002124 


Homo sapiens major histocompatibility complex, class 11, DR beta 1 (HLA- 
DRBl), mRNA 


NM 000972 


Homo sapiens ribosomal protein L7a (RPL7A), mRNA 


NM_130384 


Homo sapiens three prime repair exonuclease 1 (TREXl), transcript variant 6, 
mRNA . 


NM_033627 


Homo sapiens three prime repair exonuclease 1 (TREXl), transcript variant 2, 
mRNA 


NM_032166 


Homo sapiens three prime repair exonuclease 1 (TREXl), transcript variant 5, 
mRNA 


NM 024996 


Homo sapiens mitochondrial elongation factor G (EFGl), mRNA 


NM_033629 


Homo sapiens three prime repair exonuclease 1 (TREXl), transcnpt vanant 4, 
mRNA 


NM_033628 


Homo sapiens three pnme repair exonuclease 1 (TREXl), transcnpt vanant 3, 
mRNA 


NM_0 16381 


Homo sapiens three pnme repair exonuclease 1 (TREXl), transcnpt vanant 1, 
mRNA 


jNivi u J 1 oy^ 


TJn-mrfc eo-r»i<a«o Ar\mc^^■r^ lrinc»c^ ViinrlinO T^rotf*!!! 1 ^^tT'^TCRP 1 mPT^A 
XiUmO bd.pienb On..J''viLHIltfllIi ISJIlaoC L/uiviiiig ^lkjix^hi i ^0£X~/xvjl/x I jy iiix>j.>jr\. 


NM 003960 


Homo sapiens N-acetyltransferase 8 (camello Uke) (NATS), mRNA 


NM 021093 


Homo sapiens peptide YY, 2 (seminalplasmin) (PYY2), mRNA 


NM 021092 


Homo sapiens pancreatic polypeptide 2 (PPY2), mRNA 


NM 021190 


Homo sapiens polypyrimidine tract binding protein 2 (PTBP2), mRNA 


NM 013998 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
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neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TACl), transcript variant delta, mRNA 


iNiYi_u ijyy / 


xiomo sapiens tacnyKimn, precursor i v^suosiance js., suosiance ir, neuroKmm l, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 

gdllilllcl^ \^ i /\V»^ 1 ^, LrurioL/ripL VdXldnL J^allllllaj HU\J.N/\ 




xxtjiiiij aapiciio lauoyiviiiiii, prcuuiour i ^oUDoLoiiv/C r^, oUQaumce neuroKinUi i, 
iicuiuj^iiiii z., iicLii(jiiicviui 1^, iicuiuivjnin. aipiia, iicurupcpukic neuropepiicie 
gamma) (TACl), transcript variant alpha, mRNA 




xiuiiiij od.picii2» vj piciiciii'cuupicu rcccpior, lauiiiy group x, memDcr jd 
(GPRC5B), mKNA 


NM 004630 


Homo sapiens splicing factor 1 (SFl), mRNA 


"Knv/f 0009*^0 


xiomo sapiens lepnn ^^ooesiLy nomoiog, mouse ) yi^Csrjy niKJN A 




nomo sapiens i/vr*f kjna polymerase u, i Ai A Dox Dinamg protein \is>r)'- 
associated factor, 135 kD (TAF4), mRNA 


INIVX \J\JD 1 


nomo Sapiens Lacnyisjnin, precursor i ^suDSiance is., suDstance ir, neurojcinin i, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 

^cilklxiUX) \ l.r^\^k jy Ualiovripi Vaildllll DCLa, IIUVIN/^ 


NM 002772 


Homo sapiens protease, serine, 7 (enterokinase) (PRSS7), mRNA 




riomo sapiens zmc meiaiioprotemase (_o i ri,Z4 nomolog, yeast_) (ZJN4Jra 1 JbZ4_), 
mRNA 


1N1V1_UU0 1 U J 


riomo sapiens w Ar lour-cisuiiiue core domain 2 yWrDK^Z), transcnpt vanant 1, 
mRNA 




xiomo sapiens w/Vr lour-aisuiiicie core aomam 2 ^WrJJUZ), transcnpt vanant 
mRNA 




nuiiio bapicns w /vr lour-aisuinue core uomam z ^^wruozj, transcnpt vanant 
mRNA 


NM 0807'^4 


xiuiiiu aapiciid w.rVi louT'LLisuiiiae core uomam z ^wruv^z^, uranscnpt vanant 
mRNA 


NM_080733 


Homo sapiens WAP foui-disulfide core domain 2 (WFDC2), transcript variant 3, 
mRNA 


NM 0'>H97 


T-ToTTin «?ar\iPn<N AA/AT^ four— HiciilfiHR r»f*T*#a /lr»TMain 1 /"VX/Kl^^l ^ mU'MA 
xx^jiiiL/ oo-pfiuiitj vv xxi ivJUi'-uioUilliXC LfOIC UUIIlalll 1 ^VVX^JL^wl IILivJlNxA. 


NM 007128 


AXV^iinj od^i^iio C- x^ ijr llljpilOt'jf UC gCIiC i ^ V i X\JZ»X5 1 ^5 1 1 1 fx 1 v /A 


NM 006373 


Homo sapiens vesicle amine transport protein 1 (VATI), mRNA 


NM 003105 


xioiiio oapxcii^ £>ui Liiui-icidLcu rccepior, x^^i^i^iv ciassj a repeais-contammg 
rSORT n mRNA 


NM 020777 


Homo sapiens VPS 10 domain receptor protein (SORCS2), mRNA 


NM 05'>918 


AA^JlAi^ oapitiio y ± Kj L\J UUIIlcllil ICL^CpLUr prOlClIl OV-,^IVV^O 1 \o^Xv\w>ij1 lJlJC>J>l,rV 


NM_022553 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (S ACM2L), 

fran cffiTif vflTifirif 7 TnT?7sTA 

Li dl ik>wX l|^L Vdi laiiL lllXvlNxx 


NM 004843 


Homo sapiens class I cytokine receptor (WSXl), mRNA 




nomo bapicnb oiw^z. suppressor oi actin mutations z-iiKe ^yeastj ^oAL/iVlZLrJ, 
transcript variant 1, mRNA 


NM 00671 1 

l^lYL \/V/vl /II. 


nomo bapicn^ xvina omumg protein oi, senne-ncn aomain (^JxJNJtoIJ, transcnpt 
variant 1, mRNA 


NM 0R0SQ4 


nuiiiu 2>apicii^ JviN^ umumg proiem ^i, senne-ncn domain (^JtvJNx oi^, transcnpt 
variant 2, mRNA 


NM_1 00486 


Homo sapiens WW domain-containine adanter with a coiled-coil remon fWAC^ 
transcript variant 3, mRNA 


NM_1 00264 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 2, mRNA 


NM_0 16628 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 1, mRNA 
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NM 005701 


Homo sapiens KJNA, U transporter i ^kjnui ij, imsjN/Y 


MM 014810 


Homo sapiens centrosome-associatea proiem jou ^^i^/vr j ouj, iiikjna _ 


NM 013325 


Homo sapiens KJAAUy43 protein (^/vpgHo;, iruviN/v 


NM 020235 


Homo sapiens bobby sox xiomolog ^L/rosopniiaj ^^r>r>jv;, mxUN/\ 


NM 019118 


Homo sapiens hypothetical protein RP4-622L5 (RP4-622L5), mRNA 


NM 016312 


Homo sapiens WW domain oinomg protein 1 1 (,wrJri mKXNA 


NM 018706 


Homo sapiens KIAAl 630 protein (KIAAl 630), mRNA 


NM_080599 


Homo sapiens regulator of nonsense transcripts 2 (RliJN Iz), transcnpt vanant i, 
mRNA 


NM_015542 


Homo sapiens regulator of nonsense transcripts 2 ^ENT2), transcript variant 2, 
mRNA 


NM 002911 


Homo sapiens regulator of nonsense transcripts 1 (RENTl), mRNA 


NM_002833 


Homo sapiens protem tyrosine phosphatase, non-receptor type 9 (.r IrJNy;, 
mRNA 


NM_080589 


Homo sapiens protein tyrosine phosphatase, non-receptor type / ^Jf irJN 
transcript variant 3, mRNA 


NM_080588 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (^r IITnI 
transcript variant 2, mRNA 


NM_002832 


Homo sapiens protem tyrosine phosphatase, non-receptor type 7 (r 1 FN /), . 
transcript variant 1, mRNA 


1SIM_007039 


Homo sapiens protein tyrosine phosphatase, non-receptor type 21 (r IFiNzl), 
mRNA 


NM_014369 


Homo sapiens protem tyrosine phosphatase, non-receptor type la (bram-aenvea; 
(FIPN18),niRNA 


NM_005401 


Homo sapiens protein tyrosine phosphatase, non-receptor type 14 liT*! 14;, 
mRNA 


NM_002835 


Homo sapiens protem tyrosine phosphatase, non-receptor type 12 iriN izj, 

mRNA 


NM_080685 


Homo sapiens protem tyrosine phosphatase, non-receptor type 13 ^ArU-i/i^Jjy^ 
(Fas)-associated phosphatase) (PTPN13), transcript variant 4, mRNA 


NM_0 80684 


Homo sapiens protem tyrosine phosphatase, non-receptor type 13 (ArU-l/cuyD 
(Fas)-associated phosphatase) (PTPN13), transcript variant 3, mRNA 


NM_080683 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (j\rKj--u^uyD 
(Fas)-associated phosphatase) (PTPN13), transcript variant 1, mRNA 


NM_080601 


Homo sapiens protein tyrosme phosphatase, non-receptor type 1 1 (FHiTsil l;, 
transcript variant 2, mRNA 


NM_002834 


Homo sapiens protein tyrosine phosphatase, non-receptor type l i tJb'iJriNi ij, 
transcript variant 1, mRNA 


NM_006399 


Homo sapiens basic leucme zipper transcription factor, ATF-uke (J3Alr), 

T^ "KT A 

mRNA 


NM_006709 


Homo sapiens HLA-B associated transcript 8 (B AT8), transcript variant 

■v T/^ / f\ _ x^ "VTA 

NG36/G9a, mRNA 


NM 033177 


Homo sapiens HLA-B associated transcript 4 (BAT4), mRNA 


NM_004639 


Homo sapiens HLA-B associated transcnpt 3 (BA13;, transcnpt vanant i, 

mRNA 


NM[_080703 


Homo sapiens HLA-B associated transcnpt 3 QJ3A13), transcnpt vanant j, 
mRNA 


NM_Ob0702 


Homo sapiens HLA-B associated transcnpt 3 tBA13;, transcript vanant z. 


NM_004638 


Homo sapiens HLA-B associated transcript 2 (B AT2), transcript variant 2, 
mRNA 


NM 080686 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 1, 
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mRNA 



MM 004640 



Homo sapiens HLA-B associated transcript 1 (BATl), transcript variant 1 
mRNA 



m/L 080598 



Homo sapiens HLA-B associated transcript 1 (BATl), transcript variant 2, 
mRNA 



NM 080797 



Homo sapiens death associated transcription factor 1 (PATFl), transcript variant 
3, mRNA 



MM 080796 



Homo sapiens death associated transcription factor 1 (DATFl), transcript variant 
2, mRNA 



NM 022105 



Homo sapiens death associated transcription factor 1 (DATFl), transcript variant 
l.mRNA 



NM__021O80 I Homo sapiens disabled homolog 1 (Drosophila) (DABl), mRNA 



NM 080760 



Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 2, 

mRNA 



NM 080759 



Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 1 , 
mRNA 



NM 004392 



Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 3, 
mRNA 



NM 005996 



NM 016569 



Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 1, 
mRNA 



Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 2, 
mRNA 



NM 016954 I Homo sapiens T-box 22 (TBX22), mRNA 



NM 080701 



Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 4, 
mRNA 



NM 080700 



Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 3, 

mRNA 



NM 080699 



Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 2, 
mRNA 



NM 017518 



Homo sapiens three jn-ime repair exonuclease 2 (TREX2), transcript variant 5, 
mRNA 



NM 007205 



Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 1, 
mRNA 



NM 080632 



Homo sapiens similar to yeast Upf3, variant B (UPF3B), transcript variant 1, 
mRNA 



NM 023010 



Homo sapiens similar to yeast Upfi, variant B (UPF3B), transcript variant 2, 
mRNA 



NM 080687 



Homo sapiens similar to yeast Upf3, variant A (UPF3A), transcript variant 2, 

mRNA 



NM 023011 



Homo sapiens similar to yeast Upf3, variant A (UPF3A), transcript variant 1, 
mRNA 



NM 080630 



Homo sapiens collagen, type XI, alpha 1 (COLl 1 Al), transcript variant C, 
mRNA 



NM 080629 



Homo sapiens collagen, type XI, alpha 1 (COLl 1 Al), transcript variant B, 
mRNA 



NM 001854 



Homo sapiens collagen, type XI, alpha 1 (COLllAl), transcript variant A, 
mRNA 



NM_080791 I Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A3, mRNA 
NM 001639 I Homo sapiens amyloid P component, serum (APCS), mRNA 



NM_080790 I Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A2, mRNA 



NM 080789 I Homo sapiens acid phosphatase, testicular (ACPT). transcript variant Al. mRNA 



NM 033068 I Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A, mRNA 
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NM 001649 


Homo sapiens apical protein-like (Xenopus laevis) (APXL), mRNA 


NM_0 14481 


Homo sapiens apurinic/apyrimidinic endonuclease-like 2 (APEXL2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080649 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 3, mRNA 


NM_080648 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 2, mRNA 


NM_001641 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 1 , mRNA 


NM 080839 


Homo sapiens similar to gamma-glutamyltransferase 1 (LOC91227), mRNA 


NM_080927 


Homo sapiens endothelial and smooth muscle cell-derived neuropilin-like 
protein (ESDN), mRNA 


NM 030969 


Homo sapiens hypothetical protein MGC1223 (MGC1223), mRNA 


NM 080920 


Homo sapiens gamma-glutamyltransferase-like activity 4 (GGTLA4), mRNA 


NM 021168 


Homo sapiens RAR (RAS like GTPASE) like (RARL), mRNA 


NM_080842 


Homo sapiens hypothetical gene similar to gamma-glutamyltransferase-like 
activity 1 (LOG 129026), mRNA 


NM_031460 


Homo sapiens potassium channel, subfamily K, member 17 (TASK-4) 
(KCNK17),mRNA 


NM 033056 


Homo sapiens protocadherin 15 (PCDH15), mRNA 


NM 053283 


Homo sapiens dermcidin (DCD), mRNA 


NM 03351S 


Homo sapiens solute carrier family 38, member 5 (SLC38A5), mRNA 


NM 021160 


Homo sapiens HLA-B associated transcript 5 (BATS), mRNA 


NM 002279 


Homo sapiens keratin, hair, acidic, 3B (KRTHA3B), mRNA 


NM 004138 


Homo sapiens keratin, hair, acidic, 3A (KRTHA3 A), mRNA 


NM_016310 


Homo sapiens polymerase (RNA) HI (DNA directed) polypeptide K (12.3 kD) 
(POLR3K), mRNA 


NM_031991 


Homo sapiens polypyrimidine tract binding protein 1 (PTBPl), transcript variant 

3, mRNA 


NM_031990 


Homo sapiens polypyrimidine tract binding protein 1 (PTBPl), transcript variant 
2, mRNA 


NM_002819 


Homo sapiens polypyrimidine tract binding protein 1 (PTBPl), transcript variant 
l,mRNA 


NM 030930 


Homo sapiens unc-93 homolog Bl (C. elegans) (UNC93B1), mRNA 


NM_022454 


Homo sapiens SRY-related HMG-box transcription factor SOX 17 (SOX17), 

mRNA 


NM_004652 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 
Drosophila) (USP9X), transcript variant 1, mRNA 


NM_021906 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 
Drosophila) (USP9X), transcript variant 2, mRNA 


NM_022349 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 6A 
(MS4A6A), mRNA 


NM 022122 


Homo sapiens matrix metalloproteinase 27 (MMP27), mRNA 


NM_006387 


Homo sapiens calcium homeostasis endoplasmic reticulum protein (CHERP), 
mRNA 


NM_006918 


Homo sapiens sterol-C5-desaturase (ERG3 delta-5-desaturase homolog, fungal)- 
like (SC5DL), mRNA 


NM 020151 


Homo sapiens START domain containing 7 (STARD7), mRNA 


NM 018976 


Homo sapiens solute carrier family 38, member 2 (SLC38A2), mRNA 


NM 013351 


Homo sapiens T-box 21 (TBX21), mRNA 


NM 006993 


Homo sapiens nucleophosmin/nucleoplasmin, 3 (NPM3), mRNA 


NM 002420 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
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1 /■T'D^>"^^l^ m'DKTA 
1^1 IvrM 1 )f ixiKIN A 


NM 007244 


Homo sapiens proline rich 4 (lacrimal) (PROL4), mRNA 


NM_00o758 


xlomo sapiens Uz^KJNUZj small nuclear kjna auxiliary lacior i ^uz/\r i^, 
mRNA 


NM_006264 


Homo sapiens protein tyrosme pliospnatase, non-recepior type lo {j\r^'Lf\^uyD 
(ras)-associatea pnospiiatasej (r iriN id), iranscnpx vanam z, nuuNA 


]SIM_006055 


Homo sapiens l^ano lanUDiotic syntneiase component v^-iiKe i ^oacieriai^ 
rLANCLn. mRNA 


NM_00571o 


rlomo sapiens regulator oi vj-protein signalling ly inieracnng proicin i 
CRGS19IP1), mRNA 


NM UUDl4y 


riomo sapiens i-oox iv ^ioTs^iyj, imviN/v 


NM 004231 


Homo sapiens ATPase, vacuolar, 14 kD (ATP6S14), mRNA 


NM_000275 


riomo sapiens oculocutaneous aioinism u (puiK-eye uiiuuon nomoiog, mou&c_j 
(OCA2), mRNA 


NM_001384 


Homo sapiens diptnena toxin resistance protein requirea lor aipnxnamiae 
biosynthesis-like 2 (S. cerevisiae) (DPH2L2), mRNA 


NM_000062 


Homo sapiens senne (or cysteme) proteinase innibitor, ciaae o ^i^i innioitor;, 
member 1, (angioeaema, nereditary) ^oJiKrUNvjij, mKJN/\ 


NM_003307 


Homo sapiens transient receptor potential cation cnaimei, suoiamiiy ivi, mcmucr 
z ( IKJrMz), nuuNA 


NM_0U3oU/ 


Jriomo sapiens tumor necrosis lacior ^iiganu; supenamny, mcmuci i*t 

V^lJNJroJr i4J, mJKJNA 


1 InM yjyJZyoH 


riomo sapiens smaii muuciDic cyiuKinc /\*t i s\rr)y 


INM UUZIUD 


riomo sapiens JdLZx\ nisione lainiiy, meniDcr j\. v^jtlzxax^-zv^j iilenj.n/-\. 


1 JNm UUjj J 1 


xiomo sapiens nemogioom, ineia i ^^xxdv^i^, nuvLxrv 


JNM UUUDDo 


Jtiomo sapiens nemogioom, aipna i \^j:ii3/\i ^ rruviN^ 


NM 000517 


Homo sapiens hemoglobin, alpha 2 (HBA2), mRNA 


NM Ulzzoz 


rlomo sapiens neparan suiiate z-^^-suiioiransierase i v.-"^*^-^^ j^/> ini\j.N-rt. 


NM 021213 


Homo sapiens phosphatidylcholine transfer protein (PCTP), mRNA 


NM 018960 


Homo sapiens glycine N-metnyltransierase v,ojnmi ), mivrsA 


NM Ul /oU/ 


rlomo sapiens o-siaiogiycoproiein enaopepiiaase y\jK>\jsir mivi>i/\ 


NM_UlD/32 


rlomo sapiens KJNA Dinaing protein ^auioantigenic, nxiivLNr^-associaica. wim 
lemai yeiiowj ^^JvnJ^ i ^, transcripi vanani i, miviN^ 


NM_014483 


Homo sapiens RNA binding motif, single stranded interacting protein (RBMS3), 

TviTJXT A 




nomo sapiens iysopnospnoiipai>c j \Lj i r^j-r-rvj n living 


xnvyr Ann i Q^i 

1 JNIVL UUU lo*f 


nomo sapiens nemogioom, gaiiuiid. vj ^rLDVjz^, nixsj.>i/\ 


NM 005330 


Homo sapiens hemoglobin, epsilon 1 (HBEl), mRNA 


NM_UU/JO/ 


rlomo sapiens kjn a Dinaing protein ^auxoantigenic, nniviNx^-ad&ouiaicu wiux 
leinai yeiiow^ ^^k /\ i . y iranscnpi vananL z, inxvjLN^ 


1 JNXVl KiVDjjZ. 


nomo sapiens nemogioom, zeia v^nxjz*^, nit\iN/-v 


1 XTN>r AA^418 
JNM WDhjo 


riomo sapiens Jr\Jo-uKe antigen i \^r'\^oi^ij, uuvln-^v 


1 xTTvA nnn i ^9 

JNM__UUU1jo 


riomo sapiens giucan ^i,*+-aipna-j, orancning enzyme i ^^giyv.'Ugcii uiaiii./iiuig 
enzyme, /\nuersen tiioCaoc, giyw/ugcii oiuiagc uibccLoci' ijriJw i ▼ ^ y^vjx^j^iy, iiii.xx'^x^ 


[NM 000559 


Homo sapiens hemoglobin, gamma A (HBGl), mRNA 


1 NvJ UuUUU/ 


nomo sapiens genomic oeta. gioDiii region ^rjj3ij [cv, j un t^iuuiiiuouiiic 1 1 


NG000006 


Homn <;anipn^ crpnomin alnha fflobin region rHBA(2)^ on chromosome 16 


NM 030964 


Homo sapiens sprouty homolog 4 (Drosophila) (SPRY4), mRNA 


NM 021181 


Homo sapiens 19A24 protein (CRACC), mRNA 


NM_004654 


Homo sapiens ubiquitin specific protease 9, Y chromosome (fat facets-like 
Drosophila) CUSP9Y), mRNA 


NM 018518 


Homo sapiens MCMIO minichromosome maintenance deficient 10 (S. 
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cerevisiae) (MCMIO), mRNA 


NM_0 18593 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 10 (SLC16A10), mRNA 


NM 018240 


Homo sapiens km of IRRE like (Drosopnilaj (J<ULKKbL), mKNA 


NM 016004 


Homo sapiens chromosome 20 open readmg irame 9 (C20ori9), mRNA 


NM 006841 


Homo sapiens solute earner family 38, member 3 (SLC38A3), mRNA 


NM;_003725 


Homo sapiens oxidative 3 alpha hydroxy steroid dehydrogenase; retinoi 
dehydrogenase; 3 -hydroxys teroid epimerase (KUJJJtl), mKJNA 


NG 000009 


Homo sapiens genomic small histone lamiiy cluster txlro(flyj on cnromosome o 


NM 080878 


Homo sapiens endothelial lectin rlL-z (J±l-zj, mKJNA 


NM 080876 


Homo sapiens protein phosphatase (blvKri ), mKJNA 


NM 080874 


Homo sapiens ankynn repeat and bUCo box-contammg d (AorSD;, ttikjna 


NM 080873 


Homo sapiens ankyrin repeat and SOCS box-containing 1 1 (ASBll), mRNA 


NM 080872 


Homo sapiens KIAA1777 protein (Unc5h4), mRNA 


NM 080867 


Homo sapiens suppressor of cytokine signalling 4 (SOCS4), mRNA 


NM 080864 


Homo sapiens relaxm 3 (H3) (RLN3), mRNA 


NM 080863 


Homo sapiens ankynn repeat and SOCS box-contammg 16 (ASB16), mRNA 


NM_080862 


Homo sapiens SPRY domain-contammg SOCS box protein SSB-4 (bbB-4), 
mRNA 


NM_080861 


Homo sapiens SPRY domain-containing SOCS box protein SSB-3 (SSB-3), j 
mRNA 


NM 080860 


Homo sapiens testes specific A2 homolog (mouse) (TSGA2), mRNA 


NM 016150 


Homo sapiens ankyrin repeat and SOCS box-containing 2 (ASB2), mRNA 


NM 016127 


Homo sapiens hypothetical protein MGC872 1 (MGC872 1), mRNA 


NM_004170 


Homo sapiens solute carrier family 1 (neuronal/epithelial high affinity glutamate 
transporter, system Xag), member 1 (SLClAl), nuclear gene encoding 

mitochondrial protein, mRNA 


NM 017611 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227), mRNA 


NM_025220 


Homo sapiens a dismtegnn and metalloproteinase domain 33 (ADAM33J, 
mRNA 


NM 018548 


Homo sapiens down-regulated m lung cancer (HLCDCrrl), mRJNA 


NM_080740 


Homo sapiens similar to Ovis anes Y chromosome repeat region u Y 1 1 . i 
(3 OYll.l), mRNA 


NM 012163 


Homo sapiens F-box and leucine-nch repeat protem y (r tjysJLv), mKJNA 


NM 012304 


Homo^ sapiens F-box and leucine-rich repeat protein 7 (FBXL7), mRNA 1 


NM 012160 


Homo sapiens F-box and leucme-nch repeat protein 4 (FBXJL4), mKiN A 


NM 012159 


Homo sapiens F-box and leucine-rich repeat protein 3B (FBXL3B), mRNA 1 


NM 012158 


Homo sapiens F-box and leucine-rich repeat protein 3 A (FBXL3 A), mRNA 


NM 012157 


Homo sapiens F-box and leucine-rich repeat protein 2 (FBXL2), mRNA 1 


NM_024555 


Homo sapiens F-box and leucine-nch repeat protein 6 (FBXLo), transcript 
variant 2, mRNA 


NM_012162 


Homo sapiens F-box and leucine-nch repeat protein 6 (FBXL6), transcript 
variant 1, mRNA 


NM_033535 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5), transcript 1 
variant 2, mRNA 


NM_012161 


Homo sapiens F-box and leucme-nch repeat protein 5 (FBXL5), transcnpt 
vanani i, iiikin/v 


NM 002278 


Homo sapiens keratin, hair, acidic, 2 (KRTHA2), mRNA 1 


NM_033285 


Homo sapiens tumor protein p53 inducible nuclear protein 1 (TP53INP1), 
mRNA 


NM 002277 


Homo sapiens keratin, hair, acidic, 1 (KRTHAl), mRNA 


NM 032994 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
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transcript variant 5, mRNA 


IN JVL_U-3 J *t 


Wr\Tr^r\ conif»nc Williams "RpiirpTi <;vndronie chromosome region 14 fWBSCR14), 
transcript variant 4, mRNA 




xjrvmrk canimc Williflm^ Rpiirpn Rvndrome chromosome redon 14 fWJ[3SCR14)s 
transcript variant 3, mRNA 




TJr\r*-*rk eoT^itf^nc AA7illiamc Rpiirpn Qvnflrnme chromosome re&ion 14 rVvBSCR14}, 


NM_032951 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 




TTomn QanipTT? crpnomic cvtochrome P450 subfamilv HA (phenobarbital- 
inHnnihlp'^ rnYP2A'^ on chromosome 19 




Homo saniens chromosome 12 onen reading frame 22 (C12orf22), mRNA 




Wnmo 5finien<5 earlv develonment reculator 1 fDolvhomeotic 1 homolog) (EDRl), 

mT^TsTA 


"MM 020244 


Homo saniens choline ohosnhotransferase 1 (CHPTl), mRNA 


NM 019074 


Homo saniens delta-like 4 fDrosonhila'i fDLL4\ mRNA 1 


"MM 018990 


Homo saniens chromosome X ot)en readine frame 9 CCXorf9), mRNA 1 


TvTM 017833 


Homo saniens chromosome 21 ooen reading frame 55 (C21orf55), mRNA | 


NM 018255 


Homo saniens elonffator nrotein 2 fELP2), mRNA 1 


NM 014096 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227), mRNA 




Homo snnipns connector enhancer of*ICSR2 fCNK2l« mRNA t 


NM 012164 


Homo sapiens F-box and WD-40 domain protein 2 (FBXW2), mRNA [ 


fvTiv/r c\^ooA'l 

\ JNiVi U 1 / 1 


tTrvmrk cc»T\"ipric cpIptiiiityi Honor nrotpin i SPS i mlv^JA. 1 


JNJVl UIZIOD 


Mrkmrk canipnc F_Knv nnH WD-40 domain nrotein 3 rFBXW3y mRNA 1 


NM_00719S 


Homo sapiens proline synthetase co-transcribed homolog (bacterial) (PROSC), 1 

im\JiN/v 1 


]SIM_006011 


1 Homo sapiens sialyltransferase 8B (alpha-2, 8-sialytransferase) (SIAT8B), 1 
mRNA 


1 XTA./T nCi^^nA 
1 JNiVi \J\jOO/H 


Wi^rrin c':^T^tprlQ 'T^rip fin aer -nrotein 239 rZNF239'> mRNA 1 


NM:_001364 


Homo sapiens discs, large homolog 2, chapsyn-l 10 O^rosophila) (DLG2), 

mRNA 


XTA/f f\f\f\^^A^ 
JNJVL^UUUOh-O 


1 xji-i*-Y-»i^ conif^nc 2iT-n\/lr>-l ^\-aliipnQiflasp 4-fllnha-pliicanotTansferase fdvcocen 1 
debranching enzyme, glycogen storage disease type Dl) (AGL), transcript variant 
6, mRNA 


jNiVl_UUUo4D 


1 tT/^-t-rii-k oo-rvi/anc am\/lr\-1 ^-crtnp/>ciH5»QP 4-fllnha-cyliicanotransferase Tfflvcoffen t 

XxOmO sapiens a.XIiyiU~l, O-glliL/VJolUctaCj M'*al|Jiia~gii-iw**-i.i.wu-»*-*»jA^*»«*'^ ^^ijx^v^w** I 

debranching enzyme, glycogen storage disease type IH) (AGL), transcript variant 
5, mRNA 


1 XTAyf fif\f\^AA 


1 TJrv-m^^ eoT^i^t-ic omt/lrt-l ^»crliir*r\cirlsicp 4-stlnha-o'liioanotTansferase r&lvco&en 1 
1 jtiomo sapiens amy iu~ i , \j-giiiv»Udiu<ioc, t-aipiio. giu^oiivu.«ni«AV'i.€»o»-r ^si-jrwvgwx* i 

debranching enzyme, glycogen storage disease type m) (AGL), transcript variant 
2, mRNA 


t "MAA (\C\f\f^A'X 


1 Wrvmrk cQr^if^nc amvlo-l f\-alnpoQiHasp 4-alnha-ffliicanotransferase Cfflvcoccn 1 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
3, mRNA 




1 U/^-rv\i^ co-r»i<aT-io om\/lr\_l ^-o-liirT^ci/lQcp 4-5ilr»lipi-cTliipanotransfisrase Tfflvco&en t 
1 riomo sapiens amyio-i, o-giuouoiua&Cj t-aiiJiia-^iuL/cun-ria 0***3x^1. vs^j^^o^'^* 1 

1 H*>V\T-oTir*iii'ncy pn'TA/mp o-lvpocypn storaop dispase tvne 11 H TAGL^ transcriot variant 1 
1 mRNA 


NM_000028 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 1 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
4, mRNA 


NM 080831 


Homo sapiens chromosome 20 open reading frame 87 (C20orf87), mRNA 1 


[NM 080825 


Homo sapiens chromosome 20 open reading frame 144 (C20orfl44), mRNA 1 


1 NM 080823 


1 Homo sapiens chromosome 20 open reading frame 148 (C20orfl4S), mRNA | 
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NM_0 17662 


Homo sapiens transient receptor potential cation channel, suDiamily M, member 
6 (TRPM6). mRNA 


1SIM_080744 


Homo sapiens scavenger receptor cysteine nch domain contammg, group is (4 
domains) (SRCRB4D), mRNA 


]SIM_000493 


Homo sapiens collagen, type X, alpha l(Schmid metaphyseal chondrodysplasia) 1 
(COL 1 OAl ), mRNA 


MM_057096 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant J, 
mRNA 


NM 014578 


Homo sapiens ras homolog gene family, member D (ARHD), mRNA 


, NM_020708 


Homo sapiens solute carrier family 1 2, (potassium-chloride transporter) member 1 

5 (SLC12A5), mRNA 


NM 016093 


Homo sapiens ribosomal protem L26-like 1 (RPL26L1), mRNA 


NM_057095 


Homo sapiens cytochrome P450 pol>i)eptide 43 (CYP3A43), transcript variant 2, 
mRNA 


NM_022820 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcnpt variant 1, 
mRNA 


1 NM_052969 


Homo sapiens ribosomal protein L39-like (RPL39L), mRNA 1 


ISIM 052970 


Homo sapiens chromosome 20 open reading frame 60 (C20ori60), mKN A 


NM 052865 


Homo sapiens chromosome 20 open reading frame 72 (C20orf72), mRNA 1 


NM 021029 


Homo sapiens nbosomal protein L36a (RPL36A), mRNA 


1 NM 001001 


Homo sapiens ribosomal protein L36a-like (RPL36AL), mRNA 1 


NM_033645 


Homo sapiens F-box and WD-40 domam protein IB (FBXWIB), transcript 

variant 1, mRNA 


NM_033644 


Homo sapiens F-box and WD-40 domain protein IB (FBXWIB), transcript 1 

variant 2, mRNA 


NM_0 12300 


Homo sapiens F-box and WD-40 domam protem IB (FBXWIB), transcript 
variant 3, mRNA 


NM 022760 


Homo sapiens chromosome 20 open reading frame 81 (CzOorfSl), mRNA 


NM_014958 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 15 (ARHGEF15), 
mRNA 


NM 021810 


Homo sapiens cadherin-like 26 (CDH26), mRNA | 


NM_030876 


Homo sapiens olfactory receptor, fanuly 5, subfamily V, member 1 (OR5V1), 

itlEINA 


NM_031232 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 1 
bmdmg protein (APBA2BP), transcnpt variant 2, mRNA 


NM_031231 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 1 
bmdmg protem (APBA2BP), transcnpt vanant 1, mRNA 


NM 032554 


Homo sapiens G protein-coupled receptor 81 (GPR81), mRNA 


NM_006462 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcnpt 
variant 1, mRNA 


NM_031229 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcnpt 
vanant 2, niRNA 


NM_03122S 


Homo sapiens chromosome 20 open readmg frame 18 (C20orfl8), transcnpt 
variant 3, mRNA 


|NM_031227 


Homo sapiens chromosome 20 open readmg frame 18 (C20orfl8), transcnpt 
variant 4, mRNA 


1 vnvyf 1 AO A 
JNiVl \jD i^^^ 


XjLUUIU baplcnS CnrOIIlOSUmc z.\J upcil iwauni^ uainc ^v^4bW/iX^^^, iiiAVj.'M.f^ 


NM 000518 


Homo sapiens hemoglobin, beta (HBB), mRNA 


NM_030959 


Homo sapiens olfactory receptor, family 12, subfamily D, member 3 (OR12D3), 
mRNA 


NM 018661 


Homo sapiens defensin, beta 3 (DEFB3), mRNA 


NM 022487 


Homo sapiens DNA cross-link repair IC (PS02 homolog, S. cerevisiae) 
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rnPTRFlO mRNA 1 




TTnmo saoiens chromosome 20 ooen readine frame 51 (C20orf51), mRNA 


NM_000668 


Homo sapiens alcohol dehydrogenase IB (class I), beta polypeptide (ADHIB), 1 

mPXTA 


iNiVl UZ 1 !7H-> 1 




NM 021640 


Homo sapiens chromosome 12 open reading frame 10 (C12orfl0), mRNA 


INiVL UZiZiO 1 


XJrkrnrfc carfc-i^nc /*VirrMTir*cr4Tn«=» 90 rki^Rn rPflflinOf frame 77 rC*!20orf77 1 mRj^A 1 


XTA/T mo 1/11 1 


WrkTTirt corkif^nc "H^P AFi/PT ^ Acn-Olii- Ala-AQn/Hi^^ hox "Dolvnentide 26 n3I3X26\ 1 
mRNA 


XT\/f no 100^ 1 


nomo Sapiciid proiiiic-ricn x yjawji^i/y ixti>j.Nr\. ■ 


XTlvvl' AA/C^AQ 1 
JNM__UUOjUo 


jriomo sapiens rcgcneraniig isici-ucrivcu-iiR-Cj pmiL'i&a.uw olwhw' piut^ui iajw/^ ■ 

T-\Qnr»r/*Qti tVirF*or! T^rof^^iTi-liln* T'rfl'f^ ^RPT^T ^ TTlRN^A 1 


INIVI UZv/jjO I 


TTr\mr\ carii^Tic fT^roTnocrMTiR 90 rt'npn rpflHinof "frame 32 rC20orr32i- mRN^A 


XTA/T nOA'^AQ 


TJr\-mn c?»r\"i**nc fcicnin V\ r\m c\\ r\ cr flptin-HimHllTIO' nrotein testicular 1 
^SitrnncrvlnrpnlTotii^ niimiiratii*;^ rFSC!N3^ mRNA 1 


iNiVX \jA.\jV*-rO \ 


Homo ^aniens SH3-domain GRB2-'like endoohilin B2 fSH3GLB2), mRNA 


NM 020125 


Homo sapiens BCM-like membrane protein precursor (BLAME), mRNA 1 


iNlVJL_U i !7UZ^ ] 


Womn C5ir\if=»r»c r»Timmr\QnTni=* 90 onpn rpaHino^ frame 1 6 (C20orxTOK mR!NA 1 


NM 018679 


Homo sapiens t-complex 1 1 (mouse) (TCPl 1), mRNA 


XTN/l A 1 ^< CO 


riomo sapiens Jj-ccii iransiocauuii gene *+ \id iKj'^jy iiu\drsr\. i 


XnvyT A1 C^QO 


xiomo sapiens cnromosonic ^yj open rcauixig xiaiixe x / ^^v-'^wi x i / iiixx-i-^i^ ■ 


XTTVyf Al SifSyi 
JNJVl_U ioOi7 / 


XJr^-M-^/x co-r*-i*»-nc T o-nl^ 1 on'HV*irfcttr» cvm+V»f»tacf* pnmrinnfnt {^-lilce 9 inacterial 1 1 
JnLOniO sapiens X^cUlv^ lanilOlUl-lO oyilLIlCi.a&e v/vJlll|^ViiexiL \^ luvv/ x. y^i^av/twi i.<xiy 1 

i n AXrr^T 9^ mPNA 1 


iNiVl_U 1 oO / / 


1 WrkTMrt eg-n-i^nc «»r»<»H/l_r^r\<>n'7vmf» A cvrifViPfa^P ^ ( AFiR frirminff^ T ACAS2V 1 
XlUIllO odpiexio aUCLV l~v_<>ijeixz*jrXlie jr\. ojrxitudciot ^ \x^,a^x. xvrxiiixLAgy ^zT.v-'^».*-»*-yj 1 

•mRNA 


>JM 0 1 1 


1 Wnmn Qanieir? chroTnn«;ome 20 onen reading frame 180 fC20orfl80), mRNA 1 


iVl V/ 1 O / ^ J 


1 Wnmo <5anier»Q interleukin 1 7R recentor riL17BR^ mRNA 1 


INIVX vXO*t/*t 


Hr»mn Qariien^ cViromosome 20 onen reading fr^me 19 fC20orfl9), mRNA 1 


NM 018478 


1 Homo sapiens chromosome 20 open reading frame 35 (C20orf35), mRNA j 


NM 017896 


Homo sapiens chromosome 20 open reading frame 1 1 (C20orfl 1), mRNA 


INiVl U i lolH 


1 riomo sapienb cnxomobomc ^kj upcii leauiiig xidiiic jl. i \\^^\j\jLi.^t xiixvx^^^ i 


XTAVT AlOC^O 

JNJVl Ul /oDy 


1 fiomo sapiens uriaine Kiixabe~xiA.c i ^ijxsjvi^xj, uuvxn^ 


Xnvvr A1T7QO 

JNIVI Ul / /yo 


1 xiomo sapiens cnromosome zu opcnrcauing irainc z.i \^v^z.uuii^ i^, iiixvj.n/-v i 




1 riomo sapieiio scma uumain, miniunugiUL»uiiii ixi^iiia.ni ^x^^, u.aiioiAA^iAAUPAOAAv» i 
Hnmnin /"TA/T^ anH Qhrirt rvtonlaQTYiir Hnmain ^^^emaohorin^ 4C fSE!MA4C). 
mRNA 


NM 017714 


1 T-Tnmo «!aniens chromosome 20 onen readine frame 13 fC20orfl3), mRNA 


TnTM 017671 


1 Homo <;aniens chromosome 20 onen readins fi^me 42 (C20orf42), mRNA 


NM 018384 


Homo saoiens immune associated nucleotide 4 like 1 (mouse) (IAN4L1), mRNA 1 


NM 018354 


1 Homo saniens chromosome 20 onen reading frame 46 (C20orf46), mRNA 1 


NM 018347 


1 Homo ^aniens chromosome 20 onen reading: frame 29 (C20orf29), mRNA 1 


NM 018397 


Homo ^anien«; chromo<;ome 20 onen reading frame 38 fC20orf38). mRNA 1 


NM 018989 


TToTno <ianiens narasneclcle nrotein 1 TPSPl^ mRNA I 


IsTN/T 018970 


1 T-Tnmo Qaniens chromosome 20 onen reading frame 20 fC20orf20), mRNA 


NM 0189S7 

XNXVX vr X O^*^ / 


1 Womo ^aniens chromosome 20 onen readinff frame 36 rC20orf36), mRNA 


NM 018197 

XNiVX V/ X O 1 / 


1 Homo ^aniens zinc finder nrotein 64 homoloc (mouse) (ZFP64), mRNA 

1 XXV^XIXVjP OtXwX^-'XXO 41^XX.X%^ AXxX ji^wx lMrXv/V\^XXX f XXV^XXXV^xV^g^ y^A.^* w •^w^^^ \ ^ * -^^-^^ 


NM 018010 


1 Homo sapiens estrogen-related receptor beta like 1 (ESRRBLl), mRNA 


NM 017446 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39), mRNA 


NM 017429 


Homo sapiens beta-carotene 15, 15*-dioxygenase (BCDO), mRNA 


NM 016082 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA 


NM 016610 


Homo sapiens toll-like receptor 8 (TLR8), mRNA 


NM 016009 


1 Homo sapiens SH3-domain GRB2-like endophilin Bl (SH3GLB1), mRNA 
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NM 016408 1 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mKNA 


NM 016407 


Homo sapiens chromosome 20 open readmg frame 43 (C20orf43), mRNA 


NM_016319 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 7 A 
(Arabidopsis) (COPS7A), mRNA 


NM_015985 1 


Homo sapiens angiopoietin 4 (ANGPT4), mRNA 


NM_015834 


Homo sapiens adenosine deammase, RNA-specmc, Bl (REDl homolog rat) 
(ADARBl), transcript variant DRADA2c, mRNA 


r>5M * 


Homo sapiens adenosine deammase, RNA-specific, Bl (REDl homolog rat) 
(AD ARB 1), transcnpt vanant DRABA2b, mRNA 


NM 014036 


Homo sapiens BCM-like membrane protein precursor (BLAME), mRNA 


NM 014012 


Homo sapiens RAS (RAD and GEM)-like GTP-bmding (REM), mRNA 


NM_014841 


Homo sapiens synaptosomal-associated protein, 91 kD homolog (mouse) 
(SNAP91),mRNA 


NM 014795 


Homo sapiens zinc finger homeobox lb (ZFHXIB), mRNA 1 


NM_015313 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 12 (ARHGEF12), 
mRNA 


NM_014784 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 1 1 (ARHGEFl 1), 
mRNA 


1 NM_014862 


Homo sapiens aryl-hydrocarbon receptor nuclear translocator 2 (ARNT2), 
mRNA 


NM 014054 


Homo sapiens chromosome 20 open reading frame 40 (C20ori4u), mRNA 


NM_0 15629 


Homo sapiens PRP3 1 pre-mKNA processing factor 3 1 homolog (yeast) 
1 (PRPF31),mRNA 


NM 015417 


Homo sapiens chromosome 20 open readmg frame 28 (C20ori28), mRNA 


NM_0 14625 


Homo sapiens nephrosis 2, idiopathic, steroid-resistant (podocm) (NPHS2), 
mRNA 


NM 014592 


Homo sapiens Kv channel mteracting protein 1 (KCNIPl), mRNA 


1<JM_014140 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a-like 1 (SMARCALl), mRNA 


1 NM 013442 


Homo sapiens stomatin (EPB72)-hke 2 (STOML2), mRNA 


NM 013248 


Homo sapiens NUTF-like export factorl (NXTl), mRNA 


NM 013316 


Homo sapiens CCR4-NOT transcription complex, subunit (CNOT4), mRNA 


NM_013348 


Homo sapiens potassium inwardly-rectiiying channel, subfamily J, member 14 
(KCNJ14), mRNA 


NM 013279 


Homo sapiens chromosome 1 1 open reading frame 9 (CI lort9), mRNA 


NM_012418 


Homo sapiens fascin homolog 2, actin-bundling protein, retinal 
(Strongylocentrotus purpuratus) (FSCN2), mRNA 


NM 012201 


Homo sapiens golgi apparatus protein 1 (GLGl), mRNA 


NM 000519 


Homo sapiens hemoglobm, delta (HBD), mRNA 


NM 006999 


Homo sapiens polymerase (UNA directed) sigma (POLS), mRNA 


NM_006719 


Homo sapiens actm binding LIM protem (ABLIM), transcnpt vanant ABLlM-m, 
mRNA 


NM_002313 


Homo sapiens actm binding LIM protein (ABLIM), transcnpt variant ABLIM-1, 

mRNA 


NM_007238 


Homo sapiens peroxisomal membrane protein 4 (24kD) (PXMP4), mRNA 1 


NM 007184 


Homo sapiens mschann (NISCH), mRNA 


NM_U0o720 


Homo sapiens actm bmoing LIM protem (A±>LJLM), transcript vanant Ai5J-*JJVL-s, 

mRNA 


1 NM 007026 


Homo sapiens dual specificity phosphatase 14 (DUSP14), mRNA 1 


NM_006837 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 5 1 
(Arabidopsis) (COPS5), mRNA 


[NM 006614 


1 Homo sapiens cell adhesion molecule with homology to LI CAM (close homolog | 
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of LI) (CHLl), mRNA 


NM 006410 
MM 006432 


Homo sapiens i±LV-l lat interactive proLein z, is±j ^ni/\iirii^, iiix^j.Nn 

Homo sapiens Niemann-Pick disease, type C2 (NPC2), mRNA 1 


NM 006348 


Homo sapiens golgi transport complex i ku suDunuj iiuvln^ 


NM 006408 


Homo sapiens anterior gradient Z nomoiog (^ys^enepus laevis^ ^/\ojv^;, uusj-n/a. 


NM 006106 


Homo sapiens Yes-associatea protein l, od kjj i at i;, mtuN/^ 


NM 006096 


Homo sapiens N-myc downstream reguiatea gene i ^iNUK^u^i;, mtuN/v 


NM_006071 


Homo sapiens polycystic Kidney disease (poiycystmj ana Jtciu ^sperm receptor i 
for egg jelly homolog, sea urchin)-like (PKDREJ), mRNA 


NM 006092 


Homo sapiens caspase recruitment domain lamiiy, memoer ^ ixusjna 


NM 005748 


Homo sapiens YYl associated factor 2 (YAP2), mRNA 1 


NM 005715 


Homo sapiens uronyl-2-sulfotransferase (UST), mRNA 


NM_005622 


Homo sapiens SA hypertension-associated homolog (rat) (bAHJ, mKJNA 


NM_005733 


Homo sapiens RAB6 interacting, kmesm-like (rabkinesino) (l<j\i5oluri^j, 
mRNA 


NM_005668 


Homo sapiens sialyl transferase SD (alpna-2, o-polysiaiytransierase; voiAi ou), 
mRNA 


NM 005606 


Homo sapiens legumam (LGMN), mRNA 


NM 004649 


Homo sapiens chromosome 21 open reading frame 33 (C21orfi3), mRNA 1 


NM 005469 


Homo sapiens peroxisomal acyi-CoA thioesterase (r IJil), mKlNA 


NM 005180 


Homo sapiens B lymphoma Mo-MLV insertion region (mouse) (BMIl), mRNA 


NM 005108 


Homo sapiens xylulokinase homolog (H. influenzae) (XYLB), mRNA 


NM 004610 1 


Homo sapiens t-complex 10 (mouse) (TCP 10), mRNA 


NM_004579 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 2 
(MAP4K2), mRNA 


NM_004086 


Homo sapiens coagulation factor C homolog, cochlin (Limulus polyphemus) 
(COCH), mRNA 


NM 004273 


Homo sapiens carbohydrate (chondroitin 6) sulfotransferase 3 (CHST3), mRNA 


NM_004902 


Homo sapiens RNA-bmdmg region (RNPl, REM) containing 2 (KNPC2), 
mRNA 


NM_004353 


Homo sapiens senne (or cysteine) proteinase inhibitor, clade H (neat snock 
protein 47), member 1, (collagen binding protein 1) (SERPINHl), mRNA 


NM_004317 


pHomo sapiens arsA arsenite transporter, ATP-binding, homolog 1 (bacterial) 

(ASNAl), mRNA 


NM_001247 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 6 (putative 
function) (ENTPD6), mRNA 


NM_003831 


Homo sapiens sudD suppressor of bimD6 homolog (A. nidulans) (SUDD), 

1 T^ ^ T A 

mRNA 


NM 003143 


Homo sapiens single-stranded DNA binding protein (SSBPl), mRNA 


NM_003098 


Homo sapiens syntrophm, alpha 1 (dystropmn-associated protein Al, DyJcU, 

acidic component) (SNTAl), mRNA 


NM_003034 


Homo sapiens sialyltransferase 8A (alpha-N-acetylneuraminate/alpha-2,8- 
sialytransferase, GD3 synthase) (SIAT8A), mRNA 


NM_003028 


Homo sapiens SHE (Src homology 2 domain-containing) adaptor protein B 

(SHB), mRNA 


NM 003579 


Homo sapiens RAD54-liKe (S. cerevisiae) (RAi-)D4D, mKJN A 


NM_0026oy 


xiomo sapiens pieiouopic reguiaior i ^r^iNjjinomuiog, /viauiu-upoio^ v.-*- -■-^■■■^'VJiy, 
mRNA 


NM_000139 


1 Homo sapiens membrane-sparming 4-domains, subfamily A, member 1 
(MS4A2), mRNA 


NM 003836 


1 Homo sapiens delta-like 1 homolog (Drosophila) (DLKl), mRNA 


NM 003653 


1 Homo sapiens COP9 constitutive photomorphogenic homolog subunit 3 
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(Arabidopsis) (COPS3), mRNA | 


NM_000083 


Homo sapiens chlonde channel 1, skeletal muscle (Inomsen disease, autosomal 

dominant) (CLCNl), mRNA 


N1VI_000691 


Homo sapiens aldehyde dehydrogenase 3 tanuly, memberAl (ALDUS A Ij, 
mRNA 


NM_001112 


Homo sapiens adenosme deaminase, RNA-speciiic, J31 (KiiDl nomolog rat; 
(AD ARB 1), transcript variant DRADA2a, mRNA 


NM_004370 


Homo sapiens collagen, type Xn, alpha 1 (COL12A1), transcript variant long, 
mRNA 


NM_080645 


Homo sapiens collagen, type Xn, alpha 1 (COL12A1), transcript variant short, 
mRNA 1 


NM_080681 


Homo sapiens collagen, type XI, alpha 2 (COLl 1 A2), transcript variant 2, 
mRNA 


NM_080680 


Homo sapiens collagen, type XI, alpha 2 (COLl 1 A2), transcnpt vanant 1, 
mRNA 


NM_080679 


Homo sapiens collagen, type XI, alpha 2 (COLl 1 A2), transcript variant 3, 1 

"VTA 1 

mRNA 


NM 003593 


Homo sapiens winged-helix nude (WHN), mRNA 1 


NM_000638 


Homo sapiens vitronectm (serum spreading factor, somatomedin B, complement 

S-protein) (VTN), mRNA 


NM_080682 


-WT 1 11 Jl * 1 1^1 fx. A Ik iTl \ J n . . ..I .m-t- ■ .J-.--I .J. -f- O 1 

Homo sapiens vascular cell adhesion molecule 1 (VCAMl), transcnpt vanant 2, 
mRNA 


NM__001078 


Homo sapiens vascular cell adhesion molecule 1 (VCAMl), transcnpt vanant 1, 

TlVT A i 

mRNA 


NM 006115 


Homo sapiens preterentially expressed antigen m melanoma (^rK-AJNaxsj, mtuNA 


NM 000175 


Homo sapiens glucose pnospnate isomerase v^rij, mxsJNA 


NM 020526 


Homo sapiens iipnAo (iiri±Aoj, mKINA 


NM 002109 


Homo sapiens mstiayl-tKJN A syntnetase (i±AKo), mKJNA 


NM 012208 


Homo sapiens nistidyl-tKJNA syntnetase-liKe ^j1AKoL.j, miUNA 


NM 004608 


Homo sapiens i -box 5(1 BAo), transcnpt vanant i , mKJN A 


NM 080758 


Homo sapiens l-box o (IBAo), transcnpt vanant mKJNA 


NM 080718 


Homo sapiens T-box 5 (TBX5), transcnpt vanant niKJN A 


NM 080717 


Homo sapiens l-box 5 (1BA5), transcnpt vanant J, niKJNA 


NM 000192 


Homo sapiens l-box 5 (1BX5), transcnpt vanant 1, mKJNA 


NM 080832 


Homo sapiens poly(A) binding protein, cytoplasmic d ^rArsrCD), miciN a 


NM 080824 


Homo sapiens cnromosome l\j open reaamg trame luo \^v-^zuomuo^, nuxiNA 


r>JM 080822 


Homo sapiens canaidate tumor suppressor \jv^az vi-^az;, niKiNA 


NM 080821 


Homo sapiens cnromosome zu open reading ixame luo v^u-zuomuo^, nuviNA 


NM 080820 


Homo sapiens cnromosome ZU open readmg irame oo i^i^zuonooj, nuKJNA 


NM 080818 


Homo sapiens (jr protein-coupled receptor oU (CjJrKoU), mKJNA 


NM 080817 


Homo sapiens (j protein-coupled receptor oz (vjrFKcSZj, mKJNA 


NM 080794 


Homo sapiens mitochondnal nbosomai protem Liy (JViKrLjyj, mKJNA 


NM 020973 


Homo sapiens cytosolic beta-glucosidase tijrL.UL^jj mKJNA 


NM 054112 


Homo sapiens cnromosome 2U open reading irame vLyZUonoJj, mKiNA 


NM 052951 


Homo sapiens cnromosome 2U open reading irame 10/ i,^zuonio/j, nusJNA 


JNM 014145 


Homo sapiens cnromosome zU open reading irame d\j i^^^zuonjuj, mKJNA 


NM 033409 


Homo sapiens chromosome 20 open reading frame 54 (C20orf54), mRNA 


NM 032013 


Homo sapiens NUKCJ lamily member 3 (NDKOJj, niKJNA 




nOmO odpiCIlo Lliupcvlla nomOlOg ^^JL/HJoUpiUia^ ^v-^xx y, iiAxvi^rt 


NM;_024021 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 4 
(MS4A4A), mRNA 


NM 022910 


Homo sapiens NDRG family member 4 fNDRG4). mRNA 
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NM 025206 


Homo sapiens fer-l-like 4 (C. elegans) flFERlL4), mRNA 


INlVt U^Hl/OU 


Wn-mrt ca-nitf>nc rViromncnTnp 90 nnen rpadinff firaTtie 48 fC20orf48^ ITlRNA. 




"HTrtmrk cani*»Tic rlimmrtcnmp 90 Ar»pn readiTiff frame 39 fC20orf39^ mRNA 


NM 024299 


Homo sapiens chromosome 20 o^en reading jframe 149 (C20orf 149), mRNA 


INJVl UZ^U / / 


rxomo sapiens oc^^xo Dinuing pruiciii ^ \^ox>rA.^, nirvj.'Ni-i. 


iNJVl_UZZ/^U 


XJr\-r*-ir\ eor\-i*»-ne (^r\QQ r^rxncHtl lti\7<* T*Vlf\trkT11f\TTllir40'f*'niC VlAmAloO" <5lll^Unit 7B 

xioiTio sapicnb \^KJxy vuiibtiiLitivc uinjtoii.nji^ii*-igt^iiiw ii\jxii\/i\j^ oi.*l^iaii*«» / j-» 


NM 022574 


Homo sapiens postmeiotic segregation increased 2-like 12 (PERQl), mRNA 


iN iVl__UZZ 3 O o 


WrkTvirk car\ip»T-»c 'i^At>\^\rA^ /^^Vl\/rHno■^»n^lQP R fjiTnil'v mpmHer A1 TAT^DHSA.! 


NM_022477 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


1 JNJvl_UZZUfSZ 


riomo sapiens cnromosome z,yj open reaumg ixdiiic jz^ w^za/ulxj^j, iiuy^^r^ 


NM_022058 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 

memoer iw ^oJ-rv-/*t/\iuj, nus-iNrv 


1 JNiVl UZiZ^U 


riomo sapiens myeioiQ/iympnoici or niiAcu.-iiiicd.gc icuivciiiia.^ yiytx^i^jj, imxj.'Mx-k. 


NM_021145 


Homo sapiens cyclin D binding myb-like transcription factor 1 (DMTFl), 

mKINA 




riomo sapiens v-eis eryinroDiasiosis virub c^sj uncugciic iiuuiuiu^ i yavianj 
(ETSD.mRNA 


\ XTAvr AOA/I/CC 

JNlVl 0zU4oj 


xlomo sapiens JNUivij lamiiy memoer h yriUJsxjH)^ niiviN/\ 


MM_014227 


Homo sapiens solute carrier family 5 (low affinity glucose cotransporter), 

memoei h ^^oi-.i^j/V'fj, ruKJN/\ 


NM 015317 


Homo sapiens pumilio homolog 2 (Drosophila) (PUM2), mRNA 


JNjVl_0lDoo5 


xlomo sapiens acnaiasia, aorenoconicai insumciency, aiacrimid ^-^viigiuvc, uipic 

A) (AAAS), mRNA 


1 XTN/T A01Q<A 

JNM._uziyr>u 


riomo sapiens memorane-spanning u.omd.inbj auDiaiiiiiy iiicxiiuci ^ \m.\^ 
n^agmeni oi ig-Cr, mgn aiiinity i, rcccpior lux, ucia puiypcpuuc^ ^ivxoT-r^xy, niivx^x-v 


JNiVl.__UU D J 6 5^ 


rr/-vi-rtr\ cQT^i^-Mc rl AVi\/r1t"/M3"f*nc»c#> "fsnnilx/ nnf*TTll^pr Al i AT.TjnroA.il 

nomo sapiens aiGcnycic vicnyiiicigciiaoc u laiiiiijr, iiidiiuw»i /tlx y^^f^j-* i-^ j. av/x^ x ^ , 
mRNA 


XTlV>r AAA^I'i 


jnLomo sapiens proxeoiipici proicm i cii^«.cua-ivxcxit«ua.^ixci uidwaoc^j apaoLxw 
paraplegia 2, uncomplicated) (PLPl), mRNA 


1 JNiVl U10Z3Z 


rxomo sapiens Dacuiovird.i Lc\jr rcpcaL^c/uiiLauiiiig u ^dponuii^ ^^xjxjxv^^j^j xxix'^j.-^^^ 


NM 014351 


Homo sapiens sulfotransferase family 4A, member 1 (SULT4A1), mRNA 


1 XnvA AlO'50'3 

JNJVI_U1Z3Zj 


xiomo sapiens v-mai muscuioaponcurouC' iiuruoax^/uiixa uiit'Ugcxic iiuixx«ji\^^ x 
(avian) (MAFF), mRNA 


XTA if AA/i/^AA 


riomo sapiens nuciear aisixiDuiion gene v,.- nomuiu^ iiiu.uia.iia^ \yi\jx^\^)^ 
mRNA 




riomo sapiens i^naj i^jispn-u^ nomoiog, suuimaiiy jd, mcmuci i ^i-ziNin^jji^, 

ITLtvlN/\ 


KTNA AA^ 1 OA 


jnomo sapiens rnnucieouae repeax coniaimng 1 1 ^ x ruv-aoauwidicu. piv^ic^xxx, 


NM_001383 


Homo sapiens diptheria toxin resistance protein required for diphthamide 

LrlUoyilLIlColO 111\.C 1 V.*^* L/ClCViolCtC^ \XJx S^x^l-f\. )^ iXULVX^XTk. 


j J.N1YI \J\J L jZ, / 


xXUIllU oapiCIlo L^allL/CI/ LCoLlo alxil^dl 1 yK^xrw^i.)^ xxxxvx^ix 


>JN/f osn7so 


T-TnTYtf\ cnr\i^»'nc nVirnmrkQnmp 90 nnf^n rfflHincr framp 14^ rC^90orfl43^ TnRNA 


1 MM n'^7S10 


T-Taitia Qa"nif»n<; '7inp fintTf*r nrAtpin "^4.1 IP'^41'^ mRNA 

XXV^lllV^ od^XVllo ^lllv/ XlilgV>L |JiV^L^lli y/^X^X -J* X Jy XXXXVX^X^ 


NM_017895 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 27 (DDX27), 
mRNA 


NM 030782 


Homo sapiens cisplatin resistance related protein CRR9p (CRR9), mRNA 


NM 080748 


Homo sapiens chromosome 20 open reading jframe 52 (C20orf52), mRNA 


NM 080743 


Homo sapiens serine-arginine repressor protein (35 kDa) (SRrp35), mRNA 


1 NM 080742 


Homo sapiens UDP-glucuronyltransferase-S (GLCATS), mRNA 
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NM 080741 


Homo sapiens sialidase 4 (NEU4), mRNA 


NM 080739 


Homo sapiens chromosome 20 open reading frame 141 (C20orfl41), mRNA 


NM 033550 


Homo sapiens chromosome 20 open reading frame 64 (C20orf64), mRNA 


NM_080732 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 3, 
mRNA 


NM_053046 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 1, 
mRNA 


NM_025106 


Homo sapiens SPRY domain-containing SOCS box protein SSB-1 (FLJ22393), 
mRNA 


NM_030760 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 

receptor, S (EDG8), mRNA 


NM_0 16069 


Homo sapiens mitochondria-associated protein involved in granulocyte- 
macrophage colony-stimulating factor signal transduction (Magmas), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 021205 


Homo sapiens Wnt-1 responsive Cdc42 homolog (WRCH-1), mRNA 


NM 032495 


Homo sapiens hypothetical protein SMAP31 (SMAP31), mRNA 


NM 032556 


Homo sapiens interieukin-1 HY2 (IL1HY2), mRNA 


NM_0 14331 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 

system) member 1 1 (SLC7A1 1), mRNA 


NM 017564 


Homo sapiens stabilin-2 (STAB2), mRNA 


NM 020924 


Homo sapiens bioref (bioref), mRNA 


NM 015356 


Homo sapiens scribble (SCRIB), mRNA 


NM 030648 


Homo sapiens SET domain-containing protein 7 (SET7), mRNA 


NM 018488 


Homo sapiens T-box 4 (TBX4), mRNA 


NM 016470 


Homo sapiens chromosome 20 map 20ql3.1 1 


NM_080722 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 14 (ADAMTS14), mRNA 


NM 080676 


Homo sapiens chromosome 20 open reading frame 133 (C20orfl33), mRNA 


NM 080674 


Homo sapiens chromosome 20 open reading frame 86 (C20orf86), mRNA 


NM 080621 


Homo sapiens chromosome 20 open reading frame 136 (C20orfl36), mRNA 


NM 080608 


Homo sapiens chromosome 20 open reading frame 165 (C20orfl65), mRNA 


NM 080719 


Homo sapiens hypothetical protein MGC4473 (MGC4473), mRNA 


NM 003495 


Homo sapiens H4 histone family, member M (H4FM), mRNA 


NM 020633 


Homo sapiens VlR-like I (VlRLl), mRNA 


NM 007259 


Homo sapiens vacuolar protein sorting 45 A (yeast) (VPS45 A), mRNA 


NM_080631 


Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 2, 
mRNA 


NM_014396 


Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 1, 
mRNA 


NM 018668 


Homo sapiens vacuolar protein sorting 33B (yeast) (VPS33B), mRNA 


NM 022916 


Homo sapiens vacuolar protein sorting 33A (rat homolog) (VPS33A), mRNA 


NM 003610 


Homo sapiens RAEl RNA export 1 homolog (S. pombe) (RAEl), mRNA 


NM 014061 


Homo sapiens APR-1 protein (MAGEHl), mRNA 


NM 001927 


Homo sapiens desmin (DES), mRNA 


NM 080593 


Homo sapiens histone family member (H2B/S), mRNA 


NM 080596 


Homo sapiens histone family member (H2A/S), mRNA 


NM_001867 


Homo sapiens C3^ochrome c oxidase subunit VIIc (COX7C), nuclear gene 
encoding mitochondrial protein, mRNA 


NM1.001866 


Homo sapiens cytochrome c oxidase subunit Vllb (COX7B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_004718 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 like 
(COX7A2L), nuclear gene encoding mitochondrial protein, mRNA 
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NM 001865 1 Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 Giver) 1 
~ rnoXTAl), nuclear eene encoding mitochondrial protein, mRNA 


NM_001864 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 1 (muscle) 
(COX7A1), nuclear gene encoding mitochondrial protein, mRNA 


NM_006438 


Homo sapiens coUectin sub-family member 10 (C-type lectin) (COLJaClO), 
mRNA —J 


NM_080544 


Homo sapiens collagen-like tail subunit (single strand ol homotnmer) or 
asymmetric acetylcholinesterase (COLQ), transcript variant Vm, mRNA 


NM_080543 


Homo sapiens coUagen-hke tail subumt (single strand ot homotnmer) oi 
asymmetric acetylcholinesterase (COLQ), transcript variant Vn, mRNA 


NM_080542 


Homo sapiens coUagen-like tail subunit (single strand ot homotnmer) oi 
asymmetric acetylcholinesterase (COLQ), transcript variant VT, mRNA 


NM_080541 f 


Homo sapiens coUagen-like tail subunit (single strand of homotnmer) ol 
asymmetric acetylcholinesterase (COLQ), transcript variant V, mRNA 


NM_080540 


Homo sapiens collagen-like tail subumt (single strand of homotnmer) ot 
asymmetric acetylcholinesterase (COLQ), transcript variant IV, mRNA 


NM_080539 


Homo sapiens coUagen-like tail subunit (single strand ot homotnmer) oi 
asymmetric acetylcholinesterase (COLQ), transcript variant m, mRNA 


NM_080538 


Homo sapiens coUagen-like tail subunit (single strand of homotnmer) ot 
asymmetric acetylcholinesterase (COLQ), transcnpt variant U, mRNA 


NM_005677 


Homo sapiens collagen-like tail subunit (single strand ot homotnmer) ot 
asymmetric acetylcholinesterase (COLQ), transcript variant I, mRNA 


NM_080592 


Homo sapiens apoptosis related protein APR-3 (APR-3), transcript variant 2, 
mRNA 


]SIM_0 16085 


Homo sapiens apoptosis related protein APR-3 (APR-3), transcnpt vanant 1, 1 
mRNA 


NM 014318 


Homo sapiens apoptosis related protein (APR-2), mRNA 1 


NM_001745 


Homo sapiens calcium modulating ligand (CAMLG), mKN A 


NM_004341 


Homo sapiens carbamoyl-phosphate synthetase 2, aspartate transcarbamylase, 1 
and dihydroorotase (CAD)„ nuclear gene encoding mitochondrial protein, 
mRNA 


NM_032493 


Homo sapiens adaptor-related protein complex 1, mu 1 subunit (AFlMi;, 
mRNA 


NM_001 128 


Homo sapiens adaptor-related protein complex 1, gamma 1 subunit (AFlUri), 
mRNA 


NM_080545 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (Ariuz), 
transcript variant 2, mRNA 


^^VI_003917 


Homo sapiens adaptor-related protein complex 1, gamma Z subunit (ATIU^), 
transcript variant 1 , mRNA 


NM_080549 


Homo sapiens protein tyrosine phosphatase, non-receptor type 5 (flrlMo), 
transcript variant 3, mRNA 


NM_0S0548 


Homo sapiens protem tyrosine phosphatase, non-receptor type 5 (I'lFNO), 
transcript variant 2, mRNA 


MM_002831 


Homo sapiens protein tyrosine phosphatase, non-receptor type 5 (FirXMO), 
transcnpt variant i, mxsJM/v 


1 MM_002830 


Homo sapiens protein tyrosine phosphatase, non-receptor type 4 
(megakaryocyte) (PTPN4), mRNA 


NM_002S29 


Homo sapiens protein tyrosine phosphatase, non-receptor type 3 (P'l PN3), 
mRNA 


NM_080423 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 3, mRNA 


1 NM 080422 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
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transcript variant 2, mRNA 


NM_002828 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 

transcript variant 1 , mRNA 


NM_002827 


Homo sapiens protein tyrosme phosphatase, non-receptor type 1 (PTPNl), 
mRNA 


NM_014241 


Homo sapiens protein tyrosme phosphatase-like (prolme instead of catalytic 

arginine), member a (PTPLA), mRNA 


NM_003479 


Homo sapiens protein tyrosine phosphatase type IV A, member 2 (PTP4A2), 
transcript variant 1, mRNA 


NM_080392 


Homo sapiens protein tyrosine phosphatase type IV A, member 2 (PTP4A2), 
transcript variant 3, mRNA 


NM_080391 


Homo sapiens protein tyrosine phosphatase type IVA, member 2 (PTP4A2), 
transcript vanant 2, mRNA 


NM_080591 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandm Cj/H 
synthase and cvclooxvfienase) CPTGSl), transcript variant 2, mRNA 


NM_000962 


Homo sapiens prostaglandm-endoperoxide synthase 1 (prostaglandm Cj/H 
synthase and cyclooxygenase) (PTGSl), transcript variant 1, mRNA 


NM 004058 


Homo sapiens calcyphosme (CAPS), transcript vanant 1, mRNA 


NM 080590 


Homo sapiens calcyphosine (CAPS), transcript variant 2, mRNA 


NM_006380 


Homo sapiens amyloid beta precursor protein (cytoplasmic tail) binding protem 
2 (APPBP2), mRNA 


NM_003905 


Homo sapiens amyloid beta precursor protem bindmg protem 1, syicD 
(APPBPl),mRNA 


NM_005783 


Homo sapiens ATP bindmg protem associated wath cell diiierentiation 
(APACD), mRNA 


NM_080600 


Homo sapiens myelin associated glycoprotem (MAG), transcript vanant 2, 
mRNA 


NM_002361 


Homo sapiens myelin associated glycoprotein (MAG), transcnpt variant 1, 
mRNA 


NM 005994 


Homo sapiens T-box 2 (TBX2), mRNA 


NM 080647 


Homo sapiens T-box 1 (TBXl), transcnpt vanant C, mRNA 


1 NM 080646 


Homo sapiens T-box 1 (TBXl), transcript variant A, mRNA 


NM 080675 


Homo sapiens sperm associated antigen 4-like (SPAG4L), mRNA 


NM 080617 


Homo sapiens cerebellin precursor-like 1 (CBLNLl), mRNA 


NM 080611 


Homo sapiens dual specificity phosphatase-like 15 (DUSP15), mRNA 


NM 080610 


Homo sapiens cystatin 9-hke (mouse) (CST9L), mRNA 


NM__080602 


Homo sapiens actin related protem 2/3 complex, subimit 3B (21 kD) (ARPC3JB), 
mRNA 


NG^OOOOll 


Homo sapiens genomic cytochrome P450, subiantuly DA (phenobarbitai- 
inducible) (CYP2A.3@) on chromosome 19 


NM 016649 


Homo sapiens chromosome 20 open readmg frame 6 (C20orf6), mRNA 


1 NM _080597 


Homo sapiens oxysterol binding protein-like 1 A (OSBPLl A), mRNA 


rNM_080605 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 

/T~A 1 A X > ■ > y X T^ -v y A 

6 (B3GALT6), mRNA 


NM_058169 


Homo sapiens loss of heterozygosity, 12, chromosomal region 1 (LOH12CR1), 
mRNA 


NM 0581o4 


riomo sapiens ollactomeain JL (^L/i^rivizj, niKiN/\ 


NM 052866 


Homo sapiens ADAMTS-like 1 (ADAMTSLl), mRNA 


NM 018030 


Homo sapiens oxysterol binding protein-like 1 A (OSBPLl A), niRNA 


NM 033142 


Homo sapiens chorionic gonadotropin, beta polypeptide 7 (CGB7), mRNA 


NG 000013 


Homo sapiens genomic MHC class HI complement gene cluster (MCGC@) on 
chromosome 6 
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NM 020967 I Homo sapiens nuclear receptor coactivator 5 (NCOA5) , mRNA 



NM 033044 



Homo sapiens microtubule-actin crosslinking factor 1 (MACFl), transcript 
variant 3, mRNA 



NM 033024 



Homo sapiens microtubule-actin crosslinking factor 1 (MACFl), transcript 
variant 2, mRNA 



T ^m^-^ — ^ ■ — — — ' ■ 

NG 000017 Homo sapiens genomic protocadherin beta cluster (PCDHB@) on chromosome 5 



NM 01SS64 I Homo sapiens chromosome 6 open reading frame 32 (C6orf32), mRNA 
NM 032188 I Homo sapiens histone acetyltransferase MYSTl (MYSTl), mRNA 



NM 03077 6 | Homo sapiens chromosome 20 open reading frame 183 (C20orfl83), mRNA 

chromosome 20 open reading frame 172 (C20orfl72), mRNA 
brain and acute leukemia, cytoplasmic (BAALC)> mRNA 



NM 024918 
NM 024812 



Homo sapiens 
Homo sapiens 



NM 024777 | Homo sapiens chromosome 20 open reading frame 124 (C20orfl24), mRNA 



NM 024758 | Homo sapiens agmatinase (FLJ23384)7niRNA 



NM 024641 I Homo sapiens mandaselin (FLJ12838), mRNA 



NM 024331 I Homo sapiens chromosome 20 open reading frame 121 (C20orfl21), mRNA 
NM 024301 I Homo sapiens f ukutin-related protein (FKRP), mRNA 

— - * • — * — ■ — ■ ■ ■■ ■■ ■ ■ - — 



NM 005763 1 Homo sapiens aminoadipate-semialdehyde synthase (AASS), mRNA 

Homo sapiens chromosome 20 open reading frame 116 (C20orf 1 1 6), mRNA 
Homo sapiens FUS interacting protein (serine-arginine rich) 2 (FUSIP2), mR 
mnmn canionc ti-an«f>nt rf*r!entor notential cation Channel, subfamily M, mem 



NM 023935 



NM 021993 



NM 014555 



:h) 2 (FUSIP2), mRNA 



Homo sapiens transient receptor potential cation channel, subfamily M, member 
5 (TRPM5), mRNA 



NM 000537 I Homo sapiens renin (REN), mRNA 



NM 016652 



NM 021245 



Homo sapiens Cm, crooked neck-like 1 (Drosophila) (CRNKLl). mRNA 
Homo sapiens myozenin 1 (MYQZl). mRNA 



NM 001967 



Homo sapiens eukaryotic translation initiation factor 4A, isoform 2 (EIF4A2), 
mRNA 



NM 018649 I Ho mo sapiens H2A histone family, member Y2 (H2AFY2). mRNA 



NM 015148 I Homo sapiens PAS domain containing serine/threonine kinase (PASK), mRNA 

■ ■■ ■ 1 '' — •.•-••1 -J. _ . yTTT¥-> -I A "KT\ 



NM 017902 



Homo sapiens hypoxia-inducible factor 1, alpha subunit inhibitor (HBFIAN), 
mRNA 



NM 018285 



Homo sapiens chromosome 15 open reading frame 12 (C15orfl2), nuclear gene 
encoding mitochondrial protein, mRNA 



NM 018267 
NM 017555 



Homo sapiens H2A histone family, member J (H2AFJ), mRNA 

Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 2, 
mRNA 



NM 016143 



NM 015993 



Homo sapiens likely ortholog of rat p47 (p47), mRNA 
Homo sapiens plasmolipin (PMLP), mRNA 



NM_Q14938 | Homo sapiens Mix interactor (MONDOA), mRNA 
NM 014948 



NM 014016 



Homo sapiens likely ortholog of mouse ubiquitin conjugating enzyme 7 

interacting protein 5 (UBCE7IP5), mRNA 

Homo sapiens SACl suppressor of actin mutations 1-like (yeast) (SACMIL), 

mRNA 



NM 015156 I Homo sa piens REST corepressor (RCOR), mRNA 
NM 013337 



Homo sapiens translocase of inner mitochondrial membrane 22 homolog (yeast) 
(TIMM22), mRNA 



NM 013233 



Homo sapiens serine threonine kinase 39 (STE20/SPS1 homolog, yeast) 
rSTK39), mRNA 



NM_0Q6595 Homo sapiens apoptosis inhibitor 5 (API5), mRNA 



NmI0O6402 I Homo sapiens hepatitis B virus x interacting protein (HBXIP), mRNA 



NM 006351 



Homo sapiens translocase of inner mitochondrial membrane 44 homolog (yeast) 
(TIMM44), mRNA 



NM _006327 | Homo sapiens translocase of inner mitochondrial membrane 23 homolog (yeast) 
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(TIMM23), mRNA 


NM_006335 


Homo sapiens translocase of inner mitochondrial membrane 17 homolog A 
(yeast) (T1MM17A), mRNA 


NM_006420 


Homo sapiens ADP-ribosylation factor guanine nucleotide-exchange factor 2 
(brefeldm A-mhibited) (ARFGEF2), mRNA 


NM 005992 


Homo sapiens T-box 1 (TBXl), transcript variant B, mRNA 


NM_005834 

* 


Homo sapiens translocase of inner mitochondnal membrane 17 homolog B 
(yeast) (TIMM17B), mRNA 


NM:_000385 


Homo sapiens aquaporm 1 (channel-forming integral protein, 28kD) (AQPl), 
mRNA 


NM_002891 


Homo sapiens Ras protem-specific guanme nucleotide-releasmg lactor 1 
(RASGRFl), mRNA 


NM_000963 


Homo sapiens prostaglandin-endoperoxide synthase 2 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS2), mRNA 


NM[_002792 


Homo sapiens proteasome (prosome, macropam) subumt, alpha type, 7 
(PSMA7), mRNA 


NM 002335 


Homo sapiens low density lipoprotein receptor-related protein 5 (LRP5), mRNA 


NM_001402 


Homo sapiens eukaryotic translation elongation factor 1 alpha 1 (EEFlAl), 
mRNA 


NM 080677 


Homo sapiens dynein light chain 2 (Dlc2), mRNA 


NM 080672 


Homo sapiens 09H4T4 like (HI 773 9), mRNA 


NM_080671 


Homo sapiens potassium voltage-gated channel, Isk-related subfamily, gene 4 

/~T?^ ^^"V 1 1 • A N X^ "K T A 

(KCNE4), mRNA 


NM 080670 


Homo sapiens similar to RDCEN cDNA 2610030116 gene {MCjC2541), mKJNA 


NM 080669 


Homo sapiens similar to RIKEN cDNA 1 1 100u2COo gene (MCjC9dd4), mKJNA 


NM 080667 


Homo sapiens similar to RIKEN cDNA 4931428D14 gene (MCjCI!>4U /), mKJNA 


NM_0S0665 


Homo sapiens similar to RJKEN cDNA B2301 18G17 gene (MGC 19604), 
mRNA 


NM 080664 


Homo sapiens similar to RIKEN cDNA 4930d7o1:*Uo gene (JVloC-yy iZj, ixiktma 


NM 080662 


Homo sapiens similar to RIKEN cDNA lolOOzzr 1 1 gene (MvjL.4zoi ), mKiNA 


NM 080660 


Homo sapiens similar to J<JUKJbJN cJDJNA lzuuUi4JNlo gene (^JVivj^^iHZoyj, mrUN/v 


NM 080659 


Homo sapiens similar to RJKEN cDNA 2310U30Cj0o gene tjVlvjL.i453yj, mKJNA 


NM 080657 


Homo sapiens vipirin (cigS), mRNA 


NM 080655 


Homo sapiens similar to RIKEN cDNA 5730528L13 gene (MGC17337), mRNA 


NM 080654 


Homo sapiens NY-REN-41 antigen (NY-REN-41), mRNA 


NM 080653 


Homo sapiens similar to RJKEN cDNA 4930D00d4 gene (MLjCy34i j, mKJNA 


NM 080652 


Homo sapiens similar to RIKEN cDNA 573057oN0o gene (MOCl^iy / J, mKJNA 


NM 004296 


Homo sapiens regulator of G-protein signalling o (Ruboj, mKJNA 


NM_014234 


Homo sapiens F abG (beta-ketoacyl-[acyl-carner-proteinJ reductase, E coii) nice 
(E. coll) (FABGL), mRNA 


NM \}2^//d 


Homo sapiens gemm o (vjEMINoj, mKJNA 


NM OoUoZo 


Homo sapiens BR13 binding protein (liKlirJr), mKNA 


NM 0oUo2d 


rlomo sapiens cnromosome zu open reaaing nrame lou v^L^zuoniouj, nuviN/v 


NM Ubuolo 


rlomo sapiens cnromosome ZU open reading trame i iz (i^zuoni izj, iiikjna 


NM UbOolz 


Homo sapiens UOo/Gab lamiiy memoer 3 (oAo J ), mKJNA 


"KTlv AOA/^A*? 

NM OoUoU/ 


rlomo sapiens cnromosome zu open reading irame luz (^i^zuoniuzj, mKiNA 






NM 032019 


Homo sapiens histone deacetylase 10 (HDACIO), mRNA 


NM 030815 


Homo sapiens chromosome 20 open reading frame 126 (C20orfl26), mRNA 


NM 020841 


Homo sapiens oxysterol binding protein-like 8 (OSBPL8), mRNA 


NM 020764 


Homo sapiens cask-interacting protein 1 (CASKINl), mRNA 


NM 016436 


Homo sapiens chromosome 20 open reading frame 104 (C20orfl04), mRNA 
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NM 077104 


Hnmo ^aniens chromosonie 20 onen readinc frame 67 fC20orf67\ mRNA 1 


NM 080546 


Homo sapiens CDw92 antigen (CDW92), mRNA 


MM" 01 SSI 1 


Wnmn <;anien^ chromosome 20 onen reading frame 4 fC20orf4\ mRNA 1 


>JM 007116 


TTnmn ^ianiPTTs maior histocomnatibilitv comnlex. claSS !• A fHLA-A), mRNA 1 


NM 023017 


Homo sapiens phosphoinositide 3-kinase enhancer (PIKE), mRNA 1 






NM_005037 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 1 

wiPMA 1 

mi\JN/v 1 


iNlVl UloZUO 


nomo sapicnb vdC/Uuiar pri/iciii ouiiuig ^jrcaoty \ v jtojj^, iiixxj.'^./~k ■ 


iNiVL_U 1 *tUU J 


TJnmr* cc»T%ipTic FJP AO/W T AQn-niii-Ala-Aqn/Hi'?'^ box nolvnentide 38 rDDX38'i 1 

XiOmO sapiens LJCtr\XJi xx ^jr\*>p**VjlU~<f^.la."-rTk.op/Xiioy \J\JJ\. pwijrpt«pti.\J.w jo \x^x^.r%.^Kjjy i 

mRNA 


XNiYl_UUO*f*fj 


Xxomo sapiens x j\x o prc"iii.Rj^/\ pivji^coojiiig xa^tvu o ^jrw<*oi,y xxx a i 
mRNA 




Wr»-rr»r* oQT*i<»nc t-*-r<3_mT?TsJ A T»r^^r•f»CcinO' faftriT 1 R rPT?Pl TTlRT^A 1 


NM 006214 


Homo sapiens phytanoyl-CoA hydroxylase (Refsum disease) (PHYH), mRNA 1 


JNJVl_UU4J /4 


riomo sapiens cyiocnrome c oxioase suuuiiii vie uuuicai gciic ■ 
encoding mitochondrial protein, mRNA 


XTTV>f Am O/CI 

iNM._UUlooJ 


xxomo sapiens cyxocnrome c oxioase suDunii vio ^v^vj-a.ux>^, iiuL»icai ^c^iic 
encoding mitochondrial protein, mRNA 


INJyl UU^ZUD 


riomo sapiens cyiocnrome c oxiaase suuuniL v xa puiypcpuuc ^ \\^\y^\jr\^ji i 

rilXCiCal gene dlC^UUlIl^ IIilL\JwliL>ilLlIicti ^JixjiS^Liif iiiXvJ.>.rx 1 


NM_004373 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 1 (COX6A1), 1 

XlUCICar gCnC CllV/iJUlIlg lUiLUL/llUllUllal pil^ic^iil, iiXLVX^-rv i 




xxOiiio sapiens cyiucnromc u uAiuaoc oiiuuixiL xv xouxuiiii ^ ^\»^\_/./v.*Txt»y, aauw^i^cu ■ 
gene encoding mitochondrial protein, mRNA 


iNiVl KJDZ^^oy 


TJr\T-*-»rv ooY^i^^e o/^T*/\eiTi T^if^/ltnor TM"r\f"^lTl 1 A^^"RTlPl TTflH^^A 1 
xxOmO oapiens aCrOSUl 01111x111^ piuicill ^7T.\_/XVDXr iixtN-i^iT. 1 


NM_080476 


Homo sapiens CDC91 cell division cycle 91-like 1 (S. cerevisiae) (CDC91L1), 
mRNA 


NSvL UoU4/j 


riomo sapiens vjai a oinuing proiein j \\jj\.xj\d)^ iiii>j.n/\ 


NM_002121 


Homo sapiens major histocompatibility complex, class 11, DP beta 1 (HLA- 1 

T~A"P1I> 1 \ rvil?XT A 1 


NM_078470 


Homo sapiens COX 15 homolog, cytochrome c oxidase assembly protein (yeast) j 
(COX 15), nuclear gene encoding mitochondrial protein, transcript variant 1, 

mPXT A 




xxOmO Sd-pienS v_^vjyv l l nomOlOgj oyLOUlxruiIlC W wA.lVXa.oc aoowiiiuiy pxvLv^iii ^jr^aot^ 1 
ff^CYVT'l 1^ niir»lp»c»r oe^-nf^ f^-nrr^Hincr mifripVionflrifil "nTntfiiTl TTll^N^A 1 




T-Ir^TYirk carfc-iF^-nc r^OYlO V»rfcTrtf\1r\cr r*\/tor*Viromf* c. oxida^se aQ^emblv "nrotein heme 
A/fsimpQvltrsinQfprai^f* Tvf^siQt^ ^f^O'^TIO^ nuclear ffcne encodinor mitochondrial 
■nrotein mRNA 


NM 0S407R 


Womn ^ampn<; acvl-malnnvl cmidensinp enzvme TAJMLACV mRNA 


NM 037485 


Homo saniens chromosome 20 onen readine frame 154 (C20orfl54), mRNA 


NM 033342 


Homo saoiens trinartite motif-containinc 7 (TR TMTV mRNA 


NM 033421 


Homo saniens chromosome 20 onenreadine frame 161 (C20orfl61), mRNA 


NM 033197 


Homo saniens chromosome 20 onen readine frame 114 (C20orf 1 14), mRNA 


NM 020866 


Homo sapiens kelch-like 1 (Drosophila) (KLHLl), mRNA 


NM 037RR3 


Homo 9ar>ien<; chromn«;nme 70 onen readine frame 100 fC20orfl00^- mRNA 

XXv/lllV-f OdwlWXXO wllX WXXlwOWllXV' V^L^V/ll 1 VyCl\Ji-i*^j aw w a wy , a&a&v^ & 


NM 032523 


Homo sapiens oxysterol binding protein-like 6 '(OSBPL6), mRNA 


NM 020896 


Homo sapiens oxysterol binding protein-like 5 (OSBPL5), mRNA 


NM 015550 


Homo sapiens oxysterol binding protein-like 3 (OSBPL3), mRNA 


NM_03 1473 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-1), mRNA 


NM 030801 


Homo sapiens MAGE-El protein (MAGE-El), mRNA 
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NM 025128 


Homo sapiens MUS81 endonuciease (MUSSl), mKNA 


MM 024958 


Homo sapiens chromosome 20 open reading trame yb (C2Uori9o), mRNA 


NM 024663 


Homo sapiens aminopeptidase-like 1 (NPEPLl), mRNA 


NM 024586 


Homo sapiens oxysterol bmding protem-like 9 (OSBPL9), mRNA 


NM 024120 


Homo sapiens chromosome 20 open reading frame 7 (C20ori7), mRNA 


NM 022776 


Homo sapiens oxysterol bmdmg protem-hke 1 1 (OSBPLl 1), mRNA 


NM 022109 


Homo sapiens CDw92 antigen (CDW92), mKNA 


NM 022088 


Homo sapiens zmc finger protein 338 (ZNF338), mRNA 


NM 021158 


Homo sapiens chromosome 20 open readmg frame 97 (C20ori97), mRNA 


NM 021232 


Homo sapiens proline dehydrogenase (oxidase) 2 (PRODH2), mRNA 


NM 021220 


Homo sapiens zinc finger protem 339 (ZNF339), mRNA 


NM_021039 


Homo sapiens SlOO calcium binding protein A14 (calgizzann) (S100A14), 
mRNA 


NM 020659 


Homo sapiens tweety homolog 1 (Drosophila) (11 YHl), mRNA 


NM_018972 


Homo sapiens ganglioside-induced differentiation-associated protein 1 

(GDAPl), mRNA 


NM 017921 


Homo sapiens hypothetical protem FU20657 (NPL4), mRNA 


NM 017784 


Homo sapiens oxysterol binding protem-hke 10 (OSBPLIO), mRNA 


NM 017731 


Homo sapiens oxysterol bmding protein-like 7 (OSBPL7), mRNA 


NM_0 18209 


Homo sapiens ADP-ribosylation factor 1 GTPase activating protein 
(ARFIGAP), mRNA 


NM 018102 


Homo sapiens zinc finger protem 334 (ZNF334), mRNA 


NM 015891 


Homo sapiens pre-mRNA splicing factor 17 (PRP17), mRNA 


NM 016599 


Homo sapiens niyozenin 2 (MYOZ2), mRNA 


NM 014962 


Homo sapiens BTB (POZ) domain contammg 3 (BTBD3), mRNA 


NM 014835 


Homo sapiens oxysterol bmding protem-hke 2 (OSBPL2), mRNA 


NM 014723 


Homo sapiens syntaphilm (SNPH), mRNA 


NM 014183 


Homo sapiens dynem light chain 2A (DNLC2A), mRNA 


NM_0 14055 


Homo sapiens carmtme deficiency-associated gene expressed in ventncle 1 
(CDV-1), mRNA 


NM 014477 


Homo sapiens chromosome 20 open reading frame 10 (CzOori 10), mKNA 


NM 012261 


Homo sapiens chromosome 20 open reading frame 103 (C20orfl03), mRNA 


NM 013369 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3-like (DNMT3L), mRNA 


NM 012469 


Homo sapiens chromosome 20 open reading frame 14 (C20oril4), mJECNA 


NM 012291 


Homo sapiens extra spindle poles like 1 (S. cerevisiae) (ESPLl), mRNA 


NM 007002 


Homo sapiens adhesion regulating molecule 1 (ADRMl), mRNA 


NM_006809 


Homo sapiens translocase of outer mitochondrial membrane 34 (TOMM34), 
mRNA 


NM 006813 


Homo sapiens prohne rich 2 (PROL2), mRNA 


NM_002509 


Homo sapiens NK2 transcription factor homolog B (Drosophila) (NKX2B), 
mRNA 


NM_080474 


Homo sapiens serme (or cysteme) proteinase inhibitor, clade B (ovalbumm), 
member 12 (SERPINB12), mRNA 


NM 006009 


Homo sapiens tubulin, alpha 3 (TUBA3), mRNA 


NM_003463 


Homo sapiens protem tyrosine phosphatase type IVA, member 1 (PTP4A1), 
mRNA 


NM 019888 


Homo sapiens melanccortm 3 receptor (MC3R), mRNA 


NM 001846 


Homo sapiens collagen, type IV, alpha 2 (COL4A2), mRNA 


NM_079422 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYLl), 
transcript variant 3f, mRNA 


NM_079420 

... 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYLl), 
transcript variant If, mRNA 
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NM 000795 


Homo sapiens dopamine receptor D2 (DRD2), transcnpt vanant 1, mKNA 


NM 016574 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 2, mRNA 


NM_079837 


Homo sapiens BTG3 associated nuclear protein (BANP), transcnpt vanant 2, 
mRNA 


NM_0 17869 


Homo sapiens BTG3 associated nuclear protem (BANP), transcnpt vanant 1, 
mRNA 


NM_079425 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 3, mRNA 


NM_079424 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcnpt vanant 4, mRNA 


NM_079423 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcnpt vanant 2, mRNA 


]S!M_021019 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 1, mRNA 


NM 004509 


Homo sapiens SPl 10 nuclear body protein (SPl 10), transcript vanant a, mKJNA 


NM 080424 


Homo sapiens SPl 10 nuclear body protein (SPl 10), transcnpt vanant c, mRNA 


NM 004510 


Homo sapiens SPl 10 nuclear body protem (SPl 10), transcript vanant b, niRNA 


NM 004574 


Homo sapiens peanut-hke 2 (Drosophila) (PNUTL2), transcnpt vanant 1, mRNA 


NM 080417 


Homo sapiens peanut-hke 2 (Drosophila) (PNUTL2), transcript variant 4, mRNA 


MM 080416 


Homo sapiens peanut-hke 2 (Drosophila) (PNUTL2), transcript vanant 3, niRNA 


NM 080415 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 2, mRNA 


NM 002117 


Homo sapiens major histocompatibility complex, class I, C (HLA-C), mRNA 


NM 005514 


Homo sapiens major histocompatibility complex, class I, B (HLA-B), mRNA 


NC 001807 


Homo sapiens rmtochondnon, complete genome 


NM 080489 


Homo sapiens syndecan binding protem (syntenm) 2 (SDCBP2), mRNA 


NM_001997 


Homo sapiens Fmkel-Biskis-Reilly munne sarcoma virus (FBR-MuSV) 
ubiquitously expressed (fox derived); ribosomal protein S30 (FAU), mRNA 


NM_057179 


Homo sapiens likely ortholog of mouse and rat twist-related bHLH protein 

Dermo-1 (DERMOl), mRNA 


NM 001008 


Homo sapiens nbosomal protem S4, Y-lmked (RPS4Y), mRNA 


NM 001007 


Homo sapiens ribosomal protein S4, X-linked (RPS4X), mRNA 


NM__005192 


Homo sapiens cyclin-dependent kinase inhibitor 3 (CDK2-associated dual 
specificity phosphatase) (CDKN3), mRNA 


NM_079421 


Homo sapiens cyclm-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 

(CDKN2D), transcript variant 2, mRNA 


NM_001800 


Homo sapiens cyclm-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 
(CDKN2D), transcript variant 1, mRNA 


NM_078626 


Homo sapiens cyclm-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 

(CDKN2C), transcript variant 2, mRNA 


NM__001262 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pi 8, mhibits CDK4) 
(CDKN2C), transcnpt vanant 1, mRNA 


NM_0784S7 


Homo sapiens cyclm-dependent kinase inhibitor 2B (pl5, inhibits CDK4) 
(CDKN2B), transcnpt vanant 2, mRNA 


NM_004936 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pi 5, inhibits CDK4) 
(CDKN2B), transcnpt vanant 1, mRNA 


NM 004896 


Homo sapiens vacuolar protein sorting 26 (yeast) (VPS26), mRNA 


NM 052945 


Homo sapiens BAFF receptor (BAFFR), mRNA 


NM 022648 


Homo sapiens tensin (TNS), mRNA 


NM_078480 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBPl), transcript 
variant 1, mRNA 


NM_0 14281 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBPl), transcript 
variant 2, mRNA 
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NM_004740 


Homo sapiens TGFBl^induced anti-apoptotic factor 1 (TlAFl), transcript variant 
2, mRNA 


NM_078471 


Homo sapiens TGFBl -induced anti-apoptotic factor 1 (TIAFl), transcript variant 
1, mKNA 


NM 001S52 


Homo sapiens collagen, type IX, alpha 2 (COL9A2), mRNA 


NM 078485 


TT 11 J T^^ 11 1 yr~l/^T A 1 \ A — '-^A. A- ^ T^'XT A 

Homo sapiens collagen, type IX, alpha 1 (COL9A1), transcript variant 2, mRNA 


NM 001851 


Homo sapiens collagen, type DC, alpha 1 (COL9A1), transcript variant 1, mRNA 


NM_054026 


Homo sapiens CCR4-NOT transcnption complex, subunit 7 (CNOT7), transcnpt 
variant 2, mRNA 


NM_013354 


Homo sapiens CCR4-NOT transcription complex, subumt 7 (CNOT7), transcnpt 
variant 1, mRNA 


NM_004064 


Homo sapiens cyclin-dependent kinase inhibitor IB (p27, Kipl) (CDKNIB), 
mRNA 


NM_000389 


Homo sapiens cyclin-dependent kinase inhibitor 1 A (p21, Cipl) (CDKNIA), 
transcnpt vanant 1, mRNA 


NM_078467 


Homo sapiens cyclm-dependent kinase inhibitor lA (p21, Cipl) (CDKNIA), 
transcnpt vanant 2, mRNA 


NM_003936 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 2 (p39) (CDK5R2), 

T* 'VT A 

mRNA 


NM 004642 


Homo sapiens CDK2-associated protein 1 (CDK2AP1), mRNA 


NM 078481 


Homo sapiens CD97 antigen (CD97), transcript vanant 1, mRNA 


NM 001784 


Homo sapiens CD97 antigen (CD97), transcript variant 2, mRNA 


NM_080432 


Homo sapiens vacuolar protem sortmg protem 18 (VPS 18), transcnpt vanant 2, 
mRNA 


NM_020857 


Homo sapiens vacuolar protem sortmg protein 18 CVPS18), transcnpt vanant 1, 
mRNA 


NM_080414 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcnpt vanant 2, 

T% ^ T A 

mRNA 


NM__080413 


Homo sapiens vacuolar protem sortmg 16 (yeast) (VPS 16), transcnpt vanant 3, 
mRNA 


NM_022575 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 1, 
mKNA 


JNM U2172i/ 


Homo sapiens vacuolar protem sorting 1 1 (yeast) (VPS 11), mRNA 


NM 005806 


Homo sapiens oligodendrocyte lineage transcnption factor 2 (OLIG2), mRNA 


JNM 012 106 


Homo sapiens binder of Arl Two (BARTl), mRNA 


NM_006095 


Homo sapiens ATPase, aminophospholipid transporter (APLT), Class I, type 8A, 
member 1 (ATP8A1), mRNA 


NM 058241 


Homo sapiens cyclin T2 (CCNT2), transcript variant b, mRNA 


NM 001241 


Homo sapiens cyclin T2 (CCNT2), transcnpt vanant a, mRNA 


X.TX Jf t ^ A f\ 

NM 001240 


Homo sapiens cyclin Tl (CCNTl), mRNA 


NM_000474 


Homo sapiens twist homolog (acrocephalosyndactyly 3; Saethre-Chotzen 
syndrome) (Drosophila) (TWIST), mRNA 


NM_080475 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 11 (SERPINBll), mRNA 


NM 021209 


Homo sapiens caspase recruitment domain protein 12 (CARD 12), mRNA 


NM 014550 


Homo sapiens caspase recruitment domain protein 10 (CARD 10), mRNA 


INiVl Ul^Zo/ 


riomo sapiens centaunn, oeta z (CliiN IdZ), mKJN/v 


NM_007049 


Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 
variant 1, mRNA 


NM_078476 


Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 
variant 2, mRNA 


NM 004444 


Homo sapiens EphB4 (EPHB4), mRNA 
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NM 004443 


Homo saniens EnhB3 fEPHB3") mRNA 


MM 004442 


Homo sapiens EphB2 CEPHB2), transcript variant 1, mRNA 


NM 017449 


T-Tnmn car»if»nc FnViT^9 rpPTTR'?^ tran«;crint variant 9 mRNA 


NM 004535 


Homo sapiens myelin transcription factor 1 (MYTl), mRNA 




Xxuruvi oapicns malw'opcoixi^ icuicu .j'lijvc i ^x^iiioupniia^ ^ivxo j^jj^x^, ixaiioL^iipL 

variant 3, mRNA 




xXOmU odpicno ITld.lC~opCV/lXiw IdXlcll ^"xllV.C l ^X^lddVipiXllay ^XVXO J-«iJ X> 1 y ^ uaXlbViipL 
"vftTisiT^f 9 ml^N^A 


NM 078629 


WfiTnn QaTiiPTic m5ilp-.Qnp^*i'Fic IfitVial "^-liVp 1 mroQfinliila^ ^M^RT W tTan^criTit 

XX\7111\J OCllJXdlO IXlCil^ oLlWwlXlw IwUlCiA 9^ X IJLi/X WOVL/IAXIA 1 IXVXL9X^ J X 1^ LXCUlOWXX^Ir 

variant 1 ml^NA 


NM_078628 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 

vflTiflnt 4 TnliNA 

VCIXICUIL XXXLVX^X^ 


NM 080431 


Homo sapiens actin related protein M2 (ARPM2), mRNA 




XXOIIIVJ odpiCilo oCidi\jpiUlwliI O&XXVX \^OX^I /IVX^, ilXIVX^xV 




XrXLIlllO oapiCIio piitallVC o<JUIUIii~^\JU.piCLl OUlXdllopvlx Id XVIVlJ X X ^XNJVO X 1^, liXxVLN/^ 


NM_024831 


Homo sapiens nuclear receptor coactivator 6 interacting protein (NCOA6IP), 

m'RNA 




tJrf^TTirt coT^i^anc crtliii"/> /^ofn^f TH'milAr 7 ^/^cii"ir*Tiir* OTmnr\ iTQTiCT^/^T^'^t" x/^k 
XxLlilllJ oapiCllo oUllxLC OdlxiCI XdliLliy / ^OalilJxilC» CllxXLllVJ dUlU UallopUlLdj jr * 

w^tem'i member '\ TST P7A3^ mRNA 


NM ORO^SS 




NM 016476 


TTomn canipnc APf^l 1 nnanViaQP r%T*rtmo'HnCT oatyit^Ipv QiiHiinit 1 1 lir*mf*lfkor ^'veaQt^ 

Xnii^lXXU oO-Lll^llO .nUL X X CUiAUlXaoC L/X V/lll\^kXXX^ w^.fXXXL/XwiV. OLX17LAX1XL X X X1WX1X\/XV/K ^JrwCLOIi'l 

rANAPCll'i mRNA 


NM 080389 


T-Tnmn ^anipn<? Hefen^in Vieta 4 rr)PPT^4^ mRNA 

XXV^XXl^^ OCl^lwllO VXV/XWXlOllX^ L^Wld ~ ^X^X^X XJ~Jy IIXXXX^.4^ 


NM 032646 


Homo sapiens tweety homolog 2 (Drosophila) (TTYH2), mRNA 






NM 080390 


Homo sapiens my048 protein (my048), mRNA 


NM nR03RR 


Wrvmn Qanien<: Vivnathetiral nrntein MOPI 7S9R CMCrOA 7^9 R^ mRNA 


NM 080387 


Homo sapiens C-type lectin-like receptor (CLEC-6), mRNA 




TJrf^TTirt coniPTic A 'V' 0_1^in *^ iTi CT r'fiiccp't+p ciiT^»'fVaTni1\/ W f AT^^~^1 • ttipitiI^pi* ^ 
nXJLlWj oapiCIlo /\Xx -ULIlUlxl^ ^dboCLlCj oUw''X<iilLLljr £\ \r\jL^\^i. )^ illCiilUCI \J 

(ABCA6), mRNA 


IN IVX V O V/^ o ^ 


xxl^IIlU oopXCIlb r\X X^'UXllUill^ OaooClLC^ olXU''Xclllllij^ Jt\. \ t\jL>\^\. )^ lilwillUCl 7 


NM_080282 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 10 

/'ARPAlO'i mRNA 


NM 006549 


TTomr* campnc p?*lpniTn/r'alTnr^Hiili'n-.HenPTiHeTit n'rr\'feTn InnaQe Iv'inaQe 9 V>et5i 

XXi^XXlV^ Odwiv^llo L'uiV/lLllIi/ V^uXXiil-FClLlXiXl U.WL/W'iXVXv'XXl. LJXI^lwXXX rwJLXiClo& JVUluow UWlCt 

rCAMKK2'i mRNA 

^V^-faJiYXXVXN. iXXXVX^xk 


NM 007200 


WftmA QaniPTiQ A IrinaQp rRRPCA'^ ancVinr nrntpin 1*^ TATCAPl'^^ mRNA 

XXVXXXV/ OCLL/XwlXO .^XXAOOw tX X\JC%jrai.l CkXXwllWX IJXwLWXlX 1. l^^X^x^X X ai' Jy xxxxvx^^^ 


NM 00''476 


TTomo ^anien^ mvo^in liffht nolvnentifle 4 allcali* atrial emHrvoTiic fM^YT 4^ 

XXvXXXV/ OCt'L.fXWlIO IXXYV/wXlX, XX^kIII* ^ V^Jr ^^^^LXVXV ~y dXfVClXX, MU. miy wXXAiyX Jr vXllV IXVX X M^^T Jf 

mRNA 


NM 001853 


Homo sapiens collagen, type DC, alpha 3 (COL9A3), mRNA 


NM 006001 


Tl^OTirtrt ccintf^nc ♦nVMiliTi ol'nVtci 9 i I I FR A 9^ ffaTicr^Tit^f" ■vaniiTi'f 1 tyiR^TA 
XxUlJli/ adpiClio ItlL/lillli) ^X \JJ^s\JitJy UaliaWxipi. VaiioXlk X^ llLESX^xY 


NM 079836 


Homo sapiens tubulin, alpha 2 (TUB A2), transcript variant 2, mRNA 


NM 006000 


xiomo sapiens tuouim, aipnd. i ^icbuis speciiic^ nuviNrv 


"MM 004'^76 


xxomo sapiens k^kjt^id nomoiug, uyLocnrome c oxiuase assemDiy proiem v^yeast^ 

\\^\yj\^UJy liU^lCilx gCHC CXlwUiXlXlg llXLl\JUlIlJIlUIia.i piOLClIly LxalXbWXipi Vaixdm. 

mRNA 


NM_024407 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 7 (20kD) 
(NADH-coenzyme Q reductase) (NDUFS7), mRNA 


NM 078625 


Homo sapiens vanin 3 (VNN3), transcript variant 2, mRNA 


NM 018399 


Homo sapiens vanin 3 (VNN3), transcript variant 1, mRNA 


NM 078488 


Homo sapiens vanin 2 (VNN2), transcript variant 2, mRNA 


NM 004665 


Homo sapiens vanin 2 (yNN2), transcript variant 1 , mRNA 
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NM 013245 


Homo sapiens vacuolar protein sorting factor 4A (VPS4A), mRNA 


NM_058240 


Homo sapiens solute earner family 8 (sodium-calcium exchanger), member 3 
(SLCoA3), transcript variant b, mKNA 


NM_033262 


Homo sapiens solute carrier lamily o ^soaium-caicium excnanger^, memoer 3 
(oLfCoAJ J, transcript variant a, nitvJN/v 


JNM 0U4ooy 


xiomo sapiens suppressor oi iranspon ueieci i \^oJ\Juij, mi\jN/\ 


JNM U7o4/4 


Jblomo sapiens ooJr-iiKe protein z voi^Jrz iranscnpi variant i , mixiN/v 


jNM 025141 


xlomo sapiens jDiSx^-iiKe protein z ^jDi-»Jrz iranscripi vanani z, niiviN/\ 


NM 078473 


Homo sapiens BBP-like protein 1 (BLPl), transcript variant 1, mRNA 


NM 031940 


Homo sapiens oBx'-liKe protem 1 tJDJLJri ), transcript variant z, mKJNA 


NM 020749 


Homo sapiens AT2 receptor-interacting protem l tAlirl;, mKJNA 


NM_0 18672 


Homo sapiens ATP-omamg cassette, sub-iamily A ^AJtjU 1 j, member d 

f A "D A C \ ■ .,. T> "K T A 

(ABCA5j, mKNA 


NM 020177 


Homo sapiens lemmization 1 nomolog a ^rJiiVLi Aj, mKJNA 


JMM UU2UOO 


Homo sapiens glutamate receptor, lonotropic, Kamate o \\jmsjjs.d)^ mKJNA 


XTX if AA^Ci C 

NM 00ooj5 


Homo sapiens cycim 1 (CUNl), mKNA 


XTX >r AAIOOA 

NM 001239 


Homo sapiens cyclm H ^v^CNri;, mKJNA 


NM 014286 


Homo sapiens frequenin homolog (Drosophila) (FREQ), mRNA 


NM 006650 


Homo sapiens complexm 2 (CPLX2), mRNA 


NM 006651 


Homo sapiens complexm 1 (CPLXl), mKNA 


NM_006463 


Homo sapiens associated molecule with the SH3 domain of ST AM (AMSH), 

"VTA 

mRNA 


NM 001850 


Homo sapiens collagen, type Vm, alpha 1 (COL8A1), mRNA 


NM_000094 


Homo sapiens collagen, type VII, alpha 1 (epidermolysis bullosa, dystropnic, 
dominant and recessive) (COL7A1), mRNA 


NM_000077 


Homo sapiens cyclm-dependent kinase inniDitor 2 A (melanoma, plo, mnibits 
CDK4) (CDKN2A), transcript variant 1, mRNA 


NM_058197 


Homo sapiens cyclin-dependent kinase mnibitor 2 A (melanoma, plo, mnibits 
CDK4) (CDKN2A), transcript variant 3, mRNA 


NM_058196 


Homo sapiens cychn-dependent kinase inhibitor 2 A (melanoma, plo, mnibits 

CDK4) (CDKN2A), transcript variant 2, mRNA 


NM_058195 


Homo sapiens cyclm-dependent kinase inhibitor 2 A (melanoma, plo, mnibits 
CDK4) (CDKN2A), transcnpt variant 4, mKNA 


XTX >r A1 >IOAA 

NM_0 14800 


Homo sapiens enguliment ana cell motility 1 (.cea-iz nomoiog, eiegans; 
(ELMOl). mRNA 


NM 079834 


Homo sapiens secretory earner membrane protem ^ ^oUAiYLr-^^, nuuN a 


XTK Jf A 1 A 1 1 A 

NM 019110 


Homo sapiens nypotnetical protein -rl p3 /Jco ^±^1x^3 /d\^o), niKJNA 


XTN if AOOAO^ 

NM_022086 


Homo sapiens enguliment and cell motility 2 (cea-iz nomoiog, eiegans^ 

(Jil-»1V102J, mKNA 


NM 05olo3 


Homo sapiens ovJN una binding protein (oUN j, mKiN a 


NM 003103 


Homo sapiens SON DNA binding protein (SON), mRNA 


NM 030767 


Homo sapiens AT-hook transcription lactor AJsJNA (AKJNA), mKNA 


NM 058191 


Homo sapiens chromosome 21 open reading frame oo (C21oriooj, mKNA 


NM_0 15657 


Homo sapiens ATP-omding cassette, sub-ianuly A (AoCl), member 12 

/'A^^/~'Alo^ <-«t>xta 
(^AJc5i_AlZj, mKJNA 


NM 020427 


Homo sapiens AKo component 15 (AKoj, mKNA 


NM 021638 


Homo sapiens actin filament associated protein (AFAP), mRNA 


NM 005782 


Homo sapiens transcriptional coactivator (AJ^i y, nuuNA 


iNiVl \JD 1 y 1 o 


jnuiiiu odpiciib /Ajcv-f^jL ~<iooUL»id.icu opcrm proiciii iiixxj.>i.rT. 


NM_024083 


Homo sapiens alveolar soft part sarcoma chromosome region, candidate 1 
(ASPSCRl), mRNA 


NM 058230 


Homo sapiens zinc finger protein 354B (ZNF354B), mRNA 
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XTTVyf AO! 

JN JVl__U-i i y J D 


TjTrtrvirk cc»T^i*anc Vinmolna mniiQ^ RvR rRombina variggata 8 kDaV Drokincticin 2 
precursor (BV8), mRNA 


JNiVl uijjyy 


IT/x-mrh eo-Tkipknc V»r<»5ict caryn/^T m#»t?*cf n QIQ-Ql mnrP^I^Or 1 /IBRM^S 1 TTlRNA. 


JNJVl UU/U/j 


TJ/^Tvirt cQT-\i*^nc Vilr^r^H v<=»ccf*l *=»r>ipnrHial QiiV><5tance rRVES^- mRNA 


VTKyf Al "ZTX 
JN1VL__U1 / /ZO 


T^Trvrvt/^ coni^-nc Ttrrkff>in nVir^cnVisitslCI* 1 rP<T1l1sitnrv rinVliHitOri SullllTlit 141^ 
/ppp 1 p 1 /1F>^ mP >J A 




UrwvM-x oo-r»i«iTie •rirklvraH^^n-i/lQti* KinHino nrAtf^in-interactinff orotein 1 TPAlPl^. 

mRNA 


JNIVI UloU/3 1 




XTNyf A'^OQIO 1 
JNiVL yjjZoiZ \ 


Tj^Tv^<^ cciT-iip»Tic tiii-nnr (»nHr\tlif*lial msirlrpr 7-rplatpfl ■nrecirrsor nrEM!^7RV mRNA 


iNlVl UZZ /HO 1 


Ur\T\'\rk co-ni4»nc "hi-mrkr PTiHrktVlplial imnr\cf*T 6 ^TR^^^fi^ TTlRT^A 


JNiVl UjZ / / / 


TTr\TY>rv caT^-^^^r^c -hiTnAr f*Tir1r*tllpl4fll maTlrPr 5 TlTeClTTSOT f^TE^^S^ ITlRNA 
XiUmO biipiCIlb LLillUJl C^llUUllidlAi lllcUf^wX mJ |jlwwu&oux \ ±. MmdXTA.mJ xxxxxx'^.x^ 


XnV/f 099770 


TTriTYirt canip-nc Fi'RA'n/H ^AQn-Crlu-Ala-Asn/His'^ box nolvDeDtide 31 fDE)X31\ 


MM 018454 


Homo sapiens nucleolar protein ANKT (ANKT), mRNA 


XTTV/f m^/lCQ 1 

jNivi uio^oy 1 


TTr^Tnri cQTviVnc iiriHinp ^* mnnnnlifiQnViate hvdrolasse 1 rLJMPHl^ mRNA 


MM 078483 | 


Homo sapiens lysosomal amino acid transporter 1 (LYAATl), mRNA 


jnjvi uiyouo 1 


xiomo Sapiens nypoincticai proLcui ri-#jz.v/z.j / y^ri^j / iiuxj-^i^ 


NM 015256 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 6 (FACL6), mRNA 


NM__0U3393 1 


Homo sapiens wmgiess-iype iYtivii v iniegrauon sixc lamjiyy mciuuci ox? 
(WNT8B), mRNA 


XTN yr A c o o /I /I 
XMM__UDo244 


rlomo sapiens wingiess-rype ivuvi i v iniegraiiun &iic laiiuiy^ iiicuiuw'X o/^ 
; ( WIN I o/vj, TTanscripx van ant z, ii llv_ln 


JNiyL_^U^o/3o 


jtiomo sapiens wmgicss-iypc ivuvii v iiiic^auuii aitc xaiixiijr, nicuiud /x.* 
\^ WIN 1 / jD^, iruxJ-N/TL 


NM_004625 


Homo sapiens wingless-type MMTV integration site family, member 7A 

1 ^ WIN 1 nii\j.N/\. 


NM 058242 


Homo sapiens keratin 6C (KRT6C), mRNA 


TvTlV/r AACC'CC 

JNIVI UUjjj^ 


1 xiomo sapiens Kerann od ^isjv i oo ^ , itiivln /v 


NM 005554 


1 Homo sapiens keratin 6 A (KRT6A), mRNA 


xr\>r AcooAT 
JNM_Ujo-iU/ 


rlomo sapiens sperm associaieci anxigen 1 1 ^oit/yoi i^, uctn^oripi v<iridiiL xl, 
mRNA 


XTAyf A<09A^ 

JN JVl_U!) oZUO 


riomo sapiens sperm associaiea anugcn 1 1 ^ojr/\^jri i^, ucuidL/iipi vaiiaui 
mRNA 


JNiVl_U J oZU J 


riomo sapiens sperm associaiea antigen jl i ^oxrvvji i^, liaiioc'iipi waiiaixi. v^, 
mRNA 


XTN/T A ^ CO AO 


1 riomo sapiens sperm associaiea. cixiiigcn 1 1 ^oxrvvji i^, uanai-^in^i vaiioiit xx, 
mRNA 


jNiVL_U J oZU 1 


Homo sapiens sperm associaiea antigen 1 1 ^ox /wji ly, uaiiaL/iipi vaiiaiii 
mRNA 


iVTNif A<COAA 


xiomo sapiens sperm associaiea antigen 1 1 ^ox^-rt-vji l umiduiipt. yanam. w, 
mRNA 


XTA >f A 1 ^ C 1 O 

jnjvi__uiod Iz 


rlomo sapiens sperm associaiea anngen 1 1 ^or/wji ij^ uduat/iipt vdiidiii 
mRNA 


XTA A A^TIQA 


xiomo sapiens vacuolar proieui sorting Z2/ ^jreast^ y^y n^^^ji tLOdi^K^npi voiiaiii 
1 mivJN/v 


NM 016226 


1 Homo ^aniens vacuolar orotein sortine 29 (veast) fVPS29), transcript variant 1, 
mRNA 


NM_053004 


Homo sapiens guanine nucleotide binding protein (G protein), beta poljqjeptide 
1-like (GNBIL), mRNA 


NM 003902 


Homo sapiens far upstream element (FUSE) binding protein 1 (FUBPl), mRNA 


NM 058217 


1 Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
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3,mRNA 


NM_058216 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
l,niRNA 


NM_002876 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
2,mRNA 


NM_058179 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 1, 
mRNA 


NM_021154 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 2, 
mRNA 


NM_078469 


Homo sapiens BRCA2 and CDKNl A interacting protein (BCCIP), transcript 

variant C, mRNA 


NM_078468 


Homo sapiens BRCA2 and CDKNl A interacting protein (BCCIP), transcript 1 
variant B, mRNA 


NM_0 16567 


Homo sapiens BRCA2 and CDKNl A interacting protein (BCCIP), transcript 
variant A, mRNA 


NM_058177 


Homo sapiens histone deacetylase 9 (HDAC9-PENDrNG), transcript variant 2, 
mRNA 


NM_058176 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcnpt variant 1, 
mRNA 


MM 022110 


Homo sapiens FK506 binding protein like (FKBPL), mRNA 1 


NM 012181 


Homo sapiens FK506 binding protein 8 (38kD) (FKBP8), mRNA 


NM 003602 


Homo sapiens FK506 binding protein 6 (36kD) (FKBP6), mRNA 


NM 004117 


Homo sapiens FK506 binding protein 5 (FKBP5), mRNA 


NM 002014 


Homo sapiens FK506 binding protein 4 (59kD) (FKBP4), mRNA 


NM_057092 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcript variant 2, 
mRNA 


NM_004470 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcript variant 1 , 
mRNA 


NM_004116 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBPIB), transcript variant 
l,mRNA 


NM_054033 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBPIB), transcript variant 
2, mRNA 


NM_000801 


Homo sapiens FK506 binding protein 1 A (12kD) (FKBPl A), transcript variant 
12B, mRNA 


NM_054014 


Homo sapiens FK506 binding protein 1 A (12kD) (FKBPl A), transcript variant 
12 A, mRNA 


NM_057175 


Homo sapiens hypothetical protein FLJ13340 (FLJ13340), transcript variant 1, 
mRNA 


NM_025085 


Homo sapiens hypothetical protein FLJ13340 (FLJ13340), transcript variant 2, 
mRNA 


NM 014708 


Homo sapiens kinetochore associated 1 (KNTCl), mRNA 


NM 058199 


Homo sapiens olfactomedin 1 (OLFMl), transcript variant 3, mRNA | 


NM 014279 


Homo sapiens olfactomedin 1 (OLFMl), transcript variant 1, xnRNA 1 


NM_057174 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 2, 1 
mRNA 


NM 033118 


Homo sapiens myosin light chain kinase 2, skeletal muscle (MYLK2), mRNA 


NM 019117 


Homo sapiens kelch-hke 4 (Drosophila) (KLHL4), transcnpt vanant 1, mRNA 


NM_005103 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZl), 1 
transcript variant 1 , mRNA 


NM_022549 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZl), 
transcript variant 2, mRNA 


NM 005112 


Homo sapiens WD repeat domain 1 (WDRl), transcript variant 2, mRNA 
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NM 017491 


Homo saoiens WD reoeat domain 1 fWDRl), transcript variant 1, mRNA 


NM 001862 


Homo saDiens cvtochrome c oxidase subunit Vb (COX5B), nuclear gene 
encoding mitochondrial protein. mRNA 


NM 004255 


Homo saniens cvtochrome c oxidase subunit Va (COX5 AV nuclear gene 
encoding mitochondrial protein, mRNA 


NM 057162 


Homo saniens kelch-like 4 rDrosonhila^ fKLHL4^ transcriot variant 2. mRNA 


NM 033427 


Homo sapiens cortactin binding protein 2 (CORTBP2), mRNA 


NM 001700 


Wrkmrt QaT\i^nc r'Vplin-HpnpnHpnt IHnnQP 7 rM^Ol 5 hftinoloO" ^ennnilS laeATlS cdlc- 

activating kinase) (CDK7), mRNA 


"MTV/T n*\70R0 


T-Ir\TYio c5*"r*"i#=»Ti c i^Hfl'ntm*— T<*l?iff*H TM*otpiri PrtTrmlf*v 1 Qicmfi 1 ^iintinit" i AP iSl i 

transcript variant 2, mRNA 


NM 001 9R'^ 


"LJf\TV%r\ cfmi^nc a/lsiT^tnr-TplatpH TM'rttPiTi pruTiTilpv 1 ciomfl 1 QllhliTlit i API SI i 

XXUXilv d«L/XCXl0 OSXOJ^WJl, X^\<X.\^\X ^XvlWXlX l/WiAi|^lbA, X^ oXgAlXCL X OUUrUXXXI. \^x^Jk xux^j 

trsiTicPTi "nt vaTiflnt 1 ml^N^A 


NM_005148 


Homo sapiens unc-1 19 homolog (C. elegans) (UNCI 19), transcript variant 1, 
mRNA 

llXXXX^x^ 


NM 0540^5 


Hrvmn canien^ imc-l 1 9 hnmnlop (^C! ele^ans^ rUNCl 19^ transcrint variant 2. 

XXvXXXw OfclWXwXXO IXJllV X X XXVAXXWAWft V'XWCtWAi.iJ f ^ v^/x ^ v»/ X X u cxxxiswx x^t> » »*x ^ J 

mRNA 


NM 017675 


Homo sapiens protocadherin LKC (PC-LKC), mRNA 


TsIM 009401 


Hnmrv Qflnipn^ mitricren-afitivatefl ■nrntein kinase kinase kinase 3 rMAR3K3V 

mRNA 


NM n0^72R 


T^nmr^ «;anipnQ iinn-5 Viomolop H (C^. eleffans^ nJNC!5d^ mRNA 

XXvJlliW OdLyl^Xlw IXXIv «/ XXV^XXXV/XVFc;^ U VrXwE^UXXO^ X ^ N^o' 9 XXXXVX^X 


NM 004673 


Homo sapiens angiopoietin-like 1 (ANGPTLl), mRNA 


NM 054016 


TJrimn Qn-niptiQ T^TT^ intpraftinty "nmtpin ^sprinft-arpinine rich^ 1 f h I JSTP 1 i 

XX^Jill^ OdL/l^Xio X O IXJll.C'i u-^tXxl^ L/XUl^Xli ^OWX XXIW aXgXllllXW/ XlVXXy X y^X *■ 

transcript variant 2, mRNA 


NM 006625 


Homn canipnQ FT IS iTitprartino" nrntpin ^'<5erine-arffinine rich^ 1 fFUSIPl^ 

XXUiXXV OClL/XwXXO X \J\J XXXlWX OwLIXIa L/XV/lwXXl ^O^XXIX^ aXgXXXiXtw XXvrXXy X y^X »■ /y 

transcript variant 1, mRNA 


NM 054097 


T-Tr\mr4 cnr*i<*nc 5iTikv/lr*cic nrooTPccivp liATTiolno" ^mnnQp^ ^ANTCHi franscHnt 

XXL/XllL/ odLllwlio diiJVy iviolo, L/XV.y^l wool V& IX^JXlAvilV^^ ^IXXWLXOWoy \^£^^^1^%^XJ ^ U Cll XOwX X^ k 

variant 2, mRNA 


"MlV/f 0 1 0R47 


xxUxllU oa^iwllo aIil\.jriU0i&, ^xUglCoolvc ilViXXXUXl/g ^ixxviuov^ \r\±^r%^M,jy uaxxoWrxx|/t 

variant 1, mRNA 


NM nn6'^6'^ 


Hnmo Qa-nipnc Spp^*^ Vinmr^lncr 1-^ (S\ pprpvisiap'^ rSlT-i'C~^9'^T^'\ transcrint variant 1 
mRNA 


1SIM_032986 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 3, 

mRNA 


"NM 0'?2985 


Homo saniens Sec23 homoloff B cerevisiae'i rSEC23BV transcrint variant 2, 
mRNA 


NM 053285 


Homo sapiens tektin 1 (TEKTl), mRNA 


NM 01S440 


Hnmn saniens nViosnlionrntein associated with fflvcosohin^^olinid-ennched 

^AXJXXMXJ OCXL^XVk'XIO L/lXwOL/lXwL/X 1^ LWllX OOOvFwlCXi'WU W XwXA RX T WU|jrXXXXX&\/XXfc.yXV* WXXX xvxxwvft 

microdomains (PAG), mRNA 


NM 014479 


Homo saniens ADAM-like decvsin 1 TADAMDECl^ mRNA 


NM 016545 


Homo saniens immediate earlv resnonse 5 /1KR5^ mRNA 

XX\^XXXV wU|^XWXXt9 XXXlXXXWVXXCKbw WUX kj X wO^VyXXww I 1 yj 1 ^ 


NM_052820 


Homo sapiens coronin, actin binding protein, 2A (C0R02A), transcript variant 
2 mRNA 


NM_003389 


Homo sapiens coronin, actin binding protein, 2A (C0R02A), transcript variant 
1 mRNA 

X J JAXX^X ^x ^ 


NM 032587 


Homo sapiens caspase recruitment domain family, member 6 (CARD6), mRNA 


NM 052814 


Homo sapiens casnase recruitment domain family, member 9 (CARD9), 
transcript variant 2, mRNA 


NM_052813 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 1, mRNA 


NM_022352 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 3, mRNA 
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NM 052978 


Homo sapiens tripartite motif-containing 9 (TRJM9), transcnpt vanant 2, mRNA 


NM 01S163 


Homo sapiens tnpartite motif-containing 9 (TR1M9), transcnpt vanant 1, mRNA 


NM_052840 


Homo sapiens bruno-like 6, RNA binding protein (Drosophila) (BRUNOL6), 1 
mRNA 


NM 000967 


Homo sapiens ribosomal protem L3 (RPL3), mRNA 


NM 015125 


Homo sapiens capicua homolog (Drosophila) (CIC), mRNA 


NM 018256 


Homo sapiens WD repeat domain 12 (WDR12), mRNA 


NM_0 16601 


Homo sapiens potassium channel, subfamily K, member 9 (TASK-3) (KCNK9), 
mRNA 


NM 033415 


Homo sapiens hypothetical gene MGC 1 9595 (MGC 1 9595), mRNA j 


NM 001253 


Homo sapiens CDC5 cell division cycle 5-like (S. pombe) (CDC5L), mRNA 1 


NM_007065 


Homo sapiens CDC37 cell division cycle 37 homolog (S. cerevisiae) (CDC37), 1 
mRNA 


NM_003504 


Homo sapiens CDC45 cell division cycle 45-like (S. cerevisiae) (CDC45L), 1 
mRNA 


NM_006035 


Homo sapiens CDC42 binding protein kinase beta (DMPK-like) (CDC42BPB), 
mRNA 


NM_044472 


Homo sapiens cell division cycle 42 (GTP binding protein, 25kD) (CDC42), 1 

transcript variant 2, mRNA 


NM_001791 


Homo sapiens cell division cycle 42 (GTP binding protein, 25kD) (CDC42), 1 
transcript variant 1, mRNA 


NM_001254 


Homo sapiens CDC6 cell division cycle 6 homolog (S. cerevisiae) (CDC6), 1 
mRNA 


NM 022894 


Homo sapiens poly(A) polymerase gamma (PAPOLG), mRNA 1 


NM_033655 


Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcnpt vanant 
l,mRNA 


NM_024879 


Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcnpt vanant 
2, mRNA 


NM 012115 


Homo sapiens CASP8 associated protem 2 (CASP8AP2), mRNA 


NM 012173 


Homo sapiens F-box only protein 25 (FBX025), mRNA 


NM 033624 


Homo sapiens F-box only protein 21 (FBX021), transcnpt variant 1, mRNA 


NM 015002 


Homo sapiens F-box only protein 21 (raX02 1), transcnpt vanant 2, mRNA 


NM 033625 


Homo sapiens ribosomal protein L34 (RPL34), transcnpt variant 2, mRNA 


NM 000995 


Homo sapiens ribosomal protem L34 (RPL34), transcnpt vanant 1, mRNA 


NM 033540 


Homo sapiens mitofusm 1 (MFNl), transcnpt vanant 1, mRNA 


NM 005612 


Homo sapiens RE 1 -silencing transcnption factor (REST), mRNA 


NM 007085 


Homo sapiens follistatm-like 1 (FSTLl), mRNA 


NM 000993 


Homo sapiens nbosomal protein L3 1 (RPL3 1), mRNA 


NM 012180 


Homo sapiens F-box only protem S (FBX08), mRNA 


NM 033182 


Homo sapiens F-box protein FBX30 (FBX30), mRNA 


NM 033406 


Homo sapiens F-box only protem 3 (FBX03), transcnpt vanant 2, mRNA 


NM 012175 


Homo sapiens F-box only protem 3 (FBX03), transcnpt vanant 1, mRNA 


NM 017425 


Homo sapiens sperm autoantigenic protein 17 (SPA17), mRNA | 


NM 005633 


-w -w ^ IV 14 /Y^k 1 *\ X ^ ^% ^x ^ X Tx xl t a I 

Homo sapiens son of sevenless homolog 1 (Drosophila) (SOSl), mRNA 


NM_003333 


Homo sapiens ubiquitin A-52 residue ribosomal protein fusion product 1 | 
(UBA52), mRNA 


NM 019894 


Homo sapiens transmembrane protease, senne 4 (TMPRSb4), mRNA 


NM_033313 


Homo sapiens CDC14 cell division cycle 14 homolog A (S. cerevisiae) 1 
(CDC14A), transcript variant 3, mRNA 


NM_033312 


Homo sapiens CDC 14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC 1 4 A), transcript variant 2, mRNA 


NM 003672 


Homo sapiens CDC 14 cell division cycle 14 homolog A (S. cerevisiae) I 
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(CDC 14 A), transcript variant 1, mRNA 1 


XTTV K f\r\ C~l o ^ 

NM_00578o 


rlonio sapiens serologically ueiineu coion cancer anngen [Jl>u\^^jvjjj), 
mRNA 


NM_003618 


rlomo ssLpiens mitogen-activatea protein Kinase lonase Kinase Kinase o 
(MAP4K3), mRNA 


"V TK JT f\(\ Z' C 

NM_006577 


rlomo sapiens UDF-CjlcJNAcibetaLral oeta-i,3-iN-aceiyigiucosammyiiransierase 
1 (oiljrN 1 l)y transcript variant l, mKJN A 


NM__020981 


xlomo sapiens UJJl^-ijal.DetaLiicJNAc oeta i,j-gaiaciosyiiransierase, poiypepnae i 

1 /^o1/^ATT'1^ •tm'dxta 1 
1 (r>3LjAJLl l)y mKJN A 




xlomo sapiens uiJJr-vjiciN/vc.DeiaLiai Dcia-i,3-iN-acciyigiucobdiniuyiii^iibicrd,b^ i 
1 (B3GNT1), transcript variant 2, mRNA 


JNJVI UUZy34 


rlomo sapiens nuosomai proiein oz/a ^^ivroz/Aj, niiviN/\. i 


NM 000971 


Homo sapiens ribosomal protein L7 (RPL7), mRNA 


NM 033344 


Homo sapiens egl nine nomoiog d yy^. eiegans; (^iioLJN^j, mKiNA 


NM 024023 


Homo sapiens unkempt-like (Drosophila) (UNKL), mRNA 1 


NM_033221 


Homo sapiens tnpjirtite motil-contaimng 14 (lKliyil4j, transcript variant 4, 
mRNA 


NM_033220 


Homo sapiens tripartite motii-containing 14 (TRIM 14), transcript variant 3, 
mRNA 


NM_033219 


Homo sapiens tripartite motii-contaimng 14 ^iKJLlYli4j, transcript variant z, 
mRNA 


NM_01478o 


rlomo sapiens tripartite motii-contaimng i4 (ikjivii^^, transcnpi vanani i, 
mKiMA 


iNM UUoU/4 


Jtiomo sapiens xnpaniie moni-conxaimng zz> ^^i isjulvizz^, irLcsJ.^^ 


NM 012210 


Homo sapiens tripartite motif-containing 32 (TRIM32), mRNA 1 


X TK K AATT7^ 

NM_U0727o 


Homo sapiens cnromooox nomoiog 3 ^rlr i gamma nomoiog, urosopniia^ 
(CBX3), mRNA 


NM 025227 


Homo sapiens nypotnetical protem dJ iZo\^d,Z {jj} /Zok^d.z)^ mKJN A 


NM 015271 


Homo sapiens tripartite motif-containing 2 (TRIM2), mRNA 1 


NM_017838 


Homo sapiens nucleolar protem lamily A, member z (tvAx^A small nucleolar 
RNPs) (NOLA2), mRNA 


NM_032993 


Homo sapiens nucleolar protein lamily A, memoer i (ri/j\s^/\ small nucleolar 

RNPs) (NOLAl), transcript variant 2, mRNA 


NM_0 18983 


Homo sapiens nucleolar protein lamiiy A, member l (H/al^a small nucleolar 
KJNrs) (JNvJJ^Al), transcnpt variant i, mKJN a 


NM_004722 


Homo sapiens adaptor-related protein complex 4, mu 1 subunit (AP4M1), 1 

*«T>XT A ! 

mKiNA 


NM_033066 


Homo sapiens membrane protein, palmitoylated 4 (MAGUK p55 subfamily 1 

1 A\ /~X A I '>T> A \ T^X T A 1 

member 4) (Mrr4), mKJN A 


NM 03303U 


Homo sapiens bol, boule-liKe (^Drosopmia) tovJi^i^), mKJN A 


JNM__UU4Z 1 0 


riomo sapiens aeam enecior aomain-coniaining \xjx^u3lJ)^ transcripi vanaiii i 

n-i'DXTA 

mKJN/\. 


iNlVl_UjZ!7yo 


noint) sapiens ciedui eiiccior uurnaiii-uoiiuiiiiiiig yjL/i-tjL/i^ uajLibuiipL vaiiaiii i, i 


JNIVI UJjUIU 


nvrinu Sapiciis puiy^rv^y Dinuiiig piuiciii *+ v^jjx uoiio^iipt vAiiaiiL iiii\j.>.rT. | 


INJVl \jDD\j\JZf 


xi.omo Sapiens puiy^rv.^^ Dinuing prvnciii *+ ^x^^x>i*+y, uaiibwiipi vdiioiii x^^ iiixviNrv \ 


NM 033008 


Homo saniens nolvrrCi binding nrotein 4 rPCBP4) transcrint variant 3, mRNA 


NM 020418 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 1 , mRNA 1 


NM 032944 


Homo sapiens serine/threonine kinase 3 1 (STK3 1), transcript variant 2, mRNA 1 


NM 031414 


Homo sapiens serine/threonine kinase 31 (STK31), transcript variant 1, mRNA 1 


NM 014302 


Homo sapiens Sec61 gamma (SEC61G), mRNA 1 


NM 013336 


Homo sapiens protein transport protein SEC61 alpha subunit isoform 1 | 
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(SEC61A1), mRNA 


1 NM 031431 


Homo sapiens tethering factor SEC34 (SEC34), mRNA 


NM 015490 


Homo sapiens secretory pathway component Sec31B-l (SEC31B-1), mRNA 


TSIM_004892 


Homo sapiens SEC22 vesicle trafficking protein-hke 1 (S. cerevisiae) 
(SEC22L1), mRNA 


1 NM 032970 


Homo sapiens vesicle trafficking protein (SEC22C), transcript vanant 1, mRNA 


NM 000969 


Homo sapiens nbosomal protem L5 (RPL5), mRNA 


NM_005034 


Homo sapiens polymerase (RNA) n (DNA directed) polypeptide K (7.0kD) 
(POLR2K). mRNA 


NM 014459 


Homo sapiens protocadherin 17 (PCDH17), mRNA 


NM 032961 


Homo sapiens protocadherm 10 (PCDHIO), transcnpt vanant 1, mRNA 


NM 020815 


Homo sapiens protocadherin 10 (PCDHIO), transcript variant 2, mRNA 


NM_0319S8 


Homo sapiens mitogen-activated protem kinase kinase 6 (MAP2K6), transcnpt 
variant 2, mRNA 


NM_002758 


Homo sapiens mitogen-activated protein kinase kinase 6 (MAP2K6), transcnpt 

variant 1, mRNA 


NM_032419 


Homo sapiens dom-3 homolog Z (C. elegans) (DOM3Z), transcript variant 1, 
mRNA 


NM_032966 


Homo sapiens Burkitt lymphoma receptor 1, GTP binding protein (BLRl), 
transcript variant 2, mRNA 


NM_001716 


Homo sapiens Burkitt lymphoma receptor 1, GTP binding protem (BLRl), 
transcript variant 1, mRNA 


1 NM_004951 


Homo sapiens Epstem-Barr virus mduced gene 2 (lyniphocyte-specific G 
protein-coupled receptor) (EBI2), mRNA 


NM 004874 


Homo sapiens BCL2-associated athanogene 4 (BAG4), mRNA 


NM 001016 


Homo sapiens ribosomal protein S12 (RPS12), mRNA 1 


NM 031994 


Homo sapiens rmg fmger protein 17 (RNF17), transcnpt vanant short, mRNA 


NM 031271 


Homo sapiens testis expressed sequence 15 (TEX15), mRNA 


NM_0 18995 


Homo sapiens MovlOU, Moloney leukemia virus 10-hke 1, homolog (mouse) 
(MOVIOLI), mRNA 


NM_032510 


Homo sapiens par-6 partitioning defective 6 homolog gamma (C. elegans) 
(PARD6G), mRNA 


NM_006704 


Homo sapiens suppressor of G2 allele of SKP 1, S. cerevisiae, homolog of 
(SGTl), mRNA 


1 NM_031968 


Homo sapiens nuclear prelamm A recogmtion factor (NARF), transcnpt vanant 
2, mRNA 


1 NM_0 12336 


Homo sapiens nuclear prelamm A recogmtion factor (NARF), transcnpt vanant 
l,mRNA 


NM 003980 


Homo sapiens microtubule-associated protein 7 (MAT/), mKN A 


NM 032380 


Homo sapiens elongation factor G2 (EFG2), raRN A 


NM 032214 


Homo sapiens Src-like-adaptor 2 (SLA2), mRNA 


1 NM 020064 


Homo sapiens BarH-like 1 (Drosophila) (BARHLl), mRNA 1 


1 NM_005916 


Homo sapiens MCM7 minichromosome maintenance deficient 7 (S. cerevisiae) 1 
(MCM7), mRNA 


1 NM_004098 


Homo sapiens empty spiracles homolog 2 (Drosophila) (EMX2), mRNA 


NM 005826 


Homo sapiens heterogeneous nuclear nbonucleoprotein R (HNRPR), mRNA 


NM_0064l6 


Homo sapiens aitierentiaiiy expressea m nemaiopuicui^ luica^c^ " ^ i 
niRNA 


NM 005016 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcript variant 1, mRNA 1 


NM 031989 


Homo sapiens polyfrC) binding protein 2 (PCBP2), transcript variant 2, mRNA 1 


NM 006196 


Homo sapiens polv(rC) binding protein 1 (PCBPl), mRNA 1 


1 NM 031844 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment | 
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factor A) (HNRPU), transcript variant 1, mRNA 


XTNif A A /I CAT 
NM_UU4DU 1 


Homo sapiens Heterogeneous nuciear nDonucieoproiein u ^scaiioiQ auacnnieni 
factor A) (HNRPU), transcript variant 2, mRNA 


XTTV X rvA/J CAA 

NM__U04!>0U 


xlomo sapiens neterogeneous nuclear riDonucieoprotein v.^ ^ci/L^z^ ^^lJNJvrv✓^, 
transcript variant 2, mRNA 


XTTV if" AO 1 O 1 /I 

NM_U31il4 


Homo sapiens neterogeneous nuclear noonucieoproiem c ^JtiJNivrv^^, 
transcript variant 1, mRNA 


XTIi >r AO 1 O'TA 

NM__031370 


riomo sapiens neterogeneous nuciear nbonucieoprotem \j ^AU-ncn element 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 1, mRNA 


xnv>i' AO 1 1 £iC\ 

NM_03 13oy 


Homo sapiens neterogeneous nuclear riDonucieoprotein u (^AU-ncn eiemeni 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 2, mRNA 


XTli K AAO 1 O O 

NM_00213o 


Homo sapiens Heterogeneous nuciear riDonucieoprotein u v,/\u-ncn element 
InJNA Dmuing protein i, d /ku) \^irLiNrvri-/j, rra.nscnpL vanani j, rnxviN/v 


lNJVl_UU3yU3 


Homo sapiens \-/Uv^io ceii Qivision cycie lo nomoiog ^o. ceievisiac^ v^i^jl'v-^id^, 
mRNA 


XTA K AO 1 >1 OO 

JNM_U31463 


Homo sapiens itcny nomoiog J:^^ uoiquinn protem iigase ^mouse^ v,ti v^hj, 
niRNA 


XTTVvl AO 1 AA'T 

ISIM 03iyU7 


Homo sapiens UDiquinn speciiic protease zo ^Uox^zoj, mKJNA 


NM 031866 


Homo sapiens frizzled homolog 8 (Drosophila) (FZD8), mRNA 


NCr_000004 


Homo sapiens genomic cytochrome P450, subfamily TTTA (niphedipine oxidase) 
(CYP3A) on chromosome 7 


"KTX If A A t *7 O O 

NM._001788 


Homo sapiens CJDCIU ceil division cycle lU xioniolog (^b. cerevisiaej (^ouL/iu^, 
mRNA 


NM_004276 


Homo sapiens calcium binding protein 1 (calbrain) (CABPl), transcript variant 

O "Ti "KT A 

2, mRNA 


NM_031205 


Homo sapiens calcium binding protein 1 (calbrain) (CABPl), transcript variant 
l,mRNA 


"VTA jt r\c\r\ '7 o /J 

NM_000784 


Homo sapiens cytochrome r4M), subtamily XXVilA (steroid 2 / -hydroxylase, 
cereorotendmous xantnomatosisj, poiypeptiae i (v^irz/Ai^, nuciear gene 

encoding mitochondrial protein, mRNA 


JNJYl 


Homo sapiens rennoi omaing protein d, ceuuiar ^^ivor^D j, huvin/v 


NM_006929 


Homo sapiens superkiller viralicidic activity 2-like (S. cerevisiae) (SKIV2L), 

TTUnJNA 


NM 001447 


Homo sapiens FAT tumor suppressor homolog 2 (Drosophila) (FAT2), mRNA 


XTNVf AATOylO 

XnM__UU I2AZ 


Homo sapiens uiiAJJ/H (Asp-vjiu-Aia-Asp/Hisj dox poiypeptiae ly (^l/hi'D 
homolog, yeast) (DDX19), mRNA 


JNJVl_UUo/ /3 


Homo sapiens DbAU/H (^Asp-Lilu-Aia-Asp/Hisj box polypeptide l<s v^JViyc- 
regulated) (DDX18), mRNA 


NiVl_U30o!>D 


Homo sapiens UliAL)/H (Asp-Ljiu-Aia-Asp/Hisj oox polypeptide 1 1 (^^^HJLri-iiKe 
helicase homolog, S. cerevisiae) (DDXll), transcript variant 3, mRNA 


JN M.__U 3 U OD 3 


Homo sapiens uiiAU/H (Asp-vriu-Aia-Asp/His^ oox polypeptide 1 1 (^i^HLi-UKe 
helicase homolog, S. cerevisiae) (DDXll), transcript variant 1, mRNA 


NJVL__UUU/ /U 


Homo sapiens cytocnrome Jthdu, suDianuiy llf^ (mepnenytom 4-nydroxyiasej, 
polypeptide 8 (CYP2C8), transcript variant Hpl-1, mRNA 


XTX/T AOAQTO 

JNJVl_^U3Uo /o 


Homo sapiens cytochrome P450, subfamily nC (mephenytoin 4-hydroxylase), 
polypeptide 8 (CYP2C8), transcript variant Hpl-2, mRNA 


XTN/T 019970 

INIVI U i 7 


Xxomo sapiens siiruin siieni inaiing type mxoi maiion regulation jl nomoiog j v*^* 
cerevisiae) (SIRT3), mRNA 


NM_030593 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 2, mRNA 


NM_0 12237 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), tianscript variant 1, mRNA 
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1 NM_012238 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 1 (b. 
cerevisiae) (SIRTl), mRNA 


NM_031309 


Homo sapiens scratch homolog 1, zmc imger protein ^Lirosopmla; (bi^Ki ij, 

mRNA 


NM 031278 


Homo sapiens tudor domain containing 1 (TDRDl), miRNA 


NM 031277 


Homo sapiens ring finger protein 17 (RNF17), transcript variant long, mRNA 


NM 031276 


Homo sapiens testis expressed sequence 1 1 (TEXl 1), niKJNA 


NM 031273 


Homo sapiens testis expressed sequence 13B (TEX13B), mRNA 


1 NM 031272 


Homo sapiens testis expressed sequence 14 (TEX14), mRNA 


1 NM_006636 


Homo sapiens methylene tetrahydrofolate dehydrogenase (NAD+ dependent), 
methenyltetrahydrofolate cyclohydrolase (MTHFD2), nuclear gene encodmg 
mitochondnal protein, mRNA 


1 ]SIM_02281S 


Homo sapiens microtubule-associated proteins lA/IB light chain J 
(MAP1A/1BLC3), mRNA 


NM 018607 


Homo sapiens hypothetical protein PROl 853 (PR01853), mRNA 


NM 004856 


Homo sapiens kmesin-like 5 (mitotic kmesin-like protem 1) {KNSL5), mKJNA 


NM 030979 


Homo sapiens poly(A) bmdmg protein, cytoplasmic 3 (PABPC3), mRNA 


NM 030770 


Homo sapiens transmembrane protease, serine 5 (spinesin) (TMPRSS5), mRNA [ 


NM_002545 


Homo sapiens opioid bindmg protein/cell adhesion molecule-Uke (OPClVULj, 
mRNA 


1 NM 014676 


Homo sapiens pumilio homolog 1 (Drosophila) (PUMl), mRNA 


1 NM 030673 


Homo sapiens SEC13-like 1 (S. cerevisiae) (SEC13L1), mRNA 


NM_003342 


Homo sapiens ubiquitm-conjugating enzyme E2G 1 (UBC7 homolog, C. 
elegans) (UBE2G1), mRNA 


NM 022051 


Homo sapiens egl nme homolog 1 (C. elegans) (EGLNl), mRNA 


NM 015577 


Homo sapiens retinoic acid induced 14 (RAI14), mRNA 1 


NM 012170 


Homo sapiens F-box only protem 22 (FBX022), mRNA 


NM 022304 


Homo sapiens histamine receptor H2 (HRH2), mRNA 


NM_022333 


Homo sapiens TIAl cytotoxic granule-associated RNA binding protein-like 1 1 
(TIALl), transcript variant 2, mRNA 


1 NM_003252 


Homo sapiens TIAl cytotoxic granule-associated RNA bindmg protein-like 1 
(TIALl ), transcript vanant 1 , mRNA 


1 NM 017910 


Homo sapiens hypothetical protem FLJ20628 (FLJ20628), mRNA 


NM_012384 


Homo sapiens glucocorticoid modulatory element bmding protein 2 (_OMtbJz;, 

mRNA 


NM 006118 


Homo sapiens HSl bmding protein (HAXl), mRNA 


NM 022740 


Homo sapiens homeodomain interacting protein kinase 2 (HIPK2), mRNA 1 


NM 002005 


Homo sapiens feline sarcoma oncogene (FES), mRNA 


1 NM 014757 


Homo sapiens mastermind-like 1 (Drosophila) (MAMLl), mRNA 1 


1 NM_025136 


Homo sapiens optic atrophy 3 (autosomal recessive, with chorea and spastic 
paraplegia) (OP A3), mRNA 


NM_024505 


Homo sapiens NADPH oxidase, EF hand calcium-binding domain 5 (NOX5), 1 
mRNA 


NM_022362 


Homo sapiens MMS 1 9-like (MET 1 8 homolog, S . cerevisiae) (MMS 1 9L), 1 
mRNA 


NM 000256 


Homo sapiens myosin binding protein C, cardiac (MYBPC3), mRNA 1 


NM_000276 


Homo sapiens oculocerebrorenal syndrome oi J^owe (^uv-^ki^^, transcnpx vananx 
a, mRNA 


NM_001587 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 1 
b, mRNA 


jNM_001407 


Homo sapiens cadherin, EOF LAG seven-pass G-type receptor 3 (flamingo 1 
homolog, Drosophila) (CELSR3), mRNA 1 
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XlOlIlO Sapiens CaUflCrxn, X2»yjC l-trWJ SCVCIl-poOo VJ~tjr[JC iv'^&jjiur JL yJLlcixxkxil^SJ 1 

Vinmnlncr Dro^nrihila^ (CV\ SR2'i mRNA 


INIVI UUJ 1 


T-Tr\TYirh cQr\i#»nc AT? "PI ar^fin-rfklaff^H ■nmtf*i'n 1 llfirnfilriCy R CGTllTflPtiTi ViPta TvPAQtl 1 

fxUIIlU o£lLlldlo .r^JVX X CL^Ull^l ClALdl x XM\Jl.XM\Jk\J^ wwllUaWtlll u&ia ^jrWdOiy 1 


NM_012254 


Homo sapiens very long-chain acyl-CoA synthetase homolog 2 (VLCS-H2), 1 

mRNA 

IIUN-IN/A. 1 


NM 012331 


Homo sapiens methionine sulfoxide reductase A (MSRA), mRNA 1 


iNivi u i o J yo 


XlOmU sapiens nisionc UCai/CLyiaoC /r\. \riJ^r\\^ / urolloviipi Vallalli tiir\j.>i.rv 




XTrkrvirt COni^nc l^'iC+Afc'M^ i4^a/^^1^/1oc^ 7 A /TtJ 1 ^ A f^7 A ^ tT"Q"r*Cf*T1TI'f' XfC^TM^Txf 1 TTlR A 1 

xxUmU odpicnb IlloLiJIlC UCdL'CLjrlaoC 1 1\. \^xliyr\\^ / x^j^ UcUl&oiipL vaiioiit iiiix_L>r^ | 


NM_004082 


Homo sapiens dynactin 1 (pi 50, glued homolog, Drosophila) (DCTNl), 1 

tfonci^ri vatHsiTTt' 1 tnR ^TA 1 
11 <uloV/l ipt Vailaill Xy ilJXVXNx^ 1 


NM_023019 


Homo sapiens dynactin 1 (pi 50, glued homolog, Drosophila) (DCTNl), 

^~fO Ti c r^T*! T>'^ Trcivi O'trt' 7 ■m'R'MA 1 
LI ctlloUi 1|JL Veil IdllL Z,, llUVlNxv 1 


NM 002893 


Homo sapiens retinoblastoma binding protein 7 (RBBP7), mRNA 1 




riomo sapiens reiinoDiasioma omaing protein i yssj^Dr i ^, transcnpi vanani 

TviPMA 1 


NM_023000 


Homo sapiens retinoblastoma binding protein 1 (RBBPl), transcript variant 2, 1 

mRMA 


NM_002892 


Homo sapiens retinoblastoma binding protein 1 (RBBPl), transcript variant 1, 


NM 024408 


Homo sapiens Notch homolog 2 (Drosophila) (NOTCH2), mRNA 1 




xiomo sapiens jsjjn, anxigenic aeierminani oi rec/\ proiem nomoiog ^^^mouac^ i 


NM_02193S 


Homo sapiens bruno-like 5, RNA binding protein (Drosophila) (BRUNOL5), 1 

•rvi"D>J A 

nii\jN/\. 


NM_020180 


Homo sapiens bruno-like 4, RNA binding protein (Drosophila) (BRUNOL4), 1 

rnxsJN/Y 1 


NM 005868 


Homo sapiens BETl homolog (S. cerevisiae) (BETl), mRNA 1 


JNlVl__UUZ*fO / 


xiomo sapiens v-myc myeiocyiomaiosis virai oncogene nomoiog ^dvian^ yjyx x 

jTUViN/V 


IN iVl KJ^^O I / 


TTriTYirfc c2JTi-i*»nc rt^rirtH l^/\Tnr\lr\o 7 /^T^mcr*T4Viil5»^ ^PT71?7^ tT5lTlCf*TiT^f VflTlJITll' 1 
nuiliu oapicrib pcnuu IIOIIIWIU^ ^ ^l^l iJovl^lilicl^ JZrXV^^, Uall^^ll^L vailcLiii 1, 

m"RNA 




T-Tnmn cflnif»nQ "nprinH HnmnlrfcO" 7 rOm^ftnliila'i rPT^R!2^ transcri'Dt variant 2 i 
mRNA 


NM 006660 


Homn <;anien9 ClnlC caseinolvtic nrotease 3C homoloff (HE coli^ fCLPX'i mRNA 


NM 012394 


Homo sapiens prefoldin 2 (PFDN2), mRNA 


NM 0042'?4 


Wnmrt QJinipTiQ 7\wc fincxpT* nTr»tf*in Q*^ linrnnlrify rmoii^p^ r^7.T^P93^ mRN^A 

XX.V7XXXV/ OAuXwXiO Z^lliw XXXXK^X L/XWLWXXX \.X\J\Xl.\Jt\J^ \l.Xl\J\A^\^ j X iiJAVX^x^ 




T-Tfimn Q7*"nipr»Q Qin^-a^<vnpifltpH r*AlvT>pr>tiHp 1 RlcT^ TSARIST mRJMA 


NM 003'? so 


TTAmn QflT^iPTiQ iiHifiiiitiTi-ofiniiicratirKT pn^vme P7 vaiHsnt 2 rUBE2V2^ ttlRNA 

XXVfXXXVr OAL/XwXlO UL^XU Ul UXX^vV^Xtl IXc^dLllXc^ w'lliuYXXXw 1 ffa- YuX XClXXi> ^ t '^/9 XXXX.^_LXXb> 


NM 022476 


Homo sapiens fused toes homolog (mouse) (FTS), mRNA 


NM MIAAA 


T-Tr»mr^ cqi^iptic Crtliitp <^Qn~ipT "fiaTYiilv 1 /'crkHiiim/ciil'fjifp Qvmi'^ortPTQ I TTlPTinnPT 1 
XxUillU OCl|JlCilo oUlLllC WolTx lei XdXlllijr X^ ^oV/UlLUil/ ^LXlXaLC ojrXXX^V/X kW>Xo^, XXX&XXX(,/&X X 

(SLC13A1), mRNA 


NM 01S197 


TTnmn caniptic plnf^ Viomnlocr 7 /'P rnlA rPT AP7^ mRNA 
XaUmL/ oapiCIla Cldv^ llUIIlUiU^ ^ V*^* ^Ull ^ \xZix^r\\^£» )^ illJ^J.N./^ 


NM 014*^ 17 


XTomo Sapiens ir£ins~prcnyiixd.iioicrcisc ^ijt i )^ iiixviN^ 


NM_022173 


Homo sapiens TIAl cytotoxic granule-associated RNA binding protein (TIAl), 

ird.nscripi vdod.ni iiiiviN/\ 


NM 022037 


Homo saniens TIAl cvtotoxic ^anule^associated RNA binding protein fTIAlV 
transcript variant 1, mRNA 


NM 004973 


Homo sapiens jumonji homolog (mouse) (JMJ), mRNA 


NM_021971 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
2, mRNA 


NM 013334 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
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l.mRNA 


NM 013335 


Homo sapiens GDP-mannose pyrophosphorylase A (GMPPA), mRNA 


NM_021267 


Homo sapiens LAGl longevity assvirance homolog 1 (S. cerevisiae) (LASSl), 
mRNA 


NM 005811 


Homo sapiens growth differentiation factor 1 1 (GDFl 1), mRNA 


NM_005971 


Homo sapiens FXYD domain-contaming ion transport regulator 3 (FXYD3), 
transcript variant 1, mRNA 


NM_021910 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcript variant 2, mRNA 


NM 022096 


Homo sapiens ankyrm repeat domam 5 (ANKRD5), mRNA 


NM 022073 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


NM_022047 


Homo sapiens differentially expressed m FDCP 6 homolog (mouse) (DEF6), 
mRNA 


NM_021778 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 2, mRNA 


NM_021777 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 3, mRNA 


NM_000152 


Homo sapiens glucosidase, alpha; acid (Pompe disease, glycogen storage disease 
type IT) (GAA), mRNA 


NM 002910 


Homo sapiens renin binding protem (RENBP), mRNA 


NM_0 12072 


Homo sapiens complement component 1, q subcomponent, receptor 1 (ClQRl), 
mRNA 


NM_000534 


Homo sapiens PMSl postmeiotic segregation increased 1 (S. cerevisiae) (PMSl), 
mRNA 


NM 005451 


Homo sapiens enigma (LIM domain protein) (ENIGMA), mRNA 


NM_021975 


Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog A, nuclear 
factor of kappa light polypeptide gene enhancer m B-cells 3, p65 (avian) 
fRELA), mRNA 


NM 021958 


Homo sapiens H2.0-hke homeo box 1 (Drosophila) (HLXl), mRNA 


NM 004139 


Homo sapiens hpopolysacchande bmdmg protein (LBP), mRNA 


NM 005442 


Homo sapiens eomesodermin homolog (Xenopus laevis) (EOMES), mRNA 


NM 004187 


Homo sapiens Smcx homolog, X chromosome (mouse) (SMCX), mRNA 


NM 003170 


Homo sapiens suppressor of Ty 6 homolog (S. cerevisiae) (SUPT6H), mRNA 


NM 003062 


Homo sapiens slit homolog 3 (Drosophila) (SLIT3), mRNA 


NM 003068 


Homo sapiens slug homolog, zmc finger protem (chicken) (SLUG), mRNA 


NM_021824 


Homo sapiens NIF3 NGGl interacting factor 3-like 1 (S. pombe) (NIF3L1), 
mRNA 


NM 021783 


Homo sapiens ectodysplasin A2 isoform receptor (XEDAR), mRNA 


NM_004196 


Homo sapiens cyclin-dependent kinase-like 1 (CDC2-related kmase) (CDKLl), 
mRNA 


NM_000535 


Homo sapiens PMS2 postmeiotic segregation increased 2 (S. cerevisiae) (PMS2), 
mRNA 


NM_002356 


Homo sapiens myristoylated alanine-rich protein kinase C substrate (MARCKS), 
mRNA 


NM 021728 


Homo sapiens orthodenticle homolog 2 (Drosophila) (OTX2), mRNA 


NM_0 14588 


Homo sapiens visual system homeobox 1 homolog, CHXlO-like (zebrafish) 
(VSXl), mRNA 


NM_003503 


Homo sapiens CDC7 cell division cycle 7-like 1 (S. cerevisiae) (CDC7L1), 
mRNA 


NM_004059 


Homo sapiens cysteine conjugate-beta lyase; cytoplasmic (glutamine. 
transaminase K, kyneurenine aminotransferase) (CCBLl), mRNA 


NM 020651 


Homo sapiens pellino homolog 1 (Drosophila) (PELH), mRNA 
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NM 018411 


Homo sapiens hairless homolog (mouse) (HR), mRNA 


NM 014569 


xlomo sapiens zinc luiger proicin nomoiog ^^muu^o^ r )^ huvin^ 


NM_012458 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog B 
(yeast) ( 1 JMM 1 3r>)j mKJN A 


NM 000672 


Homo sapiens aiconol aenyarogenase o (^ciass v j \i\xjr\.sj)y nu\i>i/\ 


NM[_003603 


Homo sapiens Arg/ADl-mteracung protem Argoi'z ^/vivvjJDrzj, uranscripi vandnt 
1, mKJNA 




Jtlomo sapiens Arg/ADi-mxeracnng proiein /\rgojr z. ^^/vivvjo*^^, LLaudWiipi vaiiaj.ii. 

z, nutviNA 


JNJVl UU4yjU 


iiomo sapiens oermaian suiiaLc prtjicogiyomi d yijiDx: )y iiixvi'xx^ 


NM 004701 


Homo sapiens cyclin B2 (CCNB2), mRNA 


NM 021100 


Homo sapiens iNrol mtrogen iixaiion i ^^o. cerevisidc^ ^^iNroi^, nuvi^^ 


NM 021255 


Homo sapiens pellino homolog 2 (Drosophila) (PELI2), mRNA 


NM 021115 


Homo sapiens seizure reiatea o nomoiog ^^mousej-iiKe \ojz£Joj^), iiiisjn/^. 


NM 004756 


Homo sapiens nimib homolog (Drosophila)-like (NUMBL), mRNA 


NM_004690 


Homo sapiens LAlb, large tumor suppressor, nomoiog i ^Lirosopmiaj v.-L'^'»^oi^j 

..^Ti XT A 

mRNA 


NM_0004ol 


Homo sapiens tnyroiu normone recepior, Deta ^eryuiroDiabuw xcuK^ciiua viiai 
ero-a) oncogene nomoiog z, avian j ^^itiivDj, iiiisj.N-rt. 


NM_02107b 


Homo sapiens vjv-^in j general coniroi oi ammo-acia synuicoio j-iutc ^ ^caat^ 

/in/~»XT^T 9\ *v^^?XTA 
(Uri^JN jl^Zj, mKiNA 


JNiVl UUZo// 


xlOmO sapiens xvrVL/Ji-lllce l \^o. t/Crcvibiac^ ^xw-vl/jii-jI^, liixvi^-Tv 


NM 001552 


Homo sapiens insulin-like growth factor binding protein 4 (IGFBP4), mRNA 


NM 002487 


Homo sapiens necain nomoiog (^mousej (^iNuiNj, mjsjNA 


NM 012425 


Homo sapiens Ras suppressor protein 1 (RSUl), mRNA 


NM 005618 


Homo sapiens aelta-hKe I (JUrosopiiila; (UJLJLIj, mKiNA 


NM 021038 


Homo sapiens muscleblind-like (Drosophila) (MBNL), mRNA 


NM_0 14268 


Homo sapiens miciotubule-associatea protem, Kr/HH lamiiy, memoer z 

/X >r A T1T>T?0\ T> >>T A 

(jVLAPKli2)5 mRNA 


NM_020oo2 


Homo sapiens JVuvoZ-iiKe, magnesium nomeosiasis lacior ccrcviMac^ 
(MRS2L), mRNA 


NM_020649 


Homo sapiens cnromoDOX nomoiog o yrc ciass nomoiog, j^rosopmia^ \}^Dj\.o)y 

«««1>XT A 

mKJNA 




Homo sapiens auantoicase ^/\jui^v^ ^, mivrN/v 


NM 020528 


Homo sapiens poly(rC) binding protein 3 (PCBP3), mRNA 


NM__0 14275 


Homo sapiens recomoinrng Dinamg proiem suppressor oi nairicbb ^i^ru&upiiiia^ 

llKe ^^JvtJi oUrll^^, mJKJN/V 


JNJVl yjiyoDi 


riomo sapiens nypomeLicai proiein xvx i-oi /izt^o \^x^\^\^.j\jioij, mxvi'^r^ 


NM 020347 


Homo sapiens leucine zipper transcription factor-like 1 (LZTFLl), mRNA 


NM__0Ud744 


Homo sapiens anaane nomoiog, uDiquiun-conjugaiiiig cii^ymc xjz. uuiuiiig 
protein, i \^j-/rosopniiaj ^^/^Jt^JLrll nuviNA 


NM 007044 


Homo sapiens katanin p60 (ATPase-containing) subunit A 1 (KATNAl), mRNA 


JNM 002ooo 


Homo sapiens peanut-iiKe i (^urosopmiaj (^I'iNL/iJ-ri^, iuru.N/\ 


NM__013384 


Homo sapiens i^Aurl longevity assurance nomoiog ^ v.o. cerevisiae^ ^j^/voo^j, 
mRNA 


NM 020230 


Homo sapiens peter pan Jiomoiog ^iJrosopniia^ ^rir/viN^, imsaN/v 


"MM 0901 R9 


Hnmo Qflnien^ tranQmemHrflne nrncitate andrOffCn induced RNA fTMEPAD. 

mRNA 


NM 020248 


Homo sapiens catenin, beta interacting protein 1 (CTNNBIPl), mRNA 


NM_000399 


Homo sapiens early growth response 2 (BCrox-20 homolog, Drosophila) (EGR2), 
mRNA 


NM 002965 


Homo sapiens SI 00 calcium binding protein A9 (calgranulin B) (S100A9), 
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mRNA 


Niy[_002964 


Homo sapiens SlOO calcium binding protein AS (calgranulin A) (S100A8), 

mRNA 


NM 002963 


Homo sapiens SlOO calcium binding protein A7 (psonasm 1) (S100A7), mRNA 


NM 014624 


Homo sapiens SlOO calcium binding protein A6 (calcyclin) (S100A6), mRNA 


NM_019554 


Homo sapiens SlOO calcium binding protein A4 (calcium protein, calvasculm, 

metastasin, murine placental homolog) (S100A4), transcript variant 2, mRNA 


NM_002961 


Homo sapiens SlOO calcium binding protem A4 (calcium protein, calvasculin, 
metastasin, murine placental homolog) (S100A4), transcript variant 1, mRNA 


NM 005978 


Homo sapiens SlOO calcium binding protein A2 (S100A2), mRNA 


NM 002537 


Homo sapiens ornithine decarboxylase antizyme 2 (OAZ2), mRNA 


NM_0 19854 


Homo sapiens HMTl hnRNP methyltransferase-like 3 (S. cerevisiae) 
(HRMT1L3), mRNA 


NM_019619 


Homo sapiens par-3 partitioning defective 3 homolog (C. elegans) (PARD3), 
mRNA 


NM_0 17454 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant Tl, mRNA 


NM_0 17453 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T3, mRNA 


NM_0 17452 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T2, mRNA 


NM 003785 


Homo sapiens G antigen, family B, 1 (prostate associated) (GAGEBl), mRNA 


NM_0 15044 


Homo sapiens golgi associated, gamma adaptin ear containing, ARP binding 
protein 2 (GGA2), mRNA 


NM_0 13365 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 1 (GGAl), mRNA 


NM_004781 


Homo sapiens vesicle-associated membrane protein 3 (cellubrevin) (VAMP3), 

mRNA 


NM_0 18685 


Homo sapiens anillin, actin binding protein (scraps homolog, Drosophila) 
(ANLN), mRNA 


NM 017927 


Homo sapiens mitofusin 1 (MFNl), transcript variant 2, mRNA 


NM 018387 


Homo sapiens spermatid perinuclear RNA binding protein (STRBP), mRNA 


NM 018378 


Homo sapiens F-box and leucine-rich repeat protein 8 (FBXL8), mRNA 


NM_018158 


Homo sapiens solute earner family 4 (anion exchanger), member 1, adaptor 
protein (SLC4A1 AP), mRNA 


NM 018032 


Homo sapiens LUC7-like (S. cerevisiae) (LUC7L), mRNA 


NM 017575 


Homo sapiens chromosome 17 openreadmg frame 31 (C17orf31), mRNA 


NM 018696 


Homo sapiens elaC homolog 1 (E. coli) (ELACl ), mRNA 


NM 005781 


Homo sapiens activated p21cdc42Hs kinase (ACKl), mRNA 


NM 016831 


Homo sapiens penod homolog 3 (Drosophila) (PER3), mRNA 


NM_003387 


Homo sapiens Wiskott-Aldnch syndrome protem mteractmg protein (WASPIP), 
mRNA 


NM 005993 


Homo sapiens tubulin-specific chaperone d (TBCD), mRNA 


NM 003014 


Homo sapiens secreted fazzled-related protein 4 (SFRP4), mRNA 


NM 006744 


Homo sapiens retinol binding protein 4, plasma (RBP4), mRNA 


NM 002899 


Homo sapiens retmol binding protem 1, cellular (RBPl), mRNA 


INJVl UUDjz4 


Homo sapiens hairy homolog (Drosophila) (HRY), mRNA 


NM_005206 


Homo sapiens v-crk sarcoma virus CTIO oncogene homolog (avian) (CRK), 
transcript variant I, mRNA 


NM_0 16823 


Homo sapiens v-crk sarcoma virus CTIO oncogene homolog (avian) (CRK), 
transcript variant n, mRNA 


NM 016948 


Homo sapiens par-6 partitioning defective 6 homolog alpha (C.elegans) 
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NM 017420 


Homo sapiens sine oculis homeobox homolog 4 (Drosophila) (SIX4), mRNA 


xnv/f (\^^Q'XO 
iNivi u 1 oyj z 




NM 017415 


Homo sapiens kelch-like 3 (Drosophila) (KLHL3), mRNA 1 


JNJVl U 1 


jiomo sapiens rnzzieu nomoiog j ^jLTOsopmid.^ y^rz^xjj)^ huvlna i 


NM 003400 


Homo sapiens exportin 1 (CRMl homolog, yeast) (XPOl), mRNA j 


rNM_uuzooy 


jtLomo Sapiens reiinoic aciu recepior responaer ^lazaroiene maucea^ i 

(^JvAJtsJKJCoZJ, mJtviN/\ 1 


NM_006064 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGBs, 1 

mKJNA 1 


NM_016656 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGBl, 1 

mKJNA 1 


NM 003857 


Homo sapiens galanin receptor 2 (GALR2), mRNA 1 


NM_01oo55 


Homo sapiens OA bmcling protein transcription xactor, Deta suDunii z ^H/KJLij 
(GABPB2), transcript variant gamma, mRNA 


NM_002041 


rlomo sapiens CjA bmaing protein transcnpnon lactor, oeta suDunii z yf*/ kxj) i 
^LiAiir^xjzj, transcnpi variant gamma, mKiNA 


JNJVL_U i OOD4 


riomo sapiens kjj\. omoing protein transcription lacior, oeia buuunii i y^uDisjLjj i 
v^o/vDJrJj 1 )f xranscnpi variant oeLa, nusj-N/v 




jTiomo sapiens uinaing proicin lianbdipiiun xawivJi, ucia ouuluhl i y^^jjsj^j i 
(GABPB 1), transcript variant beta, mRNA 


iNiVL UiDo^^ 


xiomo sapiens i^iivi Qomain omy / \^i-riviv^/ j, iranbt/ript variaiiL j, iiu\x^t\. i 


NM 015842 


Homo sapiens LIM domain only 7 (LM07), transcript variant 2, mRNA j 


JNJVL UUZZZo 


xiomo sapiens v-jun sarcoma virus i / oncogene nomoiog ^avian^ v^juin^, raiviN/A. i 


JNJVl UlOl/o 


Jtiomo sapiens omitmne Qecarooxyiase annzyme o y\jj\j/L>D), jju\s\/\ 


NM_016538 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 7 (S. 1 
cerevisiaej ^oixvi / ijlunjna 


NM_016539 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 6 (S. 1 

cerevisiaej ^oiKio^, hikjna 


JNJVl Uloolo 


Jtiomo sapiens icc-v i-iiKe (^yeasi^ ^^Jviiv iL,), miviNA 


NM_016138 


Homo sapiens COQ7 coenzyme Q, 7 homolog ubiquinone (yeast) (COQ7), 1 

•»^t> XT A 1 
mKJNA 


JNJVl_01o5oJ 


Jtiomo sapiens paiate, lung ana nasai epitneiium carcinoma associatea ^i^i^uin^^^, 
rnrviN/\ ] 


NM 015886 


Homo sapiens protease inhibitor 15 (PI15), mRNA 1 


JNJVl^UlOUO/ 


jriomo sapiens mitocnononai xiDosomai proiem oiov^ ^ivuvroioi-^j, nuoicar gciic 
cii\^ijuing iiiiiov/nonviTiai pruicin, xnjNJ.NA i 


INIYI U U l/'rO 


T-T/^Trtrt co-rti<»r%c TMal/^tci Virkmnl/^cr / 1 "IfrtCrtWIiilo^ ^l^T^T CW TnRNTA 1 
XxtJXIlU oapicno pCIOla IKJIllUiUg \Ui\Jo\j^jllllaj ^JTJjrl^V^^, llllVI^ir^ 1 


INiVl K/LO^y/ 


TTr*mo CQr*i<arjc TTTI ^^lrf» ^^rnor\■n>^i^^^^ ^TMIT ^ tyiPMA 1 


NM_016587 


Homo sapiens chromobox homolog 3 (HPl gamma homolog, Drosophila) 


NM 016347 


Homo sapiens putative N-acetyltransferase Camello 2 (CML2), mRNA 1 


JNJVL Oij/Z/ 


riomo sapiens lacnyionin receptor i v.i al^jvi ), transcnpi vananL snon, miviNA i 


JNiVl UUIUjo 


xromo sapiens tacnyKinm receptor i al^ki Lranscnpt vananx long, ixusj.n/a. 


NM_004052 


Homo sapiens BCL2/adenovirus ElB 19kD interacting protein 3 (BNIP3), 1 
nuciear gene encoamg miiocnonanai protein, mivrN/\ 


NM 014R20 


Homo ^anipn^ tran^lnpa^p of outer mitopViondnal menrihrane 70 homoloff A 

(yeast) (TOMK>[70A), mRNA 


NM 014918 


Homo sapiens carbohydrate (chondroitin) synthase 1 (CHSYl), mRNA 


NM_0 14707 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 3, 
mRNA ' 


NM 014683 


Homo sapiens unc-5 1-like kinase 2 (C. elegans) CULK2), mRNA 
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NM 014874 


Homo sapiens mitofiisin 2 (MFN2), mRNA 


MM 014071 


Homo sapiens nuclear receptor coactivator 6 (NCOA6), mRNA 


NM 015700 


Homo sapiens HIRA interacting protein 5 (HIRIP5), mRNA 


NM 015685 


Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2), mRNA 


NM 014263 


Homo sapiens YMEl-like 1 (S. cerevisiae) (YMEILI), mRNA 


NM 014297 


Homo sapiens protein expressed in thyroid (YF13H12), mRNA 


NM_014393 


Homo sapiens staufen, RNA binding protein, homolog 2 (Drosophila) (STAU2), 
mRNA 


NM_014403 


Homo sapiens sialyltransferase 7D ((alpha-N-acetylneuraminyl-2,3-beta- 
galactosyl-l,3)-N-acetyl galactosaminide alpha-2,6-sialyltransferase) (SIAT7D), 
mRNA 


NM_0 14465 


Homo sapiens sulfotransferase family, cytosolic, IB, member 1 (SULTIBI), 
mRNA 


NM 014485 


Homo sapiens prostaglandin D2 synthase, hematopoietic (PGDS), mRNA 


NM_014303 


Homo sapiens pescadillo homolog 1, containing BRCT domain (zebrafish) 
(PES 1), mRNA 


NM 014253 


Homo sapiens odz, odd Oz/ten-m homolog 1 (Drosophila) (ODZl), mRNA 


NM 014429 


Homo sapiens microrchidia homolog (mouse) (MORC), mRNA 


NM 006439 


Homo sapiens mab-21-like 2 (C. elegans) (MAB21L2), mRNA 


NM 015322 


Homo sapiens fem-1 homolog b (C. elegans) (FEMIB), mRNA 


NM 014591 


Homo sapiens Kv channel interacting protein 2 (KCNIP2), mRNA 


NM_004449 


Homo sapiens v-ets erythroblastosis virus E26 oncogene like (avian) (ERG), 
mRNA 


NM_0 14420 


Homo sapiens dickkopf homolog 4 (Xenopus laevis) (DKIC4), mRNA 


NM 014421 


Homo sapiens dickkopf homolog 2 (Xenopus laevis) (DKK2), mRNA 


NM 014325 


Homo sapiens coronin, actin binding protein, IC (COROIC), mRNA 


NM_0 14246 


Homo sapiens cadherin, EOF LAG seven-pass G-type receptor 1 (flamingo 

homolog, Drosophila) (CELSRl ), mRNA 


NM 014391 


Homo sapiens cardiac ankyrin repeat protein (CARP), mRNA 


NM_014336 


Homo sapiens aryl hydrocarbon receptor interacting protein-like 1 (AIPLl), 

mRNA 


NM_014265 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 

m 

transcript variant 1 , mRNA 


NM_0 14237 


Homo sapiens a disintegrin and metalloproteinase domain 18 (ADAM 18), 
mRNA 


NM 005032 


Homo sapiens plastin 3 (T isoform) (PLS3), mRNA 


NM_013980 


Homo sapiens BCL2/adenovirus ElB 19kD interacting protein 1 (BNIPl), 
transcript variant BNIPl -c, mRNA 


NM_013979 


Homo sapiens BCL2/adenovirus ElB 19kD interacting protein 1 (BNIPl), 
transcript variant BNIPl -b, mRNA 


NM_013978 


Homo sapiens BCL2/adenovirus ElB 19kD interacting protein 1 (BNIPl), 
transcript variant BNIPl -a, mRNA 


NM 004178 


Homo sapiens TAR (HIV) RNA binding protein 2 (TARBP2), mRNA 


NM_005915 


Homo sapiens MCM6 minichromosome maintenance deficient 6 (MISS 
homolog, S. pombe) (S. cerevisiae) (MCM6), mRNA 


NM_002576 


Homo sapiens p2I/Cdc42/Racl-activated kinase 1 (STE20 homolog, yeast) 
(FAKl), mRNA 


NM 012091 


Homo sapiens adenosine deaminase, tRNA-specific 1 (ADATl), mRNA 


NM 005358 


Homo sapiens LIM domain only 7 (LM07), mRNA 


NM 013451 


Homo sapiens fer-l-like 3, myoferlin (C. elegans) (FER1L3), mRNA 


NM 006113 


Homo sapiens vav 3 oncogene (VAV3), mRNA 


NM 003869 


Homo sapiens carboxylesterase 2 (intestine, liver) (CES2), mRNA 
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JNM 005 /2 1 


rlonio sapiens aK-tj actin-reiateu protein 5 nomoiog ^yeasij i^Av^iivjj, ttu\jn/v 


MM_003325 


Homo sapiens HIR his tone cell cycle regulation defective homolog A (S. 
cerevisiaej (i±lKA), mKJNA 


MM 012242 


Homo sapiens dickkopf homolog 1 (Xenopus laevis) (DKKl), mRNA 


NM 01242y 


Homo sapiens blid4-liKe 2 (o. cerevisiae} ^oHv^i^J^zj, nuuNA 


NM 012190 


Homo sapiens formyltetrahydrofolate dehydrogenase (FTHFD), mRNA 


NM_005069 


Homo sapiens smgle-minded homolog 2 (Drosophila) (SiM2), transcript variant 

OTX T* XT A 

SIM2, mRNA 


NM_009586 


Homo sapiens single-minded homolog 2 (Drosophila) (S1M2), transcnpt vanant 
L>JM2s, mRNA 


NM_U02olO 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 1 (PDKl), nuclear 

gene encoding mitochondrial protein, mRNA 


NM 013374 


Homo sapiens programmed cell aeatn o interacting protem ^fucuoirj, mKjNA 


NM 013367 


Homo sapiens anaphase-promoting complex subunit 4 (APC4), mRNA 


NM 00296S 


Homo sapiens sal-like 1 (Drosophila) (SALLl), mRJNA 


NM 002449 


Homo sapiens msh homeo box homolog 2 (Drosophila) (MSX2), mRNA 


NM_006739 


Homo sapiens MCM5 mimchromosome maintenance deficient 5, cell division 
cycle 46 (S. cerevisiae) (MCM5), mRNA 


NM_0 12460 


Homo sapiens translocase of inner mitocnondnal membrane 9 homolog (yeastj 
(TIMM9), mRNA 


NM_012457 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog A 

(yeast) (TIMM13A), mRNA 


NM_0 12456 


Homo sapiens translocase of inner mitochondrial membrane 10 homolog Cyeast) 
(TIMMIO), mRNA 


NM_0 12450 


Homo sapiens solute earner family 13 (sodium/suliate symporters), member 4 
(SLC13A4), mRNA 


NM_0 12444 


Homo sapiens SPOl 1 meiotic protein covalently bound to DSB-like (S. 
cerevisiae) (SPOl 1), mRNA 


NM_012240 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 4 (S. 
cerevisiae) (SIRT4), mRNA 


NM 012387 


Homo sapiens peptidyl arginine deiminase, type V (PAD), mRNA 


NM_012381 


Homo sapiens origin recognition complex, subunit 3 -like (yeast) (ORC3L), 

T» XT A 

mRNA 


NM_0 12225 


Homo sapiens nucleotide binding protem 2 (MinD nomoiog, B. coli) (NUBifZ), 

-M<«T> XT A 

mKJNA 


XTTV /f AIOOT^ 

JNJVL yjiZZZZ 


rlomo sapiens muti riomoiog (^ii. coii) (JViui YH), misjiNA 




Homo sapiens Gouble-stranaea KjNA-omamg zmc imger proiem j az, {jj\jL,)y 
mKJNA 




rlomo sapiens nepatitis A virus cellular receptor i (^riAVv_.K-i mKiN/\ 


NM 012205 


Homo sapiens 3-hydroxyanthranilate 3,4-dioxygenase (HAAO), mRNA 




Homo sapiens grancalcin, lir-nand calcium bmamg protem ^LiUAj, mKJNA 


NM 012193 


Homo sapiens frizzled homolog 4 (Drosophila) (FZD4), mRNA 


NM 012192 


Homo sapiens fracture callus 1 homolog (rat) (rXCl), mKJNA 


NM 012076 


Homo sapiens crumbs homolog 1 (Drosophila) (CRBl), mRNA 


NM__012124 


Homo sapiens cysteine and histidine-nch domain (CHORD)-contammg, zinc 
binding protein 1 (CHORDCl), mRNA 


iNiVl v/ 1 Z. 1 i O 


XxUIIlO odpiCno V^k^XvH UoiL/Oll Ud-UaUiJlltC iC^lCoolLlli *+-lliv.C \^0. V/C'lCVloia.tiy 

(CCRN4L), mRNA 


NM_012117 


Homo sapiens chromobox homolog 5 (HPl alpha homolog, Drosophila) (CBX5), 
mRNA 


NM 012108 


Homo sapiens BCR downstream signaling 1 (BRDGl), mRNA 


NM 012100 


Homo sapiens aspartyl aminopeptidase (DNPEP), mRNA 
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NM_0 12094 I Homo sapiens peroxiredoxin 5 (PRDX5), mRNA 



NM 004506 



NM 004423 



Homo sapiens heat shock transcription factor 2 (HSF2), iiiRNA 

Homo sapiens dishevelled, dsh homolog 3 (Drosophila) (DVL3), mRNA 



NM 007374 | Homo sapiens sine oculis homeobox homolog 6 (Drosophila (SIX6)> mRNA 



NM 007373 
NM 002388 



Homo sapiens soc-2 suppressor of clear homolog (C. elegans) (SHOC2), mRNA 
Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) 
(MCM3), mRNA 



NM_004873 Homo sapiens BCL2-associated athanogene 5 (BAGS), mRNA 



NM 007316 



Homo sapiens agouti related protein homolog (mouse) (AGRP), transcript 
variant 2, mRNA 



NM 003819 



Homo sapiens poly(A) binding protein, cytoplasmic 4 (inducible form) 
(PABPC4), mRNA 



NM_005737 I Homo sapiens ADP-ribosylation factor-like 7 (ARL7), mRNA 



NM 002358 



NM 007264 



(MAD2L1), 

Homo sapiens adrenomeduUin receptor (ADMR), mRNA 



NM_006870 Homo sapiens destrin (actin depolymerizing factor) (DSTN), mRNA 

NM 005476 | Homo sapiens UDP-N-acetylglucosanune-2-epimerase/N-acetylniannosannne 

kinase (GNE), mRNA 



NM 007309 



Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 
12C,mRNA 



NM 001878 



NM 000489 



Homo sapiens cellular retinoic acid binding protein 2 (CRABP2), mRNA 

Homo sapiens alpha thalassemia/mental retardation syndrome X-linked (RAD54 
homolog, S. cerevisiae) (ATRX)> nfiRNA 



NM_002528 Homo sapiens nth endonuclease m-like 1 (E. coli) (NTHLl), mRNA 



NM 004085 



Homo sapiens translocase of inner mitochondrial membrane 8 homolog A (yeast) 
(TIMM8A), nuclear gene encoding mitochondrial protein, mRNA 



NM 0023 10 Homo sapiens leukemia inhibitory factor receptor (LIFR), mRNA 



NM 004733 



NM 002657 



Homo sapiens acetyl-Coenzyme A transporter (ACATN), mRNA 
Homo sapiens pleiomorphic adenoma gene-like 2 (PLAGL2), mRNA 



NM 006724 



Homo sapiens mitogen-activated protein kinase kinase kinase 4 (MAP3K4), 
transcript variant 2, mRNA 



NM 006882 



Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2e, mRNA 



NM 006881 



X^"^ ^ X~ — X y A I I i m f ~ - " 

Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2d, mRNA 



NM 006880 



Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2c, mRNA 



NM 006879 



\ X ^ * ^ > - - — 

Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2b, mRNA 



NM 006878 



Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2a, mRNA 



NM 003801 



- — ^ ^ . - — — ' 

Homo sapiens GPAAIP anchor attachment protein 1 homolog (yeast) (GPAAl), 
mRNA • 



NM 003193 



Homo sapiens tubulin-specific chaperone e (TBCE), mRNA 



NM 002370 



Homo sapiens mago-nashi homolog, proliferation-associated (Drosophila) 
(MAGOH). mRNA 



NM 006341 



Homo sapiens MAD2 mitotic arrest deficient-like 2 (yeast) (MAD2L2), mRNA 



NM 006149 



Homo sapiens lectin, galactoside-binding, soluble, 4 (galectin 4) (LGALS4), 

mRNA 



NM 003585 



NM 007129 



Homo sapiens double C2-like domains, beta (DOC2B), mRNA 

Homo sapiens Zic family member 2 (odd-paired homolog, Drosophila) (ZIC2), 
mRNA 
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NM_007279 


rtomo sapiens kjz, smaii nuciear nuonuuicupiuidii <i\u^nasy xos^wji \\jjrkA^j 
A.vf%^\ mi? "MA 


1 XTAyf ftfk'7 1 OA 


MrkTnrfc cnnipn*: PTTIC? rher Imnint homoloe fS DOmbe^ (C^HRK^V niRNA 


1 xnvyf nmoTi 

1 iNlVl UU 1 1*1 V 


XxOUlO oCl|./ldlo oCl lilt'/ iJ.li c< villi It isjiidow' o X A^*-* **i*.'VA. k 


NM 007232 


Homo sapiens histamine receptor H3 (HRH3), mRNA 


JNM UU/Z/o 


rlOniO sapiens rCl/CpLOr-aboUt^latCvi piuic^iii \\jr\jjr^y..^-^ iiixxx^^ri. 


NM 007197 


Homo sapiens frizzled homolog 10 (Drosophila) (FZDIO), mRNA 


NM 007246 


Homo sapiens Keicn-liKe z, jviayven (^urosopnua; ^isa^ni^zj, iiuvxn/v 


NM 001466 


Homo sapiens frizzled homolog 2 (Drosophila) (FZD2), mRNA 


NM__006482 


Homo sapiens dual-speciiicity tyrosine-^i j-pnospnoryiauon rcguiaicu kiii<i:>c 
CDYRK2), transcript variant 2, mRNA 


Nm_003583 


Homo sapiens auai-specinciiy tyrosine-^ x j-pnospnoryiaiion rcguidicu Rjnaac^ ^ 
(DYRK2), transcript variant 1, mRNA 


NM_006484 


Homo sapiens uual-speciiicity tyrosine-^ i j-pnospnoryiauon rcguwicu iviiias>ci 1 1-* 
(DYRKIB), transcript variant c, mRNA 


NM_006483 


Homo sapiens aual-specilicity tyrosine-^ i j-pnospnoiyiauon reguiaica iviuabc 
(DYRKIB), transcript variant b, mRNA 


NM_001882 


Homo sapiens corticotropin releasing normone Dinamg proiein \}^tfjixir), 
mRNA 


NM_005889 


Homo sapiens apolipoprotem B mRNA editing enzyme, catalytic poiypepuae i 
(AJrOoliCl), transcript variant mKJNA 


NM_001o44 


Homo sapiens apolipoproiem Jt> mKJN/v eaiiing enzyme, caiaiyLiL. puiypcpuuc i 
(APOBECl), transcript variant 1, mRNA 


NM_00o936 


Homo sapiens oJVii3 suppressor oi mii two o nomoiog i \ycas>ij v^oiyix jxxi^, 

•ml? XT A 


1 NM 006912 


Homo sapiens Ric-like, expressed in many tissues (Drosophila) (RTT), mRNA 


NM 006910 


rlomo sapiens retmouiastoma Dinamg protein o ^^ivlsoi^o^, inrsj.N/^ 


NM_007068 


Homo sapiens DMCl dosage suppressor of mckl homolog, meiosis-specific 
nomologous recomDination (^yeasij \^jjivi^ij, mixiN/v 


NM_007021 


Homo sapiens aeciuuai protein maucea oy progesterone \MJizrr)^ huvin/^ 


1 1VTA>r r\A'7AA'7 

NM_Uu7UU/ 


jlomo sapiens cieavage ana. poiyaaenyiaiion bpcuiiiu iduiui u, uokx-/ ouuluhl 
^L^r^orOJ, mi\lN/\ 


1SIM_006822 


Homo sapiens GTP-binding protein homologous to Saccharomyces cerevisiae 


NM 006843 


Homo sapiens serine dehydratase (SDS), mRNA 


\ JNiyi_UUo/4o 


Momo sapiens sex como on miuieg-iiKe i ^^j-^rosopmia^ ^ov^ivj-l^i^, iiirsa.^-rv 


NM 006824 


Homo sapiens EBNAl binding protein 2 (EBNA1BP2), mRNA 


NM_005922 


Homo sapiens mitogen-activated protein lonase Kinase Kinase h \jvx/\rD]^H)y 
transcript variant 1, tnRNA 


NM_006807 


Homo sapiens cnromobox nomoiog l ^rLr i Dcia nomoiog i-»rosopnii<t ) \\^Dy^ij, 
mRNA 


NM_00o734 


Homo sapiens numan immunoaeiiciency virus type i ennancer umamg proicui ^ 

(rliViirZj, mKJNA 


1 "VTA. yf 0 

jNjyi_uuo/Jz 


Jnomo sapiens x^jdj murine osteosarcoma virai oncogene iiuniuiug s~> 
mRNA 


1 X>IJVl_wo/Zif 


xiomo sapiens aiapnanous nomoiog z ^^JL/^o5opI^lay ^i-zirvrxx^^, uaiiaunpi voiicuii. 
1 S6 mRNA 


NM 006829 


Homo sapiens adipose specific 2 (APM2), mRNA 


NM 006872 


Homo sapiens TFELA-alpha/beta-like factor (ALF), mRNA 


NM_006796 


Homo sapiens AFG3 ATPase family gene 3 -like 2 (yeast) (AFG3L2), nuclear 
gene encoding mitochondrial protein, mRNA 


1 NM 006544 


Homo sapiens SEClO-like 1 (S. cerevisiae) (SECIOLI), mRNA 
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NM 006666 


Homo sapiens RuvB-like 2 (E. coli) (RUVBL2), mRNA 


NM_006509 


Homo sapiens v-rel reticuloendothehosis viral oncogene homolog B, nuclear 
factor of kappa light polypeptide gene enhancer in B-cells 3 (avian) (RELB), 

mRNA 


NM 006606 


Homo sapiens retinoblastoma binding protein 9 (RBBP9), mRNA 


NM 006620 


Homo sapiens HBSl-hke (S. cerevisiae) (HBSIL), mRNA 


NM 006561 


Homo sapiens CUG triplet repeat, RNA binding protein 2 (CUGBP2), mRNA 


NM 006579 


Homo sapiens emopamil binding protein (sterol isomerase) (EBP), mRNA 


NM 006560 


Homo sapiens CUG triplet repeat RNA binding protein 1 (CUGBPl), inRNA 


NM_001211 


Homo sapiens BUBl budding uninhibited by benzimidazoles 1 homolog beta 
(yeast) (BUB IB), mRNA 


NM_006374 


Homo sapiens serine/threonine kinase 25 (STE20 homolog, yeast) (STK25), 
mRNA 


NM 006377 


Homo sapiens unc-13-like (C. elegans) (UNCI 3), mRNA 


1SIM_006357 


Homo sapiens ubiquitin-conjugating enzyme E2E 3 (UBC4/5 homolog, yeast) 
(UBE2E3), mRNA 


NM_006323 


Homo sapiens SEC24 related gene family, member B (S. cerevisiae) (SEC24B), 
mRNA 


NM 006364 


Homo sapiens Sec23 homolog A (S. cerevisiae) (SEC23A), mRNA 


NM 006272 


Homo sapiens SI 00 calcium binding protein, beta (neural) (SI GOB), mRNA 


NM 006271 


Homo sapiens SlOO calcium binding protein Al (SlOOAl), mRNA 


NM 006391 


Homo sapiens RAN binding protein 7 (RANBP7), mRNA 


NM 006265 


Homo sapiens RAD21 homolog (S. pombe) (RAD21), mRNA 


NM_006203 


Homo sapiens phosphodiesterase 4D, cAMP-specific (phosphodiesterase E3 
dunce homolog, Drosophila) (PDE4D), mRNA 


NM_006202 


Homo sapiens phosphodiesterase 4A, cAMP-specific (phosphodiesterase E2 
dunce homolog, Drosophila) (PDE4A), mRNA 


NM_006190 


Homo sapiens origin recognition complex, subimit 2-like (yeast) (ORC2L), 
mRNA 


NM 006181 


Homo sapiens netrin 2-like (chicken) (NTN2L), mRNA 


NM_006168 


Homo sapiens NK6 transcription factor homolog A (Drosophila) (NKX6A), 
mRNA 


NM_006167 


Homo sapiens NK3 transcnption factor homolog A (Drosophila) (NKX3 A), 
mRNA 


NM 006159 


Homo sapiens NEL-like 2 (chicken) (NELL2), mRNA 


NM 006157 


Homo sapiens NEL-like 1 (chicken) (NELLl), mRNA 


NM_005360 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog 
(avian) (MAP), mRNA 


NM_006306 


Homo sapiens SMCl structural maintenance of chromosomes 1-like 1 (yeast) 

(SMCILI), mRNA 


NM 006461 


Homo sapiens mitotic spindle coiled-coil related protem (DEEPEST), mRNA 


NM_006314 


Homo sapiens connector enhancer of KSR-like (Drosophila kinase suppressor of 
ras) (CNKl), mRNA 


NM 006366 


Homo sapiens adenylyl cyclase-associated protein 2 (CAP2), mRNA 


NM_006444 


Homo sapiens SMC2 structural maintenance of chromosomes 2-like 1 (yeast) 

(SMC2L1), mRNA 


NM 006321 


Homo sapiens anadne homolog 2 (Drosophila) (ARIH2), mRNA 


NM 006406 


Homo sapiens peroxiredoxin 4 (PRDX4), mRNA 


NM 006334 


Homo sapiens olfactomedin 1 (OLFMl), transcript variant 2, mRNA 


NM 004032 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 2, mRNA 


NM_005985 


Homo sapiens snail 1 homolog, zinc finger protein (Drosophila) (SNAIl), 
mRNA 
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NM 006109 


Homo sapiens SKB 1 homolog (S. pombe) (SKBl), mRNTA j 


NM uu>yoz 


rioiiio Sapiens sine uLfUns nomcouuA iiuiiiuiu^ i \i^i\jo\j\ji.iiLa.j ^oj-rvi/, ■ 


NM 006089 


Homo sapiens sex comb on midleg-like 2 (Drosophila) (SCML2), mRNA 1 


NM 005980 


Homo sEpiens oiuu caicium Dinamg proiein r i^oiuujr;, rnxviN/^ 


NM 005979 


Homo sapiens SI 00 calcium binding protein A13 (S100A13), mRNA 


]SrM_005938 


Homo sapiens myeloia/lympnoia or mixea-imeage leuKemia v.uriinorax nomoiog, 
Drosophila); translocated to, 7 (MLLT7), mRNA 


NM_005937 


Homo sapiens myeloia/lympnoiu or mixea-lmeage leuKemia ^tninorax nomoiog, 
Drosophila); translocated to, 6 (MLLT6), mRNA 


NM_005936 


Homo sapiens myeioio/iympnoia or mixea-iineage leuKemia v^trimoraA uumuiug, i 
Drosophila); translocated to, 4 (MLLT4), mRNA 


>JM_005935 


Homo sapiens myeioia/iympnoia or mixea-iineage leuKcmia ^tnuiorax numoiug, i 
Drosophila); translocated to, 2 (MLLT2), mRNA 


NM_005934 


Homo sapiens myeioiQ/lympnoia or mixea-imeage leuKemia ^triinorax nomoiog, i 
Drosophila); translocated to, 1 (MLLTl), mRNA 


NM_005933 


Homo sapiens myeloid/iympnoia or mixed-imeage leuicemia v^nimorax nomoiog, 
Drosophila) (MLL), mRNA 


NM_005905 


Homo sapiens MAD, mothers agamst decapentaplegic nomoiog y ^jjrosopniia; 
(MADH9), mRNA 


NM_005904 


Homo sapiens MAD, mothers agamst decapentaplegic nomoiog / (_urosopniia^ 
(MADH7), mRNA 


NM_005903 


Homo sapiens MAD, mothers against decapentaplegic nomoiog 3 ^urosopniiaj i 
(MADH5), mRNA 


NM_005902 


Homo sapiens MAD, mothers agamst decapentaplegic nomoiog ^ ^urosopmia^ 

(MADH3), mRNA 


NM_005901 


Homo sapiens MAD, mothers against decapentaplegic homolog 2 (Drosophila) | 
(MADH2), niRNA 


NM_005900 


Homo sapiens MAD, mothers against decapentaplegic homolog 1 (Drosophila) j 
(MADHl), mRNA 


NM 006033 


Homo sapiens lipase, enaotnelial (LlrLr), mKJNA 


NM_006048 


Homo sapiens ubiquitination factor E4B (UFD2 homolog, yeast) (XJBE4B), 1 
mRNA 


NM_006111 


Homo sapiens acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl- 1 
Coenzyme A tniolase) (ACAAZ), nuclear gene encocing miiocnonariai proiem, 

•^T!> XT A 1 


NM_006012 


Homo sapiens ClpP caseinolytic protease, ATP-dependent, proteolytic subunit 1 
homolog (E. coli) (CLPP), nuclear gene encoding mitochondrial protein, mRNA 


NM_006110 


Homo sapiens CD2 antigen (cytoplasmic tail) bmamg protein z ^l^i^zjdjtz^, 
mRNA 


NM 006017 


Homo sapiens prominin-like 1 (mouse) (PROMLl), mRNA 1 


NM__004010 


Homo sapiens aystropmn (muscular dystrophy, Ducnenne ana tsecKer types;, 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427p2, mRNA 


NM_004023 


Homo sapiens dystrophin (muscular dystrophy, Ducnenne ana liecker types;, 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 1 40bc, mRNA 




riomo sapiens aysiropiiin ^muscuiar aysixopny, j^uw^iiduit^ oii^a u&^iwc>i Ljrj^&oy, i 
includes DXS 142, DXS 1 64, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant D140ab, mRNA 


NM_004021 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), I 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 1 40b , mRNA | 
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Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD). transcript variant Dpl40c. mRNA 


NM_004019 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp40, mRNA 


NM_004018 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71ab, mRNA 


NM_004017 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164. DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71a, mRNA 


NM_004016 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS 142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp7 lb, mRNA 


NM_004015 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 1 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp7 1 , mRNA 


NM_004014 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXSl 64, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 11 6, mRNA 


N]SfI_004013 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 1 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40, mRNA 


NM_004012 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 1 
includes DXS 142, DXSl 64, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-2, mRNA 


NM_004011 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 1 
includes DXS 142, DXS 1 64, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-1 , mRNA 


NM_004009 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS 142, DXS 1 64, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427pl, mRNA 


NM_004007 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), j 
includes DXS 142, DXSl 64, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp4271 , mRNA 


NM_004006 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 1 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transaript variant Dp427m, mRNA 


NM_000109 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 1 
includes DXS 142, DXS 1 64, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427c, mRNA 


NM 005657 


Homo sapiens tumor protein p53 binding protein, 1 (TP53BP1), mRNA 1 


NM 005632 


Homo sapiens small optic lobes homolog (Drosophila) (SOLH), mRNA 1 


NM 005631 


Homo sapiens smoothened homolog (Drosophila) (SMOH), mRNA [ 


NM_005621 


Homo sapiens SlOO calcium binding protein A12 (calgranulin C) (S100A12), 1 
mRNA 


NM_005620 


Homo sapiens S 100 calcium binding protem Al 1 (calgizzarm) (SlOOAl 1), 
mRNA 


NM 005610 


Homo sapiens retinoblastoma binding protein 4 (RBBP4), mRNA 


NM 005732 


Homo sapiens RAD50 homolog (S. cerevisiae) (RAD50), mRNA 1 


NM_005591 


Homo sapiens MREl 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 1 
(MREllA),mRNA 
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NM_005590 


Homo sapiens MREl 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 

(MJKjil 1 Aj, mJKJN/V 


NM_0055b5 


Jtiomo sapiens max-/, motners againsc accapentapicgii/ numuiug o v.-'-'^'-'^^p***^**^/ 

r\/f A T\tX^\ •mT> XT A 

^MAJJrlO}, niKJMA 


NM 005584 


rlomo sapiens maD-zi-liKe i eiegansj ^^ivi/\j3zii-»ij, miviN/Y 


NM_0055o2 


rlomo sapiens iympnocyie anngen oh nomoiog, rauioproicuuvc iujaj^ 
(LY64). mRNA 


NM 005oo7 


rlomo sapiens zinc linger proiem ivj nomoiog v^moubc^ yz^rr lu^jf iiiM\±^r^ 


NM 005886 


Homo sapiens katanin p80 (WD40-containing) subunit B 1 (KATNBl), mRNA 


NM 005 bou 


rlomo sapiens loiiistatm-iiKe d \^secreiea giycoproieinj ^roii^o;, iiuvin^ 


NM 005758 


rlomo sapiens neterogeneous nuciear riDonucieoproxein j\j ^^niNrvrrvjj, nuviNrY 


"KTX Jf A A C C 1 A 

NM_00551U 


rlomo sapiens oom-j nomoiog z# v,v^- eiegans^ ^ijk^ivijz.»^, irandV/iipi vaiiani ^, 

-m'DXT A 
mKINA 


NM_0057oo 


rlomo sapiens prixsJYl, KjiOvjrir ^/Yivrivjrtir ) anu pieoK&inn uuiiiaiii piuicui i i 
v^cnonurocyie-cerivea^ i^r/\isjr 1^, inxs^^ i 


NM UUj /zz I 


riomo sapiens /vivrz acnn'-rciaieu proiciii z iiuiiujiug ^^ycaai^ j, jn^^, xiuxx^-r-i. 


NM 005750 


Homo sapiens chromosome 4 open reading frame 6 (C4orf6), mRNA I 


TVTA yf AAC 1 '7A 

NM UUj i /U 


xiomo sapiens acnaeie-scuie compiex-iuvc z v.r-'iucjupiuici^ nuxi^^ 


NM 0U542O 


rlomo sapiens tumor proiein pjo oinaing proiciiij z ^ij^jjijirz^, huvln/^ 


NM 005486 


Homo sapiens target of mybl-like 1 (chicken) (TOMILI), mRNA 1 


NM 005488 


rlomo sapiens target oi myoi ^cnicKenj (^njivii^, itusjn/y 


NM_005417 


Homo sapiens v-src sarcoma (Schmidt-Ruppin A-2) viral oncogene homolog 
(avian) (SRC), niKNA 


NM 005413 


Homo sapiens sine oculis homeobox homolog 3 (Drosophila) (SDG), mRNA 1 


NM_005444 


Homo sapiens RCDl required lor cell diiterentiationl nomoiog pomoe^ 
(RQCDl), mRNA 


NM_005378 


Homo sapiens v-myc myelocytomatosis viral related oncogene, neuioDiasioma 
derived (avian) (MYCN), mRNA 


NM_005377 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog 2 (avian) 1 

(MYCLrZ), mKNA 


NM_005375 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian) (MYB), | 
mKJSIA 


1SIM_005359 


Homo sapiens MAD, mothers against decapentaplegic homolog 4 (Drosophila) 1 

(MAUrl4^ mKJNA 


NM 005340 


Homo sapiens histidine triad nucleotide binding protein (HINT), mRNA 1 


NM_005307 


Homo sapiens O protein-couplea receptor Kinase z-iiKe ^urosopnlla; ^ui'xsjvzj^^, 

mKNA 


NM_0052oz 


riomo sapiens growtn lacior, augmenier oi iiver rcgencraaon ^nrs.v i nuiiiuiug, 
o. cerevisiaej ^OFrjixj, nuviN/v 


NM_005261 


Homo sapiens GTP binding protein overexpressed in skeletal muscle (GEM), 

mKJN/V 1 


NM 005257 


Homo sapiens GATA binding protein 6 (GATA6), mRNA 1 


NM 005245 


rlomo sapiens r Al tumor suppressor nomoiog i ^urosopniia^ \rt\i)^ ixuvin/^. 


NM 005244 


Homo sapiens eyes absent homolog 2 (Drosophila) (EYA2), mRNA 1 


NM___005239 


Homo sapiens v-ets erythroblastosis virus rizo oncogene nomoiog z ^avianj 

(rs 1 oz), mKJNA 


INiVl VUJZJ J 


Wnmn ^anipn«: v-prVi-j? prvtVirnVila^tic leukemia viral oncogene homoloff 4 favian) 
(ERBB4), mRNA 


NM_00522S 


Homo sapiens epidermal growth factor receptor (erythroblastic leukemia viral (v- 

erb-b) oncogene homolog, avian) (EGFR), mRNA 


NM 005224 


Homo sapiens dead ringer-like 1 (Drosophila) (DRILl), mRNA 


NM 005219 


Homo sapiens diaphanous homolog 1 (Drosophila) (DIAPHl), mRNA 
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NM_005207 1 


Homo sapiens v-crk sarcoma virus CTIO oncogene homolog (avian)-like 
(CRKL), mRNA 


MM 005197 


Homo sapiens checkpomt suppressor 1 (CHESl), mKNA 


NM_005454 


Homo sapiens cerberus 1 homolog, cysteine knot superfamily pCenopus laevis) 
(CERl), mRNA 


NM_005496 


Homo sapiens SMC4 structural maintenance of chromosomes 4-like 1 (yeast) 
(SMC4L1), mRNA 


MM 005169 


Homo sapiens anstaless homeobox (Drosophila) (ARIX), mRNA 


NM_005078 


Homo sapiens transducm-like enhancer of split 3 (E(spl) homolog, Drosophila; 
(TLE3), mRNA 


NM_005077 


Homo sapiens transducm-hke enhancer of split 1 (E(spl) homolog, Drosophila J 
(TLEl), mRNA 


NM 005068 


Homo sapiens single-minded homolog 1 (Drosophila) (SBMl), mRNA 


NM 005067 


Homo sapiens seven m absentia homolog 2 (Drosophila) (SIAH2), mRNA 


NM_005138 


Homo sapiens SCO cytochrome oxidase deficient homolog 2 (yeast) (SC02), 
nuclear gene encodmg mitochondrial protein, mRNA 


NM 005156 


Homo sapiens RODl regulator of differentiation 1 (S. pombe) (RODl), mRNA 


NM_005133 


Homo sapiens RCEl homolog, prenyl protein protease (S. cerevisiae) (RCEl), 1 
mRNA 


NM 005057 


Homo sapiens retinoblastoma binding protein 5 (RBBP5), mRNA 


NM 005056 


Homo sapiens retinoblastoma bmdmg protein 2 (RBBP2), mRNA 


NM 005053 1 


Homo sapiens RAD23 homolog A (S. cerevisiae) (RAD23 A), mRNA 


NM_005049 


Homo sapiens PWP2 penodic tryptophan protein homolog (yeast) (P WP2H), 
mKNA 


NM_005008 


Homo sapiens NHP2 non-histone chromosome protein 2-like 1 (S. cerevisiae) 
(NHP2L1), mRNA 


NM 004997 


Homo sapiens myosin binding protein H (MYBPH), mRNA 


NM 004677 


Homo sapiens Testis-specific XK-related protein on Y (XKRY), mRNA 


NM_004788 


Homo sapiens ubiquitmation factor E4A (UFD2 homolog, yeast) (UBE4A), 
mRNA 


NM 004617 


Homo sapiens transmembrane 4 superfamily member 4 (TM4SF4), mRNA 


NM_004607 


1 Homo sapiens tubulin-specific chaperone a (TBCA), mRNA j 


NM_004602 


Homo sapiens staufen, RNA bmdmg protem (Drosophila) (STAU), transcript 
variant T4, mRNA 


NM 004653 


Homo sapiens Smcy homolog, Y chromosome (mouse) (SMCY), mRNA 1 


NM 004787 


Homo sapiens slit homolog 2 (Drosophila) (SLITZ), mRNA 


NM_004593 


Homo sapiens splicing factor, arginine/serine-rich 10 (transformer 2 homolog, 1 
Drosophila) (SFRS 10), mRNA 


NM 004206 


1 Homo sapiens vesicle trafficking protein (SEC22C), transcript variant 2, mRNA 1 


NM_004657 


Homo sapiens serum depnvation response (phosphatidylserme bmamg protein) 
(SDPR),mRNA 


NM_004589 


Homo sapiens SCO cytochrome oxidase deficient homolog 1 (yeast) (SCOl), 
1 nuclear gene encodmg mitochondrial protein, mRNA 


NM_004587 


Homo sapiens ribosome binding protein 1 homolog 180kD (dog) (RRBPl), 1 
mRNA 


NM 004164 


Homo sapiens retinol bmdmg protem 2, cellular (RBP2), mKNA 


NM 004584 


Homo sapiens RAD9 homolog (o. pombe) niKJN/\ 


NM 004794 


Homo sapiens RAB33A, member RAS oncogene family (RAB33A), mRNA 


NM_004813 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 1, 
mRNA 


NM 004564 


Homo sapiens PETl 12-like (yeast) (PETl 12L), mRNA 


NM 004643 


1 Homo sapiens poly(A) binding protein, nuclear 1 (PABPNl), mRNA 
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Wrnnn <:aTiien<; rtvrt-UVe 1 /T)roROnhila"> ^OVOLIV mRNA \ 


NM_004153 


Homo sapiens origin recognition complex, subunit 1-like (yeast) (ORCIL), j 

TTiRTsTA 


INIVI UUHJ J / 


XJomn Qfl-nipnc "WntrVi Vinmnloa 4 rDrn^onViila^ rMOTCH4'^ mRNA 1 


Tsnvyf nozL^iOR 

rNivi uu*towo 


Worrin cflTiiRnc "W-iTnvriQtAvltTfltiC'fpfJiCP 9 rNnV^^T^^ TYlRN^A 1 

XXVIIIIU lN*"llljrl loW./jr ILKHlOl-wKiaC <£> yi^lVAX^^j l.ilxVX^x^ j 


MM 004210 


Homo sapiens neuralized-like (Drosophila) (NEURL), niRNA 


lNiVi_UUH l*t / 




NM 004851 


Homo sapiens pronapsin A (NAPl), mKNA | 


IN IVi \J\jHDjj 


XTrvrr^rt oaT\i*»Tic ■rri'v/r^cin ViinHino' T%Trit^*i"n ■Fact tA/r»R rfTVTVRPl 9 i Tntv^JA 1 
riOlTlO bapidlo myOolIl DlllUlIlg pitilClll v^, laol Ljrpc IJ.VX X xjx v^^y, iinva'^i/^ i 


NM_004529 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 1 

T^r'rhcrhn>li1o^• frond rv«aff»H \c\ 'X C\A\ T ml^NA 


NM 004668 


Homo sapiens maltase-glucoamylase (alpha-glucosidase) (MGAM), mRNA 1 


jNjVl_UU4DZo 


riomo sapiens ivii_^iYiz mmicnromosome mamienance uenc/icni z., iiuluuii \^o. i 

/^<»f*a-«riet oe*^ /TV>f"/^lV/r9\ ml? "NT A. 1 

cercvisiac^ ^iviv^ivi^^, inivLNrv i 


JNJYl UUHoZSr 


jnomo Sapiens iympiiocyic anugcii injiiitiiugj <iL/Livatiiig iNr^ xc^uw-j^lv^xj x'^x^ i 
p46, (mouse) (LY94), mRNA 


K[\A (\C\A'7AA 


TTr^-mn cn-nif^nc If^r^ifViiTi rf*tinr»l nf»\/ltrJiTiQ"ff*rjiQf* rriVlft^TiVifltlflvldloliTie-— rfitinol O- 1 

XxLlllHJ odLIXdio IC^lLlllll 1 QllLiLfl aL/ Viu. CUIqXwX aow ^^i.HJo^Xl«H*-ijf i^<i«-PllJ-lw Awui.xvn 1 
ci^jr llJ. aiXoxVi'X aowy ^x_«x\.xvx iixlvx^x^ i 




Wr**mrk C5ir»if»r»Q 1<=»tVi?il oinnt Ifirvsif* ViffcTtirtlACX 9 nTirnQnt^lllla^ rX^T^CrlL^^ ITlRN^A 1 

XXUillv oa|Jidio iClilCti glcllll Idi Vdw ilVlliiwlliyg i— ^X-/X wOVJ^llliO.^ ^X-fX-*>jX-i^y} xiu-xj-i^i. 1 


IN iVl UU*r 1 *tI/ 


T-ToTYi n cn-nipnQ IptViJil amnt lnrv?ip limnnlncr 1 rT^rn'^OTiliila^ rTjT-.CTLl 1 mR^NA. 1 


"MTVyf nn2lQ9'7 
INiVi \J\)Hyz.J. 


"HTrim/^ cc4r\i<=»-nc QP094 rf^latpH o'*=»'nf» faTnilv m^mH^r {9s nerevifsiae^ rSTtC24C^ 1 

xxUXnU oupiCllo OXZ»v^Z.*T IClolCU ^CllC Xaiiillj^j iiiwiixu/&x V-' ^o. k/^x ^ V ioic*v»y ^ua-»v-'^~Tv^yj i 

mRNA 


INIVA \J\J*tJ\JO 


Wnmrt cni^iPTiQ iQri"nPTifenvl-Hi"nVio<;r>V»atp Hplta i^nnneTa*?e ^^TDIl"^ mRNA. I 


NM 004507 


Homo sapiens HUSl checkpoint homolog (S. pombe) (HUSl), mRNA 1 


INiVl UUH'X.OZ 


TTr»m/\ csiTii^nc ct^Txufc^A/ tT^rr\ctTi— lilrp TifofPQCP Irf ATi TYlK^^A 1 

XXUIlliJ bapiCIlo <111 Wa.y 11 jr ^ILItCdov y^inx^X XlLOJ^^Tk 1 


INiVi \J\JH 1 OJL, 


XJfrvmr* ccir^ip'nc crli5»l r^pllc TYiicQincr Virvmolno" V» rT^TO QO'nVilla^ TfiC^lS^lR^ TtlRN^A i 


vnv/T 004.477 


TTrtmn canipnc PCTJ | "J rpcrir^n (TPTIP 1 ^HPRrrl^ mT^N'A 1 


ISJM 00446'^ 


TTnmo campriQ farinapmtal Hv<;nlflQifl /^Aar<5Vo<y-Scott svndrome^ rFGDl^^ mRNA t 


NM_004106 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; gamma 1 

nnlvnpntiHp TFPFR 1 mRNA 


isjTVyf 0044*5^ 


l-To-nii^ cfii"r»ip"nc PTiV%at*»ppT f\'F "zpcfp ViATnoloo' 9 ^l~)TnQrmhilji • i P7TT9 I TTlR^v A. 1 

XxUXIXCI dd|Jidlo WXJUllClllOCX KJl. XiCaLC IXLIlilL^iVy^ ^ \l^lKJO\JyfllLl<XJ V,l-<» fXX^jy llXXXX^x^ 1 


iSJlVyf 004100 
INIVI UUH-ivU 


T-Trimr* coy^ipt^c pttpc 5iV»cpnf Tiomnlrtty 4 / 1 ^rr^QonViilfl • i F\^A4 1 TTlR^JA 1 
xxUHHJ oapiCllo CjrCo dUoCill liUIllUifJg \Xyi\jo\J^JklXlCLJ yx^XTvrjf iiXLvx^x^ i 


NM 004450 


Homo sapiens enhancer of rudimentary homolog (Drosophila) (ERH), mRNA 1 


vnv/f 00444R 


xxomo odpidio v~crD-D^ cry Lnr DDidbtiu iciiKciiiid viidi ^jxi^tjgviic ii^jiiiuxv/^ ■ 

neuro/glioblastoma derived oncogene homolog (avian) (ERBB2)5 mRNA 


"MAyf 00444S 


Pfrhmn canipnc 'Pnli'R^ /^T7P1TF%f^^ mPNA 1 
jnuiiiu odpiCHo ^piLDO ^Cx XXDO llli\X^x\. 1 


TMM 0044*^6 


1-Tr\rvirk coTii^nc pn/^rkcii1'fit*ip siItiTisi / in'^JQ A i tnT^NrA 1 

XTXiJIIlU odjJXx^llo CXIUVloUlXlXlC dl^lXd yJUl^OxV^, XXXlXX^xIL 


NM_004432 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 2 (Hu 1 

anticrpn (Vl AVT mRNA 

dXlligCXX J3 J ^ iM V jy XXXxVXNx^ 


IN 1V1_U J \J 


csmipnc pnHntViplial Hi'ffprpn'risifirfct'i cr^TiiTicyol'iTsirf Cr-Tirotein-COUTllfiQ 

XXUXXIW OdUlCXlO WiXVXViUXVlXdi UiXXv/idlUuLXV/iX, 0|JiXllXg\/XX|^i.\X \_l ^1 wlrWUA~v/vru|^AWU 

rpppntftr "S /"PDrrS"^ mRNA 

XWWC|JLIJ1, \'^'' /3 XXUXXNini 


>JM 0044'^! 


Hnmn QanipriQ HiQhpvpUpH H^h hnmnlocr 1 rDro^Jonhila'^ rOVLl^ mRNA 


"NJM 004'^ QQ 


TTnmo ^sanipnc r>FA"n/H rAQn-rTlii-Ala-A<;n/H'i<;^ box nolvnentide 11 TCHLl-like 
helica55e homoloff S cerevi^iae^ rDDXl O transcriot variant 2. mRNA 


NM 004378 


Homo sanien^ cellular retinoic acid bindinff orotein 1 TCRABPl^ mRNA 

XX^/XXXV/ ^ULyXwXXw W^^XJUXm XwLXXX\/Xv U'X/XKX v XXXXl Xl fc^X\^l»wXXX X ^>_yi.^-t t^^^ a / j x4.&^'«_i. ^ ^ a. 


NM 004898 


Homo sapiens clock homolog (mouse) (CLOCK), mRNA 


NM 004669 


Homo sapiens chloride intracellular channel 3 (CLIC3), mRNA 


NM 004066 


Homo sapiens centrin, EF-hand protein, 1 (CETNl), mRNA 


NM 004354 


Homo sapiens cyclin G2 (CCNG2), mRNA 


NM 004352 


Homo sapiens cerebellin 1 precursor (CBLNl), mRNA 


NM 004057 


Homo sapiens calbindin 3, (vitamin D-dependent calcium binding protein) 
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(CALB3), mRNA 


NM 004338 


Homo sapiens chromosome 18 open reading frame 1 (ClSorfl), mRNA 1 


NM_004725 


Homo sapiens BUB3 buddmg unmhibited by benzimidazoles 3 homolog (yeast) 
(BUB3), mRNA 


NM_004336 


Homo sapiens BUBl budding uninhibited by benzimidazoles 1 homolog (yeast) 
(BUBl), mRNA 


NM_004331 


Homo sapiens BCL2/adenovirus ElB 1 9kD interacting protein 3-like (BNIP3L), 1 
mRNA 


NM 004328 


Homo sapiens BCS 1 -like (yeast) (BCS IL), mRNA 


NM 004045 


Homo sapiens ATXl antioxidant protem 1 homolog (yeast) (ATOXl), mRNA 


NM_004849 


Homo sapiens APG5 autophagy 5-like (S. cerevisiae) (APG5L), mRNA 1 


NM_004674 


Homo sapiens ash2 (absent, small, or homeotic)4ike (Drosophila) (ASH2L), 
mRNA 


NM 004316 


Homo sapiens achaete-scute complex-like 1 (Drosophila) (ASCLl), mRMA 


NM 004707 


Homo sapiens APG12 autophagy 12-hke (S. cerevisiae) (APG12L), mRNA 


NM_004641 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (tnthorax homolog, 
Drosophila); translocated to, 10 (MLLTIO), mRNA 


NM 004301 


Homo sapiens BAF53 (BAF53A), mRNA 


NM 001129 


Homo sapiens AE binding protein 1 (AEBPl), mRNA 


NM 003656 


Homo sapiens calcium/calmodulin-dependent protein kinase I (CAMKl), mRNA 1 


NM 000239 


Homo sapiens lysozyme (renal amyloidosis) (LYZ), mRNA 


NM_000456 


Homo sapiens sulfite oxidase (SUOX), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 000435 


Homo sapiens Notch homolog 3 (Drosophila) (NOTCH3), mRNA 


NM_00025 1 


Homo sapiens mutS homolog 2, colon cancer, nonpolyposis type 1 (E. coli) 
(MSH2),mRNA 


NM_000249 


Homo sapiens mutL homolog 1, colon cancer, nonpolyposis type 2 (t. coli) 
(MLHD.mRNA 


NM 000210 


Homo sapiens mtegnn, alpha 6 (ITGAd), mRNA 


NM 001537 


Homo sapiens heat shock factor bmding protein 1 (HSBPl), mRNA 


NM 001499 


Homo sapiens GLEl RNA export mediator-like (yeast) (GLEIL), mRNA 


NM 001458 


Homo sapiens filamin C, gamma (actm binding protem 280) (FLNC), mRNA 


NM_001444 


Homo sapiens fatty acid binding protein 5 (psoriasis-associated) (FABP5), 1 
mRNA 


NM 001432 


Homo sapiens epiregulin (EREG), mRNA j 


NM_001388 


Homo sapiens developmentally regulated GTP bmdmg protem 2 (DRG2), 
mRNA 


NM_001340 


1 _ _. • 1**1* 1 J J 1 1 » ^\ y*^^"^ ^ T ¥ ^^^^^^ 1 

Homo sapiens cylicm, basic protem of sperm head cytoskeleton 2 ^CYJLCz;, 
mRNA 


NM_001326 


Homo sapiens cleavage stimulation factor, 3 pre-RNA, subunit 3, 77kD 
(CSTF3),mRNA 


NM_001325 


Homo sapiens cleavage stimulation factor, 3 pre-RNA, subunit 2, 64kD 
(CSTF2), mRNA 


NM_001324 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 1, 50kD 1 
(CSTFl), mRNA 


NM_001255 


Homo sapiens CDC20 cell division cycle 20 homolog (S. cerevisiae) (CDC20), 1 

1 T»TwT A 1 

mRNA 


NM 001122 


Homo sapiens adipose differentiation-related protein (ADFP), mRNA 1 


NM_003413 


Homo sapiens Zic family member 3 heterotaxy 1 (odd-paired homolog, 1 
Drosophila) (ZIC3), mRNA 


NM_003412 


Homo sapiens Zic family member 1 (odd-paired homolog, Drosophila) (ZICl), 
mRNA 1 
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NM 003408 


Homo sapiens zinc finger protein 37 homolog (mouse) (ZFP37), mRNA 


NM 003409 


Homo sapiens zinc finger protein 161 homoloe fmouse'i Czt-PlfilV mRNA 


NM 003680 


Homo sapiens tyrosyl-tRNA synthetase (YARS), mRNA 


NM 003390 


Homo sapiens WEE1+ homoloe (S. Dombe^ fWEElV mRNA 


NM 003565 


Homo sapiens unc-51-like kinase 1 (C. elegans) (ULKl), mRNA 


NM_003345 


Homo sapiens ubiquitin-conjueatine enzyme E2I (UBC9 homoloe veast'i 
(UBE2I), mRNA 


NM_003344 


Homo sapiens ubiquitin-coniueatine enzvme E2H fUBCS homrtlocr v*»ncrt 
(UBE2H), mRNA 


NM_003343 


Homo sapiens ubiauitin-coniusatins enzvme E2G 2 nJBC? hnmolnir v^acrt 
(UBE2G2), mRNA 


NM_003340 


Homo sapiens ubiauitin-coniueatine enzvme E2D 3 fIJRr'4/S hnmnlrto- v<>:act'\ 
(UBE2D3), mRNA 


NM_003338 


Homo sapiens ubiquitin-coniusatins enzvme E2D 1 (TIBC4/5 homoloe veasrt 
(UBE2D1), mRNA 


NM_00396S 


Homo sapiens ubiquitin-activatine enzvme EIC (TjBA3 homolo? vea«!t'» 
(UBEIC), mRNA 


NM 003320 


Homo sapiens tubby homoIoR (mouse) (TUB), mRNA 


NM 003278 


Homo sapiens tetranectin (plasminogen bindine Drotein^i CTNA'i mRNA 


NM_003260 


Homo sapiens transducin-like enhancer of split 2 (E(spl) homolog, Drosophila) 
(TLE2), mRNA 


NM 003920 


Homo sapiens timeless homolog (Drosophila) (TIMELESS), mRNA 


NM_003251 


Homo sapiens thyroid hormone resoonsive rSPOT14 homolop rafi mTR 
mRNA 


NM_003250 


Homo sapiens thyroid hormone receotor alr>ha Tervthroblastic leulcemia viral /'v- 
erb-a) oncogene homolog, avian) (THRA), rnRNA 


NM_003223 


Homo sapiens transcription factor AP-4 factivatine enhancer binding nmtein 4"^ 
(TFAP4), mRNA 


NM_003222 


Homo sapiens transcription factor AP-2 eamma factivatine enhancer hinHina 
protein 2 gamma) (TFAP2C), mRNA 


NM_003221 


Homo sapiens transcription factor AP-2 beta Tactivatin^ enhancf^r hinHina nmt<*in 
2 beta) (TFAP2B), mRNA 


NM_003220 


Homo sapiens transcription factor AP-2 alpha (activating enhancer binding 
protein 2 alpha) (TFAP2A), mRNA 


NM_000458 


Homo sapiens transcription factor 2. hepatic LF-B3" variarit henatir TuiplRar 
factor (TCF2), transcript variant a, mRNA 


NM 003181 


Homo sapiens T, brachyurv homoloe fmouse'i fTV mRNA 


NM_003173 


Homo sapiens suppressor of variegation 3-9 homolog 1 (Drosophila) 
(SUV39H1). mRNA 


NM 003171 


Homo sapiens suppressor of varl, S-like 1 (S. cerevisiae) (SXJPV3L1), mRNA 


NM 003169 


Homo sapiens suppressor of Ty 5 homoloe CS. cerevisiae'k TSUPTSH^ mRNA 


NM 003168 


Homo sapiens suppressor of Ty 4 homolog 1 (S. cerevisiae) (SUPT4H1), mRNA 


NM 003599 


Homo sapiens suppressor of Tv 3 homoloe CS. cerevisiae'i TSTTPT'^m TnP>JA 


NM 003162 


Homo sapiens striatin, calmodulin bindine protein f STRISD mRNA 


NM_003134 


Homo sapiens signal recognition particle 14kD (homoloeous Alu RNA binding 

1 C7 ^3 » » ^*i»* »*w* V *■ • *■ ■ * \^ A. W* A *V-r *x/^^Vy C4hJ iX XX LA i^XUXfc vXXX^XlXX^C 

protein) (SRP 14), mRNA 


NM_003088 


Homo sapiens singed-like (fascin homolog, sea urchin) (Drosophila) (SNL), 
mRNA 


NM 003061 


Homo sapiens slit homolog 1 (Drosophila) (SLITl), mRNA 


NM 003036 


Homo sapiens v-ski sarcoma viral oncogene homolog (avian) (SKI), mRNA 


NM 003031 


Homo sapiens seven in absentia homolog 1 (Drosophila) (SIAHl), mRNA 


NM 000193 


Homo sapiens sonic hedgehog homolog (Drosophila) (SHH), mRNA 
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NM 003003 


Homo sapiens SEC14-hke 1 (S. cerevisiae) (SEC14L1), iriRNA 


NM 002983 


Homo sapiens small mducible cytokine A3 (SCYA3), mRNA 


NM_002982 


Homo sapiojs small mducible cytokine A2 (monocyte chemotactic protein 1 J 

(SCYA2), mRNA 


NM 002981 


Homo sapiens small inducible cytokine Al, 1-309 (SCYAl), mRNA 


NM 003864 


Homo sapiens sm3-associated polypeptide, 30kD (SAP30), mRNA 


NM 002962 


Homo sapiens SlOO calcium binding protein A5 (S100A5), mRNA 


NM 002960 


Homo sapiens SlOO calcium binding protein A3 (SI 00 A3), mRNA 


NM_002966 


Homo sapiens SlOO calcium binding protein AlO (annexin 11 ligand, calpactin I, 
light polypeptide (pi 1)) (SIOOAIO), mRNA 


NM 003707 


Homo sapiens RuvB-hke 1 (E. coli) (RUVBLl), mRNA 


NM_002944 


Homo sapiens v-ros UR2 sarcoma virus oncogene homolog 1 (avian) (KUbl), 
mRNA 


NM_002941 


Homo sapiens roundabout, axon guidance receptor, homolog 1 (Drosophila) | 
(ROBOl), mRNA 


NM 000326 


Homo sapiens retinaldehyde binding protein 1 (RLBFl), mRNA 


NM 002930 


Homo sapiens Ric-like, expressed m neurons (Drosophila) (RIN), mRNA 


NM 003961 


Homo sapiens rhomboid, veinlet-like 1 (Drosophila) (RHBDL), mRNA 1 


NM_002912 


Homo sapiens REV3-like, catalytic subunit of DNA polymerase zeta (yeast) 
CREV3L), mRNA 


NM 002900 


Homo sapiens retmol bindmg protein 3, mterstitial (RBP3), mRNA 


NM 002894 


Homo sapiens retinoblastoma binding protein S (RBBP8), mRNA 1 


NM_002888 


Homo sapiens retinoic acid receptor responder (tazarotene maucea) 1 
(RARRESl),mRNA 


NM 002879 


Homo sapiens RAD52 homolog (S. cerevisiae) (RAD52), mRNA 


NM 002878 


Homo sapiens RAD5 1-hke 3 (S. cerevisiae) (RAD5 1L3), mRNA 


NM_002875 


Homo sapiens RAD5 1 homolog (RecA homolog, E. coli) (S. cerevisiae) 
(RAD51), mRNA 


NM 002874 


Homo sapiens RAD23 homolog B (S. cerevisiae) (RAD23B), mRNA 


NM 002853 


Homo sapiens RADl homolog (S. pombe) (RADl), mRNA 


NM 002873 


Homo sapiens RADl 7 homolog (S. pombe) (RAD 17), mRNA 


NM 000264 


Homo sapiens patched homolog (Drosophila) (PTCH), mRNA 


NM 003738 


Homo sapiens patched homolog 2 (Drosophila) (PTCH2), mRNA 1 


NM 002616 


Homo sapiens penod homolog 1 (Drosophila) (PERI), mRNA 


NM_002600 


Homo sapiens phosphodiesterase 4B, cAMP-specific (phosphodiesterase E4 
dunce homolog, Drosophila) (PDE4B), mRNA 


NM 002568 


Homo sapiens poly(A) binding protem, cytoplasmic 1 (PABPCl), mRNA 


NM_003932 


Homo sapiens suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 

interacting protein) (ST13), mRNA 


NM 003715 


Homo sapiens vesicle docking protein pll5(P115), mRNA 


NM_002553 


Homo sapiens ongin recognition complex, subunit 5 -like (yeast) (_(JKCdl;, 
mRNA 


NM_002552 


Homo sapiens ongin recogmtion complex, subumt 4-like (yeast) (OKC4L), 
mRNA 


NM 003634 


Homo sapiens nipsnap homolog 1 (C. elegans) (NIPSNAPl), mRNA 


NM 002499 


Homo sapiens neogenin homolog 1 (chicken) (NEOl), mRNA 1 


NM_002484 


Homo sapiens nucleotide bindmg protem 1 (Mmu nomoiog, Ja. coii) (XNUisr i), 
mRNA 


NM_003827 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, alpha 1 
(NAPA), mRNA 


NM_002466 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian)-like 2 1 
(MYBL2), mRNA 1 
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NM 002448 


Homo sapiens msn nomeo box nomoiog i i^urosopniiaj j, ituuna 


NM_003576 


Homo sapiens senne/tnreonine jonase ^oirSrZU nomoiog, yeasij toiJ5wZ*tj, 

TVlP>J A 

niKJN/\ 


XNJVl UU^^M-Z 


xiomo sapiens musasni nomoiog i ^i^robopiuicij v^iYioxiy, jtuvlna 




Jtiomo sapiens muio nomoiog o v^n. ouiij ^^ivioxTj^, iiu\aN^ 


NM 002440 


Homo sapiens mutS homolog 4 (E. coli) (MSH4), mRNA 


xnv yf AAO /1 1 A 
IMM 00z43y 


Homo sapiens muto nomoiog 5 ^xi. coii) v^iviorijj, iutun/v 


NM 002405 


Homo sapiens manic fringe homolog (Drosophila) (MFNG), mRNA 


NM 002402 


Homo sapiens mesoderm speciiic transcript nomoiog ^mouse^ ^Jvuioi j, mKJN/\ 


NM_002398 


Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog (mouse) 

/TV >inr?TCi 1 \ Tfc'XT A 

(MEISl), mKNA 


NM_002393 


Homo sapiens Mdm4, transformed 3T3 cell double minute 4, p53 binding protein 
(mouse) (MDM4), mRNA 


NM_002392 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcnpt variant ML>M2, mKNA 


NM_003906 


Homo sapiens MCM3 minichromosonie maintenance deficient 3 (S. cerevisiae) 

associated protein (MCM3AP), mRNA 


NM_002360 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog K 
(avian) (MArK), mKNA 


NM_002359 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog G 
(avian) (JVLArCjJ, mKNA 


NM 003550 


Homo sapiens MADl mitotic arrest deficient-like 1 (yeast) (MADILI), mRNA 


NM 003937 


Homo sapiens kynurenmase (L-icynurenme nyaroiase) (Is^ynuj, mKiN/v 


-K T\ >r AAO'^iCA 

NM 002269 


Homo sapiens karyopnenn alpna !> (importm aipna oj (isJrNADj, mKJN/\ 


NM 003772 


Homo sapiens jerky nomolog-liKe (mouse) (JKJsjlj, niKJNA 


NM_002202 


Homo sapiens ISLl transcription factor, LIM/homeodomain, (islet-1) (ISLl), 

..^Ti XT A 

mKNA 


NM 003604 


Homo sapiens insulin receptor substrate 4 (IRS4), mRNA 


NM 001570 


Homo sapiens interleukin-l receptor-associatea kinase 2 (IKAis^), mKNA 


NM_003866 


Homo sapiens inositol polyphosphate-4-phosphatase, type n, 105kD (INPP4B), 

T* "KT A 

mRNA 


NM_001536 


Homo sapiens HMTl hnRNP methyltransferase-like 2 (S. cerevisiae) 
(HRMT1L2), mRNA 


NM__001535 


Homo sapiens HM 1 1 nnKNF mettiyltransterase-like l (^o. cerevisiae^ 
(HRMTILI), iriRNA 


"K.TX >r AAOOAiT 

NM_003o0o 


Homo sapiens naralciri, HCL2 interacting protein (contains only i5HJ aomain) 

(HKK.)j mKNA 


JNM 002 1d2 


Homo sapiens nistiume ncn calcium Dinaing protein (ruvi^), iru\iN/\ 


XTAvT AAO 1 1 yl 

JNjVL_0021 14 


Homo sapiens Human immunoaeiiciency virus type i ennancer uinaing proiem i 

(HlViiJr 1 ), mKJN/V 


NM 003710 


Homo sapiens serine protease inhibitor, Kunitz type 1 (SPENTl), mRNA 


"KTTV/T AAAI'TA 
INM 0001 /9 


Homo sapiens muto nomoiog o (Jb. coiij (jvioHoj, iTu\iN/\ 


NM 000839 


Homo sapiens glutamate receptor, metabotropic 2 (GRM2), mRNA 


TVTA K AA*^ AO'^ 

NM 002077 


Homo sapiens golgi autoantigen, golgm subiamiiy a, l (OUi^LrAl), mKNA 


NM_003878 


Homo sapiens gamma-glutamyl hydrolase (conjugase, folylpolygammaglutamyl 

-1 ^*\ //~^/~»"LT\ *^"r>XT A 

hydrolase) (CjCjH), mKNA 


'K.TIi K i\f\ 1 /too 

NM_001488 


Homo sapiens transcnptional adaptor 2 (ADA2 nomoiog, yeasi)-iiKe (1 AUAzi^), 


NM_001487 


Homo sapiens G(IN5 general control of amino-acid synthesis 5-like 1 (yeast) 
(GCN5Ll),mRNA 


NM 003643 


Homo sapiens glial cells missing homolog a (Drosophila) (GCMA), mRNA 


NM 002052 


Homo sapiens GATA binding protein 4 (GATA4), mRNA 
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NM 002051 


Homo sapiens GATA binding protein 3 (GATA3), mRNA 1 


MM 002050 


Homo sapiens GATA binding protein 2 (GATA2), mRNA 1 


NM_002049 


Homo sapiens GATA binding protein 1 (globin transcription factor 1) (GATAl), 1 
mRNA 


NM_002040 


Homo sapiens GA binding protein transcription factor, alpha subunit (60kD) 1 
(GABPA), mRNA 


MM 002039 


Homo sapiens GRB2-associated binding protein 1 (GABl), mRNA [ 


NM 003508 


Homo sapiens frizzled homolog 9 (Drosophila) (FZD9), mRNA 1 


NM 003507 


Homo sapiens frizzled homolog 7 (Drosophila) (FZD7), mRNA 1 


NM 003506 


Homo sapiens frizzled homolog 6 (Drosophila) (FZD6), mRNA 1 


NM 003468 


Homo sapiens frizzled homolog 5 (Drosophila) (FZD5), mRNA 1 


NM 003505 


Homo sapiens frizzled homolog 1 (Drosophila) (FZDl), mRNA 1 


NM 001465 


Homo sapiens FYN binding protein (FYB- 1 20/1 30) (FYB), mRNA 


NM 002031 


Homo sapiens fyn-related kinase (FRK), mRNA 


NM 003717 


Homo sapiens neuropeptide FF-amide peptide precursor (NPFF), mRNA 


NM 001457 


Homo sapiens filamin B, beta (actin binding protein 278) (FLNB), mRNA 


NM 001456 


Homo sapiens filamin A, alpha (actin binding protein 280) (FLNA), mRNA 


NM 002018 


Homo sapiens flightless I homolog (Drosophila) (FLID. mRNA 


NM 001991 


Homo sapiens enhancer of zeste homolog 1 (Drosophila) (EZHl), mRNA 


NM 001990 


Homo sapiens eves absent homoloe 3 (Drosophila) (EYA3), mRNA 


NM 000503 


Homo sapiens eyes absent homolog 1 (Drosophila) (EYAl), mRNA 


NM_O01989 


Homo sapiens eve, even-skipped homeo box homolog 1 (Drosophila) (EVXl), 
mRNA 


NM_001982 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 3 
(avian) (ERBB3), mRNA 


NM_003584 


Homo sapiens dual specificity phosphatase 11 (RNA/RNP complex 1- 
interacting) (DUSPl 1), mRNA 


NM_003859 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 1, catalytic 
subunit (DPMI), mRNA 


NM 001928 


Homo sapiens D component of complement (adipsin) (DF), mRNA 


NM 003649 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 1 , mRNA 


NM_001343 


Homo sapiens disabled homolog 2, mitogen-responsive phosphoprotein 
(Drosophila) (DAB2), mRNA 


NM_001913 


Homo sapiens cut-like 1, CCAAT displacement protein (Drosophila) (CUTLl), 

mRNA 


NM 001316 


Homo sapiens CSEl chromosome segregation 1-like (yeast) (CSEIL), mRNA 


NM 003652 


Homo sapiens carboxypeptidase Z (CPZ), mRNA 


NM 003909 


Homo sapiens copine HI (CPNE3), mRNA 


NM 003915 


Homo sapiens copine I (CPNEl), mRNA 


NM 001308 


Homo sapiens carboxypeptidase N, polypeptide 1, 50kD (CPNl), nciRNA 


NM 001841 


Homo sapiens cannabinoid receptor 2 (macrophage) (CNR2), mRNA 


NM 001280 


Homo sapiens cold inducible RNA binding protein (CIRBP), mRNA 


NM 001274 


Homo sapiens CHKl checkpoint homolog (S. pombe) (CHEKl), mRNA 


NM_001806 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), gamma (CEBPG), 
mRNA 


NM_003655 


Homo sapiens chromobox homolog 4 (Pc class homolog, Drosophila) (CBX4), 

mRNA 


NM 001749 


Homo sapiens calpain, small subunit 1 (CAPNSl), mRNA 


NM 000716 


Homo sapiens complement component 4 binding protein, beta (C4BPB), mRNA 


NM_000715 


Homo sapiens complement component 4 binding protein, alpha (C4BPA), 
mRNA 


NM 001726 


Homo sapiens bromodomain, testis-specific (BRDT), mRNA 
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NM_001205 1 


Homo sapiens BCL2/adenovirus ElB 19kD interacting protein 1 (BNIPl), 
transcnpt variant BNIP 1 , mRNA 


NM 001714 


Homo sapiens Bicaudal D homolog 1 (Drosophila) (BICDl), mRNA 


NM:_003766 


Homo sapiens beclin 1 (coiled-coil, myosin-like BCL2 interacting protein) 
(BECNl), mRNA 


NM 003567 


Homo sapiens breast cancer anti-estrogen resistance 3 (BCAR3), mRNA 


MM 001189 


Homo sapiens bagpipe homeobox homolog 1 (Drosophila) (BAPXl), mRNA 


NM_001698 


Homo sapiens AU RNA binding protein/enoyl-Coenzyme A hydratase (AUH), 
nuclear gene encoding mitochondnal protein, mRNA 


NM_001672 


Homo sapiens agouti signaling protein, nonagouti homolog (mouse) (ASIP), 
mRNA 


ISM 001638 


Homo sapiens apolipoprotein F (APOF), mRNA 


NM 003977 


Homo sapiens aryl hydrocarbon receptor mteractmg protein (AIP), mRNA 


NM_001138 


Homo sapiens agouti related protem homolog (mouse) (AGRP), transcnpt 
variant 1, mRNA 


NM_058246 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6), 
mRNA 


NM 025225 


Homo sapiens hypothetical protem dJ796I17.1 (DJ796I17.1), mRNA 


NM 058165 


Homo sapiens diacylglycerol acyltransferase 2-like (DGAT2-like), mRNA 


NM_001861 


Homo sapiens cytochrome c oxidase subunit IV isoform 1 (COX4I1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 014491 ' 


Homo sapiens forkhead box P2 (FOXP2), mRNA 


NIVI_054110 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamme:polypeptide N- 
acetylgalactosaminyltransferase 7 (GALNT7), mRNA 


NM 006726 


Homo sapiens vesicle trafficking, beach and anchor containing (LRBA), mRNA 


NM 020663 


Homo sapiens TClO-like Rho GTPase (TCL), mRNA 


NM 020919 


Homo sapiens amyotrophic lateral sclerosis 2 Ouvenile) (ALS2), mRNA 


NM 052852 


Homo sapiens hypothetical zinc finger protein MGC2396 (MGC2396), mRNA 


NM 053043 


Homo sapiens hypothetical protein MGC20460 (MGC20460), mRNA 


NM 053017 


Homo sapiens ADP-nbosyltransferase 5 (ARTS), inRNA 


NM 052999 


Homo sapiens chemokme-like factor-like protem CKLFHl (CKLFHl), mRNA 


NM_052881 


1— — • m 4.*i *»i Y^^^% 1 A ^ ^ T ^^^^^X X^\ ^ * ■ _ _ jP:! — 

Homo sapiens hypothetical protein dJ734P14.5 (novel C2H2 type zinc finger 
protein) (MGC20504), mRNA 


NM 052968 


Homo sapiens apohpoprotem A-V (APOA5), mRNA 


NM 052960 


Homo sapiens retinoid binding protein 7 (RBP7), mRNA 


NM 052959 


Homo sapiens parmexin 3 (PANX3), mRNA 


NM 052948 


Homo sapiens sorting nexm 26 (SNX26), mRNA 


NM 052947 


I ^ Y 1 J ^ ^ ^ * XX X A x^ \ X A 

Homo sapiens heart alpha-kmase (HAK), mRNA 


NM 052946 


Homo sapiens hypothetical protein MGC20702 (MGC20702), mRNA 


NM 052943 


Homo sapiens hypothetical protein MGC16491 (MGC16491), mRNA 


NM 052941 


Homo sapiens guanylate bmding protein 4 (GBP4), mRNA 


NM 052935 


Homo sapiens hypothetical protem MGC20781 (MGC20781), mRNA 


NM 052890 


Homo sapiens peptidoglycan recognition protem L precursor (PGLYRP), mRNA 


NM_052885 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 13 
(SLC2A13), mRNA 


NM 052884 


Homo sapiens sialic acid binding Ig-like lectin 1 1 (SIGLECl 1), mRNA 


NM 052877 


Homo sapiens similar to hypothetical protein MNCb-2386 (MGC 17544), mRNA 


NM 052876 


I Homo sapiens transcriptional repressor in/v^i ^rsA\^i^ tiuvina 


NM_052873 


Homo sapiens MGC16028 similar to RIKEN cDNA 1700019E19 gene 
(MGC 16028), mRNA 


NM 052871 


Homo sapiens hypothetical protein MGC4677 (MGC4677), mRNA 


NM 052870 


1 Homo sapiens sorting nexin 18 (SNX18), mRNA 
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NM_052859 


Homo sapiens putative endoplasmic reticulum multispan transmembrane protein 
(RFTl), mRNA 


MM 052858 


Homo sapiens similar to RIKEN cDNA 1810006A16 gene (LOC91862), mRNA 


NM 052855 


Homo sapiens hypothetical protein MGC15396 (MGC15396), mRNA 


NM 052854 


Homo sapiens old astrocyte specifically induced substance (OASIS), mRNA 


NM 052844 


Homo sapiens hypothetical protein MGC20486 (MGC20486), mRNA 


NM 052839 


Homo sapiens pannexin 2 (PANX2), mRNA 


NM 033551 


Homo sapiens hypothetical protein MGC19556 (MGC19556), mRNA 


NM 033549 


Homo sapiens hypothetical gene MGCl 127 (MGCl 127), mRNA 


NM 033546 


Homo sapiens myosin regulatory light chain (MLC-B), mRNA 


NM_033544 


Homo sapiens similar to cyclin-E binding protein 1 (H. sapiens) (MGC 14386), 
mRNA 


NM 033515 


Homo sapiens MacGAP protein (MacGAP), mRNA 


NM 033519 


Homo sapiens olfactory receptor sdolf (sdolf), mRNA 


NM 033516 


Homo sapiens protein kinase NYD-SP25 (NYD-SP25), mRNA 


NM 032231 


Homo sapiens hypothetical protein FLJ22875 (FLJ22875), mRNA 


NM 018437 


Homo sapiens hypothetical protein EDAG-1 (EDAG-1), mRNA 


NM 033378 


Homo sapiens chorionic gonadotropin, beta polypeptide 2 (CGB2), mRNA 


NM 033377 


Homo sapiens chorionic gonadotropin, beta polypeptide 1 (CGBl), mRNA 


NM 033448 


Homo sapiens keratin 6 irs (KRT6IRS), mRNA 


NM_033424 


Homo sapiens similar to MYOSIN HEAVY CHAIN, CARDIAC MUSCLE 
ALPHA ISOFORM (MYHC-ALPHA) (M. musculus) (LOC92771), mRNA 


NM_033445 


Homo sapiens similar to H2A histone family, member A (H. sapiens) 
(MGC3 165), mRNA 


NM 033439 


Homo sapiens DVS27-related protein (DVS27), mRNA 


NM 033440 


Homo sapiens elastase 2A (ELA2A), mRNA 


NM 033438 


Homo sapiens CD84-H1 precursor (CD84-H1), mRNA 


NM_033423 


Homo sapiens similar to granzyme B (granzyme 2, cytotoxic T-lymphocyte- 
associated serine esterase 1) (H. sapiens) (CTLAl), mRNA 


NM 033411 


Homo sapiens hypothetical protein MGC13523 (MGC13523), mRNA 


NM_033416 


Homo sapiens similar to HYPOTHETICAL 34.0 KDA PROTEIN ZK795.3 IN 
CHROMOSOME IV (MGCl 9606), mRNA 


NM 033413 


Homo sapiens hypothetical gene MGC16309 (MGC16309), mRNA 


NM 033410 


Homo sapiens hypothetical protein MGC13138 (MGC13138), mRNA 


NM 033419 


Homo sapiens hypothetical gene MGC9753 CMGC9753), mRNA 


NM 014083 


Homo sapiens PRO0767 protein (PRO0767), mRNA 


NM 033043 


Homo sapiens chorionic gonadotropin, beta polypeptide 5 (CGB5), mRNA 


NM_031451 


Homo sapiens hypothetical protein MGC4766 similar to testis specific protein 
TESIOIRP (MGC4766), mRNA 


NM 033183 


Homo sapiens chonomc gonadotropin, beta polypeptide 8 (CGB8), mRNA 


NM 020443 


Homo sapiens hypothetical protein MGC 14961 (MGC 14961), mRNA 


NM 033343 


Homo sapiens LIM homeobox protein 4 (LHX4), mRNA 


NM 033318 


Homo sapiens hypothetical gene supported by AL449243 (LOC91689), mRNA 


NM 033328 


Homo sapiens capping protein alpha 3 (CAPPA3), mRNA 


NM 033315 


Homo sapiens ras-like protein VTS58635 (VTS58635), mRNA 


NM 033309 


Homo sapiens hypothetical protein MGC4655 (MGC4655), mRNA 


NM 033296 


Homo sapiens T-cell activation protein (PGRl), mRNA 


NM 033297 


Homo sapiens leucine-rich-repeat protein (RN02), niRNA 


NM 033280 


Homo sapiens similar to signal peptidase complex (ISkD) (LOC90701), mRNA 


NM_033196 


Homo sapiens similar to ZINC FINGER PROTEIN 85 (ZINC FINGER 
PROTEIN HPF4) (HTFl) (H. sapiens) aOC91120), mRNA 


NM 033272 


Homo sapiens potassium channel subunit HERG-3 (HERG-3), mRNA 
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NM 033261 


Homo sapiens diphosphate dimefliylallyl diphosphate isomerase 2 (IDI2), mRNA 1 


NM 033254 


Homo saoiens brother of CDO (BOO, mRNA 1 


KM 033204 


Homo sapiens hvDothetical gene DKFZp570I0164 (DKFZpS 7010 164), mRNA | 


NM 033259 


Homo saoiens CaM-KII inhibitory protein (CAM-KHN), mRNA 1 


NM 032597 


Homo sapiens testes development-related NYD-SP21 (NYD-SP21), mRNA 1 


NM 033212 


Homo sapiens hvDOthetical eene supported by BC004307: BC008285 
(MGC 10992), mRNA 


NM 033208 


Homo saniens similar to ierkv rmouset homolos-like fll»OC91 151), mRNA 


NM 033195 


Homo sapiens lactate dehvdroeenase A -like (U5HL\ mRNA 1 


NM 015643 


Homo sapiens DKFZP434F122 protein (DKFZP434F122), mRNA 1 


NM 032604 


Homo sapiens lune alpha/beta hydrolase 1 CLABHl), mRNA 


NM 032133 


Homo sapiens hypothetical protein DKFZp434N1415 (DKFZP434N1415), 1 
mRNA 1 


NM 030803 


Homo sapiens hypothetical protein FLJ10035 (FLJ10035), mRNA 1 


NM 024062 


Homo sapiens hypothetical protein MGC5 338 (MGC5 3 3 8), mRNA 1 


NM 024059 


Homo sapiens hypothetical protein MGC5356 (MGC5356), mRNA 


NM 016542 


Homo sapiens serine/threonine protein kinase MASK (MST4), mRNA 1 


NM OBSl'^? 


Homo sapiens reexicalcin eene promoter region related protein (RGPR), mRNA 


NM 0331''8 

X^J.VX \J ^ .J M. 


Homo sapiens scinderin fSCINn. mRNA 


NM 033058 


Homo sapiens rine finger protein 29 (RNF29), mRNA 1 

X- X. X X X^^r wX X^rX X XX X^^ ^XXX^^^TiX f * X.^^ ^9 ~ ~ ^ 1 


NM 033116 

X ^ X V ^ ^ ^ X X 


Homo sapiens hypothetical protein MGC16714 (MGC16714), mRNA 1 


NM 033123 

J.^XVX \J -J J Vim J 


Homo sapiens testis-development related NYD-SP27 (NYD-SP27), mRNA J 


NM 0331'>6 

X~XVX \JmJJX^^\J 


Homo sapiens serine/threonine kinase PSKH2 (PSKH2), mRNA | 


NM 0331">4 


Homo sapiens NYD-SP28 protein (NYD-SP28), nrityMA 


NM 03312'? 


Homo sapiens testis development protein NYD-SP26 (NYD-SP26), mRNA 1 


NM 0331 14 


Homo saniens MADP-1 protein fMADP-lV mRNA 


NM 033083 


Homo sapiens EAFl protein (EAFl), mRNA 1 


■NR^-f 033087 


Homo saniens hvpothetical protein FLJ145 1 1 rFLJ145 1 1\ mRNA 1 


NM 0'>451'> 


Homo saniens leucine-rich reneat-containinc 2 f LRRC2\ mRNA 

JL XtVi'XXX^^ ij^X|^XK*Xl.*J X^^bx^^ xXX^y X X%/x A X i» ^r^^*xi»*^xxxxxxfc»w^ v ^ -^^^^ ^ J • A -M. 1 


NM 006029 

X ^ XTX V \J\J ^ 


Homo sapiens paraneoplastic antieen MAI (PNMAl), mRNA 


NM 033025 


Homo sapiens hypothetical protein FLJ1351 1 (7h3\ mRNA 1 


NM 015169 


Homo sapiens homolos of veast ribosome biogenesis regulatory protein RRS 1 1 
fRRSn mRNA 


NM 015129 


Homo sapiens septin 6 (SEP2), mRNA 


NM 032838 


Homo sapiens hypothetical protein FLJ14779 (FLJ14779), mRNA 


NM 03'>''06 


Homo sapiens h\a)Othetical protein FLJ2 1 709 (FLJ2 1 709), mRNA 

X. X.XX\^ i^XXl^X^^XX^V XXjr L^%#I«AA«^WX%^**X Xi^ X XX X X # ^^mm mm * * ^ y J ^ • " " " 1 


NM 032797 


Homo sapiens hvpothetical protein FLJ14497 (FLJ14497), mRNA 1 


NM 03''472 


Homo sapiens peptidvlprolvl isomerase fcyclophilin)-like 3 (PPIL3), mRNA 


NM 032936 


Homo sapiens DC32 (X>C32\ mRNA 1 


NM 032577 


Homo sapiens melanoma-associated chondroitin sulfate proteoglycan-like 1 
(LOC84664), mRNA 


NM 032933 


Homo sapiens hypothetical protein MGC 11386 (MGC 11386), mRNA 1 


NM 032929 


Homo sapiens hvpothetical protein MGC14793 (MGC14793), mRNA 


NM 032928 


Homo sapiens hypothetical protein MGC14141 (MGC14141), mRNA 


NM ^yi9Tl 


Homo sapiens hvpothetical protein MGC13159 (MGC13159), mRNA 


NM 032926 


Homo sapiens hypothetical protein MGC15737 (MGC15737), mRNA 


NM 032921 


Homo sapiens hypothetical protein MGC15875 CMGC15875), mRNA 


NM 032909 


Homo sapiens hypothetical protein MGC14139 (MGC14139), mRNA 


NM 032908 


Homo sapiens hypothetical protein MGC14407 (MGC14407), mRNA 


NM 032906 


Homo sapiens hypothetical protein MGC14156 (MGC14156), mRNA 1 


NM 032905 


Homo sapiens hypothetical protein MGC 1 443 9 (MGC 1 443 9), mRNA 


NM 032903 


Homo sapiens hypothetical protein MGC14425 (MGC14425), mRNA 
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NM_032902 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subumt 16A 
(PPP1R16A), inRNA 


NM 032901 


Homo sapiens hypothetical protein MGC14288 (MGC14288), inRNA 


ISIM 032899 


Homo sapiens hypothetical protein MGC14128 (MGC14128), mRNA 


NM 032898 


Homo sapiens hypothetical protein MGC14126 (MGC14126), mRNA 


NM 032897 


Homo sapiens hypothetical protein MGC14436 (MGC14436), mRNA 


NM 032896 


Homo sapiens hypothetical protem MGC14388 (MGC1438S), mRNA 


NM 032892 


Homo sapiens hypothetical protein MGC14161(MGC14161), mRNA 


NM 032891 


Homo sapiens hypothetical protem MGC12928 (MGC12928), mRNA 


NM 032890 


Homo sapiens hypothetical protem MGC13130 (MGC13130), mRNA 


NM 032887 


Homo sapiens hypothetical protem MGC16037 (MGC16037), mRNA 


NM 032885 


Homo sapiens hypothetical protem MGC15906 (MGC15906), mRNA 


NM 032882 


Homo sapiens hypothetical protein MGC15827 (MGC15827), mRNA 


NM 032881 


Homo sapiens U7 snRNP-specific Sm-like protem LSMIO (LSMIO), mRNA 


NM 032880 


Homo sapiens hypothetical protein MGC15730 (MGC15730), mRNA 


NM 032878 


Homo sapiens hypothetical protein MGC15677 (MGC15677), mRNA 


NM 032873 


Homo sapiens hypothetical protein MGC15437 (MGC15437), mRNA 


NM 032867 


Homo sapiens hypothetical protem F1J14966 (FLJ14966), mRNA 


NM 032865 


Homo sapiens hypothetical protem FLJ14950 (FLJ14950), mRNA 


NM 032861 


Homo sapiens hypothetical protem FIJI 49 17 (FLJ14917), mRNA 


NM 032859 


Homo sapiens hypothetical protein FLJ14906 (FLJ14906), mRNA 


NM 032856 


Homo sapiens hypothetical protein FLJ14888 (FLJ14888), mRNA 


NM 032855 


Homo sapiens hematopoietic SH2 protem (HSH2), mRNA 


NM 032854 


Homo sapiens hypothetical protein FLJ14871 (FLJ14871), mRNA 


NM 032850 


Homo sapiens hypothetical protein FLJ 14840 (FLJ 14840), mRNA 


NM 032849 


Homo sapiens hypothetical protein FLJ14S34 (FLJ14834), mRNA 


NM 032847 


Homo sapiens hypothetical protein FLJ14825 (FLJ14825), mRNA 


NM 032846 


Homo sapiens hypothetical protein FLJ14824 (FLJ14824), mRNA 


NM 032844 


Homo sapiens hypothetical protein FLJ14813 (FLJ14813), mRNA 


NM 032843 


Homo sapiens hypothetical protem FLJ14810 (FLJ14S10), mRNA 


NM 032842 


Homo sapiens hypothetical protem FLJ14803 (FLJ14803), mRNA 


NM 032840 


Homo sapiens hypothetical protein FLJ14800 (FLJ14800), mRNA 


NM 032839 


Homo sapiens hypothetical protein FLJ14784 (FLJ14784), mRNA 


NM 032837 


Homo sapiens hypothetical protein FLJ14775 (FLJ14775), mRNA 


NM 032836 


Homo sapiens hypothetical protein FLJ14768 (FLJ14768), mRNA 


NM 032834 


Homo sapiens hypothetical protein FLJ14751 (FLJ14751), mRNA 


NM_032833 


Homo sapiens protein phosphatase 1, regulatory (mhibitor) subumt 15B 
(PPP1R15B), mRNA 


NM 032832 


Homo sapiens hypothetical protem FLJ14735 (FLJ14735), mRNA 


NM_032831 


Homo sapiens CAP-bindmg protem complex mteractmg protein 2 (CBCIP2), 
mRNA 


NM 032830 


Homo sapiens hypothetical protein FLJ14728 (FLJ14728), mRNA 


NM 032829 


Homo sapiens hypothetical protein FLJ14721 (TLJ14721), mRNA 


NM 032828 


Homo sapiens ubiquitm UBF-fl (UBF-fl), mRNA 


NM 032827 


Homo sapiens hypothetical protem FLJ14708 (FLJ14708), mRNA 


NM 032826 


Homo sapiens hypothetical protein FLJ14697 (FLJ 14697), mRNA 


JNM. U3zbz5 


Homo sapiens hypothetical protein FLJ14686 {FLJ14ood), mRNA 


NM 032821 


Homo sapiens hypothetical protein FLJ14665 (FLJ14665), mRNA 


NM 032817 


Homo sapiens hypothetical protein FLJ14641 (FLJ14641), mRNA 


NM 032816 


Homo sapiens hypothetical protein FLJ14640 (FLJ14640), mRNA 


NM 032814 


Homo sapiens hypothetical protein FLJ14627 (FIJ14627), mRNA 


NM 032811 


Homo sapiens hypothetical protein FU 14621 (FU 14621), mRNA 
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NM 032810 


Homo sapiens nypotnetical protein rU l4ouu ^ri^J i*fouu;, mKiNA 


NM 032809 


Homo sapiens hypothetical protein rLJ 14^yo ^ri^J i^Dyo;, mKJNA 


NM 032808 


Homo sapiens hypothetical protein JrLJ l4Dy4 i^DyH), imciNA 


NM 032807 


Homo sapiens hypothetical protein rLJi43yu (^r j^j i4Dyuj, nusJNA 


NM 032806 


Homo sapiens hypothetical protein JU 14doo ^JrJLJ 1430o^, mKJN/\ 


NM 032805 


Homo sapiens hypothetical protein r JLJ I4!>4y 1434^;, mKiN/\ 


NM 032802 


Homo sapiens hypothetical protein rL.J I4j4U {^ri^J I4D4U;, nuciNA 


NM 032799 


Homo sapiens hypothetical protein rU 140/4. (rL.j 14dz4j, raKiN/\ 


NM 032796 


Homo sapiens reserved (SYAFl), mKNA 


NM 032792 


Homo sapiens hypothetical protein r JLJ l446o ^rJLJ i44oo;, nusJNA 


NM 032790 


Homo sapiens hypothetical protein rL,j i44oo {J^lj 144oo), mtuN/v 


NM 032788 


Homo sapiens hypothetical protein rLJ 144!) / {rL.j 1443 niKJN/v 


NM 032787 


XT t- ^1 aJ^^I ^^^4-^'^ T7T T1 /t /I C /I /TI7T T1 /l/1C/l\ ••^T^'KTA 

Homo sapiens hypothetical protein rLJ 14454 (tLJ 14404), mKJNA 


X. TX jT f\^^'~tC%^ 

NM 032786 


Homo sapiens hypothetical protein rLJ 1440 1 {ri^j 1440 1;, mKJNA 


NM 032785 


TT^ ^ ' 1 ^jA^^a^ ^■mm^4^Z^ TTT T1 AAA^ /TCT T1/l/l/IO\ ••-nU'MA 

Homo sapiens hypothetical protein rlJ 14442 (rLJ l444z), mKiNA 


NM 032781 


Homo sapiens hypothetical protein l:*LJ144z/ (rL^J I44z /), mJKJNA 


NM 032780 


Homo sapiens hypothetical protein rLJ 143yy ^ri^J I4jyyj, rnKiNA 


NM 032779 


Homo sapiens hypothetical protein r i^J I4jy / i^j i43y nusJN a 


NM 032778 


Homo sapiens hypothetical protein tLJ 143^3 (rLJ i4jyjj, mrUN a 


NM 032775 


Homo sapiens hypothetical protein rLJ l43ou ^ru i4jouj, mtuNA 


NM 032773 


Homo sapiens hypothetical protein iyiCjrU41Zo tJVloU4izo;, hiktma 


NM 032772 


Homo sapiens hypothetical protem MCjC2000 (MCjUZOOO;, mKJNA 


NM 032771 


Homo sapiens hypothetical protem MGC12217 (MCjUIzzI /J, mKJNA 


NM 032770 


Homo sapiens hypothetical protein MGC16291 (MCjClozyi), mKJNA 


NM 032765 


Homo sapiens hypothetical protein MuClol/o (MuClol /Oj, mKJNA 


NM 032764 


Homo sapiens hypothetical protein MGC16153 (MuClolOi), mKJNA 


NM 032762 


Homo sapiens hypothetical protein MUUlolzi tiviodoizij, mKiNA 


NM 032761 


Homo sapiens hypothetical protein JVlGL/ioU/o (MLjI^iou/o;, mKJNA 


"VTX If C (\ 

NM 032759 


Homo sapiens hypothetical protein rUlloZo \r\^Sx ijzo;, mKJNA 


"X TX jT ^ ^ O 

NM 032758 


Homo sapiens hypothetical protein JvLCjd34o (JVlodj4oj, mKJNA 


NM 032757 


Homo sapiens hypothetical protein MUCIO /UO (Muuio /uo mKJNA 


NM 032755 


Homo sapiens hypothetical protein M(jd0o34 (JVlCjUlOoJ4j, mKJNA 


NM 032751 


TT 4."i« *j T — A>fi^/^1 CCA/1 CCA/l^ t^"D"MA 

Homo sapiens hypothetical protein ivluC100U4 (Jy1oC100u4J, mKJNA 


NM 032750 


Homo sapiens hypothetical protein M(jd04zy (JVlCjd04Zy;, mKJNA 


NM 032747 


Homo sapiens hypothetical protein MCFC14oy / (MLid4oy /j, mKJNA 


"VTA iT AOT7yl^ 

NM 032746 


Homo sapiens hypothetical protem JVlGUlz03o ^jviltL^izo^oJ, itikjna 


NM 032740 


Homo sapiens hypothetical protein JVlvjv^OJy i ^iYiorL^o:>yi mKiNA 


NM 032739 


Homo sapiens hypothetical protein JViOL Oo /U ^JYiLii-.03 /uj, mKiNA 


NM U32/J^ 


rlomo sapiens nypotnetical protem jvioL/1310o (^iviov^ijiooja nu^jiN/v 


NM 032733 


Homo sapiens hypothetical protein MGC12679 (MGC12679), mRNA 


NM 032732 


Homo sapiens hypothetical protein jyiUUlU/o3 (iViLjUiu/ooj, mKiNA 


NM 032731 


Homo sapiens hypothetical protein MOC14303 (MGU14iOi), mKJNA 


NM 032730 


Homo sapiens NOGO-mteracting mitochondrial protein (iMlMJr j, mKJNA 


NM_032727 


Homo sapiens intemexin neuronal intermediate nlament protem, alpha ^UN a;, 
mRNA 


NM 032726 


Homo sapiens hypothetical protem MGClzoo / (MGClzoo niKJNA 




xxomio sapiens nypoinciicai proiciii ivivjv_yij> iz.^ \^ivxvjv^i j i^^/y, inxvj.Tir^ 


NM 032724 


Homo sapiens hypothetical protein MGC 13269 (MGC13269), mRNA 


NM 032722 


Homo sapiens hypothetical protein MGC13275 (MGC13275), mRNA 


NM 032721 


Homo sapiens hypothetical protein MGCl 13 14 (MGCl 1314), mRNA 


NM 032718 


Homo sapiens hypothetical protein MGCl 1 332 (MGCl 1332), mRNA 
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MM 032717 


Homo sapiens hypothetical protein MGCl 1324 (MGCl 1324), mRNA 


NM 032714 


Homo sapiens hypothetical protein MGC13251 (MGC13251), mRNA 1 


NM 032710 


Homo sapiens hypothetical protein MGC13053 (MGC13053), mRNA 1 


NM 032709 


Homo sapiens hypothetical protein MGC 1 3047 (MGCl 3047), mKNA 1 


NM 032701 


Homo sapiens hypothetical protein MGC2705 (MGC2705), mKNA 1 


NM 032691 


Homo sapiens hypothetical protein MGCl 1082 (MGCl 1082). mRNA 1 


NM 032690 


Homo sapiens hypothetical protein MGCl 3 198 (MGC13198), mRNA 1 


NM 032687 


Homo sapiens hypothetical protein MGC 13010 (MGC 13010), mRNA 


NM 032683 


Homo sapiens hypothetical protein MGC 1 2972 (MGC 1 2972) . mRNA 1 


NM 032680 


Homo sapiens hypothetical protein MGC4266 (MGC4266), mRNA 1 


NM 032679 


Homo sapiens hypothetical protein MGC4400 (MGC4400), mRNA 


NM 032676 


Homo sapiens hypothetical protein MGC10955 (MGC10955), mRNA 1 


NM 032673 


Homo sapiens hypothetical protein MGC10882 (MGC10882), mRNA 1 


NM 032671 


Homo sapiens hypothetical protein MGC10814 (MGC10814), mRNA 


NM 032664 


Homo sapiens hypothetical protein MGCl 1141 (MGCl 1 141), ntiRNA 


NM 032663 


Homo sapiens hypothetical protein MGC10702 (MGC10702), mRNA 


NM 032658 


Homo sapiens hypothetical protein MGC10701 (MGC10701), mRNA i 


NM 032654 


Homo sapiens hypothetical protein MGC10981 (MGC10981), mGRNA 


NM 032653 


Homo sapiens hypothetical protein MGC10960 (MGC10960), mRNA 


NM 032648 


Homo sapiens hypothetical protein MGC10820 (MGC10820), mRNA 


NM 032647 


Homo sapiens hypothetical protein MGC10561 (MGC10561), mRNA 


NM 032644 


Homo sapiens hypothetical protein MGC2452 (MGC2452), mRNA 


NM 032641 


Homo sapiens hypothetical protein MGC2519 (MGC2519), mRNA 


NM 032638 


Homo sapiens hypothetical protein MGC2306 (MGC2306), mRNA 


NM 032633 


Homo sapiens hypothetical protein MGC5457 (MGC5457), mRNA 


NM 032632 


Homo sapiens hypothetical protein MGC5378 (MGC5378), mRNA 


NM_032630 


Homo sapiens HeLa cyclin-dependent kinase 2 interacting protein (CINP), 
mRNA 


NM 032627 


Homo sapiens hypothetical protein MGC3 1 8 1 (MGC3 181), mRNA 


NM 032626 


Homo sapiens hypothetical brain protein myOSB (MY038), mRNA 


NM 032624 


Homo sapiens hypothetical brain protein my050 (MY050), mRNA 


NM 032623 


Homo sapiens ovary-specific acidic protein (OSAP), mRNA 


NM 032622 


Homo sapiens multi-PDZ-domain-containing protein (LNX), mRNA 


NM 032620 


Homo sapiens mitochondrial GTP binding protein (GTPBG3), mRNA 


NM 018622 


Homo sapiens presenilins associated rhomboid-like protein (PARL), mRNA 


NM 032498 


Homo sapiens homeobox protein from AL590526 (LOC84528), mRNA 


NM 032600 


Homo sapiens testes development-related NYD-SP17 (NYD-SP17), mRNA 


NM 032599 


Homo sapiens testes development-related NYD-SPl 8 (NYD-SPl 8), mRNA 


NM 032594 


Homo sapiens insulinoma-associated protein IA-6 (INSM2), xnRNA 


NM 032585 


Homo sapiens testis-specific transcript, Y-linked 6 (1 ri'Y6), mRNA 


NM 032575 


Homo sapiens Rruppel-like zinc finger protein GLIS2 (GLIS2), mRNA 


NM 032573 


Homo sapiens testis-specific protein TSP-NY (TSP-NY), mRNA 


NM 032572 


Homo sapiens ribonuclease 7 (RNASE7), mRNA 


NM_032568 


Homo sapiens GABA(A) receptors associated protein like 3 (GABARAPL3), 
mRNA 


NM 032567 


Homo sapiens testis-specific protein NYD-TSPl (NYD-TSPl), mRNA 


NM 032566 


Homo sapiens esophagus cancer-related eene-2 (ECOz), mRNA 


NM 032562 


Homo sapiens group XIQ secreted phospholipase A2 (PLA2G13), mRNA 


NM 032547 


Homo sapiens short coiled-coil protein (HRIHFB2072), mRNA 


NM 032546 


Homo sapiens ring finger protein 30 (RNF30), mRNA 


NM 032519 


Homo sapiens hypothetical protein HT023 (HT023), mRNA 


NM 032513 


Homo sapiens hypothetical protein MGCl 1303 similar to Zink transporter 2 
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(MGC11303),niRNA 


MM 032490 


Homo sapiens PNAS-127 protein (PNAS-127), mRNA 


NM 032488 


Homo sapiens protein related with psoriasis (LOC84518), mRNA 


NM_032471 


Homo sapiens protein kinase (c AMP-dependent, catalytic) inhibitor beta (PKIB), 
mRNA 


NM 032292 


Homo sapiens hypothetical protein FIJ20203 (FLJ202031 mRNA 


NM 032263 


Homo sapiens hypothetical protein DKFZp434B227 (DKFZp434B227), mRNA 


NM 015178 


Homo sapiens KIAA0717 protein (KIAA0717), mRNA 


NM 032410 


Homo sapiens hookS protein fHOOK3), rriRNA 


NM_032108 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6B (SEMA6B), mRNA 


NM 015636 


Homo sapiens DKFZP586J01 19 protein (DBCFZP586J01 19), mRNA 


NM 015701 


Homo sapiens hypothetical protein CCL25084), mRNA 


NM 015224 


Homo sapiens KIAA1105 protein (RAP 140), mRNA 


NM_032390 


Homo sapiens nucleolar protein interacting with the FHA domain of pKi-67 
(NIFK), mRNA 


NM 032388 


Homo sapiens nasopharyngeal carcinoma-related protein (NPCRV mRNA 


NM_032383 


Homo sapiens Hermansky-Pudlak syndrome 3 (HPS3), mRNA 


NM 032378 


Homo sapiens hypothetical protein FLJ20897 (7020897"), mRNA 


NM_032376 


Homo sapiens hypothetical protein MGC4251 (MGC4251), mRNA 


NM 032375 


Homo sapiens hypothetical protein MGC2865 fMGC2S65), mRNA 


NM 032373 


Homo sapiens hypothetical protein MGC16202 (MGC16202\ mRNA 


NM 032370 


Homo sapiens hypothetical protein MGC15716 (MGC15716\ mRNA 


NM 032369 


Homo sapiens hypothetical protein MGC15619 (MGC15619), mRNA 


NM 032368 


Homo sapiens hypothetical protein MGC15436 fMGC15436\ mRNA 


NM 032374 


Homo sapiens hypothetical protein MGC2562 rMGC2562), mRNA 


NM_032364 


Homo sapiens hypothetical protein MGC14726 (MGC14726\ mRNA 


NM 032362 


Homo sapiens HEILl protein (HEILl), mRNA 


NM 032361 


Homo sapiens hypothetical protein MGC5469 fMGC5469V mJElNA 


NM 032360 


Homo sapiens hypothetical protein MGC2404 (MGC2404), mRNA 


NM 032359 


Homo sapiens hypothetical protein MGC4308 (MGC4308), mRNA 


NM 032358 


Homo sapiens hypothetical protein MGC13183 (MGC13183), mRNA 


NM 032357 


Homo sapiens hypothetical protein MGC 12981 (MGC 12981), mRNA 


NM 032356 


Homo sapiens hypothetical protein MGC14151 fMGC14151), mRNA 


NM 032355 


Homo sapiens hypothetical protein MGC13272 (MGC13272), mRNA 


NM 032352 


Homo sapiens hypothetical protein MGC 1 1296 flVlGCl 1296), mRNA 


NM 032350 


Homo sapiens hypothetical protein MGCl 1257 (MGCl 1257), mRNA 


NM 032349 


Homo sapiens hypothetical protein MGCl 1275 (MGCl 1275), mRNA 


NM 032348 


Homo sapiens hypothetical protein MGC3047 (MGC3047), mRNA 


NM 032346 


Homo sapiens hypothetical protein MGC13096 (MGC13096), mRNA 


NM 032345 


Homo sapiens hypothetical protein MGC13064 (MGCl 3064), mRNA 


NM 032343 


Homo sapiens hypothetical protein MGC13016 (MGC13016), mRNA 


NM 032341 


Homo sapiens hypothetical protein MGC14844 (MGC14844), mRNA 


NM 032339 


Homo sapiens hypothetical protein MGC14832 (MGC14832), mRNA 


NM 032336 


Homo sapiens hypothetical protein MGC14799 (MGC14799), mRNA 


NM 032334 


Homo sapiens hypothetical protein MGC14595 (MGC14595), mRNA 


NM 032332 


Homo sapiens hypothetical protein MGC4238^(MGC4238), mRNA 


NM 032331 


Homo sapiens hypothetical protein MGC2408 (MGC240S), mRNA 


NM 032328 


Homo sapiens hypothetical protein MGC12458 (MGC12458), mRNA 


NM 032322 


Homo sapiens hypothetical protein MGC13061 (MGCl 3061), mRNA 


NM 032321 


Homo sapiens hypothetical protein MGC13057 (MGC13057), mRNA 


NM 032319 


Homo sapiens chromosome 2 open reading frame 7 (C2orf7), mRNA 
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NM 032315 


Homo sapiens hypothetical protein MGC4399 (M(jrC4i9y;, mRNA 


NM 032314 


Homo sapiens hypothetical protein MGC4767 (MGC4767), mRNA 


NM 032313 


Homo sapiens hypothetical protein MQC3232 (MUC3232}, mKJNA 


NM 032312 


Homo sapiens hypothetical protein MGCl 1061 (MuCl iUol j, mKlNA 


NM 032310 


Homo sapiens hypothetical protem MGC11115 (MuClllli)), mKJNA 


NM 032307 


Homo sapiens hypothetical protem MGCl 0999 (MCjCi0999), mKJNA 


NM 032303 


Homo sapiens hypothetical protein MGCl 0940 (MGCl 0940), mKNA 


NM 03''302 


Homo sapiens hypothetical protem MGC1091 1 (MGC1091 1 ), mKNA 


NM 032301 


Homo sapiens hypothetical protein MGC10870 (MGC10870), mRNA 


NM 032300 


Homo sapiens hypothetical protem MGC10854 (MGC10854), mKNA 


NM 032298 


Homo sapiens hypothetical protein DBCFZp7610132 (DKFZp7610132), mKNA 


NM 032297 


Homo sapiens hypothetical protein DKFZp761Dl 12 (DKFZp761Dl 12), mRNA 


NM 032296 


Homo sapiens hypothetical protein DKFZp761A132 (DKFZp761A132), mRNA 


NM_032295 


Homo sapiens hypothetical protein DKFZp761N0624 (DKFZp761N0624), 
mRNA 


NM_032294 


Homo sapiens hypothetical protein DKPZp761M0423 (DKFZp761M0423), 
mRNA 


NM_032289 


Homo sapiens hypothetical protein DKFZp761B0514 PKFZp761B0514), 
mRNA 


NM_032287 


Homo sapiens hypothetical protein DKFZp761017121 (DKFZp761017121), 
mRNA 


NM 032280 


Homo sapiens hypothetical protem DKFZp761J139 (DKFZp761J139), mRNA 


NM 032278 


Homo sapiens hypothetical protein DKFZp547P082 (DKFZp547i'0b>2), mKJNA 


NM 032274 


Homo sapiens hypothetical protem DKFZp547F072 (DKFZp547F072), mKNA 


NM 032271 


Homo sapiens hypothetical protein DKFZp5 861021 (DKJ-ZpS 861021), mKJNA 


NM 032270 


Homo sapiens hypothetical protein DKFZp586Jl 1 19 (DKFZp586Jl 1 19), mRNA 


NM 032269 


Homo sapiens hypothetical protein DKFZp434I099 (DBJFZp434I099), mRNA 


NM 032266 


1 Homo sapiens hypothetical protein DKFZp434Gl 1 8 (DKFZp434Gl 1 8), mRNA 


NM 032265 


i Homo sapiens hypothetical protein DKFZp434N127 (DKFZp434N127), mKJNA 


NM 032262 


1 Homo sapiens hypothetical protein DKPZp434N035 (DKFZp434N035), mKNA 


NM_032257 


1 Homo sapiens hypothetical protein DKFZp434N2435 (DKFZp434N2435), 
1 mRNA 


NM_032256 


1 Homo sapiens hypothetical protein DKFZp434K2435 (DKFZp434K2435), 
1 mRNA 


NM 032255 


1 Homo sapiens hypothetical protem DKPZp434n930 (DKFZp434I1930), mKNA 


NM 032254 


1 Homo sapiens hypothetical protem DKFZp434F142 (DKFZp4341<142), mKNA 


NM_032247 


Homo sapiens hypothetical protem DKFZp434E05 19 (DKFZp4341i05 19), 

1 mRNA 


NM 032242 


Homo sapiens hypothetical protem DKFZp564A176 (DKFZp564A176), mKNA 


NM 032238 


Homo sapiens hypothetical protem FLJ23416 (FLJ23416), mKNA 


NM 032235 


Homo sapiens hypothetical protein FLJ23138 (FLJ23138), mRNA 


NM 032234 


Homo sapiens hypothetical protein FLJ23059 (FU23059), mRNA 


NM 032233 


1 Homo sapiens hypothetical protein FLJ23027 (FLJ23027), mKNA 


NM 032229 


Homo sapiens hypothetical protein FLJ22774 (FLJ22774), mRNA 


NM 032221 


Homo sapiens hypothetical protem FLJ22369 (FLJ22369), mRNA 


NM 032213 


Homo sapiens hypothetical protem FLJ21977 (FLJ21977), mRNA 


NM_UJZziz 


1 riomo sapiens similar lo iyiN/\-ciirectca iviNrv puiyiiiciaoc x jsj^ay \^Axpwx 
mRNA 


NM 032207 
NM 032205 


Homo sapiens hypothetical protein FLJ21742 (FLJ21742), mRNA 


Homo sapiens hypothetical protein FLJ21615 (FLJ21615). mRNA 1 


NM 032196 


Homo sapiens hypothetical protein KIAA1259 (KIAA1259), mRNA 


NM 032192 


1 Homo sapiens hypothetical protein FLJ20940 (FLJ20940), mRNA 
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1 NM 032191 


Homo saoiens hvDothetical orotein FLJ14326 (FLJl 4326), mRNA | 


NM 032187 


Homo sapiens hypothetical protein FLJ14026 (FLJ14026), mRNA j 


NM 032186 


Homo sapiens hypothetical protein FUl 3964 (FLJl 3964), mRNA 


NM 032181 


Homo sapiens hypothetical protein FLJ13391 (FLJ13391), mRNA 


NM 032179 


Homo sapiens hypothetical protein FLJ20542 (FLJ20542), mRNA 


NM 032178 


Homo saoiens hvoothetical protein FUl 329 1 (FUl 329 1), mRNA I 


NM 032175 


Homo saoiens hvoothetical protein FLJ12787 (FLJ12787), mRNA | 


NM 032174 


Hnmn ^aniens hvnothetical nrotein FIJI 2770 (FLJl 2770), mRNA | 


NM 032169 


Homo saoiens hvoothetical orotein FLJ12592 (FLJl 2592), mRNA 1 


NM 032164 


Homo sapiens hypothetical protein FU12298 (FLJ12298), mRNA j 




Homo saoiens hvoothetical orotein FLJl 1952 (FLJl 1952), mRNA | 


NM_032155 


Homo sapiens hypothetical protein DKFZp547I094 0DKFZp547I094), mRNA 1 




Homo «:aniens PRAM-1 nrotein fPRAM-l\ mRNA 1 


NM 032149 


Homo sapiens hypothetical protein DKFZp434G072 (DKFZP434G072), mRNA 1 


JNivi_v / 


Hnmn canipTiQ hvnothetical nrotein DKFZn434D0127 rDKFZP434D01271. 

m'RNA 


NM_032146 


Homo sapiens hypothetical protein DKFZp434Ll 123 similar to mouse Arl6 1 
rDK;F7P434T 1123^ mRNA 


NM_032143 


Homo sapiens hypothetical protein DKFZp434B1727 (DKFZP434B1727), 1 


NM 032142 


Homo sapiens hypothetical protein FU10352 (FLJ10352), mRNA 1 


IN iVl__U J Z 1 *t 1 


Hnmn Qanien<5 hvnothetical nrotein DKFZo434K1421 (T)ICFZP434K1421), 1 
mRNA 




Hnmn Qani en q h vnntheti cal nrotein DKFZo434A 1319 (DKFZP434A 1319), 1 

mRNA 


1 IN iYJL_U-> 


Hnmn ^anien^; hvnothetical orotein DKFZo434F1017 (DKFZP434F1017), 1 
mRNA 


NM_032134 


Homo sapiens hypothetical protein DKFZp434P03 16 (DKFZP434P03 16), 




Homo saniens hvoothetical orotein DKFZd434P07 14 (DKFZP434P07 1 4), 1 
mRNA 




Homo saniens hvoothetical orotein DKFZd434J01 13 CDKFZP434J01 13), mRNA 


TMM 0*^9190 


Homo saoiens hvoothetical orotein DKFZd434H20 10 (DKFZP434H2010), 
mRNA 


NTV/T n'^919R 

1 INIVI U-5Zl-iO 


Homo <?anieTi<! hvnothetical orotein DKFZd566M1 14 (DKFZP566M1 14), mRNA 1 


NM_032127 


Homo sapiens hypothetical protein DKFZp566M 1 046 (DKFZP566M 1 046), 
mRNA 


1 NM 032126 


Homo sapiens hypothetical protein DBGFZp564J047 (DKFZP5 64 J047), mRNA 1 




Mr»mo C9ni(>n<: hvnothptiral nrotein DKF7n564D1378 rDKFZP564D1378). 1 
mRNA 


NM_032121 


Homo sapiens hypothetical protein DKFZp564K142 similar to implantation- j 
a<5<5ociflteH nrotein rDlCFZD564K142') mRNA 


1 INIVI UOZilO 


Hnmn <;anipn<s hvnothetical nrotein FLJl 29 5 3 similar to Mus musculus D3Mm3e 1 
(FLJl 2953^ mRNA 


NM 032117 


Homo saoiens GAJ orotein (GAJ), mRNA 1 


NM 032116 


Homo saoiens hvoothetical orotein MGC2599 similar to katanin p60 subunit A 1 1 

2599 (MGC2599), mRNA 


NM 032112 


Homo sapiens mitochondrial ribosomal protein L43 (1VIRPL43), mRNA 1 


NM 020898 


Homo sapiens KIAA1536 protein (KIAA1536), mRNA 1 


NM 020726 


Homo sapiens neurolysin (metallopeptidase M3 family) (NLN), mRNA 1 


NM 020707 


Homo sapiens KIAAl 173 protein (KIAAl 173), mRNA 


1 NM 018670 


Homo sapiens hypothetical protein (IRl 899308), mRNA | 
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NM 018385 


Homo sapiens hypothetical protein FLJl 1301 (FUl 1301), mRNA 


NM 018064 


Homo sapiens hypothetical protem FIJI 0342 (FUl 0342), mRNA 


NM_0 17607 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12C 
(PPP1R12C), mRNA 


NM 015645 


Homo sapiens DKFZP586B0621 protem (CTRP5), mRKA 


NM 015528 


Homo sapiens DKFZP566H073 protein (DKFZP566H073), mRNA 


NM 015512 


Homo sapiens DKFZP434A236 protein (DKFZP434A236), mRNA 


NM 015426 


Homo sapiens DKFZP434C245 protein (DKFZP434C245), mRNA 


NM 015292 


Homo sapiens K1AA0747 protein (KIAA0747), mRNA 


NM 015236 


Homo sapiens KIAA0768 protein (LEC3), mKNA 


NM 015196 


Homo sapiens KIAA0922 protein (KIAA0922), mRNA 


NM 015112 


Homo sapiens KIAA0807 protein (MAST205), mRNA 


NM 015070 


Homo sapiens KIAA0853 protein (KIAA0853), mRNA 


NM 032308 


Homo sapiens hypothetical protein MGC4189 (MGC4189), mRNA 


NM 004801 


Homo sapiens neurexin 1 (NRXNl), mRNA 


NM_001221 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II 
delta (CAMK2D), mRNA 


NM 015208 


Homo sapiens KIAA0874 protein (KIAA0874), mRNA 


NM 032043 


Homo sapiens BRCAl -interacting protein 1 (BREPl), mRNA 


NM_032040 


Homo sapiens hypothetical protein DKFZp564K0322 (DKFZP564K0322), 
mRNA 


NM 032037 


Homo sapiens serine/threonine protein kinase SSTK (SSTK), mRNA 


NM 032033 


Homo sapiens FKSG43 (FKSG43), mRNA 


NM 032032 


Homo sapiens FKSG42 (FKSG42), mRNA 


NM 032031 


Homo sapiens FKSG17 (FKSG17), mRNA 


NM 032029 


Homo sapiens FKSG87 protein (FKSG87), mRNA 


NM 032026 


Homo sapiens CDAl 1 protein (CDAl 1), mRNA 


NM 032024 


Homo sapiens CDA017 protein (CDA017), mRNA 


NM 032023 


Homo sapiens AD037 protein (AD037), mRNA 


NM 032022 


Homo sapiens AD036 protein (AD036), mRNA 


NM 031956 


Homo sapiens NYD-SP14 protein (NYD-SP14), mRNA 


NM 031954 


Homo sapiens MSTP028 protein (MSTP028), mRNA 


NM 031953 


Homo sapiens MSTP043 protein (MSTP043), mRNA 


NM 031936 


Homo sapiens G protein-coupled receptor 61 (GPR61), mRNA 


NM 031934 


Homo sapiens RAB34, member RAS oncogene family (RAB34), mRNA 


NM_031933 


Homo sapiens wingless-type MMTV integration site family, member 8 A 
rWNTSA), transcript variant 1, mRNA 


NM 031932 


Homo sapiens testis transcnpt V 14 ( ll V l4), mRNA 


NM 031931 


Homo sapiens testis transcript Y 13 (TTY13), mRNA 


NM 031930 


Homo sapiens testis transcript Y 12 (TTY12), mRNA 


NM 031929 


Homo sapiens testis transcript Y 1 1 (TTYl 1), mRNA 


NM 031927 


Homo sapiens testis transcnpt Y y (1 1 Yy), mRNA 


NM 031926 


Homo sapiens testis transcript Y 7 (TTY7), mRNA 


NM_031925 


Homo sapiens transmembrane protein induced by tumor necrosis factor alpha 
(TMPrr), mRNA 


NM 031924 


Homo sapiens radial spoke protein 3 (RSP3), mRNA 


NM 031917 


Homo sapiens angiopoietin-related protein 5 (ARP5), mRMA 


NM 031948 


Homo sapiens marapsin (MPN), mRNA 


NM_031908 


Homo sapiens complement-clq tumor necrosis factor-related protein 2 (CTRP2), 
mRNA 


NM 031905 


Homo sapiens hypothetical protein MGC3 195 (MGC3 195), mRNA 


NM 031889 


Homo sapiens enamelin (ENAM), mRNA 
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iNiVl UZZ'f^ / 


Wi-^T-nr* C5»r*if»nc tonni QAmprncp-relateH fiiTiction T)rotein 4-2 (^XRF4-2V IXlRNA 1 


INlVi UOlHoJ 


TTomn cflnieriQ aliitamatp rirh WD reneat orotein GRWO fGRWDV mRNA 1 


INiVl Vj 1 ^o*f 


TTrtTTin QflntPTiQ hvnAflietical nmtein MGC4415 rMGC4415'i mRNA 1 


NM 031479 


Homo sapiens hypothetical protein MGC4638 (MGC4638), mRNA 1 


XTTVA f\1 1 AHA 

jNiVL_Ui 14/4 


WriTTiA C5»nipnc hvnnflipHral nrAfein mCF7Ti761G1913 (DKFZP761G1913\ 1 
■mUMA 1 


JNiVl UjI^OO 


WnmA canipnc: K^A A 1 nrntein CMGC4737'k mRNA 1 


XTTv>r 1 >i#^fi; 
JNJVL Uo140j 


Wrwmn canipnc Vi\mAtViPtiral nrntein MGPI '^^04 nVTGC13204'i mRNA 


xnvyl A'l 1 AA.A 
iNJV1__Uj 1h04 


TTr*mrk cQr^i^^nc Vi\mntViPtiral nrotPin MfrPl 1287 SlTnilar tO TlboSOmal DrOteill S6 1 


XTA/T H'^IA^O 
INIYI \ij LHDy 


TTattia caniPTi^ ^e<?trin 2 rSRS2'i mRNA 


"MM" 0*^14^^ 
iNiVL Vj LHDD 


PTrrtTin Qaniens hvnothetical nrotein DKFZd761F241 rDKFZP761F241), mRNA 1 


IN iVl yjD l^DJ 


Hnmn 'sanienq hvnothetical nrotein MGCl 1034 fMGCl 1034V mRNA 1 


"MIV/T O'^IAS? 
INIYI yjJlHJ^ 


Knmo <sanipn«; hvnothetical nrotein MGC2560 fMGC2560\ mRNA 1 


IN iVl 1 H*f 7 


Hrnno Qaniens KIAA1886 nrotein fDKFZP761I2123y mRNA 1 


"MTVyf 1 447 
INlVl yjj LHH / 


Wrtmo Qanipn<5 hvnothetical nrotein MGCl 303 3 nvIGC13033') mRNA 1 


XTX/T fk'^ 1 AAf\ 
iNlVi 14HO 


TTAtriA canipnQ hvnnthptiral nrotein PNAS-131 rPNAS-131^ mRNA 1 

XTUmU oa(Jidlo lljr JJULliv»LlV/tll |JXvtt>lXX X X^^T.u x x x^xxu x •/ x xxxx-^^ -^^ x ■ 


XTNyf Ci'XIA'Xn 
INiVi UJl*f^/ 


Wnmr* caniPTiQ hvnothptiral nrotein MGP 10823 nVIGC10823'> mRNA 1 


NM 031436 


Homo sapiens hypothetical protein MGC10612 (MGC10612), mRNA | 


JNM 


TJ^^rx eo«%4^nc ViA7v»r*tliPtipal nrotpin "nK'FZnS^>4T0479 rr>KF7P564I0422'^ mRNA 1 

jxoxno sapiens nypouiciiuai proicxii x-/jNjrz-»pju*Tivj*-r^z, v^x-/xnj. z^x ^kj^iaj't^^jl. x^uvx^onk. i 


NM 031430 


Homo sapiens rab interacting lysosomal protein (RDLP), mRNA 


XTTV jf 1 /IOC 

JnM 


TJ^«^in. onv^^A-no ViAn-fcrtfVkia+incil T^r/^f^i■n Mrif^lORl? rMrrf^ 1 OS 1 9"^ mRNA 1 

Monio sapiens nypoineiicai proicxn iviov^ivoiZi ^ivivjv-^iv/oiz.^, iiixxx^-fx ■ 


jNjVI U3 14Z3 


XJ<-kmi^ oQ-niiB-no Vii/i^/\f"k*»fi<^Ql T^rrwfpin MTTP'9T? rK!TTP9P^ mRNA 1 

jtaomo sapiens nypouieucai proicin iNur^iv yr^xjr ^r^jj imviNr^ i 


xnv if AO 1 /1 11 
NM_0314Zl 


Urx-m^ oom*/»nc K^rt^ntKptinal nrrttpin ni^F7'n4'^4H0 1 1 S rnTCF7P434H01 IS'i 1 
rlomo sapiens nypometicai proiein ur%jr 1 1 j \r-/rvjrz-it'+j*txxvx x-'^, i 

mPM A 1 


NM_031412 


Homo sapiens GABA(A) receptor-associated protein like 1 (GABARAPLl), 1 

IIlI\JN/\ 1 


NM 004637 


Homo sapiens RAB7, member RAS oncogene family (RAB7), mRNA 1 


JNM U3iZbJ 


XJrxt^r^ eoY^i^no TTKACi "hrtv troncprintion "fantor Xf^F-'^ ^Xf^F-'^^ mRNA 1 

rlomo sapiens riivivj-DOX iranoC/ripiion iduitir xy^c'^D \ i.\^r )y iiir\j.^r^ i 


XTA/T AO 1 OA'? 

JNM U313U/ 


TJrtnii-* co<ni«>nc Irirt-^rkf Vki^ti n Q 1 rimtpin FK'^O'^9 rPK'SrT'^9^ mRNA 1 

jtxOmo sapiens nypoineiicai proicin rr%.\^\jD^ ^itjvovjjx.^, iiir\j.>r^ ■ 


TvnVvf AO 1 OAC 

JNlVl_U3 IjUj 


WrkTMrt co-nipnc Vivnntliptipal nrntpin nKF7nS64Rl 162 rr)KF7P564Bl 162'^ 1 

irLomo sapiens nypuinciivai piuiciii i-/jN-r/jtpj\j*TiJi ^^x-xxvx. ^x. -/v-tjjx xv/^y, ■ 
mRNA 


XTTVif AO 1 OA 1 

JNJVL__U3 13U1 


WriTYirk coriipnc li\/nntViptir»al nrntpiTl "m^F7nS64r>0'^72 rDKFZP564D0372'i 

xxomo sapiens nypoinciioai pruicm iyx\-rz^p«.»u*Tj_/i/j / ^ ^juyxvx i/wtx^v** * -^jy 

mT?MA 
IIlxSJ.>-r\. 


XTTVif AO 1 1Q91 
JNIVI U31Zyo 


T-Trimri canipnc VivriAtViPtiral nrotpin MOP2Q6'^ rMGC2963^ mRNA 


INJVl \}j 1 J 


TTomo Qj^nipns; livnothptirnl nrotein DKFZn434G131 rDKFZP434G13 1\ mRNA 


NM_031292 


Homo sapiens hypothetical protein DKFZp434G1415 (DKFZP434G1415), 

mPM A 


JNiVl U31ZoO 


Wrvmrk coT>i<ane PAP_1 KinHincr nrntpin rPAPA-1^ mPNA 
xTOmO sapiens x-rVx-l UlllUIil^ piUldll \^x.rvx .r^-x )^ xixxvxNi^ 


JNJVI U:?lZo4 


Wnmn Qi^m'pnQ Viwinthptiral nrntpin r)KF7n434Bl 95 rDKFZP434B195'i XIlRNA 


JNIVL UjUy/Z 


TTnmn coT^ipnc Vi\mAt>iptiral nrotPin MOPS '^84 rMGC53S4^ mRNA 
Xxomu sapiens nyptniiciic/<ii pruicin xvi\jv-»-^-/o*t y^xvxvjv.**^ jot^, xxxxvx^xt. 


INiVl^U^ vi'U 1 


Tjfrkrnn ccinipnc Al-fartnrv rpppntor familv 7 5?ubfamilv A member 17 rOR7A17'). 

XTHJlllU OtflUidlO UlXttwlvliV IWwW^tvlXj XCXXXIXXj^ t y OLXfXCXXXXXXjr XXj XXXV/AAAVWX X # ^%_.rx.x. # X a. X * /a 

mRNA 


MM 017000 


Homo «;anienc; hvnothetical nrotein FIJ10079 fFLJ10079) mRNA 




Homo saniens hvnothetical nrotein MGC12904 (MGC12904y mRNA 

XXV/XXXV/ Oa.|^XwXXO IXjr !>' V/UXV«I>I WAl ^XV^IW*** xta^j Xi..' x x*«^ v— r y^xvx-^,^ -^i.^ x v '/j »x*».-»i* -»* ^ 


MM 0*^ 1 9 1 R 


Homo «;anienc; hvnothetical nrotein FLJl'^488 (TLJ12488') mRNA 


NM 031214 


Homo sapiens hypothetical protein AF31 1 304 (AF3 1 1304), mRNA 


NM 031210 


Homo sapiens hypothetical protein DC50 (DC50), mRNA 


NM 031207 


Homo sapiens hypothetical protein HT036 (HX036), mRNA 


NM 007013 


Homo sapiens WW domain-containing protein 1 (WWPl), mRNA 


NM 030897 


Homo sapiens hypothetical protein FLJ21617 (FLJ21617), mRNA 


NM 030978 


Homo sapiens hypothetical protein similar to actin related protein 2/3 complex. 



281 

BNSDOCID: <WO 03074e54A2.L> 



wo 03/074654 



PCT/US03/05028 





subunit 5 (MGC3038), mRNA 


NM__030971 


Homo sapiens similar to rat tricarboxylate carrier-like protein (BA108L7.2), 

mRNA 


NM_030965 


Homo sapiens similar to sialyltransferase 7 ((alpha-N-acetylneuraminyl 2,3- 
betagalactosyl-l,3)-N-acetyl galactosammide alpha-2,6-sialyltransferase) E 
(MGC3 184), mRNA 


NM 030960 


Homo sapiens sperm acrosome associated 1 (SPACAl), mRNA 


NM_030958 


Homo sapiens organic anion transporter polypeptide-related protein 4 
(OATPRP4), mRNA 


NM 030952 


Homo sapiens hypothetical protein DKFZp434J037 (DKFZP434J037), mRNA 


NM_030940 


Homo sapiens hypothetical protein MGC4276 similar to CG8198 (MGC4276), 
mRNA 


NM 030937 


Homo sapiens hypothetical protem hCLA-iso (HCLA-ISO), mRNA 


NM 030929 


Homo sapiens hypothetical protein FKSG28 (FKSG28), mRNA 


NM 030921 


Homo sapiens hypothetical protem DC42 (DC42), mRNA 


NM_030917 


Homo sapiens hypothetical protein DKFZp586K0717 (DKFZP586K0717), 
mRNA 


NM 030915 


Homo sapiens hypothetical protein DB^FZp566J091 (DKPZP566J091), mRNA 


NM 030914 


Homo sapiens hypothetical protein MGC2668 (MGC2668), mRNA 


NM 030907 


Homo sapiens hypothetical protein MGC1073 1 (MGC1073 1), mRNA 


JNM U3Ub95 


Homo sapiens hypothetical protem FLJ14129 (FLJ 14129), mRNA 


NM 030891 


Homo sapiens leucine-rich repeat-containing 3 (LRRC3), mRNA 


NM 030755 


Homo sapiens thioredoxin domam-contammg (TXKDC), mRNA 


NM 030819 


Homo sapiens hypothetical protein MGCl 1335 (MGCl 1335), mRNA 


XTTi if /\'^/\01 il 

NM 030814 


Homo sapiens hypothetical protein GL012 (GL012), mRNA 


NM 030810 


Homo sapiens hypothetical protein MGC317S (MGC3178), mRNA 


NM_030804 


Homo sapiens hypothetical protein DKFZp434E2135 (DKFZP434E2135), 

._T> XT A 

mRNA 


NM 030794 


Homo sapiens hypothetical protein FLJ21007 (FLJ21007), mRNA 


NM 030759 


Homo sapiens nuclear receptor binding factor-2 CNRBF-2), mRNA 


NM 030795 


Homo sapiens stathmin-hke 4 (STMN4), mRNA 


NM 020909 


Homo sapiens KIAA1548 protein (KIAA1548), mRNA 


NM 01o023 


Homo sapiens hypothetical protem FLJ10201 (FLJ10201), mRNA 


NM_023009 


Homo sapiens macrophage mynstoylated alamne-nch C kinase substrate 
(MACMARCKS), mRNA 


NM 025230 


Homo sapiens hypthetical protein PR02389 (PR02389), mRNA 


NM 025222 


Homo sapiens hypothetical protein PRO2730 (PRO2730), mRNA 


NM 025170 


Homo sapiens hypothetical protein FLJ12987 (FLJ 12987), mRNA 


NM 024681 


Homo sapiens hypothetical protem FLJ12242 (FLJ12242), mRNA 


NM 024928 


Homo sapiens hypothetical protein FLJ22559 (FLJ22559), mRNA 


XTX >r A 1 C T o 

NM_0 17578 


Homo sapiens AKAP-bindmg sperm protein ropponn (DKFZp434B1222), 

.-^T) XT A 

mRNA 


XTA/r A'5 AiT /I O 

NM 030642 


Homo sapiens apolipoprotem L, 5 (APOL5), mRNA 


JNlVl 024Mi 


Homo sapiens FYVE and coiled-coil domain contaimng 1 (FYCOl), mRNA 


XTX >r A o A o 1 
JNM 030621 


Homo sapiens helicase-moi (KIAA0928), mRNA 


INM 030o41 


Homo sapiens apolipoprotem L, 6 (APOL6), mRNA 


NM 025190 


XlvlliWJ aa^Awiio x^JLTxrV 1 D*+ i prOlcin ^^JSJ-rVjrt. i OH 1 ), ITlX\J.N/\ 


NM 025040 


Homo sapiens hypothetical protein FLJ21941 (FLJ21941), mRNA 


NM 030613 


Homo sapiens hypothetical protein FLJ21628 (FLJ21628), mRNA 


NM 024820 


Homo sapiens KIAA1608 protein (KIAA1608), mRNA 


NM 018015 


Homo sapiens hypothetical protein FLJ10178 (FLJ10178), mRNA 


NM 024762 


Homo sapiens hypothetical protein FLJ21603 (FLJ21603), mRNA 
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JNJVi uz4jzy 


rioiiio Sapiens nypoincLicai proicin ivivj\^*t-?*Tx» y^ivj.xjv-'-rj-T^^, i 


JNM. UZ4Uo / 


WrvTTin cQr%i#»nc Fil^TPyp^i^^AT OS^9 nrntHn fDKFZP564L0862^ mRNA 1 

rlOinO Sapiens l^JSJrZ*i jOHJUvOOZ piOlClli ^j^x^j. z-iX ^yjTj^x/KJVj^jy hixx-i-n^-v I 




Ui^-mrk co-ni^nc r»t./+/\nlocinir» Tirklx/a/li^nvlfltinTi element binding orotein CCPEB1\ 1 

XXOlliU dapidlo UytUpidolSUw W\JiytL\X^liy l€i\'i*Jii wiviii.wxi, vuiuaxj^ ^A\j*.\^i*M. \v^-»- ■ *■ /9 1 

mixiN A 1 


IN iVl UZ J U OH 


WnmA QfrnipriQ Vivnothetiral nrotein F"LJ2'^795 fFLJ22795\ ITlRNA 1 


iNiVJL UZjUyU 


TTattia QnnipTiQ KTAAMS'^ nrotein (VAAA\AS^\ mRNA 1 


INIVI V^Hyjy 


WrfcTn A Qflni f*n q h vnnthpti cal nmtein FUr2 1918 fPL J2 1918") mRNA 1 


JNJVI KJ^HyXJj 


WrfcTTiA C5inif»nc VivnAthetiral nrotein FT T14297 rFLJ14297'i mRNA 1 


MIV/T CiOAlQ'X 
rNlVl uz*+ / 


Momo <:anipn«; TCTAAOM'^ nrotein rKTAA0643^ mRNA 1 


INlVl vZ'f / 1 o 


TTomo canipnQ Tivnothptiral nrotein FT TlOlOl TFLJlOlOn mRNA 1 




TTomo «;aniens DKFZP564P1916 nrotein (DKFZP564P1916\ mRNA 1 


IN IVL UZ3io!i^ 


Homo cftnipnQ hvnotVietical nrotein FI.J 13659 rFLJ13659') mRNA 1 


NM 025021 


Homo sapiens KIAA06 1 6 protein (KIAA06 1 6), mRNA 1 


JNJVI \)ZD\)l\J 


Wnmrfc c5»r%ipTic T^TA A070S nrotpin nCTAA0795^ ml^NA 1 


INiVl Uz4oy4 


TJ/%-rvkrk coni<»Tic Vix/nrktViAftr^al nrrfctpin FT T1/107S (V\ T1407S'^ mRNA 

riomo Sapiens nypouieiicai protein r* i^ru / j itu / jj^ huvi'nx^ ■ 


JNJVI U/4o4U 


TJrkTvi/^ canimc V4\/T^ri+Vi*»tir*«il nrotPiTl FT Tl '^SOO rPT Tl^SOO"^ mRNA 1 

xxomo Sapiens nyputnciiuai proicm r \.jjz/\j \^j/x-»ju-f^v^j iju.vj.Nirv i 


JNJVI UZ2/oZ 


XTr^i-rti-i c»of-»ii:»no '\A i-iVioc** r\Vir*<rr\Virwr»rritf*in Q ^^^^^^-TOSPTTQ^ mRNA 1 

xiomo sapiens ivi-pnase pnospnoproLciii y \^iviirxxv-^ijx xx:7^, iiuAj.^-rv i 


JNiVL_Ul /D JO 


TJr^-mrt eo-ni^nc Vi\/r*rkf>if»fir*i>l T-»-rrkt^»iri Vi[CX*7r\A'\A\ ORSO rr>TCF7n4'^4L0850'i 1 
jtiomo sapiens nypouieucai proiein 3^£%Jl: £jp^D*-ri-»\jo^\j \^jl/jvx. z-jp*t-?'txj\/o«/v/^, i 

TnUTsTA 1 

mixiN/\ I 


xnvA en 

JNJVI UjUDoU 


WrtTTio carkipnc li\n-*otliPtipal nrotein 'MC^\CiS10 CMC\CA0S2(f) mRNA 1 
XxOlllO oapicnb ilj'puillCLlval piULdll xvivjv-' i\/«JiS»v/ ^xvxvjv_' i v/^^'^v/^, iiij.\-x->i-t x ■ 




Ui^-mr* cQ-n-i^ario ■rkVir4CT%Vir*r\'rr\t^in r^'Cnili^tpH \wj TnitOO^Pnifi natVlWaVS fC81^ W^- HlK-NA. 1 

XTtmiO odpidlo piUJopilUpi vHClll 1 WgUloLlt/VJ \jy HllLV/gt.ill\^ I^O-LIA WCAjr O y^^-VIA ^* ». 1 


MM 030581 


Homo sapiens hypothetical protein FLJ12270 (FLJ12270), mRNA 


INiVl UiUD / / 


xxomo sapiens nypoinencai proiem }yi\j\^L\jyyD \iyx\j\^ j iiuxi^r^ i 


NM UiUD/O 


jbLomo sapiens nypoinencai protein ivivji^iusfoo \^ivivjv^iu:7ovj^, nuviNrY i 


NM UiUD /d 


riomo sapiens nypoinencai proiem iviutv-^iujjh- ^ivivj\^iwjj>*t^, nuvi^/^ ■ 


NM UJU^ /z 


oon^^no Vl^Tr\f\iV^e^f^^^r:k^ r\r-r\^e^\-n \AC^C^ \ C\QAf\ C\AC\C^ C\^Afi\ mRNA 1 

jriomo sapiens nypotneiicai proiem ivivjv-/'iv27*+v? \iyi\j\^ )^ iixivi^.r^ i 


XTTv yr AiA^m 
NM_UJUj / 1 


xj/^<rv«i-k o4-r>-iA-ne< i\-«mrkfl-ko4-ir»ol i-fct-n+iaiTi '\AC^C*y (\Q0 A ciTnilnr to "NJpHH4 \ArW-hin<line^ 1 
xxomo sapiens nypoinencai protein xvivj^iv3^z'+ aiiiiiiai lu iNcu.w+ w w uiixumg i 

proiem d ^ivivj^ivs^zHy, itixvin/a. i 


INiVl U^UJOi/ 


TToTno cflnipnQ hvnAtViPtiral nrotein MGPl 0848 rMGC10848'^ mRNA 


INiVl V/3UJOO 


FTomo Qanien*! hvnothptiral nrotein MGC10818 CMGCIOSIS") mRNA 1 


IN iVl U J U-> O / 


Womo QanipnQ hvnothptical nrotein MGC 10772 nVlGC10772'i mRNA 1 


INJVl UZ^ lOH- 


TTomo Qnnien<5 TCTA A0999 nrotein rKIAA0999'^ mRNA 


NM 025132 


Homo sapiens K1AA1638 protein (KIAA1638), mRNA 1 


XTN/T OO/t/^^C 
iNlVl VZhOOo 


WriTYirt ooT^imc Vi\mntVip»tiri:»l nrotpin FT 1909 RR fFT T909R8^ mRNA 1 

xromo sapiens nypoinciic-ai pruiciii jrjuj^w-i*oo v.-*- jlai^v/^oo^, iiixvx^.n. i 


JNJVI UZ4D4/ 


WrtTYirt canimc l^TA A0Zl<^7 nrotein nCTAA0467'i mRNA 1 

riomo Sapiens jsj-tv/vuho/ protciii ^x^j.tv/a.v/'tu / )y iiuvi^irx i 


NlVl U 1 o'l' 1 o 


xxomo sapiens nypomciiwai prutciii ^^nojL/- ^ . i )y huvin./^ i 


JNiVl UZOioZ 


WoTYirk cor^if^nc ■h\/r4r\t>i<:>tif*5»l nrrktein FT Til S^O ^FT Tl 1 560^ mRNA 1 

jCxomo sapiens nypoinciiuai pruiciii r jl^j 1 1 jvjv v^jtx^j i iiix\j.Nr^ ■ 


iNiVl__^UZj lOo 


T4"rw*v»rk co-n-i^-nc TAP (Ae^wnk-nf^^r^nVi Tf^TiPJitQ nnrl PT^7^ anH nO PF)Z nrOtein ^LANOV 1 
XxOmO sapiens X^/Vir ^iCl*t>lIlC— IIL^II ICpeato ollU x X-/Z-»y aiiu. x x^^ ^xvivi/xxx \^x-»x^j.iv,^yj 1 

mRNA 


"MM" 09S0R1 


Homo QanipnQ "ICTA A 1 "^0^ nrotein nCTAA1305'i mRNA 1 




Homr* QnnipnQ IpiiPinp-ripVi renpat-nontaininff 2 rLl^R^C2 1 mRjNA 1 


IsJTV/T 09^9/=^^ 
INIVJL UZjZDO 


Hr^mrk cnnieriQ Vi\mntliPtiral nrotpin MGC97R0 rMGG2780^ mRNA 1 


IN IVl UZJZOJ 


TTnmn QanienQ hvnothptiral nrotein 'MGCIllfi CMGCP11G\ mRNA 1 


TvlA/f 09^9^A 
IN IVl vZ J ZO*T 


Hrfc-r^-ir* coT^i^»rlc ViA/nrfctVietinQl rirotein "MGCOA^A /'1V4G(^94S4^ mRNA 1 

xxomo sapiens nyptunciiwai piutciii ivxvjv^^*t*j't \ivj.vj\»^z.*t«j*t^j iiix\ji^.n. i 


xTTV/f 09^947 
INIVI UZ3ZH/ 


HrkTYir^ ci>T-»i<anc Vk\/rvr*tl-iptirial nrnfpin ^GO^f^Ci^ C\AGC^f\M^ mRNA 1 

jxomo sd-pienb nypomcLit/ai piuiciii iyi\jVw»jv>v/ i \^ivxvj^-/v^v/ 1 iiixvi^r^ ■ 


xTN/f 09S94<^ 


Homo QanieriQ hvnotViPtiral nrotein MGr'39QS rMGP3295'^ mRNA 1 

XxOIIMJ oapidio XljrpkllxlCUwal piV/Ldli ivxvjv^j^^»j y^xvxvj /j ixxxvx^.n. i 


MM 025234 


Homo saoiens recombination nrotein REC14 fRECI4\ mRNA 


NM 025221 


Homo sapiens calsenilin-like protein (CALP), mRNA 1 


NM 025207 


Homo sapiens hypothetical protein PP591 (PP591), mRNA 


NM 025204 


Homo sapiens hypothetical protein PP2447 (PP2447), mRNA 


NM 025203 


Homo sapiens hypothetical protein FLJ21945 (FLJ2I945), mRNA 


NM 025199 


Homo sapiens hypothetical protein FLJ20886 (FLJ20886), mRNA 
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NM_025197 


Homo sapiens hypothetical protein FLJ 13660 similar to CDK5 activator-binamg 
protein C53 (FLJ13660), mRNA 


NM 025187 


Homo sapiens hypothetical protein FIJI 2076 (rLJ 12076), mRNA 


NM 025184 


Homo sapiens hypothetical protein FLJ22843 {FLJ22843), mRNA 


NM 025181 


XT t xl^ 1 * T7T TOO A A /I /T7T TOO A A /I \ i..T>XT A 1 

Homo sapiens hypothetical protein FLJ22004 (rLJ22U04), mRNA 


NM 025163 


Homo sapiens hypothetical protein FLJ 12768 (FLJ 12768), mRNA 


NM 025159 


Homo sapiens hypothetical protein FLJl 1577 (FLJ11577), mRNA 


NM 025157 


Tx 1 ^1 1 T7T TOOAyfO /T?T TOOA/fOX —w.Ti'K.T A 1 

Homo sapiens hypothetical protem FLJ23042 {FLJ23042), mRNA 


NM 025155 


TT 1^ "L ^x"L-^xJ-^^1 ^^L^ T7T Tl 1 OAO /TCT Tl 1 0>10\ «mT>XTA I 

Homo sapiens hypothetical protein FLJ 1 1 848 (FLJ 1 1 o46), mRNA 


NM 025152 


TT 1^ ^ _1 T?T TIO^^A /T7T Tl O^^A\ •m^T^'K.T A 1 

Homo sapiens hypothetical protem FLJ12660 (FLJ12660), mRNA 


NM 025150 


TT l- ^aI-^x^^^I ITT T10COO /TDT T10COO\ .mT^XT A I 

Homo sapiens hypothetical protein FLJl 2528 (FLJ 12526), mRNA 


NM 025147 


Homo sapiens hypothetical protem r LJ 1344o (FU 1 3448), mRJNA 


NM 025146 


T T * t_ 1 X • T?T T 1 1 A /I /T7T T 1 "5 1 A y1 \ ..^T) XT A 1 

Homo sapiens hypothetical protein FLJ13 194 (FLJ13194)5 mRNA 


NM 025145 


TT 1_ x"L 1 T?T TOOA>l>1 /TC7T TOOAvl >l\ ..^mT^XT A 1 

Homo sapiens hypothetical protein FLJ22944 (FLJ22944), mRNA 


NM 025143 


Homo sapiens hypothetical protem FLJ20856 (FLJ20856), mRNA 


NM 025140 


TT • "L xt_ a' 1 x^ * T?T TOO/ni /TI?T TOO/fTlX ■ . -. T> "N T A 1 

Homo sapiens hypothetical protein FLJ22471 (FLJ22471)3 mRNA 


NM 025139 


Homo sapiens hypothetical protein FLJ12584 (FLJl 2584), mRNA 


NM 025134 


XX -I ^1 1 X * T^T T10 1*70 /T?T T10 100\ - _ T%XT A I 

Homo sapiens hypothetical protein FLJ1217S (FLJl 2 178), mRNA 


NM 025133 


TT ^x1- ^a.—^ "CT Tl 0^*70 /TDT Tl OiCTiN maT>XTA i 

Homo sapiens hypothetical protein FLJ12673 (FLJ 12673), mRNA 


NM 025130 


TT 1 x1 x' 1 X * T~«T TOOT/TI /T~*T TOO'^/TIX "TfKT A 1 

Homo sapiens hypothetical protein FLJ22761 (FLJ22761), mRNA 


NM 025129 


XT * 1 x1 x' 1 X • T^T T^'^/TOCl /T~»T TOO /TO OX _ _ T^ X T A *' 1 

Homo sapiens hypothetical protein FLJ22688 (FLJ22688), mRNA 


NM 025118 


Homo sapiens hypothetical protein FLJl 33 10 (FLJ 133 10), mRNA 


NM 025115 


Homo sapiens hypothetical protein FLJ23263 (FLJ23263), mRNA 


NM 025113 


-1 ilj'l 1^ ' T^T T<X t C ^ /*T^T T<X 1 ^ /^'X \ T^ X T A 1 

Homo sapiens hypothetical protem FLJ21562 (FLJ21562), mRNA 


NM 025112 


Homo sapiens hypothetical protein MGCl 1 349 (MGCl 1349), mRNA 


NM 025108 


•WW 1 j1 J ■ 1 i ' T^T Tl T ^T^T Tl O T>XT A 1 

Homo sapiens hypothetical protem FLJl 3 909 (FLJl 3909), mRNA 


NM 025107 


T -r l X* T^T T^ 1 V^rt ^l''T TO 1 *X ^ rW ——TX X^T A 1 

Homo sapiens hypothetical protein FLJ21269 (FLJ21269), mRNA 


NM 025105 


XT 1 xlxJI --x' T7T T 1 O y1 A A iO^T T 1 O /I A A\ T> -V T A 1 

Homo sapiens hypothetical protein FLJ12409 (FLJ12409), mRNA 


NM 025104 


TT 1 x.l_ x* 1 ^x T^T Tl OAOT /"T^T Tl T AOO\ «T>XT A 1 

Homo sapiens hypothetical protem FLJ13087 (FLJ13087), mRNA 


NM 025103 


Homo sapiens capillary morphogenesis protein 1 (CMCjI), mRNA 


NM 025100 


TT _ 1_ x-t^.x^^^l ^^4.^1 T?T Tl OOA>l Tl OOAyl\ «m1DXT A 1 

Homo sapiens hypothefacal protein FLJ 12294 (FLJ 12294), mRNA 


NM 025093 


TT 1 x1 x' 1 X ' T^T Tl 1 00*^ /T^T Tl 1 OOTX T\XT A 1 

Homo sapiens hypothetical protein FLJl 1827 (FLJl 1 827), mRNA 


NM 025092 


TT !_ x-l- xJ 1 T7T TOO^O^ /T?T TOO/TICX -i*^T>XT A 1 

Homo sapiens hypothetical protem FLJ22635 (FLJ22635), mRNA 


NM 025088 


TT ■ 1 xt x* 1 X • T^T T1 O O /I 1 /T'T T1 O O /I *1 \ T>TvT A 1 

Homo sapiens hypothetical protein FLJl 3241 (FLJl 3241), mRNA 


NM 025087 


TT "1 x1 x' 1 X * T^T TO 1^11 /T7T TO 1 C 1 1 \ T^X T A 1 

Homo sapiens hypothetical protein FLJ2 1511 (FLJ2 1511), mRNA 


NM 025082 


TT 1 xlx'l ^x_ ■ T^T Tl O 1 1 1 /TTT T 1 O 1 1 IN — «-.T> XT A 1 

Homo sapiens hypothetical protein FLJ13 1 1 1 (FLJ13 1 11), mRNA 


NM 025075 


TT * x1 x' 1 J T7T TOOvl/l^ /T7T TOO/tyl^^ T'fcXT A 

Homo sapiens hypothetical protein FLJ23445 (FLJ23445), mRNA 


NM 025074 


TT _ 1_ x.!- T7T TOO AO 1 /T7T TOOA01\ *«T>XTA 

Homo sapiens hypothetical protein FLJ22031 (FLJ22U3 1), mRNA 


NM 025073 


TT ^ ' _ — l- x'L x^ _1 _x_- T7T TO 1 1 /T^T TO 1 1 /TO'X maT^XT A 

Homo sapiens hypothetical protein FLJ21 168 (FLJ21 lob), mRNA 


NM 025071 


TT^ ^ ^^^l 1_ ^x1- -.X- -.^1 T7T Tl O 1 A A /T7T Tl O 1 AA\ «-k«*T>XT A 

Homo sapiens hypothetical protein FLJ 12190 (FU 1/19U), mRJNA 


NM 025069 


TT _ ■!_ xl x^ 1 ' T^T Tl vtOAA /T7T Tl /10AA\ ..^T^XTA 

Homo sapiens hypothetical protein FLJ 14299 (FLJ 14299), mRNA 


NM 025067 


TT xl x^^l ^x-^' T^T Tl jl 1 Ai^ /Tj T Tl A t A^\ - - T»x T A 

Homo sapiens hypothetical protein FLJ1410o (FLJ14106), mRNA 


NM 025064 


TT 1 x1 x' 1 X * T^T T'^O /'/^ /~T?T TOT^A>l\ 1XXT A 

Homo sapiens hypothetical protein FLJ23604 (FLJ23604), mRNA 


^ ^ ^x ^> ^x ^ ^x 

NM 025063 


XT 1 At A ' ^ a" t^t t^ ^ ^ /"t^T TOO C ^ /W T^XT A 

Homo sapiens hypothetical protein FLJ23550 (FLJ23550), mRNA 


NM 025059 


TT • 1 ^1 X* 1 X * T^T T*^*^*^^^ /~r?T TOOOA^\ T^ X T A 

Homo sapiens hypothetical protem FLJ23305 (FLJ23305), mRNA 


NM 025057 


fiomo sapiens nypotneticai protein ri^Z3io7 {^rLnSj^j loy)^ mtvLN/\ 


NM 025056 


Homo sapiens hypothetical protein FLJ23185 (FLJ23185), mRNA 


NM 025052 


Homo sapiens hypothetical protein FLJ23074 (FLJ23074), mRNA 


NM 025049 


Homo sapiens hypothetical protein FLJ22692 (FLJ22692), mRNA 


NM 025048 


Homo sapiens hypothetical protein FLJ22684 (FLJ22684), mRNA 


NM 025047 


Homo sapiens hypothetical protein FLJ22595 (FLJ22595), mRNA 
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NM 


025045 


Homo sapiens nypotnetical protein fJLJZzdoz j-.jzzoozj, nuuN/v 


NM 


025031 


Homo sapiens nypoineticai proiem rJLJziu/j ^^rjL»jziu/ jj, iilcvj.n/v i 


NM < 


025030 


Homo sapiens nypotnetical protein rx^jzvy / z \^ri^z.\jy i z-^ uusj.n/\ i 


NM 


025026 


Homo sapiens nypotnetical protein ri-J i^iu/ ^Jtljihiu/j, uikina 


"X TX It 

NM 


025025 


Homo sapiens nypotnetical protein rLiJ i*nuu i^r jlj luu^, hikjn/v 


"V TX *■ 

NM 


025024 


Homo sapiens nypotnetical protein ri^J i4Uttz ^^r J-J i wozj, TnKi\/\ 


NM 


025023 


Homo sapiens nypotnetical protein rLJ i^uoy ^^rJLJ i^fuoyj, nusjN/^ i 


NM 


025019 


Homo sapiens iiKely ortnolog oi mouse tuDuiin aipna *\ \r\^ i^2^*fuj, rnxviNrv 


NM 


025012 


Homo sapiens nypotnencai protein rJLJ i j i\yy \t\^ vd 'oy)y nuvJN/v 


NM 


025009 


Homo sapiens nypotnetical protein r i^J i joz i \^ri^ uoz x j, miviN a 


-v. Tfc K 

NM 


025008 


Homo sapiens nypotnetical protein ri^J i j {^rL,j idd^), itixuna 


NM 


025006 


Homo sapiens nypotnetical protein rL.j ldd /d (^ri^jij^/jj, itikjn a 


NM 


025004 


Homo sapiens nypotnetical protein Jr 1 32 1 5 (rLJ 1 3Z i d j, mKJNA 


Tw. TX K 

NM 


025003 


Homo sapiens nypotnetical protein ri-J i J loo (^rL^j i^ loo;, TnKiN/v i 


NM 


025002 


Homo sapiens nypotnetical protein rUlJlo2trJLJi3 io2j, mKiN/v 


NM 


025001 


Homo sapiens nypotnetical protein r j^j i j iuj (^jtjlj i:> iudj, ruKiN/v 


NM 


025000 


Homo sapiens nypotnetical protein ri-.J ijuyo ^ri^j iDvyo), nuviN/v 


"V TX M 

NM 


024997 


Homo sapiens hypothetical protein r JLJ 12000 {^rL,j izooo;, niKJN/\ 


NM 


024993 


Homo sapiens nypotnetical protein rJLJ iZDoo {^rx^ izDOoj, mi\jN/v 


NM 


024992 


Homo sapiens hypothetical protein rLJ 1254/ (^r j^j 1254 / itlkjn/v 


NM 


024989 


Homo sapiens hypothetical protein rLJ 123 / / (rL.J iz^ / / mKJNA 


NM 


024988 


Homo sapiens hypothetical protem rLJ 12355 (Jt*J_Jl2355j5 mKJNA 


NM 


024986 


Homo sapiens hypothetical protein Jb U 1233 1 (rU 1233 1 J, mKJNA 


NM 


024980 


Homo sapiens hypothetical protem rU 12132 (rU 12132), mKJNA 


■x "m K 

NM 


024979 


Homo sapiens hypothetical protem 12122 (rLJ 12122), mKJNA 


NM 


024978 


Homo sapiens hypothetical protein ri^J 12121 (JrJ-»Ji2izi), niKiN/\ 


NM 


024971 


Homo sapiens hypothetical protem rUll/2o(rl^ii/2oj, niKJN a. 


NM 


024970 


Homo sapiens hypothetical protein rLJ 1 1 /22 (rLJ 1 1 /22;, mKJNA 


NM 


024969 


Homo sapiens hypothetical protein rLJ 1 1 /U3 (^rLJ i i /U3), mKJNA 


NM 


024966 


Homo sapiens hypothetical protein ri^Jl i5yo ^ri^J i i5yo), mrUNA 


NM 


024961 


Homo sapiens hypothetical protem rJLJii3/utrJLJii3/u;, mruNA 


TwTX If 

NM 


024959 


Homo sapiens hypothetical protein rL^zzz^:y (^rJLJ2z233 j, niKjN/\ 


NM 


024957 


Homo sapiens hypothetical protein rL,j22ooo (^ri^jzzooo), itusjna 


NM 


024955 


Homo sapiens hypothetical protein rL^jZj:iZZ (rL.jZ^^zz), misJNA 


NM 


024954 


TT i.-.~kA4-'UA4^ Mo-A^-A^v-k T7T TI 1 cm rex Til cn'7'\ ml? "MA 

Homo sapiens hypothetical protem rL»J l l<su / (ri^ i lou /), mjKJNA 


NM 


024952 


Homo sapiens hypotneticai protein rL^JZvyjV (^ri^jzuyju), imsaN/v 


NM 


A'^ /I OCA 

024950 


Homo sapiens nypotnetical protein rLJizoyi i^rLJ izoyi), iiu\jn/\ 


NM 


AOyt A/1 A 


rlomo sapiens nypotnencai proiem rL^JZZKJzy \^r]u,jj,j,\j^y ), iiusjmj\ 


TV TTV X 

NM 


AO /I A /I O 

02494b 


Homo sapiens nypotnetical protein ri^ I33y / \^Jri^j i33y / j, iiikj.n/\ 


NM 


024946 


TJ^i^-M-.^ U-«P.^rx4-l«A4^!i^n1 •n-r-in.i-aiv. TTT TO 1 TOO /TTT TO 1 'TOQ^ ml? "MA 

Homo sapiens nypotnencai protein fLJZl lyy \^J:*j-.j-ii /yy)', iiuvln/\ 


"KTTV K 

NM 


AO >1 A>1 C 

024945 


Homo sapiens hypothetical protein rL/J i2ooo (^ri^j izooo), iiikj.n/v 


NM 


024943 


Homo sapiens hypothetical protem rL.3ZiZ5j [j:*Lj^Z5Zdo)^ mxUNA 


NM 


rvo A r\ A r\ 

024940 


TT^ ^ t.^ y-^^'U »4~J «^-^^4-a4->i CT T01A1/1 /TTT TO 1 A1/l\ mP'M^A 

Homo sapiens nypotnetical protem rLJ21U34 (rl-»J2lU34), imuNA 


NM 


024937 


TT^ ^ .^^i^^^ t a\- - 1 — —4.— T7T TI OAOA /TTT TI O000'\ -ml^^TA 

Homo sapiens hypothencal protein rL.J1292y \rL,MZyZy)^ misJNA 


"kttv X 

NM 


rvo yi rto ^ 

024936 


TT^ ^ 1%- P^^4-V>«4« «^-«.A4-»i-M "CT T01A0/1 /TTT T01^04^ mPTSJA 

Homo sapiens hypothetical protein rl^J23U24 (rL.J23UZ4;, mi\jN a 






xXOmO od-piCIld rijr|J\JLilCLlL/al ]Ji\/lCXIl 1^ 4.U X. 1^ jL-iJ^j X liu-vj. 


NM 


024927 


Homo sapiens hypothetical protein FLJ21019 (FLJ21019), mRNA 


NM 


024926 


Homo sapiens hypothetical protein FLJ12571 (FLJ12571), mRNA 


NM 


024923 


Homo sapiens hypothetical protein FLJ22389 fFLJ22389), mRNA 


NM 


024922 


Homo sapiens hypothetical protein FU21736 (FLJ21736), mRNA 


NM 


024921 


Homo sapiens hypothetical protein FrJ22792 (FLJ22792), mRNA 
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NM 024916 


Homo sapiens hypothetical protein FLJ22814 (FLJ22S14), mRNA 


NM 024915 


Homo sapiens hypothetical protein FIJI 3782 (FLJ13782), mRNA 


NM 024913 


Homo sapiens hypothetical protein FLJ21986 (FLJ21986), mRNA 


NM 024912 


Homo sapiens hypothetical protein FLJ14327 (FLJ14327), mRNA 


NM 024910 


Homo sapiens hypothetical protein FLJ12700 (FLJ12700), mRNA 


NM 024902 


Homo sapiens hypothetical protein FLJ13236 (FLJ13236), mRNA 


NM 024901 


Homo sapiens hypothetical protein FLJ22457 (FLJ22457), mRNA 


NM 024899 


Homo sapiens hypothetical protein FLJ12542 (FLJ12542), mRNA 


NM 024895 


Homo sapiens hypothetical protein FLJ23209 (FLJ23209X mRNA 


NM 024892 


Homo sapiens hypothetical protein FLJl 1700 (FLJl 1700), mRNA 


NM 024891 


Homo sapiens hypothetical protein FLJl 1783 (FLJl 1783), mRNA 


NM 024888 


Homo sapiens hypothetical protein FLJl 1535 (FLJl 1535), mRNA 


NM 024887 


Homo sapiens hypothetical protein FLJl 3 102 (FLJl 3 102), mRNA 


NM 024884 


Homo sapiens hypothetical protein FLJ12618 (FLJ12618), mRNA 


NM 024883 


Homo sapiens hypothetical protein FLJ22202 (FLJ22202), mRNA 


NM 024881 


Homo sapiens hypothetical protein FLJl 4251 (FLJl 4251), mRNA 


NM 024876 


Homo sapiens hypothetical protem FLJ12229 (FLJ12229), mRNA 


NM 024S75 


Homo sapiens hypothetical protein FLJ12921 (FLJ12921), mRNA 


NM 024872 


Homo sapiens hypothetical protein FLJ22570 (FLJ22570), mRNA 


NM 024871 


Homo sapiens hypothetical protein FLJ12748 (FLJ12748), mRNA 


NM 024869 


Homo sapiens hypothetical protein FLJ14050 (FLJ14050), mRNA 


NM 024868 


Homo sapiens hypothetical protein FLJ14124 (FLJ14124), mRNA 


NM 024866 


Homo sapiens hypothetical protein FLJ21 135 (FLJ21 135), mRNA 


NM 024865 


Homo sapiens hypothetical protein FLJ12581 (FLJ12581), mRNA 


NM 024863 


Homo sapiens hypothetical protein FLJ21 174 (FLJ21 174), mRNA 


NM 024862 


Homo sapiens hypothetical protein FLJ13962 (FLJl 3962), mRNA 


NM 024860 


Homo sapiens hypothetical protein FLJ2114S (FLJ21148), mRNA 


NM 024857 


Homo sapiens hypothetical protein FLJ12735 (FLJ12735), mRNA 


NM 024855 


Homo sapiens hypothetical protein FLJ12785 (FLJ12785), mRNA 


NM 024854 


Homo sapiens hypothetical protein FLJ22028 (FLJ22028), mRNA 


NM 024852 


Homo sapiens hypothetical protein FLJ12765 (FLJl 2765), mRNA 


NM 024850 


Homo sapiens hypothetical protein FLJ2145S (FLJ21458), mRNA 


NM 024849 


Homo sapiens hypothetical protein FLJ14126 (FLJ14126), mRNA 


NM 024846 


Homo sapiens hypothetical protein FLJl 1710 (FLJl 1710), mRNA 


NM 024845 


Homo sapiens hypothetical protein FLJ14154 (FLJl 4 154), niRNA 


NM 024844 


Homo sapiens hypothetical protein FLJ12549 (FLJ12549), mRNA 


NM 024843 


Homo sapiens duodenal cytochrome b (FLJ23462), mRNA 


NM 024838 


Homo sapiens hypothetical protein FLJ22002 (FLJ22002), mRNA 


NM 024834 


Homo sapiens hypothetical protein FLJ13081 (FLJl 3081), mRNA 


NM 024833 


Homo sapiens hypothetical protein FLJ23506 (FLJ23506), mRNA 


NM 024830 


Homo sapiens hypothetical protein FLJ12443 (FLJ12443), mRNA 


NM 024829 


Homo sapiens hypothetical protein FLJ22662 (FLJ22662), mRNA 


NM 024828 


Homo sapiens hypothetical protein FLJ13657 (FLJl 3657), mRNA 


NM 024827 


Homo sapiens hypothetical protein FLJ22237 (FLJ22237), mRNA 


NM 024826 


Homo sapiens hypothetical protein FLJ21159 (FLJ21 159), mRNA 


JNM Oz4l5zj 


rlomo sapiens hypothetical protein FLJ23447 (FLJ23447), mRNA 


NM 024824 


Homo sapiens hypothetical protein FLJl 1806 (FLJl 1806), mRNA 


NM 024823 


Homo sapiens hypothetical protein FLJ21596 (FLJ21596), mRNA 


NM 024821 


Homo sapiens hypothetical protein FLJ22349 (FLJ22349), mRNA 


NM 024818 


Homo sapiens hypothetical protein FLJ23251 (FLJ23251), mRNA 


NM 024817 


Homo sapiens hypothetical protein FLJ13710 (FLJ13710), mRNA 
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HoTTio saniens hvnothetical nrotein FLJ23 1 09 fiFLJ23 1 09\ mRNA 1 




Hnmo saniens hvnothetical nrotein FLJ21369 rFLJ21369\ mRNA 1 




Womo saniens hvnothetical nrotein FLJ2 1551 fFLJ2 1551V mRNA 1 


MM 074800 


Homo saniens hvnothetical nrotein FLJ23495 CFLJ23495), mRNA 1 


MM 0747QX 


Homo saniens hvnothetical nrotein FLJ13952 fFLJ13952\ mRNA 1 


MM 0747Q4 


Homo saniens hvnothetical nrotein FLJ22408 (7022408") mRNA 1 


MM 0747Q7 


Homo saniens hvnothetical nrotein FLJ22282 fFLJ22282\ mRNA 1 


MM 0747Q1 


Homo saniens hvnothetical nrotein FLJ22756 TFLJ22756) mRNA 1 


MM 074700 


Hnmo 5;anipn<; hvnothetical nrotein FLJ22490 rFLJ2'^490^ mRNA 1 


MM 07478R 


Homn Qanien<; hvnothetical nrotein FT J2 1062 ^T'LJ21062') mRNA 


MM 0747R7 


HftTTin cnnipn^ hvnothetical nrotein FUT 12526 rFLJ12526'i mRNA 

XXVXlXv OM|Jlwlld XXjf |jWU.X&l.XV/CxX |JXVli>wlXX X X,m ^ £»»J *f\J \X. X^^ XAfa^AtfVfyj XlXX^_L^x^ i 


MM 0747R^; 


Hrunn QnniRnQ hvnothetical nrotein FTJl 1 53 ^FLJl 3153^ mRNA 1 


MA/T 07478^ 


Hnmn Q5*r»i<»n<: hvnothetical nrotein FT T22746 rFLJ22746^ mRNA 1 

XXlJIllV/ Ou-^tV^ilO ll_y |JW m.Xt»l.l VCXX ^XvJLV^HX X JljJ^^ t ~\J yX X_«>/^^ /^\JJy IXXX^X^x X. 1 


MM 0747R'^ 


Homo <;aniens hvnothetical nrotein FLJ23598 flFLJ23598'i mRNA 1 

XXvlXXXw OA|JxwXXd XX_jr |i/V/ HXwlXwOX J^IV/LV'XIA X ±^it4^J^^\J yx ^ ^ ^ j aaxx%_l ^x x | 


MM 0747 R7 


Homo qanien s hvnothetical nrotein FLJ 12610 f FLJ 1 26 1 0"). mRNA 1 

XXV/XXXw OOl^XwXXO XX_y l^yvJUXwLXWttX I^Xx/^vlll JL XmvX v ^jl x>^w XArtWxwy^ xxxx^x ^x x. | 


MM 074781 


Homo saniens hvnothetical nrotein FLJ23594 rFLJ23594) mRNA 


MM 07477Q 


Homo saniens hvnothetical nrotein FLJ'^2055 (TLJ22055\ mRNA 1 


MM 074778 


Homo <3anien<; hvnothetical nrotein FLJ22612 (7022612") mRNA 1 

XXVJXXxvr OCXliyXwxXO IXjr lywU.XW'l'XwCll |-/X wLv/lXl X J..^^^x/xx« yx x^«r^^ w x 4u«y j xj.xxx.i.'ix x | 


MM 074776 


Hnmo QanienQ hvnothetical nrotein FLJ21 140 rFLJ21 140^ mRNA 1 

XXUlllLI S£l|^lCild Xijr jJUIXXwLlwAX ^XVJtwXXX X X^^ X XTV ^X .1 .t*f X x^\/ XXXXVX^xx. i 


MM 074774 


Homn cQTiimQ hvnothetical nrotein FT T21Q24 (7021924") mRNA 1 

XXiJlllU Oo|Jiwlio lijr (^UUIwLlVt'CU l^lWtwlXX X X^*y^ X ^AoT y^X X_M^X^A«^yj XAXX^^^xv 1 


MM 074770 


Hnmn Qar»ipn«; hvnothetical nrotein FT T1 3984 rFLJ13984'i rhRNA 1 


MM 0747^^8 


Hnmn Qflnien«i hvnothetical nrotein FT J17057 fFI 112057^^ mllNA 1 

XXUlllVj dCl|JIwlXO lX_y JJviXXxC'LlvCH ^iUL^XXX X X^<J XwV/./ / yX JLjJ Jl A^\J J 1 Jy HXX%^^.r^ 1 


MM 0747<^6 


Hnmo QanienQ hvnothetical nrotein F023451 (7073451") mRNA 1 

XXUXIIL? OCt|/ldXO lljr (JUUXwLXwCiX I^XV^LwXXI X X^a*«J*T>/X y^X jL^J^J^^ xXXXlk_L^xx ] 


MM 0747^?S 


Homo sani en s h vnotheti cal nrotein FLJ 1 240 1 CFO 1 240 1 ") mRNA 1 

XlvPXlHJ Odf^lwXIO XXjf |J*JLXXv<tXw<lX jJXVi/LwXXX X X^af XXf'TX/X yX X 1. J ^ aiiX^x^^XT. 1 


MM 0747f^4 


Homo ^aniens hvnothetical nrotein F01479S (7014298") mRNA 1 


MM (Y>Alf\\ 


Homo saniens hvnothetical nrotein FO13204 (7O13204") mRNA 1 

XXV.^XXXVJ OAl^XwXXO XX_y |JV LXXwLlwO'l I^XV/l'WXXX X. X^*l X-7x^\y~ yx x_^*f X ■m^ nxL^^ | 


MM 0747 SQ 


Homo <5anien<: hvnothetical nrotein F013955 rF013955') mRNA 

Xxwliiv OCI|JXWXX0 iljr |J\^Lil&tXl/<XX |^XV/vWXXX X xJ^J^ \M. M—na x«/^a/*i^y) xxxx^>x^x^ | 


MM VOAl^l 


Homo 5!anien<i hvnothetical nrotein FT T12879 rF012S79') rnRNA 1 

XX\/ixl\J OA^alXdld iijr I^ULll^LXV/Ai |JlV^LwXlX X X^ X^U / ^ y^X X^U t ^ XXXx>a.^x^ 1 


MM 0747^6 

xNiVA V/^*T / J\J 


Hnmo <:anipn«; hvnothetical nrotein Fl 113465 CFT J13465") mRNA 1 

XX-V/lllv otXJJXdlO XXjr JJVIllXt' LlWClx |J1WLU'XXX X J-j*IX^^v>«^ yx X_><J X-^T^^J-zyj iixxvj. ^x X | 


MM 0747^S 


Hnmn cnnipnQ VivnntViptical nrotpin FT T13713 ^FT T13213') mRNA 1 


MM 0747 


Hnmo <;flnipnQ hvnothetical nrotein FOl 1457 CFOl 1457") mRNA 1 

XXvyiliU da|JXWXlo IXjr (JUllX&LXwAl |JXV/lWlXl X M.m X XT./ § \*. X^ X X^w' / XlU.'VX^X^ 1 


MM 0747S1 


Hnmo Qflnien*! hvnothetical nrotein FOl 3273 rF013773^ mRNA 1 


MM 074748 


Homo saniens hvnothetical nrotein FOl 1539 (701 1539") mRNA 1 

XXVJXXX^J OCX|^XwXXO XX_y ^/V^ IXX^lXv/ClX I^XV/LV^XXX X X—fO X X«/i_/^ yx X^*7 X X-U^^Jy Axxx^-L^x^ 1 


MM 074747 

XNXVX Vr^*T / *T / 


Homo saniens hvnothetical nrotein FO22501 (7O22501") mRNA 1 

XXv/XXXv Ovl|i/XwiXO XXjr I^Vi/lfXXW'Ll^CXl J^XWI'V.'XXl X l^'J^x^^yj X yx. x-j«/ .xmX'i-' X xaxx>>x^^ x | 


MM 074745 


Homo saniens hvnothetical nrotein FO22009 (7O22009") mRNA 

XXV/XXXw OCXUXWXX^ XX y UUUXWbXwm UXVkwXXX X X-w t»tt\J\f^ ix. x.MAtfA«w«ir xxxx^x ^x 1 


MM 024743 


Homo saniens hvDothetical nrotein F021934 (7021934), niKNA 1 


MM 024738 


Homo saniens hvnothetical nrotein F021415 (7021415"), mRNA 1 


NM 024736 


Homo saniens hvDothetical nrotein FO 12150 (70 12150"), mRNA 1 

X. Xx^XXXV/ 0CiXL^X%^XXl9 XX y Xy LXXW d\^CXX l''^ kwXX X X JL^«J X X ^ \^ V '^'v A. Aitf M. \^ J J A A ^ ^ & 1 


MM 07473 S 


Homo saniens hvnothetical nrotein F022477 (7022477\ mRNA 1 

XXwXXXw OCXf^XwXXO XXjr I^WUXV/UwCxl |_rX V7 LWXXX X -i—eml tm^T 1 1 \^ X— /c» f i r f # aaxx^_l ^x & | 


MM 024734 


Homo saniens calnonin lilce transmembrane domain nrotein rcalmin\ mRNA 1 

X.JLVJXXX^./ ObX|«/XX^XXi^ Vf CXX |^\p/XXXXX XXJ^^W liX vLAXOXXXwXXXk^X UXX^i^ xxXi'* Ji'*- ■ J A Y^vtAAA.A.AA&.A^ J AAAA^A & 1 


MM 074733 


Homo saniens hvnothetical nrotein FOl 4345 (70 14345") mRNA 


NM 024730 


Homo sapiens hypothetical protein F022655 (F022655), mRNA 


MM 074770 


Hnmn <;anipns hvnnthpM{-al rirntpin FT T13StRl rF013881') mRNA 

XX\J1J1L» oCH-ZlCliO llj' LllC LlC'Cll jJJ^JLdll X X^Jl«?OOX ^XX^Xa/WX^^ XXXXXX^ZHk 


TsJM 074778 


Hnmo saniens hvnothetical nrotein FT Tl 1808 (701 1808") mRNA 

XHJlllv OtlJ-rX^XXo XXjr ^^UX^UV«Cil (^l^l&Xll X l^-J X X Ovf U \X X^*/ X xuv/uy, X1XX^_L^/^ 


NM 024725 


Homo sapiens hypothetical protein F023518 (F023518), mRNA 


MM 074774 
IN IVl OZ,H / 


Hnmn caniens hvnntVipfiral nrntpin FT T77337 rF027332') niRNA 


NM 024721 


Homo sapiens likelv ortholoe of mouse zinc finger homeodomain 4 (FO20980), 
mRNA 


NM 024713 


Homo sapiens hypothetical protein F022557 (F022557), mRNA 


NM_024712 


Homo sapiens engulfhient and cell motility 3 (ced-12 homolog, C. elegans) 
(ELM03), mRNA 


NM 024711 


Homo sapiens hypothetical protein FO22690 (FO22690), mRNA 
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NM 024710 


Homo sapiens hypothetical protein F1J23469 (FLJ23469), niRNA 


NM 024708 


Homo sapiens hypothetical protein FLJ22551 (FLJ22551), mRNA 


NM 024707 


Homo sapiens hypothetical protein FLJ13956 (FLJ13956), mRNA 


NM 024706 


Homo sapiens hypothetical protein FIJI 3479 (FLJ13479), mRNA 


NM 024704 


Homo sapiens hypothetical protein FLJ23045 (FLJ23045), mRNA 


NM 024702 


Homo sapiens hypothetical protein FLJ13841 (FLJ13841), mRNA 


NM 024699 


Homo sapiens hypothetical protein FLJ14007 (FLJ14007), mRNA 


NM 024697 


Homo sapiens hypothetical protein FIJ22419 (FLJ22419), mRNA 


NM 024696 


Homo sapiens hypothetical protein FIJ23058 (FLJ23058), mRNA 


NM 024694 


Homo sapiens hypothetical protein FLJ23121 (FLJ23121), mRNA 


NM 024691 


Homo sapiens hypothetical protein FLJ23233 (FLJ23233), mRNA 


NM 024685 


Homo sapiens hypothetical protein FLJ23560 (FLJ23560), mRNA 


NM 024682 


Homo sapiens hypothetical protein FLJ12168 (FLJ12168), mRNA 


NM 024680 


Homo sapiens hypothetical protein FLJ233 1 1 (FLJ233 1 1), mRNA 


NM 024679 


Homo sapiens hypothetical protein FIJI 1939 (FLJl 1939), mRNA 


NM 024677 


Homo sapiens hypothetical protein FLJ14001 (FLJ14001), mRNA 


NM 024676 


Homo sapiens hypothetical protein FLJ22938 (FIJ22938), mRNA 


NM 024674 


Homo sapiens hypothetical protein FLJ12457 (FU12457), mRNA 


NM 024671 


Homo sapiens hypothetical protein FLJ23436 (FLJ23436), mRNA 


NM 024669 


Homo sapiens hypothetical protein FLJl 1795 (FIJI 1795), mRNA 


NM 024667 


Homo sapiens hypothetical protein FLJ12750 (FIJ12750), mRNA 


NM_024665 


Homo sapiens nuclear receptor co-repressor/HDAC3 complex subunit 
(FLJ12894),mRNA 


NM 024664 


Homo sapiens hypothetical protein FLJl 1838 (FLJl 1838), mRNA 


NM 024661 


Homo sapiens hypothetical protein FLJ12436 (FU12436), mRNA 


NM 024660 


Homo sapiens hypothetical protein FLJ22573 (FU22573), mRNA 


NM 024659 


Homo sapiens hypothetical protein FLJl 1753 (FLJl 1753), mRNA 


NM 024658 


Homo sapiens hypothetical protein FLJ23338 (FLJ23338), mRNA 


NM 024657 


Homo sapiens hypothetical protein FLJl 1565 (FUl 1565), mRNA 


NM 024656 


Homo sapiens hypothetical protein FIJ22329 (FLJ22329), mRNA 


NM 024653 


Homo sapiens hypothetical protein FLJl 3902 (FLJl 3902), mRNA 


NM 024652 


Homo sapiens hypothetical protein FLJ23 1 19 (FLJ23 119), mRNA 


NM 024645 


Homo sapiens hypothetical protein FLJ13842 (FIJ13842), mRNA 


NM 024644 


Homo sapiens hypothetical protein FLJ21802 (FLJ21802), mRNA 


NM 024643 


Homo sapiens hypothetical protein FLJ23093 (FLJ23093), mRNA 


NM 024642 


Homo sapiens hypothetical protein FLJ21212 (FLJ21212), mRNA 


NM 024639 


Homo sapiens hypothetical protein FLJ23393 (FIJ23393), mRNA 


NM 024638 


Homo sapiens hypothetical protein FLJ12960 (FLJ12960), mRNA 


NM 024635 


Homo sapiens hypothetical protein FLJ22643 (FLJ22643), mRNA 


NM 024633 


Homo sapiens hypothetical protein FLJ21276 (FLJ21276), mRNA 


NM 024632 


Homo sapiens hypothetical protein FIJI 1526 (FIJI 1526), mRNA 


NM 024631 


Homo sapiens hypothetical protein FLJ23342 (FU23342), mRNA 


NM 024630 


Homo sapiens hypothetical protein FLJ209S4 (FLJ20984), mRNA 


NM 024629 


Homo sapiens hypothetical protein FLJ23468 (FLJ23468), mRNA 


NM 024623 


Homo sapiens hypothetical protein FLJl 3491 (FLJl 3491), mRNA 


NM 024620 


Homo sapiens hypothetical protem FIJ12586 (FLJ12586), mRNA 


NM 024619 


Homo sapiens hypothetical protein FLJ12171 (FU12171), mRNA 


NM 024618 


Homo sapiens hypothetical protein FLJ21478 (FLJ21478), mRNA 


NM 024614 


Homo sapiens hypothetical protein FLJ13197 (FLJ13197), mRNA 


NM 024612 


Homo sapiens hypothetical protein FLJ22060 (FLJ22060), mRNA 


NM 024608 


Homo sapiens hypothetical protein FLJ22402 (FIJ22402), mRNA 
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"MM 024607 1 


Homo saniens Drotein ohosohatase 1, regulatory (inhibitor) subunit 3B 

rPPPlR3B\ mRNA 


NM 0'>4604 


Homo saoiens hvoothetical protein FLJ21908 (FU21908), mRNA 


NM 024603 


Homo saoiens hvoothetical protein FIJI 1588 (F1J11588), mRNA 


NM 024599 


Homo saniens hvoothetical protein FLJ22341 (FLJ22341), mRNA 


NM 024598 


Homo sapiens hvpothetical protein F1J13154 (TLJ13154), mRNA 


NM 024597 


Homo saniens hvnothetical protein FLJ 12649 (FLJ 12649), mRNA 


NM 024596 


Hnmn «am>nsi hvnntlietical nrotein FLJr2847 fFLJ12847\ mRNA 


NM 024S94 


Homo saniens hvnothetical nrotein FLJ12899 flFLJ12899\ mRNA 


NM 094593 


Homo saniens hvnothetical nrotein FIJI 1767 fFUl 1767), mRNA 


NM 024592 


Homo saniens hvnothetical nrotein FU13352 fFU13352), mRNA 


NM 024590 


Homo saniens hvnothetical nrotein FU23548 fiFLJ23548), mRNA 


NM 024589 


Homo saniens hvnothetical nrotein FU22386 fFLJ22386), mRNA 


NM 024588 


Homo saniens hvnothetical nrotein FLJ23584 fFLJ23584), mRNA 


NM 024587 


Homo saniens hvoothetical protein FLJ22353 (FIJ22353), mRNA 


NM 0245 S3 


Homo saniens hvoothetical protein FLJ23142 (FIJ23142), mRNA 


NM 024582 


Homo saniens hvnothetical nrotein FLJ23056 fFLJ23056), mRNA 


NM 024581 


Hnmo saniens hvnothetical nrotein FU13942 fFLJ13942), mRNA 


NM 024579 


Homo sapiens hvnothetical protein FIJ23221 fFLJ23221), mRNA 


NM 0'>4578 


Hnmo saniens hvnothetical nrotein FLJ22709 fFLJ22709), mRNA 


NM 024577 


Homo saniens hvoothetical protein FLJ13605 (FLJ13605), mRNA 


NM 024576 


Homo saniens hvoothetical protein FLJ21079 (FLJ21079), mRNA 


NM 024575 1 


Homo saniens hvnothetical nrotein FLJ23467 (TLJ23467), mRNA 


NM 024574 


Homo saniens hvoothetical protein FLJ23 191 (TLJ23 191), mRNA 


NM 024573 


Homo saniens hvnothetical nrotein FLJ12910 rFLJ12910), mRNA 


NM 024570 • 


Homo saniens hvnothetical nrotein FLJ12691 rFLJ12691), mRNA 


NM 024S69 


1 Homo saniens hvoothetical nrotein FU21047 fFLJ21047), mRNA 


NM 024567 


Homo saniens hvoothetical nrotein FLJ21616 fFLJ21616), mRNA 


NM 024564 


Homo saniens hvoothetical nrotein FLJl 1715 (TLJl 1715), mRNA 


NM 024563 


Homo saniens hvnothetical nrotein FLJ14054 rFLJ14054), mRNA 


NM 024560 


Homo sapiens hvoothetical protein FLJ21963 (FU21963), mRNA 


NM 024558 


1 Homo saniens hvoothetical orotein FLJ13920 (FLJl 3920), mRNA 


NM 024557 


Homo sapiens hypothetical protein FLJl 1608 (FLJl 1608), mRNA 


NM 024554 


1 Homo saniens hvoothetical orotein FLJl 1413 fFLJl 1413), mRNA 


NM 024548 


1 Homo saniens hvoothetical orotein FLJ23047 fFU23047), mRNA 


NM 02454*5 

i.^l.TX \JJti*^T^^Tm,' 


1 Homo saniens hvoothetical orotein FLJ12761 fFLJ12761), mRNA 


NM 024544 


1 Homo saniens hvnothetical nrotein FLJ12875 (TLJ12875), mRNA 


NM 024541 


Homo saniens hvoothetical orotein FIJI 31 14 (FLJl 31 14), mRNA 


NM 024539 


1 Homo saniens hvoothetical protein FIJ23516 (FLJ23516), mRNA 


NM 024537 


1 Homo saniens hvoothetical orotein FIJ121 18 nFLJ12118), mRNA 


NM 024536 

l^i.VX V/^^«,/«^\-f 


1 Homo saniens hvnothetical nrotein FLJ22678 fFLJ22678), mRNA 


NM 024535 


Homo sapiens hypothetical protein FLJ22021 (FLJ22021), mRNA 


NM 024533 


Homo sapiens hypothetical protein FIJ22167 (FU22I67), mRNA 


NM 024531 


i Homo saniens hvnothetical orotein FUl 1 856 rFU11856), mRNA 


NM 024530 


Homo sapiens hypothetical protein FLJ23306 fFLJ23306), mRNA 


NM 024528 


Homo sapiens hypothetical protein FLJ22626. (FLJ22626), mRNA 


NM 024527 


Homo sapiens hypothetical protein FUl 1743 (FIJI 1743), mRNA 


NM 024525 


Homo sapiens hypothetical protein FIJ22584 (FU22584), mRNA 


NM 024524 


Homo sapiens hypothetical protein FLJ20986 (FLJ20986), mRNA 


NM 024521 


Homo sapiens hypothetical protein FLJ21459 (FLJ21459), mRNA 


NM 024520 


1 Homo sapiens hypothetical protein FLJ22555 (FLJ22555), mRNA 1 
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NM 024519 


Homo sapiens hypothetical protein 13 /zj J-J i j /zd;, itlkjna 


NM 024509 


Homo sapiens hypothetical protein MGC2o3o (Moc^zoao;, itikma 


NM 024506 


Homo sapiens hypothetical protein MGC10771 (MGC10771), mRNA 


NM_022893 


Homo sapiens B-cell CLL/lymphoma HA (zmc nnger protem; (oUi^l i A;, 
mRNA 


NM 015113 


TT ■ - - _ * T^T A A A*^ AA /X^T A AAOAA^ •m'DXT A 

Homo sapiens K1AA0399 protein (K1AA0399), mKJNA 


NM 015545 


TT_ _ • — T/'T A A A^O O ^ a.^ fX^T A A A^'^ 0\ «»^"r> XT A 

Homo sapiens KIAA0o32 protein (KIAA0o32), mRNA 


NM_020299 


Homo sapiens aldo-keto reductase family 1, member BIO (aldose reductase; 

/ A X^T% 1 T* 1 A\ — .T>XT A 

(AKRIBIO), mRNA 


NM 003308 


Homo sapiens testis s]>eciiic protein, Y-lmked (IbrY), mKNA 


NM 024339 


Homo sapiens hypothetical protein MCjC2o5j (JVIvjC2dj!>), mKJNA 


NM 024334 


Homo sapiens hypothetical protein JVLuCizzz (JMCjCiZzz), mKJNA 


NM 024328 


Homo sapiens hypothetical protem JV1CjC2odz (JVLCjC2o!>2), mKJNA 


NM 024327 


Homo sapiens hypothetical protein MCjU2dUo (JVlLrC250o), mKJNA 


NM 024323 


Homo sapiens hypothetical protein MCjCI 12 / 1 (MCaUi iz/ i), mKJNA 


NM 024322 


Homo sapiens hypothetical protem MUCl 12oo (iVlCjCl IZoo), mKJNA 


NM 024320 


Homo sapiens hypothetical protein MGCl 1242 (MCjCI 1242), mKJNA 


NM 024319 


Homo sapiens hypothetical protein MGC4174 (J\aCj(J4174), mKJNA 


NM 024314 


Homo sapiens hypothetical protem MGC4294 (JvlCjC42y4), mKJNA 


NM 024313 


Homo sapiens hypothetical protein MOC3731 (JV1CjC3731), mKJNA 


NM 024310 


TT_-^-.^ ^ -^1 X iT/"*/^ /I A<XA /X A/~* A A A AX -mm'D'K.T A 

Homo sapiens hypothetical protein J\l(jC40yo (JViCjC4UyU), mKJNA 


NM 024303 


Homo sapiens hypothetical protein M(jU41o1 (JVl(jrC41oi), mKJNA 


NM 024297 


TT * l-, — M.«.^4-a«M XA/~*/^'>A^1 /X A/^/^O A A 1 X ♦v^'D'KTA 

Homo sapiens hypothetical protem JMUCzy^i (JVKjCzy4i ;, mKJNA 


NM 024293 


Homo sapiens hypothetical protein j\luC3U35 (MCjCiUio), mKJNA 


NM 023003 


Homo sapiens transmembrane 6 superfamily member 1 (TM6SF1)5 mRNA 


NM 015254 


Homo sapiens Idnesin family member 13B (KIF13B), mRNA 


NM 015127 


Homo sapiens Mid- 1 -related chloride channel 1 (lsJLAA07ol), mKJMA 


NM 024033 


TT — 1 ^_ 1..- -j1 1 . XA/^i^C^AO /X A/^/^CO A "^X •vm'D'KTA 

Homo sapiens hypothetical protem Jv1CjC5242 {MKji^b ZhZ), mKJNA 


NM 024122 


Homo sapiens hypothetical protein JVICjC4o2d (MvjC4o2d), mKJNA 


"VTK iff /^^^ ^ 1 O 1 

NM 024121 


TT^._^ f. 4-1. ■-■/i-Ir.r.l ...^^-A^i^ TCT y^AATA /IDT T'^AA'TAX ■vm'DXTA 

Homo sapiens hypothetical protem rLJ2{)y/y (rUzUy/y), mKJNA 


NM 024119 


Homo sapiens hypothetical protem FLJl 1354 (r LJl 1354), mKJNA 


NM 024117 


TT^— ..p^ ^^^1^^^ ^4.1.^4^ ^^^4-^l^ XA/^/^OTAC /TV A/^ /^T7 A ^ X •-«T>'VT A 

Homo sapiens hypothetical protem JViCjC2/45 (JVl(jrC2/45), mKJNA 


NM 024115 


TT - — — 1 - ^1- - -t-- 1 — — ^4.^-— «. XA/^/^A'JAA /X A/~^/~^ A O AAX ■«-»'D'K.TA 

Homo sapiens hypothetical protein jyi(jrC43Uy (MvjC43Uy), mKJNA 


NM 024111 


TT— — 1 1 XA/~^/~^A^AA /XA/^^^A€AAX i-i.-l'D'K.T A 

Homo sapiens hypothetical protein JyivjC4504 (Jv1CjC45U4), mKJNA 


NM 024109 


Homo sapiens hjrpothetical protein MCjC2o54 (JMvjCZo54), mKJNA 


NM 024108 


TT — ^^^1^^^ 1_- .^^4.'l.^4J^^1 XA/~^/^OirCA /XA/^/^O^CAX «-»-\T5 "K.T a 

Homo sapiens hypothetical protein JyICjC2o50 (M(jC2o5U), mKJNA 


TV7TV VT A 1 AT 

NM 024107 


Homo sapiens hypothetical protein JVLCjCilZi (M(jrC3 iz3 ), mKJNA 


NM 024106 


Homo sapiens hypothetical protein MuC2oo3 (JV1CjC2oo3), mKJNA 


NM 024104 


TT - - ■ • 1 ^1- - — i XA/^^^TTAT /X A/^/^O'T^'TX vmX^'XTA 

Homo sapiens hypothetical protem MCjC2747 (MCjL,z/4/j, mKJNA 


XTTV Jf AO >f 1 A*^ 

NM 024102 


Homo sapiens hypothetical protein JVICjC2 /zz (JMCjCZ /zz), mKJNA 


"XTTV >T A'^ylAA'7 

NM 024097 


Homo sapiens hypothetical protein MCjrCi^55 (MCjUyjj), mKJNA 


JNJVl U24Uy4 


Homo sapiens nypotneticai protem jv1LjU55Zo (JVlLii-'j jZoj, itikjna 


XTK>r AOylAm 

NM U24093 


Homo sapiens nypotneucal protein JVKjC55uy (Mijt^j^uy hikina 


TvTAyf AO /I AAA 


Homo sapiens nypotneticai protein JVivjv^54o / {L,k^x^), mtviN/v 


NM U240SO 


Homo sapiens hypothetical protein JVlUUiizy tJVLLrC'j^zy), mKJNA 


NiVl U24085 


Homo sapiens hypothetical protein rUzzloy (rJ_JZZioy), mKivA 




XxUIXlU oapiCIlo liypuiIiCllL'Cll pruicill lYlvJv^^O*Tj^ yiviKJ^^^O'T^ iiir\j.>i/-v 


NM 024076 


Homo sapiens hypothetical protein MGC2628 CMGC2628), mRNA 


NM 024074 


Homo sapiens hypothetical protein MGC3169 (MGC3169), mRNA 


NM 024071 


Homo sapiens hypothetical protein MGC2550 CMGC2550), mRNA 


NM 024070 


Homo sapiens hypothetical protein MGC2463 (MGC2463), mRNA 


NM 024069 


Homo sapiens hypothetical protein MGC2749 (MGC2749), mRNA 
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"MTVyf nOzinA55 1 
iNiVl \jZ.H\JOo I 


WnmA car»ipnQ hvnAthetical "nrotein MGC2731 fMGC273iy mRNA 




Prnmn qanienq hvnothetical nrotein MGC3062 fMGC3062), mRNA 


xr\/f O0A(\f\\ 1 


WnmA <;anien<; hvnothetical Drotein MGC5521 rMGC5521), mRNA 




TTniTiA Qflnipn«2 VivnAthetical nrotein MGC5590 nVIGC5590\ mRNA 




TTAmA canipTiQ VivnotViptiral nrntem MGC5585 fMGC5585V mRNA 


JNIVI UZ^UOj I 


W/MTirk coni*>nc HxmAtViPtiral nrntHn TVTGCfsfil rMGC861^ mRNA 
XIOITWJ 2>a]JlCllo lljr JJUUiCLl^cxi plvJidii ivxvjv,/Cj\j i \^ivxvj v.^v»\-* i/j iAiA>-i"^i». 


1 JNiVi UZhUOU I 


iTrkmri cd-nimc livr»otV«»tiral nrotpiTi MOP95Q4 ns/[GC2594'i mRNA 


XTN/T AO/IAAO 1 

JNivi uz*^U'^y 


TJrkTnrk canime Vi\/r»AtVi#»ttrsil nrntPlTI MfrPSSfifi n\/fGC5566^ mRNA 


XTN/T no AHA C 


TTriTvirk C5it-iif»ric V»\mAt>iptiral nrntpin MrTp'^020 nV[GC3020'^ mRNA 


INIVJI UZ'tU'fO 


Wattia Qnr»ipn<i Viimnthptical nrotein MGC8407 rMGC8407V mRNA 


1 INiVi UZhUh-D I 


TJrx-mi^ oor\ipne ■r»iif»lprfclaT* T^TA+PlYl 79 IItTT9| mRAJA 


xnv>r no AAA 1 


TTattia csinipriQ ViwiAtliptiral nrntfiin MGC3180 fMGC3180') mRNA 


1 INiVl uz^ujy 1 


TTrkmn c«»rkipnc VivnAtVietiral nrotein MGC2488 rMGC2488'i mRNA 


MM 024038 


Homo sapiens hypothetical protein MGC2803 (MGC2803), mRNA 


1 NM Uz40i / 


XJv^^rx P--i*^iia*-ic V»-irr»/^tVi#>tir»cil r*-rAtpi-n "lV/mP9f\0'^ rN>f 0(^9^0 mRNA 

ixomo sspicns nypoineucai proicui ivivjv-'Zui/j ^lYivjvyz-uvjy, hxcvx^zt. 


NM 024Uiz 


riomo s&pidis nypoxncncai proicin ivivj^-^jiju \sy/i\j\^Di.D\f}j nuvi^in. 


JNM Uz4U31 


jrtomo sapiens nypoineucai proieiii xvivjv«/-5 izi ^iYi\j\^j i^i^, njxvi.'Nr^ 


NM 02402o 


xlomo sapiens nypoineticai proiem iviov-.jzoj ^iYivjrv^jzo^^, xiuvin/^ 


1 XTAvr AO /I AO O i 

IMM_Uz40Z / 


jtiomo sapiens nypouieucai proLciii ivi\j\_^3z/3' oiiiuiai ^^uiic^i^Liiio yxyxy^K^^^t .^j^ 

ml? XT A 


1 INiVl UZ4UZ0 


TTr\mrk cQr*i**nc ViA/nntVipfir'nl nrAtPin A/TCrPI 136 nVIOCl 136^ mRNA 

XxOUlO odpidlo Iiypv/lllCLlW/**! piUUC/lll IVlVJV^l L -Jyj \^lvxv_JV_yl x^/v/^) aaix-vx^^ ». 


1 iNlVl UZ4UUO 


Wnmn car%ipnc liAmAtViptiral nrotpin TMAGF3455200 rEVIAGE3455200), mRNA 


1 IN IVl U i 3 DO J 


Wrimr^ cQnipnc Filf F7PS6fiF0S4f; nrotfiin ('DKFZP566F0546'i mRNA 


NM 015147 


; Homo sapiens KIAA0582 protein (KIAA0582), mRNA 


iNJVl Ulo4ol 


1 jtiomo sapiens nypoineiit/ai pruiciii \n.or\^-£> lzt )y iLu\±^r^ 


JNM UZ J y4U 


oor>i^no V»xi»-»rkfVi<:»f nrrttf^in lVArTp9R97 rN/TrTC9897^ mRNA 
1 Jtiomo sapiens nypoineiicai proicin ivivjv^zoz / v.j-^j-^^-^o-^ ' /j i.i.u?^^r\. 


NM Uzjyio 


1 xiomo sapiens nypomencai proiem ivivjv^z/*+z v.-"xvj\^z,/*tz»;, uixsj-^n-tv 


1 NM UziV^l 


1 riomo sapiens nypomencai proiein ivivjk-/Z*t/*+ ^iYivjv-/-£.*T/*t^, iiu\^^r\. 


NM_015517 


Homo sapiens MBD2 (methyl-CpG-binding protein)-interacting zinc finger 

1 «r-i-ki-<:kin /^VAT717^ TYiTJ'MA 

1 protein ^vulZjJt miviN/\ 


\ JNIVI UIjDhU 


TTrtmrk cQnimc Fll^'T77P797AA1 1 1 «rAtpin n^KFZP7^71Vfl 1 1^ mRNA 

1 xxomo sapiens j_/jsjrzjx /z /ivxi x x pxuiciii ^x^x^jt ^x / ^ /ivxi a iiixvx'^ixx 


XTTV/T Al ^AA"! 


"PTrfcrYi/x eoTiiAnc 'K'TA A A^7#^ nrrttpin n<rTAAnfi76'^ mRNA 
1 xiomo sapiens jpoLrv/\.uo/o prtucm \^jvx/vfw/u / u^, iiixvi^r^ 


XTTV/T AO "3 01 A 

1 NM UZJyj4 


1 xiomo sapiens nypoineiicai proicin ivxvJv^-iHi^j* ^ivxvjv^^*t:7j^, iiuxx^rTL 


NM_023928 


Homo sapiens hypothetical protein FLJ12389 similar to acetoacetyl-CoA 
1 synmeiase \r l^j i z j jy jjisslTh/x 


1 NMUz 35/20 


1 xiomo sapiens nypoxneticai protein jtjliJizo^^ yrjujiz^oyjj, iku\j.^rx 


1 XTN/f A0100A 


1 UT/^-TM/N oov>i^-no Viirr»/%fVi<afi/*ol T^mttfain ThT Tl'^AAl TFT T1'^A4T^ mRNA 

1 Xiomo sapiens nypoineiicAi proicin x^XjJij*+*ti ^i7j_fj i jtti^, nuxx^-rv 


1 XTN/f AO AO 'I O 

1 NM VZuZDy 


1 xiomo sapiens smaii protein eiiector i oi \^awHz ^ojrxiv^i^, iixtNa^-rv 


i XTNiT A10A<0 

NM_U12UOi^ 


1 XTy^-vmr^ cvckM-ia-no AT^DoeA /~NJ<i<4>^ AiT -4- ff et-ncr\/\T+in<!>- t^pfi) A TfeAlvrtPnlirip ^ AHTPl R4l 
1 Jtiomo sapiens /\.llrase, \^XNaT^^/Xv. transpuruilg, UCla *t ^uljfpciJtiuc;^ ^^xx xx-^t^. 


MlV/f 09*^ 1 1 9 

1 rNiYl \JZ.D 1 IZ. 


WnrrtA cnnipriQ hvnnthptiral nrotein FT T21916 CF1^J2\916) mRNA 


TsJA/T 01 

J INIVX v/lJJx.*+ 


Mattia canipriQ TiTTA A04nQ nrotein rKTAA0409'> mRNA 

1 XxiJilXvy oapiCiAa J^JLrX.r\.v/"v/^ |jxwl^iii ^x'VJ-ti-r^v/Tv/^y, i.xxx'vi. 




FTomn onnipnQ hvnothetical nrotein FLJ13855 rFLJ13855\ mRNA 


"MKT 09*^077 


FTomo QnnipnQ hvnothetical nrotein FLJ12439 rFLJ12439'i mRNA 


1 NM 023075 


Homo sapiens hypothetical protein FLJ11585 CFLJ11585), mRNA 


1 XTA/f A0'^A7A 


Wnmrv co-n-ii&nc K\/nr»tli Rtii-nl nrotpin FT T1 9644. rPT Tl 9644V mRNA 
1 xxomo sapiens nypoincuoAi pujicm x^x^j i^v>*t*t ^xrx-»%i i^v^rt/, nixvi^-r^ 


NM 023073 


Homo saniens hvnothetical protein FIJI 3231 CFU 13231), mRNA 


^fM 023071 


Homo sapiens hypothetical protein FLJ131 17 (FLJ131 17), mRNA 


NM~012319 


Homo sapiens LTV-l protein, estrogen regulated (LIV-1), mRNA 


NM_023012 


Homo sapiens hypothetical protein FLJl 1021 similar to splicing factor, 
arginine/serine-rich 4 CFLJl 1021), mRNA 


1 NM 023008 


1 Homo sapiens hypothetical protein FLJ12949 (FLJ12949), mRNA 
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JNM U230U/ 


Homo sapiens nypotnetical protein r-LJi2M / (rJLJl2M /), mXNA 


JNJVl [jZZy io 


jiomo sapiens nypotnetical protein ri-J22iU4 (^r i^j 22 iU4j, mKNA 


NM 022914 


Homo sapiens hypothetical protein 24432 (24432), mRNA 


'VTK if A*>OA1 O 

NM 022912 


Homo sapiens hypothetical protein FLJ13i 10 (rJLJ 13 1 10), mRNA 


NM 022907 


Homo sapiens hypothetical protein FLJ23053 (FLJ23053), mRNA 


NM 022905 


Homo sapiens hypothetical protein FLJ12572 (FLJ12572), mRNA 


NM 022901 


Homo sapiens hypothetical protein FLJ21302 {FLJ21302), mKNA 


NM_022898 


Homo sapiens B-cell CLL/lymphoma 1 IB (zinc finger protein) (BCLl IB), 
mKNA 


NM U2zo41 


Homo sapiens hypothetical protem FU 12994 (FLJ12994), mRNA 


NM U2Zo4U 


Homo sapiens hypothetical protein FLJ23017 (FLJ23017), mRNA 


NM UzZo34 


Homo sapiens hypothetical protem FLJ22215 (FLJ22215), mRNA 


XTTV if AOOCiO 

NM {)Zzb52 


Homo sapiens hypothetical protem FLJ12552 (FLJ 12552), mRNA 


NM 022827 


Homo sapiens hypothetical protein FLJ21347 (FLJ21347), mRNA 


NM 022826 


Homo sapiens axotrophin (AXOT), mRNA 


NM 022823 


Homo sapiens hypothetical protein FLJ22362 (FLJ22362), mRNA 


NM 022781 


Homo sapiens hypothetical protein FLJ21343 (FLJ21343), mRNA 


NM 022780 


Homo sapiens hypothetical protein FLJ13910 (FLJ13910), mRNA 


NM__022778 


Homo sapiens hypothetical protem DKFZp434L01 17 (DKFZP434L01 17), 
mRNA 


XT\ VT AOOT7T 

NM 022777 


T T ^ ^ 1 ^ 1 J-T _ J- ' 1 J. ' T^T X -1 y» -t 1 ^ XT^X X -1 i* 1 1 ^\ X^ T A 

Homo sapiens hypothetical protem FLJ141 17 (FLJ 141 17), mRNA 


NM 022771 


Homo sapiens hypothetical protein FLJ12085 (FLJ12085), mRNA 


NM 022770 


XX * 1 , ^ ^ J. • t J ■ X?T X 1 ^ ft 1 ^ XX^X X I O t ^\ T%XT A 

Homo sapiens hypothetical protem FLJ13912 (FLJ13912), mRNA 


NM 022769 


TT__^ 1 ^1 J_ • 1 j_ * X^X T^ 1 Oy^O ^T^X X'% 1 0^0\ X^ Tk. T A 

Homo sapiens hypothetical protein FLJ21868 (FLJ21868), niRNA 


NM 022767 


TX * T^ 1 A. ' T^T XI ^ A ft A yX^X X ■« A O i* N X* "VTA 

Homo sapiens hypothetical protem FIJI 2484 (FLJ 12484), mRNA 


NM 022766 


Homo sapiens hypothetical protem FLJ23239 (FLJ23239), mRNA 


XTX >r A00'7^0 

NM 022763 


Homo sapiens hypothetical protem FLJ23399 (FLJ23399), mRNA 


NM 022 /o2 


TT - - - _ _ —.-^ ' „ T J 1_ j" _ 1 J • T^T T*^ O 1 O /TT'T T'^ 1 1 0\ T^ X T A 

Homo sapiens hypothetical protem FLJ22318 (FLJ22318), mRNA 


"KTTV /f rvooTcr\ 

NM 022759 


T T * T .A."1 J • 1 A • ■ « 1 1 y w"^T T/% ^ \ "V t a 

Homo sapiens hypothetical protein FLJ21865 (FLJ21865), mRNA 


NM 022754 


T T _ ^ • "l _ . * ^ ■« J ' X^X X 1 O ^ ^ /"I >X X 1 ^\ X* X T A 

Homo sapiens hypothetical protein FLJ12876 (FLJ12876), mRNA 


"V TTV if AO T7 CI 

NM 022752 


Homo sapiens hypothetical protein FLJ22059 (FLJ22059), mRNA 


JNM U22/j1 


Homo sapiens nypotnetical protem 1*LJ 21610 (rlJ21610), mRNA 


NM_022 /jO 


Homo sapiens hypothetical protein FLj22o93 (rLJ22o93), mRNA 


NM 022/4/ 


T T — — _ _ " _ _ ^ ■ _ ^ • _ _ •» . ^ • "T~7X T'^'^^^O /T?T TO'^^^OX T^ X T A 

Homo sapiens hypothetical protein FLJ22558 (FLJ22558), mRNA 


NM 022744 


Homo sapiens hypothetical protein FLJ13868 (FLJ13868), mRNA 


X TTV jf /A/^ ^ /I O 

NM 022743 


Homo sapiens hypothetical protein FLJ21080 (FLJ21080), mRNA 


XTTV JT /^f^J^^ A 1 

NM_022741 


Homo sapiens hypothetical protein FLJl 1850 (FLJl 1850), mRNA 


NM 022736 


Homo sapiens hypothetical protein FLJ14153 (FLJ14153), mRNA 


NM 022734 


Homo sapiens hypothetical protein FLJ20859 (FLJ20859), mRNA 


NM_02273 1 


Homo sapiens similar to rat nuclear ubiquitous casein kinase 2 (NUCKS), 

__^T>XT A 

mRNA 


NM 022727 


Homo sapiens Hpall tiny fragments locus 9C (HTF9C), mRNA 


NM_012197 


Homo sapiens rabo GTPase activating protem (GAP and centrosome-associated) 
(GAPCENA), mRNA 


X TX jf /\ 1 ^ "t O 

NM 015136 


Homo sapiens KIAA0246 protein (stabl), mRNA 


NM 022659 


Homo sapiens likely ortholog of mouse early B-cell factor 2 (FOl 1500), mRNA 


INiVl UZZj / 1 


jtiomo sapiens putative leuKocyte platelet-activating lactor receptor 
(HUMNPnY20), mRNA 


NM_021024 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17-like 1 
(HMG17Ll),inRNA 


NM 019884 


Homo sapiens glycogen synthase kinase 3 alpha (GSK3 A), mRNA 


NM 021034 


Homo sapiens interferon induced transmembrane protein 3 (1-8U) (IFITM3), 
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TnT?>JA 
IT1Xv1n/\ 


XNiVl UZZ'rHJ 


TJrvn-^rt cor\i^Tic i"lii5*tniTi T>xrroT\Vi/^cnVinlriTii*o<* 1 / ' 1 "PTsT 1 i m^^^A 
X3.UI11U odpiC^iio Ullldilliii 1 VJ]Jiivyo|JliUl\JllaoC 1 ^i.irx\.lyj lllX\J.^x^ 


MM 022495 


Homo sapiens hypothetical protein FLJ12799 (FU 12799), mRNA 


JNiYi uzz^yn 


rionio Sapiens nypomciicai proiem x^ivjziz/jz ^x^j-jzir^jz^j iiixviN/v 


iNiVl UZZhVZ 


xiomo sapiens nypoinencai proiein ri^j iz / oo v.Jc^j-»j iz / oo ^, uuvin/v 




rionio sapiens Jt v-^j-i^o proiein i^j-i^oj, mKJN/v 


NM 022480 


Homo sapiens hypothetical protein FLJ12587 (FLJ12587), mRNA 




rlomo sapiens nypotneticai protein ri^izo LD similar lo memorane protein, 

paimiioyiaiea z> v,JVJLf\.vjrujv po^ suDiamiiy meniDer j j ^ri_yj izoi j iniviN/\ 


NM 022455 


Homo sapiens androgen receptor-associated coregulator 267 (ARA267), mRNA 


TvTTV/f noo/i^o 
JNJVl UZZ4jZ 


xiomo sapiens nypoineucai proiem Jri^i loio ^ri^ i loioy, nuviN/v 


JNM_UZz44o 


rlomo sapiens nypometicai protein rjuzioi / similar to KJioipz ^ruzioi i). 


JNJYl \)ZZ5fD 


riomo sapiens nypoineticai protein tljzzj 1 3 (^r jljzz^ i jJ, mruNA 


JNJV1_UZZJ /U 


riomo sapiens nypometicai protein r\^JLWj*¥\ similar to JxDigi ^jri^ziu^^^, 

rviPXr A 


JNiVl UZZjOo 


Jtiomo sapiens praja i \^JrJ/\i nixviN/v 




xTomo sapiens nypoineucai proiem x^i^jzo loz ^Fi^z.3ioz^, iiuvin/a. 


JNIVI UZZJOi 


jtiomo sapiens popeye protein d yryjr^ nusJN/v 


NM 022360 


Homo sapiens human epididymis-specific 3 beta (HE3-BETA), mRNA 


JNJVl UZZJ4Z 


riomo sapiens Kinesm lamiiy memoer y ^ivjLry^, rnixiN/v 


JNJVl KjZLo 1 L 


xiomo sapiens vj protein oeta suDunit-iiKc yyjiDi^)^ itlkjn/v 


JNJVl UZzlDo 


Homo sapiens iructosammeo-ionase (^rJN3Js.j, mKJNA 


JNJVl UZZ13/ 


Homo sapiens secretea moauiar caicium-Dinoing protein i (^oiviuv^i ), nuviN/v 


JNJVl^UZZ i lo 


riomo sapiens cutaneous i-ceii lympnoma tumor antigen se/u-z 
mRNA 


JNlVi UZZliO 


xiomo sapiens iiugetin-uKe i ^j^iojni^ij, mj\jN/\ 


XTA/f AIOIAI 
JNlVi UZZiU:) 


Jrionio sapiens nypotneticai zinc linger protein ri^j i^^-ui i ^ri^j ihui i ), nii\iN/\ 


TsjAyr A99A7A 
IN iVl UZZU / \j 


Xiomo sapiens nypoinencai protein ri_/Jzzuo / ^Fi-»Jzzuo / ^, itii\jln/-v 


NM 022065 


Homo sapiens hypothetical protein FLJ21877 (FLJ21877), mRNA 


"MTV>r AO 1 QOA 

JN jvi__uz I y / u 


xiomo sapiens mitogen-activateo protein Kinase Kinase i mteracnng protein i 

/^Ayf A P91<^ 1 TP 1 ^ mPTsJA 


XnVA A1QAQ1 


Xiomo sapiens ]sju\j\\jhj\j gene proauct ^JsjAAU'f j, niiviN/\ 


jNivi uziyoi 


rlomo sapiens pre-i/XNJv cell associatea protein ^iuiz/\j, mKJN/v 


XTA/1 AOAlOl 
JNIVX^UZU 1 Z I 


xiomo sapiens ULiir-giucose ceranuae giucosyitransierase*iiKe z ^uo^oi^zj, 

■mPXf A 


NM 006683 


Homo sapiens human epididymis-specific 3 alpha (HE3-ALPHA), mRNA 


XnVf AAAA77 


xiomo sapiens caicium uinaing atopy-reiaiea autoantigen i \^\^l>/\isj\i jy rniviN/\ 


XTA/T A9 1 Qk'XA 
IN JVl UZ 1 y j4 


xiomo sapiens nypotnencai protem rLrJ 1 1 / / ^ (^r j_*j j i / /j), itusjn/v 




riomo sapiens nypoineiicai proiem Jri^j iz^oo ^^ri_/j lz.hdo), itu>j.n/\ 


NM 021930 


Homo sapiens Rad50-interacting protein 1 (FLJl 1785), mRNA 


JN jvi_uz 1 y zy 


Jriomo sapiens nypotneticai protein r i^jziou similar to rat corneal wounu. 
xieaimg reiatea protein i-jz i o 1 3 mKJNA 


INlVi UU / Z / Z 


Jriomo sapiens cnymotrypsm (^caiaecnnj ^v^iivv^;, niixiN/\ 


iNlVl UU4Z J / 


xiomo sapiens myroiu normone receptor mieractor id ^ijxjltio j, nuviNA 




xiomo sapiens succmate-v^oA iigase, ojjjr-iormmg, aipna suuunit v,«^uv^i-.vji^, 
mRNA 


NM 021648 


Homo sapiens KIAA0721 protein (KIAA0721), mRNA 


NM 021831 


Homo sapiens hypothetical protein FLJ21839 (FLJ21839), mRNA 


NM 021827 


Homo sapiens hypothetical protein FLJ23514 (FLJ23514), mRNA 


NM 021195 


Homo sapiens claudin 6 (CLDN6), mRNA 


NM 018947 


Homo sapiens cytochrome c (HCS), mRNA 
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NM 021732 


Homo sapiens hypothetical protein PP5395 (PP5395), mRNA 1 


NM 021730 


Homo sapiens hypothetical protem PP1044 (PP1044), mRNA 


NM 021643 


Homo sapiens GS3955 protem (GS3955), mRNA 


NM 015180 


Homo sapiens synaptic nuclei expressed gene 2 (SYNE-2), mRNA 1 


NM 021633 


Homo sapiens kelch-like protein C3IP1 (C3IP1), mRNA I 


NM_021629 


Homo sapiens guanine nucleotide binding protein beta subunit 4 (GNB4), 1 
mRNA 


NM 021627 


Homo sapiens sentnn-specific protease (SENP2), mRNA 


NM_021626 


Homo sapiens likely homolog of rat and mouse retmoid-inducible senne 
carboxypeptidase (RISC), mRNA 


NM_021622 


Homo sapiens pleckstrm homology domam-contammg, family A 
(phosphoinositide binding specific) member 1 (PLEKHAl), mRNA 


NM 012408 


Homo sapiens protein kinase C binding protein 1 (PRKCBPl), mRNA 


NM 021252 


Homo sapiens RAB 1 8, member RAS oncogene fanuly (RAB 1 8), mRNA | 


NM 020806 


Homo sapiens gephyrm (GPHN), mRNA 


NM 021258 


Homo sapiens mterleukin 22 receptor (IL22R), mRNA 


NM_021235 


Homo sapiens epidermal growth factor receptor substrate EPS15R (EPS15R), 
mRNA 


NM 021204 


Homo sapiens E-1 enzyme (MAS A), mRNA 


NM 021191 


Homo sapiens neurogenic differentiation 4 (NEUROD4), mRNA 


NM 021178 


Homo sapiens enhancer of invasion 10 (HEIIO), mRNA 


NM_021127 


Homo sapiens phorboH2-myristate- 13 -acetate-induced protein 1 (PMAIPl), 
mRNA 


NM_021114 


Homo sapiens serine protease inhibitor, Kazal t3rpe, 2 (acrosin-trypsin inhibitor) 
(SPDSIK2), mRNA 


NM 021103 


Homo sapiens thymosin, beta 10 (TMSBIO), mRNA 


NM_006435 


Homo sapiens interferon induced transmembrane protein 2 (1-8D) (IFITM2), 
mRNA 


NM 021073 


Homo sapiens bone morphogenetic protein 5 (BMP5), mRNA 


NM 003142 


Homo sapiens Sjogren syndrome antigen B (autoantigen La) (SSB), mRNA 


NM_003888 


Homo sapiens aldehyde dehydrogenase 1 fanuly, member A2 (ALDHl A2), 
mRNA 


NM 013234 


Homo sapiens muscle specific gene (M9), mRNA 


NM 021067 


Homo sapiens KIAA0186 gene product (KIAA0186), mRNA 


NM 021020 


Homo sapiens leucine zipper, putative tumor suppressor 1 (LZTSl), mRNA 


NM 021025 


Homo sapiens homeo box 1 1-like 2 (HOXl 1L2), mRNA 


NM_021003 


Homo sapiens protein phosphatase 1 A (formerly 2C), magnesium-dependent, 
alpha isoform (PPMl A), mRNA 


NM 020674 


Homo sapiens cytochrome P450 monooxygenase (CYP-M), mRNA 


NM 019612 


Homo sapiens hypothetical protein R30953 1 (R30953 1), mRNA 


NM_020904 


Homo sapiens pleckstrm homology domam-contammg, faxmly A 
(phosphoinositide binding specific) member 4 (PLEKHA4), mRNA 


NM 020686 


Homo sapiens NPD009 protein (NPD009), mRNA 


NM 020684 


Homo sapiens NPD007 protem (NPD007), mRNA 


NM 020683 


Homo sapiens AD026 protein (AD026), mRNA 


NM 020679 


Homo sapiens AD023 protein (AD023), mRNA 


JNM U/Uo / / 


Jtiomo sapiens rioUAKtj protem (Ho CAKO), mRJNA 


NM 020675 


Homo sapiens AD024 protein (AD024), mRNA 


NM 020673 


Homo sapiens RAB22A, member RAS oncogene family (RAB22A), mRNA 


NM 020660 


Homo sapiens connexin-36 (CX36), mRNA 


NM 019108 


Homo sapiens hypothetical protein FLJ12886 (FLJ12886), mRNA 


NM 018838 


Homo sapiens 13kDa differentiation-associated protein (DAP 13), mRNA 
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NM 018434 


Homo sapiens goliatn protein (GP), mRNA 


NM_020437 


Homo sapiens similar to aspartate beta hydroxylase (AbrJtij (LQC57168;, 

T> XT A 

mRNA 


NM 020524 


Homo sapiens hematopoietic FBX-interactmg protein (rir ir j, mKJN A 


NM 018638 


Homo sapiens ethanoiamine kinase (bJsJ.lj, mKJN A 


NM 016326 


Homo sapiens cnemolane-like lactor 1 (CJcLLr 1 j, mKJN A 


NM 016951 


Homo sapiens chemokine-like lactor 1 (CKi^r i hikjna 


NM 020143 


Homo sapiens putatative 2o KLia protein ti-'^^^oyuz), nuuNA 


NM 020141 


Homo sapiens protem x u I3 (AL>-uzu), mKJN a 


NM 020122 


Homo sapiens potassium charmel modulatory factor (PCMF), mRNA 


NM 018843 


Homo sapiens imtochondnal earner fanuly protem (MCFP), mRNA 


NM 018840 


Homo sapiens putative Rab5-mteractmg protem (RIP5), mRNA 


NM 016303 


Homo sapiens pp21 homolog (LOC51186), mRNA 


NM 016300 


Homo sapiens cyclic AMP-regulated phosphoprotem, 21 kD (ARPP-21), mRNA 


NM_0 16299 


Homo sapiens likely ortholog of mouse heat shock protem, 70 kDa 4 

(LOC5 1 1 82), mRNA 


NM 013259 


Homo sapiens neuronal protein (NP25), mRNA 


NM_005064 


Homo sapiens small inducible cytokine subiamily A (Cys-Cys), member 15 

/ O y A O O "V T^ X T A 

(SCYA23), mRNA 


NM 013260 


Homo sapiens transcriptional regulator protein (HCNCjr), mKJN A 


NM 020433 


Homo sapiens hypothetical protein LOC57158 (LOC57158), mRNA 


NM 020410 


Homo sapiens CGI-152 protem (CGI-152), mRNA 


NM 020401 


TT 1 1 A * /X TT TT* 1 r\'~l\ T> XT A 

Homo sapiens nuclear pore complex protein (NUPl 07), mRNA 


NM 020400 


Homo sapiens G protein-coupled receptor 92 (GPR92), mRNA 


NM 020397 


XT T^T 1*1 _j • 1 • AT 1 1 0\ T'* Tk. T A 

Homo sapiens CamKI-like protein kinase (LOC571 18), mRNA 


NM 020388 


Homo sapiens CATX-15 protein (CATX-15), mRNA 


XT* JF /\0/\00^ 

NM 020386 


TT^ ^ — ' TT'r> AO 1*1 /TTT> A O T OX -.T>XT A 

Homo sapiens HRAS-like suppressor (HRAbLb), mRNA 


NM 020361 


Homo sapiens carboxypeptidase B precursor (CP AH), mRNA 


NM 020357 


Homo sapiens PEST-containing nuclear protein (pcnp), mRNA 


NM 020345 


Homo sapiens l-kappa-B-interactmg Kas-iike protein 1 (JsJ5JKAo 1 J, mKJN A 


NM 020360 


Homo sapiens phospholipid scramblase 3 (rJ^bCRi ), mKJN A 


NM 020346 


Homo sapiens cyclm Ml (CNNMl), mKJN A 


NM 000888 


Homo sapiens mtegrm, beta 6 (liGBo), mRNA 


XTX JT i^*^ /\ 1 O 1 

NM 020181 


Homo sapiens myelin proteolipid protein-like protein (PLPL), mRNA 


XTX iT /AO 1 /I yl 

NM 020144 


Homo, sapiens poly(A) polymerase beta (testis specific) (PAPOLB), mRNA 


NM 020202 


Homo sapiens Nit protein 2 (N1T2), mKJN A 


NM 020250 


Homo sapiens MOST2 protein (MOST2), mRNA 


NM 020237 


Homo sapiens MOST-1 protem (MOS T-1), mRNA 


NM 020234 


Homo sapiens x 009 protein (MDS009), mRNA 


NM 020128 


Homo sapiens nuclear protein double minute 1 (MDMl), mRNA 


NM 020169 


Homo sapiens latexm protein (LXN), mRNA 


NM_020133 


Homo sapiens lysophosphatidic acid acyltransferase-delta (LPAAT-delta), 

T\ "V T A 

mRNA 


NM_020241 


Homo sapiens sema domain, transmembrane domam (TM), and cytoplasmic 
domain, (semaphonn) oB (SEMAoB), mRNA 


NM 020163 


Homo sapiens semaphorin sem2 (LOC56920), mKJN A 


xnv/r non lOQ 


xiomo sapiens jnxvjiNZj/ proiem ^fiioiNZ^^, rnxviN^ 


NM 020197 


Homo sapiens HSKM-B protein (HSKM-B), mRNA 


NM 020200 


Homo sapiens HHGP protein (HHGP), mRNA 


NM 020195 


Homo sapiens HCDI protein (HCDI), mRNA 


NM 020198 


Homo sapiens GKOOl protein (GKOOl), mRNA 


NM 020117 


Homo sapiens hypothetical protein FLJ10595 (FLJ10595), mRNA 
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NM 020119 


Homo sapiens hypothetical protein FLB6421 (FLB6421), mRNA 


NM_020162 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 33 (DDX33), 

mRNA 


NM_020215 


Homo sapiens hypothetical protein DKFZp761F2014 (DKFZp761F2014), 
mRNA 


NM 020221 


Homo sapiens hypothetical protein DKFZp547I224 (DKFZp547I224), mRNA 


NM 020217 


Homo sapiens hypothetical protein DKFZp547I014 (DKFZp547I014), mRNA 


NM 020161 


Homo sapiens hypothetical protein DKFZp547H025 (DKFZp547H025), mRNA 


NM 020186 


Homo sapiens DCl 1 protein (DCl 1), mRNA 


NM_020205 


Homo sapiens cellular zinc finger anti-NF-kappaB Cezanne (CEZANNE), 
mRNA 


NM_019887 


Homo sapiens second mitochondria-derived activator of caspase (SMAC), 
mRNA 


NM_019892 


Homo sapiens phosphatidylinositol (4,5) bisphosphate 5 -phosphatase homolog; 
phosphatidylinositol polyphosphate 5-phosphatase type IV (PPI5PIV), mRNA 


NM_0 19885 


Homo sapiens cytochrome P450 retinoid metabolizing protein (P450RAI-2), 
mRNA 


NM_0 19845 


Homo sapiens candidate mediator of the p53-dependent G2 arrest (REPRIMO), 
mRNA 


NM 019853 


Homo sapiens protem phosphatase 4 regulatory subimit 2 (PPP4R2), mRNA 


NM 013301 


Homo sapiens protem predicted by clone 23882 (HSU79303), mRNA 


NM 013300 


Homo sapiens protein predicted by clone 23733 (HSU79274), mRNA 


NM 013296 


Homo sapiens LGN protein (HSU54999), mRNA 


NM 013293 


Homo sapiens transformer-2 alpha (htra-2 alpha) (HSU53209), mRNA 


NM 013310 


Homo sapiens hypothetical protein (AF038169), mRNA 


NM 018975 


Homo sapiens TRF2-mteracting telomenc RAPl protem (RAPl), mRNA 


NM 019082 


Homo sapiens putative nucleolar RNA helicase (NOH61), mRNA 


NM 019020 


Homo sapiens hypothetical protein (FLJ20748), mRNA 


NM 019058 


Homo sapiens HIF-1 responsive RTP801 (FLJ20500), mRNA 


NM 019056 


Homo sapiens neuronal protein 17.3 (P17.3), mRNA 


NM 019042 


Homo sapiens hypothetical protein (FLJ20485), mRNA 


NM_0 19061 


Homo sapiens phosphatidylinositol-3 phosphate 3 -phosphatase adaptor subunit 

(3-PAP), mRNA 


NM 018986 


Homo sapiens hypothetical protein (FLJ20356), mRNA 


NM_0 19034 


Homo sapiens ras homolog gene family, member F (in filopodia) (ARHF), 
mRNA 


NM 019062 


Homo sapiens hypothetical protein (FLJ20225), mRNA 


NM 019038 


Homo sapiens hypothetical protein (FLJl 1045), mRNA 


NM 019044 


Homo sapiens hypothetical protein (FIJI 0996), mRNA 


NM_018180 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 32 (DDX32), 
mRNA 


NM_0 19028 


Homo sapiens hypothetical protein similar to ankyrin repeat-containing priotein 
AKRl (FIJI 0852), mRNA 


NM_019014 


Homo sapiens similar to DNA-directed RNA polymerase 1(135 kDa) (Rpol-2), 
mRNA 


"VTA yT 1 ar\^ O 

jMM 019023 


Homo sapiens hypothetical protein (FLJ 10640), mRNA 




xiomo sapiens nypotnetical protein JrJLJ Wojj (rl^ lUo33 mKiNA 


NM 019067 


Homo sapiens hypothetical protein (FLJ10613), mRNA 


NM 019057 


Homo sapiens hypothetical protein (FU 10404), mRNA 


NM 018846 


Homo sapiens SBBI26 protein (SBBI26), mRNA 


NM 016483 


Homo sapiens hypothetical protein (HSPC226), mRNA 


NM 01 8400 


Homo sapiens voltage-gated sodium channel beta-3 subunit (scn3b gene) 
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(HSA243396), mRNA 


NM 018700 


Homo sapiens tripartite motif-containing 36 (TRIMS 6), mRNA 


NM 018547 


Homo sapiens hypothetical protein PR02964 CPR02964), mRNA 


NM 018546 


Homo sapiens hypothetical protein PR02958 (PR02958), mRNA 


NM 018544 


Homo sapiens hypothetical protein PR02949 (PR02949), mRNA 


NM 018634 


Homo sapiens hypothetical protein PR02893 (PR02893), mRNA 


NM 018543 


Homo sapiens hypothetical protein PR02859 (PR02859), mRNA 


NM 018542 


Homo sapiens hypothetical protein PR02834^R02834), mRNA 


NM 018538 


Homo sapiens erythroblast membrane-associated protein (ERMAP), mRNA 


NM 018534 


Homo sapiens hypothetical protein PR02714 (PR02714), mRNA 


NM 018530 


Homo sapiens hypothetical protein PR02521 (PR02521), mRNA 


NM 018627 


Homo sapiens hypothetical protein PRO2405 (PRO2405), mRNA 


NM 018523 


Homo sapiens hypothetical protein PR02325 (PR02325), mRNA 


NM 018519 


Homo sapiens hypothetical protein PR02266 (PR02266), mRNA 


NM 018517 


Homo sapiens hypothetical protein PR02214 (PR02214), mRNA 


NM 018621 


Homo sapiens hypothetical protein PR02198 (PR02198), mRNA 


NM 018619 


Homo sapiens hypothetical protein PR02133 (PR02133), mRNA 


NM 018618 


Homo sapiens hypothetical protein PR02121 (PR02121), mRNA 


NM 018616 


Homo sapiens hypothetical protein PRO2037 (PRO2037), mRNA 


NM 01S512 


Homo sapiens hypothetical protein PRO2015 fPRO2015y mRNA 


NM 018610 


Homo sapiens hypothetical protein PRO 1942 (PRO 1942), mRNA 


NM 018510 


Homo sapiens hypothetical protein PRO 1866 (PRO 1866), mRNA 


NM 018507 


Homo sapiens hypothetical protein PRO 1843 (PR01843'> mRNA 


NM 018606 


Homo sapiens hypothetical protein PR01787 (PR01787\ mRNA 


NM 018589 ' 


Homo sapiens hypothetical protein PR01635 (PR01635), mRNA 


NM 018587 


Homo sapiens hypothetical protein PR01617 (PRO 16 17), mRNA 


NM 018503 


Homo sapiens hypothetical protein PR01598 (PR01598), mRNA 


NM 018586 


Homo sapiens hypothetical protein PRO 1584 (PRO 1 5 84) , mRNA 


NM_0 18502 


Homo sapiens hypothetical protein PRO 15 80 (PRO 15 80) mRNA 


NM 018603 


Homo sapiens hypothetical protein PRO 1496 (PRO 1496") mRNA 


NM 018584 


Homo sapiens hypothetical protein PRO 1489 (PRO 1489^ mRNA 


NM 018582 


Homo sapiens hypothetical protein PR01483 rPR01483> mRNA 


NM_0 18602 


Homo sapiens DnaJ (Hsp40) homoloe, subfamily A, member 4 (DNAJA4'i 
mRNA 


NM 018578 


Homo sapiens hypothetical protein PR01257 (PR01257), mRNA 


NM 018576 


Homo sapiens hypothetical protein PRO 1 163 (PRO 11 63), mRNA 


NM 018497 


Homo sapiens hypothetical protein PRO1048 fPRO1048V mRNA 


NM 018565 


Homo sapiens hypothetical protein PRO0899 (PRO0899) mRNA 


NM 018562 


Homo sapiens hypothetical protein PRO0386 (PRO0386), mRNA 


NM 018590 


Homo sapiens hypothetical protein PRO0082 rPRO0082) mRNA 


NM_0 18667 


Homo sapiens sphingomyelin phosphodiesterase 3, neutral membrane (neutral 
sphingomyelinase II) (SMPD3) mRNA 


NM 017544 


Homo sapiens transcription factor NRF (NRF), mRNA 


NM_0 18468 


Homo sapiens uncharacterized hematonoietic stem/nrno-pnitftr pfllc nmtpin 
MDS033 (MDS033), mRNA 


NM_0 18467 


Homo sapiens uncharacterized hematoDoietic stem/oroffenitor cells nmtein 
MDS032 (MDS032), mRNA 


NM_0 18464 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS029 (MDS029), mRNA 


NM 018688 


Homo sapiens bridging integrator 3 (BIN3), mRNA 


NM 018686 


Homo sapiens CMP-N-acetylneuraminic acid synthase (CMAS), mRNA 


NM 018446 


Homo sapiens glycosyltransferase AD-017 (AD-017), mRNA 
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MM 018416 


Homo sapiens FOXJ2 forkhead factor (FHX), mRNA 


NM 018407 


Homo sapiens putative integral membrane transporter (JLCz /), mRJNA 


NM 018472 


Homo sapiens uncharactenzed hypothalamus protem HTOl 1 (HTOl 1), mRNA 


NM 018471 


Homo sapiens vmcharactenzed hypothalamus protem HTOlO (HTOlO), mRNA 


NM 018470 


Homo sapiens uncharactenzed hypothalamus protem HT009 (HT009), mRNA 


NM 018469 


Homo sapiens uncharactenzed hypothalamus protem HT008 (HT008), mRNA 


NM 017523 


Homo sapiens XIAP associated factor- 1 (HSXIAPAFl), mRNA 


NM 017514 


Homo sapiens SEX gene (HSSEXGENE), mRNA 


NM 017512 


Homo sapiens rTS beta protein (HSRTSBETA), mRNA 


NM 016536 


Homo sapiens HSPC059 protem (HSPC059), mRNA 


NM 018553 


Homo sapiens ELG protein (HSA277841), mRNA 


NM 018403 


Homo sapiens transcription factor (SMIF gene) (HSA275986), mRNA 


NM 018404 


Homo sapiens centaurin, alpha 2 (CENTA2), mRNA 


NM 018401 


Homo sapiens gene for senne/threonme protein kinase (HSA250839), mKN A 


NM 017582 


Homo sapiens NICE-5 protein (HSA243666), mRNA 


NM_0 18684 


Homo sapiens hepatocellular carcmoma-associated antigen 12/ (HCAlz/j, 
mRNA 


NM_0 18477 


Homo sapiens uncharactenzed hypothalamus protein HARPl 1 (HARPl 1), 
mRNA 


NM 018652 


Homo sapiens golgin-hke protein (GLP), mRNA 


NM 017962 


Homo sapiens hypothetical protein FLJ20S25 (FU20825). mRNA 


NM 017961 


Homo sapiens hypothetical protein FLJ20813 (FLJ20813), mRNA 


NM 017960 


Homo sapiens hypothetical protem FLJ20808 (FLJ20808), mRNA 


NM 017959 


Homo sapiens hypothetical protein FLJ20802 (FLJ20802), mRNA 


NM 017958 


Homo sapiens hypothetical protem FLJ20783 (FLJ20783), mRNA 


NM 017957 


Homo sapiens epsm 3 (FIJ20778), mRNA 


NM 017956 


Homo sapiens hypothetical protem FLJ20772 (FLJ20772), mRNA 


NM 017950 


Homo sapiens hypothetical protein FLJ20753 (FLJ20753), mRNA 


NM 017949 


Homo sapiens hypothetical protein FIJ20739 (FLJ20739), mRNA 


NM 017946 


Homo sapiens hypothetical protein FLJ20731 (FLJ20731), mRNA 


NM 017953 


Homo sapiens hypothetical protein FLJ20729 (FLJ20729), mRNA 


NM 017943 


Homo sapiens hypothetical protein FLJ20725 (FLJ20725), mRNA 


NM 017941 


Homo sapiens hypothetical protem FLJ20721 (FLJ20721), mRNA 


NM 017938 


Homo sapiens hypothetical protem FLJ20716 (FLJ20716), mRNA 


NM 017937 


Homo sapiens hypothetical protem FLJ20712 (FLJ20712), mRNA 


NM 017932 


Homo sapiens hypothetical protein FLJ20700 (FLJ20700), mRNA 


NM 017929 


Homo sapiens hypothetical protem FU20695 (FLJ20695), mRNA 


NM 017928 


Homo sapiens hypothetical protein FLJ20694 (FLJ20694), mRNA 


NM 017925 


Homo sapiens hypothetical protein FLJ20686 (FLJ20686), mRNA 


NM 017920 


Homo sapiens hypothetical protein FLJ20654 (FLJ20654), mRNA 


NM 017919 


Homo sapiens hypothetical protem FLJ20651 (FLJ20651), mRNA 


NM 017918 


Homo sapiens hypothetical protem FLJ20647 (FLJ20647), mRNA 


NM 017917 


Homo sapiens hypothetical protem FLJ20644 (FLJ20644), mRNA 


NM 017916 


Homo sapiens hypothetical protein FLJ20643 (FLJ20643), mRNA 


NM 017915 


Homo sapiens hypothetical protem FLJ20641 (FLJ20641), mRNA 


NM 017912 


Homo sapiens hypothetical protem FLJ20637 (FLJ20637), mRNA 


NM 017909 


Homo sapiens hypothetical protem rLJ20o27 (rl^JzUoz/;, mKJNA 


NM 017907 


Homo sapiens hypothetical protein FLJ20625 (FLJ20625), mRNA 


NM 017903 


Homo sapiens hypotiietical protein FLJ20618 (FLJ20618), mRNA 


NM 017901 


Homo sapiens two-pore channel 1, homoloR (KIAAl 169), mRNA 


NM 017900 


Homo sapiens hypothetical protein FLJ20608 (FLJ20608), mRNA 


NM 017899 


Homo sapiens hypothetical protein FLJ20607 (TSC), mRNA 
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Wnmn <;anien<; hvnothetical nrotein FLJ20604 fFLJ20604') mRNA 




Homo saoiens hvnothetical nrotein FLJ20595 (TLJ20595') mRNA 




T-Tomo Qampn<? 'sPma domain immunofflobulin domain Qff^ transmembrane 

XXv/ll.X\>/ OAlJXwAiO Owllld VXV/ll ICXl J A J IXXXlXXUXXWgXVr VUXAXA uv/xjxuxxA ^xgyj m »,»xx«jijxwi*x*-/x 

domain fTM^ and short cvtoDlasniic doniain. rsemaDhorin) 4G f SEMA4Gy 
mRNA 

XXXX^iX ^X X 


NM 017891 


Homo saoiens hvDOthetical orotein FLJ20584 fFLJ20584\ mRNA 


NM 017885 


Homo saniens hvDothetical nrotein FLJ20568 fFLJ20568), mRNA 


NM 017881 


Homo saniens hvoothetical nrotein FLJ20559 rFLJ20559\ mRNA 


NM 017876 


Homo saniens hvoothetical nrotein FLJ20552 fFLJ20552\ mRNA 


NM 017873 


Homo saoiens hvnothetical nrotein FLJ20548 fFLJ20548') mRNA 


NM 017868 

X^X*X >/ X / 


Homo saniens hvnothetical nrotein FLJ20535 rFLJ20535V mRNA 


NM 017866 


Homo saniens hvnothetical nrotein FLJ20533 rFLJ20533\ mRNA 


NM 017863 


Homo saniens hvoothetical nrotein FLJ20527 fFLJ20527\ mRNA 


NM 017860 


Homo saniens hvoothetical protein FLJ20519 fFLJ20519), mRNA 


NM 017858 


Homo saniens hvoothetical nrotein FLJ20516 fFLJ205161, mRNA 


NM 017856 


Homo saniens hvoothetical orotein FLJ20514 (FLJ20514), mRNA 


NM 017854 

X^XtX \f X r Ub/^i 


Homo saoiens hvnothetical nrotein FLJ20512 fFLJ20512V mRNA 


NM 017853 


Homo saniens hvoothetical nrotein FLJ2051 1 (TLJ2051 1), mRNA 


NM 017851 

X ^XVX \J X / U«/ X 


Homo saniens hvnothetical nrotein FLP0509 ('FLJ20509') mRNA 


NM 017848 


Homo saniens hvnothetical nrotein FLJ20506 fFLJ20506') mRNA 

XXV/XXI\^ vU|^XVXXw XXjr |i/Vr liXXw bXWCXA |^XVrl>VXXX X 1 tm \f «■/ v ^X X^«r ^« V wyj XAXX.^a<>^A >> 


NM 017843 


Homo saniens breast carcinoma arhDlified seouence 4 fBCAS4\ mRNA 

JLA^^XXX^^ ^7ftXI^X%^XX^7 ^^X ^^XX^ ^ ^/V^X ^^XAX^^XXXVX VwXXA^^ A A&A^^^X U^^^il %^^^aa.^i^^k ■ % ■ ^ « a^** ^a ^ 


NM 0178^6 


Homo saniens hvnothetical nrotein FLJ20473 fFLJ20473) mRNA 


NM 0178*^4 


Homo saniens hvnothetical nrotein FLJ20464 fFLJ20464), mRNA 


NM 017831 

X ^ XTX >/ X 1 %JmJ X 


Homo saniens hvoothetical orotein FLJ20456 fFLJ20456), mRNA 


NM 017828 

X ^XTX \^ X / 


Homo saniens hvnothetical nrotein FLJ20452 (^020452^ mRNA 

XX\^X&X\^ li9U^XWJXi9 X AJr |.^V^ LX Aw 1>X WCXX I.^XX^V^'XXX X X^w V <M ^X X_/>rdtfV T<m^a^J^ Ass^^o.'^^ & 


NM 017825 


Homo saniens hvnothetical nrotein FLJ20446 fFLJ20446'i mRNA 


NM 017874 


Homo saniens hvnothetical nrotein FLJ20445 rFLJ20445') mRNA 

XXv/lxl\^ 0CX|^XV/A10 XAjr 1-FvHlwl.XV/CH I^XV/l^WXXA X X-y*fx<v/ I »«./ y^X J— /«fx»v^^ r-i' xi.u.v^ ^x x 


NM 017819 

X^XVX \J X / U X 


Homo saniens hvnothetical nrotein FLJ20432 fFLJ20432'>. mRNA 

XX^^XXX^^ 4CX|^XvXXO A Ajr LAXwLA VHA |>^Xxyi>wXXX X Xs^vT X« v r«i^Xtf \X JUvXrfX^ W^^^ AXXik^X ^X X 


NM 017817 

X^XVX V/ X / \J X 1 


Homo saniens hvnothetical nrotein FLJ20429 fFLJ20429'i mRNA 


NM 017816 

X ^XTX \/ X f ^ X V/ 


Homo saniens hvoothetical nrotein FLJ20425 fFLJ20425^ mRNA 

X.XV^AAiV^ k3l-4 X^^XXO XX y kyV-FCXX^' wtAl X/X V/ l»V»'A A A JL X— X^ V r^^^ V X^»/Xp«w i^^v*' AAAAXiiA^A X 


NM 017814 

X ^ XTX. V/ X # \j X 1 


Homo saniens hvnothetical nrotein FLJ20422 fFLJ20422V mRNA 

X X^^X AX^^ 0tXl^X^^XX^# XX T 1^^^ ^AX^^ LX^^CXA I^X AXA ^ JL^aI « Atf 1 ^ ■ ^« • ^^^^ # ^ AAA^ ^ ^ A. 


NM 017813 


Homo sapiens hvnothetical nrotein FLJ20421 flFLJ20421), mRNA 


NM 017812 


Homo saniens hvoothetical nrotein FLJ20420 fFLJ20420y mRNA 

AJL^^XXX^^ ^7VXI^X%^A X^9 aA^v k^X^ VAX%i^^X^^wl A ^^A^^1*^^AXX A A^tf Av Va^^^ \A mm^^ 9m^\^ §% AAAA'^A ^ 


NM 017808 


Homo saniens hvoothetical nrotein FLJ20413 rFLJ20413\ mRNA 


NM 017805 


Homa saniens hvnothetical orotein FLJ20401 rFLJ20401), mRNA 


NM 017803 


Homo saniens hvnothetical nrotein FLJ20399 fFLJ20399), mRNA 


NM 017801 


Homo saniens hvnothetical nrotein FLJ20396 rFLJ20396), mRNA 


NM 017799 


Homo saniens hvoothetical nrotein FLJ20392 ('FLJ20392), mRNA 

^ A A Axy VJXA^.^ X^^A X^ XX_y V ^AX^^ VA W U A ^^X AXX JL A-^v Xrf V ^ X^ y JL^^ ^ ^ y j a A aa.^a. ^ a & 


NM 017793 


Homo saniens hvnothetical orotein FLJ20374 (PLJ20374), mRNA 


NM 017791 


Homo sapiens hvDothetical nrotein FLJ20371 rFLJ20371), mRNA 


NM 017787 


Homo saniens hvoothetical nrotein FLJ20154 rFLJ20154y mRNA 


NM 017782 


Homo saniens hvnothetical nrotein FLJ20360 fFLJ20360), mRNA 


NM 017781 


Homo saoiens hvoothetical protein FLJ20359 fFLJ20359\ mRNA 


NM 017779 


Homo saniens hvnothetical protein FLJ20354 rFLJ20354y mRNA 


NM 017777 

X ^ XT X M. f 9 9 9 


Homo saniens hvnothetical nrotein FLJ20345 fFLJ20345) mRNA 

A A A A M.\^ AX ^^XX^X Xb^ X A_y L/\^ VA L*A «^ vA 1 V%^ A A A ^ JV^v Ai* T^i^ % ^ Mna^^M X^ I J ^ A AAaw^nX. ^ A & 


NM 011116 


Homo saniens hvnothetical nrotein FLJ20344 (7020344) mRNA 

A A A A A^^ ^^^A A ^^X X ^9 X A y 1^ Va X^^ w A ^^b4 A r^X AAA Jk W mmm ^ * \ "X A^^w «^ ■ ' / ) ^ VA ^ A -V 


NM 017773 


Homo sapiens hypothetical protein FU20340 (FLJ20340), mRNA 


NM 017769 


Homo sapiens hypothetical protein FLJ20333 (FLJ20333), mRNA 


NM 017767 


Homo sapiens hypothetical protein FLJ20327 (FLJ20327), mRNA 


NM 017766 


Homo sapiens hypothetical protein FLJ20321 (FLJ20321), mRNA 


NM 017765 


Homo sapiens hypothetical protein FLJ20320 (FLJ20320), mRNA 


NM 017763 


Homo sapiens hypothetical protein FLJ203 15 (F1J20315), mRNA 
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NM 017761 


Homo sapiens nypotnetical protein rJLJ2U3i-i (^ri-jzujizj, mKiNA 


NM 017760 


Homo sapiens nypotnetical protein ruzu^ii (^rJ-Jzujiij, nu<JN/\ 


NM 017755 


Homo sapiens nypotnetical protein ri-J zU3U3 ^^rj-jzuou^j, iukjna 


NM 017752 


Homo sapiens hypothetical protein rUzOzyo (rLJZUzyoj, nusJMA 


NM 017750 


Homo sapiens hypothetical protein FU20296 (FLJ20296), mRNA 


NM 017746 


Homo sapiens hypothetical protein FLJ20287 (FLJ20287), mRNA 


NM 017745 


Homo sapiens hypothetical protein FLJ202S5 (FLJ2Q285), mRNA 


NM 017742 


Homo sapiens hypothetical protein FLJ20281 (FLJ20281), mRNA 


NM 017741 


Homo sapiens hypothetical protein FLJ20280 (FLJ20280), mRNA 


NM 017739 


Homo sapiens O-lmked mannose betal,2-N-acetylglucosaimnyltransierase 
(FLJ20277), mRNA 


NM 017737 


Homo sapiens hypothetical protein FLJ20275 (FLj20275), mRNA 


NM 017729 


Homo sapiens hypothetical protein FLJ20258 (FLJ20258), mRNA 


^ 4 ^^^^^^ ^1 

NM 017728 


Homo sapiens hypothetical protem FLJ20255 (FLJ20255), mRNA 


NM oniii 


Homo sapiens hypothetical protein FLJ20254 (FLJ20254), mRNA 


NM__0 17724 


Homo sapiens leucine nch repeat (m FLU) mteractmg protem 2 (LRRFlr2), 
mRNA 


NM 017721 


Homo sapiens hypothetical protein FLJ20241 (FLJ20241), mRNA 


NM 017713 


Homo sapiCTis hypothetical protem FLj2021 1 (FLJ2021 1), mRNA 


NM 017712 


Homo sapiens hypothetical protein FLJ20208 (FLJ20208), mRNA 


NM 017710 


Homo sapiens hypothetical protem FLJ20203 (FLJ20203), mKJNA 


NM 017708 


Homo sapiens hypothetical protem FLJ20200 (FU20200), mRNA 


NM 017707 


Homo sapiens hypothetical protem FLJ20199 (FLJ20199), mRJNA 


NM 017706 


Homo sapiens hypothetical protein FLJ20195 (FLJ2U195), mRNA 


NM 017705 


Homo sapiens hypothetical protein FLJ20190 (FLJ20190), mRNA 


NM 017703 


Homo sapiens hypothetical protem FLJ20188 (FLJ2018S), mRNA 


NM 017702 


Homo sapiens hypothetical protem FLJ20186 (FLJ20186), mRNA 


NM 017700 


Homo sapiens hypothetical protein FLJ20184 (FLJ201S4), mRNA 


NM 017696 


Homo sapiens hypothetical protem FLJ20170 (FLJ20170), mRNA 


NM 017694 


Homo sapiens hypothetical protein FLJ201o0 (FLJ201oO), mRNA 


NM 017693 


XX • 1_ 1 J. * T^X T'^ /\ 1 f rv /"T7T T*^ /\ 1 f XX "XT A 

Homo sapiens hypothetical protem FLJ20159 (FLJ20159), mRNA 


NM 017691 


Homo sapiens h3qDothetical protein FLJ2015o (rLJzUlDo), mRJNA 


NM 017689 


Homo sapiens hypothetical protein F LJ2Q 151 (r LJ zU 1 5 1 ), mKIN A 


NM 017688 


Homo sapiens hypothetical protein FLJ20150 (r JLJzUIdU), mKJNA 


NM 017685 


Homo sapiens hypothetical protem FJLJ20139 (FLJzOliy), mKNA 


NM 017684 


Homo sapiens hypothetical protem FLJ20136 (FLJ2013o), mRNA 


NM 017682 


Homo sapiens hypothetical protem FLJ20132 (rLJzU13z), mKJNA 


NM 017681 


Homo sapiens hypothetical protem FLJ20130 (FLJ20130), mRNA 


NM 017679 


Homo sapiens hypothetical protein FLJ2U126 (FLJzUlzb), mKJNA 


NM 017674 


Homo sapiens hypothetical protein rLJzOi^i {tLJZviZi), mKJNA 


NM 017664 


XX 1 1 ' t T7T TOAAO'5 /HCT TO/AAOTV ,-i,-.T>>lT A 

Homo sapiens hypothehcal protein FLJ20093 (FLJzUUyi), mKJNA 


NM 017661 


Homo sapiens hypothetical protein rLJ200oo (l^JUzUUboj, mKJMA 


NM 017660 


Homo sapiens hypothetical protem FLJ20085 (r JLJzUUo5), mKJNA 


NM 017658 


Homo sapiens nypothetical protein rLJzUUol QrLJZUUKi j, mKJNA 


NM 017656 


Homo sapiens hypothetical protein FLJ20079 (FLJ20079), mRNA 


NM 017655 


■rx * -I- j^* 1 A • T^T T-^rvATC /T^T TOAA'7C\ T> x r a 

Homo sapiens hypothetical protem FLJ20075 (FLJ20075), mRNA 


NM 017654 


Homo sapiens nypotnetical protein rLJ zuu / j i^rJLJzuu/j^, nxKJNA 


NM 017653 


Homo sapiens hypothetical protein FU20071 (FLJ20071), mRNA 


NM 017651 


Homo sapiens hypothetical protein F1J20069 (FLJ20069), mRNA 


NM_0 17650 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 9 A 
(PPP1R9A), mRNA 


NM 017649 


Homo sapiens cyclin M2 (CNNM2), mRNA 
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NM 017644 


Homo sapiens hypothetical protein FLJ20059 (FLJ20059), mRNA 


NM 017643 


Homo sapiens hypothetical protein FLJ20055 (FLJ20055), mRNA 


NM 017639 


Homo sapiens hypothetical protein FLJ20047 (FLJ20047), mRNA 


NM 017638 


Homo sapiens hypothetical protein FLJ20045 (FLJ20045), mRNA 


NM 017633 


Homo sapiens hypothetical protein FLJ20037 (FLJ20037), mRNA 


NM 017631 


Homo sapiens hypothetical protein FLJ20035 (FLJ20035), mRNA 


NM 017630 


Homo sapiens hvDothetical protein FLJ20034 (FLJ20034), mRNA 


NM 017627 


Homo sapiens hvoothetical protein F1J20030 (FLJ20030\ mRNA 


NM 017626 


Homo sapiens DnaJ fHsp40) homolos. subfamilv B, member 12 fDNAJB12), 
mRNA 


NM 017621 


Homo sapiens hypothetical protein FLJ20013 (FLJ20013), mRNA 


NM 017618 


Homo sapiens hypothetical protein FLJ20006 (FLJ20006), mRNA 


NM 017617 


Homo sapiens hypothetical protein FU20005 (FLJ20005), mRNA 


NM 017615 


Homo sapiens hypothetical protein FLJ20003 (FLJ20003), mRNA 


NM 018394 


Homo sapiens hypothetical protein FLJl 1342 fFLJl 13421 mRNA 


NM 01839'^ 


Homo sapiens hypothetical protein FLJl 1336 (FLJl 1336\ mRNA 


NM 018391 


Homo sapiens hypothetical protein FLJl 1328 (FLJl 1328), mRNA 


NM 018389 


Homo sapiens GDP-fucose transporter 1 fFLJl 1320), mRNA 


NM 018388 


Homo sapiens hypothetical protein FL J 11316 (FL J 11316), mRN A 


NM 018386 


Homo sapiens hvoothetical protein FLJl 1305 (FLJl 1305), mRNA 


NM 018383 


Homo sapiens hypothetical protein FLJl 1294 (FLJl 1294), mRNA 

A A A fc^%A A^ A A Ak^ A AT fc^ VA A^^ •^A^^^AA A^ A X^ V^^AA A ^ » i F A A ^ • V * ^ ^ M ^ •■^^ ^fc* ^4 A 


NM 018380 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 28 (DDX28), 
mRNA 


NM 018379 


Homo sapiens hypothetical protein FLJl 1280 (FLJl 1280), mRNA 


NM 018376 


Homo sapiens hypothetical protein FLJl 1275 (FLJl 1275), mRNA 


NM 018375 


Homo sapiens hypothetical protein FLJl 1274 (FLJl 1274), mRNA 


NM 018374 


Homo sapiens hypothetical protein FLJl 1273 (FLJl 1273), mRNA 


NM 018372 


Homo sapiens hypothetical protein FLJl 1269 (FLJl 1269), mRNA 


NM 018370 


Homo sapiens hypothetical protein FLJl 1259 (FLJl 1259), mRNA 


NM 018366 


Homo sapiens hypothetical protein FLJl 1230 (FLJl 1230), mRNA 


NM 018365 


Homo sapiens hypothetical protein FLJl 1222 (FLJl 1222), mRNA 


NM 018360 


Homo sapiens hypothetical protein FLJl 1209 (FLJl 1209), niRNA 


NM 018359 


Homo sapiens hypothetical protein FLJl 1200 (FLJl 1200), mRNA 


NM 018357 


Homo sapiens hypothetical protein FLJl 1 196 (FLJl 1 196), mRNA 


NM 018356 


Homo sapiens hypothetical protein FLJl 1 193 (FLJl 1 193), mRNA 


NM 018355 


Homo sapiens hypothetical protein FLJl 1191 (FLJl 1191), mRNA 


NM 018351 


Homo sapiens hypothetical protein FLJl 1 183 (FLJl 1 183), mRNA 


NM 018350 


Homo sapiens hypothetical protein FLJl 1181 (FLJl 1181), mRNA 


NM 018349 


Homo sapiens hypothetical protein FLJl 1 175 (FLJl 1 175), mRNA 


NM 018348 


Homo sapiens hypothetical protein FLJl 1171 (FLJl 1171), mRNA 


NM 018346 


Homo sapiens hypothetical protein FLJl 1 164 (FLJl 1 164), mRNA 


NM 018344 


Homo sapiens hypothetical protein FLJl 1 160 (FLJl 1 160), mRNA 


NM 018343 


Homo sapiens hypothetical protein FLJl 1 159 (FLJl 1 159), mRNA 


NM 018342 


Homo sapiens hypothetical protein FLJl 1 155 (FLJl 1 155), mRNA 


NM 018338 


Homo sapiens hypothetical protein FLJl 1 142 (FLJl 1 142), mRNA 


NM 018335 


Homo sapiens hypothetical protein FLJl 1 132 (FLJl 1 132), mRNA 


NM 018329 


Homo sapiens hypothetical protein FLJl 1 1 17* (FLJl 1117), mRNA 

rfA X^ A A AX^ A^ A VA Ak^ A A y X^ BVA A V A WA A A^ A X^ AAA ^^^^f 4h 9 « Mb ^hvBV A A ^B A' * ^ V ^^to ^ M ^b 


NM 018328 


Homo sapiens hypothetical protein FLJl 1113 (FLJl 1113), mRNA 

A A A^^ fc^*^ A^ A^^A A^^ A A J BMr WA A^^ ^A^^*>AA ^^A A A A ^^*b* A A A A^ * ^ ^Nrf^r A ^ A A M « A**^^ ^ A A 


NM 018326 


Homo sapiens hypothetical protein FLJl 1 1 10 (FLJl 1 1 10), mRNA 


NM 018324 


Homo sapiens hypothetical protein FLJl 1 106 (FLJl 1 106), mRNA 


m4 018323 


Homo sapiens hypothetical protein FLJl 1 105 (FLJl 1 105), mRNA 


NM 018321 


Homo sapiens hypothetical protein FLJl 1 100 (FUl 1 100), mRNA 
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NM 018316 


xiomo sapiens nypotneticai protein jri^Jiiu/o v-ri^iiu/o^j nitviNA 


NM 018314 


Homo sapiens nypotneticai protein rju i luoo i^ri^j i luooj, itikjna 


NM 018309 


Homo sapiens nypotneticai protein tjlj i luw v^x^i^ 1 1 woj, miUN/v 


NM 018308 


Homo sapiens hypothetical pro tern JtJLJ i WhZ [rjuji iU4zj, mKJNA 


NM 018307 


Homo sapiens hypothetical pro tern rLJ 1 1U4U ^rJLJ i 1U4UJ, raKiNA 


NM 01S306 


Homo sapiens hypothetical protein rLJllOio (rl-J 1 lU3oJ, mKJNA 


NM 018304 


Homo sapiens hypothetical protein rU l wzy {rL.j i luzy;, itikjna 


NM 018302 


Homo sapiens hypothetical protem FLJl 1017 (tl^j 1 lUl /), mKJNA 


NM 018299 


Homo sapiens hypothetical protem rLJ 11011 (l^i-JllUil), niKJNA 


NM 018297 


Homo sapiens peptide: N-glycanase similar to yeast Fisivjl (rLj i lUUDj, nuuNA 


NM 018296 


TT — „ ^1 t ^^^x— lOX Tl 1 AA>1 /T7T Tl 1 AA/t\ •wi1>'KTA 

Homo sapiens hypothetical protem rLJ11004 (rLJl 1UU4), mKJNA 


NM 018294 


XT * I— -Jt - A ' ^ ^1 T?T Tl AAAO /"UT Tl AAQO*\ •ma'DXTA 

Homo sapiens hypothetical protem rLJ 10998 {tLMvyyo), mKJNA 


NM 018292 


ft ' 1 x' 1 ^x^I-^ T7T Tl AAOA /TCT Tl AAOA\ «mT>'XT A 

Homo sapiens hypothetical protein FLJ 10989 (FU 10989), mKJNA 


NM 018289 


XX • i." 1 ^ T?T T1 AATA /T7T Tl AATAN «mT>XTA 

Homo sapiens hypothetical protem l^LJ 10979 (rU 10979), mKJNA 


NM 018288 


Homo sapiens hypothetical protein FLJ10975 (FLJ10975), ixiRNA 


NM 018279 


XT • 1 J."!- 1 i. * T7T Tl AAT/^ /T7T TIAATiT'X —^^TiXTA 

Homo sapiens hypothetical protem FLJ10936 (FLJ10936), mRNA 


NM 018275 


XT * 1 1 A ' T^T TIAA'^C /T?T T1AA'^C\ —^Tl'KT A 

Homo sapiens hypothetical protein FLJ 10925 (FLJ 10925), mRNA 


NM 018271 


TT * 1 x1 X* 1 X • T?T Tl AA1 /T7T Tl AA1 ^\ mmT^XT A 

Homo sapiens hypothetical protem FLJ 109 16 (FLJ 109 16), mKJNA 


NM 018264 


XX \- _ . 1 x\ 1 T7T Tl AAAA /T7T Tl AAAA\ _»-kT>"KT A 

Homo sapiens hypothetical protein FLJ 10900 (FLJ 10900), mKJNA 


NM 018261 


Homo sapiens Sec3-like (SEC3), mKNA 


NM 018260 


XT_ 1^ ^_ 1 ^*X^^j,l^^\ — X- : 'C'T Tl AOA1 /T7T Tl AOQ1"\ -^v^UTvIA 

Homo sapiens hypothetical protein rLJ 10b9l (rLJ I0b9 1 ), mKJNA 


NM 018259 


XT * !_ ^xL^xI^^I ^_^x^J» T7T Tl AOAA /T7T Tl AOAA\ •^'D'VTA 

Homo sapiens hypothetical protein rLJ iOoyU (rLJ lUoyO), mKJNA 


NM 018250 


XX 1 x*l_ J.* 1 ^i.^' T7T T1AO*7 1 /T7T T1AO'71"\ «m'D'XTA 

Homo sapiens hypothetical protein FLJ10871 (FLJ10871), mKJNA 


NM 018248 


TT t_ xl« X* -^1 T?T TIAOCO /T?T TlAOCO\ ■^v-.'DXTA 

Homo sapiens hypothetical protein FLJ lOoSo (rLJlOoDo), mKNA 


NM 018247 


XT • 1 x.1_ x^ ^1 — ^x_- T7T Tl AO^ZT /T^T TIAOC/TX ■.mT>XTA 

Homo sapiens hypothetical protein FLj10S56 (FLJ10856), mKJNA 


NM 018246 


Homo sapiens hypothetical protein FLJ10653 (FLJlOooi), mKJNA 


NM 018243 


TX 1 xIj^I x*__ T7T TlAOylA /"T^T T1AOylA\ .M^mwT A 

Homo sapiens hypothetical protem FLJl 0849 (FLJl 0849), mRNA 


NM 018238 


TT xl_ x^ 1 X * T7T T1AO>1'^ /TC*T TlAO>n\ O'K.T A 

Homo sapiens hypothetical protein FLJl 0842 (FLJ 10842), mKMA 


NM 018235 


TT^ ^ — 1 ^A^^*^ 1 "CT Tl AOOA /T7T Tl AOOA\ •wi'D'NTA 

Homo sapiens hypothetical protein FLJ 10830 (FLJ 10830), mKJNA 


NM 018234 


TT • 1_ _4..^^ T7T Tl AOOA /TCT Tl AOOA'N w»T>XT A 

Homo sapiens hypothetical protein rLJ 10829 (rLJ 10829), mKJNA 


NM 018231 


TT-..--^^ 1^ ^xl,^ T?T Tl AO 1 C /T7T T1A01C\ -wtl^^TA 

Homo sapiens hypotlietical protein rLJ 1081!) (FLJ 1081 !>), mKJNA 


NM 018229 


TT !_ xl_ X* 1 ^x^J^ T7T Tl AO 1 O /T7T Tl AO 1 IN •-»-»T>XT A 

Homo sapiens hypothetical protein FLJ 108 13 (FLJ 108 13), mKJNA 


NM 018228 


XX - 1 xi J r - - t X- ; Tr?T TlAOl 1 /1CT Tl A01 IN «>m'D^TA 

Homo sapiens hypothetical protein FLJ lObl 1 (FLJ lObi 1 ), mKJNA 


NM 015227 


TT_ _ 1^ j-i J ' ■ - 1 _^^_x-.«^ T7T Tl AOAO /TC?T TIAOAON ■**-»'D'^T A 

Homo sapiens hypothetical protein FLJ10808 (FLJ 10808), mKJNA 


NM 018224 


Homo sapiens hypothetical protein FLJl 0803 (FLJ10803), mRNA 


NM 018222 


Homo sapiens parvm, alpha (PARVA), mRNA 


NM 018221 


XT • 1 J* f _ f^^^^ __T>X.TA 

Homo sapiens chromosome 2 open reading frame 6 (C2ori6), mRNA 


NM 018216 


TT 1 x1 x^ 1 X * T^T T"! />^00 A¥7T TIATOON TH^tT A 

Homo sapiens hypothetical protein FLJ10782 (FLJ10782), mRNA 


NM 018215 


TT_ • 1 xl ^x'_ 1 ^x_-— . T7T TIA'^OI /T^T TIATOIN •^TJTVT A 

Homo sapiens hypothetical protein r'LJ10781 (rLJ10781), mKJNA 


NM_018214 


Homo sapiens LAP (leucine-nch repeats and rDZ) ana no rDz* protein (JLAJNU), 

•-mT>'KT a 

tnKNA 


NM 01821U 


Homo sapiens hypothetical protein rLJl0/o9 (FLJio/oy), mKJNA 


NM 018208 


Homo sapiens hypothetical protein rLJ 107oi (rLJ 10 /ol), mKJNA 


NM 018203 


T T - ^ *^ _i —x'L _xl ^ ^1 TTT T 1 A^ /I O /T?T T 1 A'? /I 0\ --i.-i.T>'K-T A 

Homo sapiens hypothetical protein FLJ 10748 (rLJ 10 /48), mKJNA 


NM 018201 


Homo sapiens hypothetical protein FLJ1074i (FLJ 10 /43), mKJNA 


XTAyf A 1 Q 1 QQ 


nomo sapiens nypomencai proiem itJ-J lu / jo lkj /do), iiiivin^ 


MM 018198 


Homo sapiens hypothetical protein FLJ10737 (FLJ10737), mRNA 


NM 018196 


Homo sapiens epsilon-trimethyllysine hydroxylase (FLJ10727), mRNA 


NM 018195 


Homo sapiens hypothetical protein FLJ10726 (FLJ10726), mRNA 


NM 018190 


Homo sapiens hypothetical protein FLJ10715 (FLJ10715), mRNA 


NM 018189 


Homo sapiens hypothetical protein FU 10713 (FLJ 10713), mRNA 
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Homo saniens hvnothetical nrotein FLJl 0701 fFLJ10701^ mRNA 


TsTIVT 018182 


Homo <:anipn<; hvnothetiral nrotein FT T10700 rFLJ10700'^ mRNA 


NM 018181 


Homo sanien*; hvnothetical nrotein FT T10697 rFLJ10697\ mRNA 

1.X\J1.XM\J oai^XwXi^ XX_y I^C/ LXX^Llv/ClX I^IV/LwIXX X J^F l.\J\J^ I ^X X-^«r x\J^.^ 1 jy XAU.xx^Z». 


isnvf 01 81 76 


Homo qanienc; hvnnthetira! nrotein FT T10675 rFLJ10675'i mRNA 


NM 018174 


Hotno Qnni<»fic r*hTomocome 10 onen renHincr frJiTVie 5 lvJl9orT5^ TnT^"WA 

XX\J1X1\/ 0Cl|JlwllO wlXI V/XXXVJdVXlIC X7 \J\J^l\. X^aVXlIig XlCUIlV/ y^>^ X^VFXX«^yj lIXXXX^iX^ 


NM 018173 


Homo ^anien^ hvnothetiral nrotein FT T10665 rFT-T10665^ mRNA 

±.X\JHl\J OCX|^1V^X10 XXjr |i/wLXXwLX^Cll ^AV/LwXXX X X-*J X.\J\J\J>J IX JLj%I X V/ xxxx.vx^xx 


NM 018172 


Homo saniens hvnothetical nrotein FT Jri 0661 rFLJ10661^ mRNA 

X.X\/XXXV 0W|,/XwXAO AXjr LXXWIalWCil |,/Xvl>wXXX X ' *-' X \/\/v^ X ^X J—fJ X vVrwX XXXXVX^XV 


NM 018170 

J. ^ lYX V/ X O 1 /V/ 


Homn ^^anienQ hvnothetipfil nrotein FT T10656 TFT T10656^ mRNA 


NM 018168 


Homo sanienq hvnothetical nrotein FT Jl 0650 fFT 110650"^ nVRNA 

XXV/IXIV/ ^CL^l^XXO XXjr ^vtll^LlwAl |^lV^l.wlXl X J.^*r L\J\IiJ\J \X. X^J X W^vy^ IXXXVX^Xx 


NM 018167 


Homo <;anien«; hvnothetical nrotein FT Tl 0648 fFT T10648^ mRNA 

XXV/liXVJ d<l|^lwXXO XXjr ^V^lliwLi\./Cl.X ^JiVJlWXXX X l—tJ i.\J\J*^Q \X. X^ \.\J\J^\J jy XXXXVX^x^ 


NM 018166 

X^XVX \/ 1 O 1 UiJ 


Homo QsinienQ hvnntheticsil nrotein FT T10647 fFT Tl 0647"^ mRNA 


NM 018163 


Homo c:»nienQ hvnothetical nrotein FT T10634 CPT T10634^ mRNA 


NM 0181S7 


Homo QanienQ hvnothetical nrotein FT Tl 0690 CFl Tl 0670^ mTJNA 


NM 01 81 S6 

X^lVX \J L O k ■JKJ 


Homo <ianien«5 hvnothetical nrotein FT Tl 061 9 fFT Tl 061 9^ mRNA 


NM 0181SS 


Homo QftnienQ hvnothetical nrotein FT Tl 061 8 ^FT Tl 061 8^ mRNA 


NM 0181S4 


Homo QanienQ hvnothetical nrotein FT T10604 CPl T10604^ mRNA 


NM 018150 

X ^ XVA V/ X O X \/ 


Homo «;anien<: hvnothetical nrotein FT Tl 0597 fFT Tl 0597"^ mRNA 

XXUIXIU oCl^l^XiO liy yJ\Jl.LL^K.l\^CH X JljJ L\jJ^ I \X X-tJ 1l\J^^ I fy XXXXVl^-iV 


NM 0 1 8 1 4Q 

INIVX. \y X O X 


Homo Qanif»nc h\mrfcth<>tiral nrntP'in FT Tin5R7 ^FT T105R7'^ mPNA 


NM 018148 


Homo <5anien<; hvnothetical nrotein FT T10583 fFT T10583^ mRNA 

XXvXXXV^ 9a|^lWlXd XXjr ^vILXXwtXV^oX I^XvVwlXX X XM X\J>JQ<J \jK XjJ l.vJ%J,J Jy XXIXVX^x^ 


NM 018146 


Homn cani^nc h\n-irkfh^fir>£>1 nrntf^in FT Tl 055^1 rPT Tl 055^1% ml^NA 


NM 018145 


Homo «;anien<; hvnothetical nrotein FT T10579 fFT T10579^ mRNA 


NM 018143 


Homo QanienQ hvnothetical nrotein FT Tl 0577 fFT 110577^ mT^NA 

XXUXXik^ OdpiCXlo XXjrp^-'LilCLlL/Cli piV/lClll x^ x^J i.\JJ 1 ^JrX-<J XViJ 1 A.)y lXixvlN.r\. 


NM 018140 


Homn ca-ni<anc hvnothiatir'al nrr^tp^in FT Tl 0^6^ rPT TinS65^ ml^TJA 


NM 018139 


TTomn car^ienc h'VTirith*»tif*nl nirfcti^iTi FT Tl 056^ /FT Tl 056^"^ mU^JA 

XXUlXiU oCtpiwXIo Xljr pUiXlCUL/CU piULdXX X^X^J L\U\JmJ \x x\J*J\lJ jy XXXIVX^x^ 


NM 018138 

IN iVX \J X O X O 


Hnmn cnr»if»nc hAn-mth*>tir»5»l nrntf^in FT Tl 0^60 /'FT Tl 0^60^ mT^T^TA 


TsTM 018137 


Homo cariienc h\yr»othf>tir'al r»rrktf»in FT Tin545 fFT T10545^ mT?NA 
XxUllMJ C^apiCIlo XljrptJLixCllOa.1 prULCllX X^J^J i vJ*tJ \^CJ-»J IVJH'J )y \k\JSArir\ 


NM 018130 


Homo canienQ hvnothetical nrotein FT T10539 fFT T10539^ mRNA 

XX1/XX1\J OApXwXio XXjrpULXiCLiL/a.X pXUlViXX xx^ M.\ftJJ^ \x Xm X\fJJ^ Jy iXUVX^x^ 


NM OlSl'^Q 

X^XVX V/XOXm7 


Homo QanienQ hvnothetical nrotein FT T10535 fFT T10535'^ mRNA 

XJLvliilLF OdpiCiXa XljrpLrlllCLlV./ax pXVJLCxil X7JLiJ X V^^inT \M7 XjJ X\J J J J J y ilXlXX^x^ 


NM 018128 

X ^ X T JL V/ X U X ^ O 


Homo <;anien<; hvnothetical nrotein FT T10534 fFT T10534^ mRNA 

X Xv/lXXV^ OCXIutI^XXO XXy 1-^v^LiXwl.lwClX l-IXVyl.>^XXi X X^J L\JJJ^ \X X^J x\/^mJ~Jy 1XXlVX^,/il 


NM 018126 


Homo <?anien<; hvnothetical nrotein FT T10575 TFT T10575^ mT^NA 

XXV/1XX\J OCLpXwXXd XXjr pV^Lix^Li^di piULwiii X X^J 1\JJ^»J yx x^J X\J ^ Jy XIlXVL>ii^ 


NM 018125 


Homo «;anien<; hvnothetical nrotein FT T10571 fFT T10521^ mRNA 

XXxJlxXXJ oapXwXIO Xljr p\/lXX^lXwCll pXULwXiX x^ JLM tVfiJ^ X \X. JL^ X\fmJ£tL Jy XliJXX^xx. 


NM 01 8171 

XNXVJL V/ X O X ^ X 


Homo canienc hvnrkthf»tir»al rkrot/^in FT Tin517 TFT TlOSl?^ mPNA 


NM 018118 

i>ixvx \y X o X X o 


Homo Qanien<j hvnothetical nrntein FT 11 0508 TFT T10508^ mRNA 


NM 018115 

XNXVX V/ X O X X 


Homo Qanienc h'vmothf^tir'al nmt<*iTi FT Tl 0408 rFT T10408^ mT?NA 

XxV^XiXU odpiCXlo lljf pULllCLli^dl pXLILCXlI J7 JL»J 1 V/'+^O \x X^J X\/*^y O J y XiiINJi>l.r\ 


NM 01 81 13 

X NXVX v/ X O X X «/ 


xlxJlXvJ odpXCxio ixpUUaiiXX'lxllCxdUllIlg HxCIIiUxaXlC XCLfCpiUl ^JL*llViJv^, IIUNJIn/Il 


NM 01 81 n 

XNXVX V/ X O X X X 


Homo Qanienc hvnothf^tical nrrktf»in FT T1 0400 ^FT Tl 0400"^ mPN A 

XxUiilU adpiClIo lljrpULlXCLlCdl PXUICIII X^J^JxU^7U \r±^J X\J''rZy\fjy IIU!NJ.N/\ 


NM 018110 


Homo sapiens hypothetical protein FLJl 0488 (FLJl 048 8), mRNA 


NM 018109 


Homo Qanien<5 hvnothetical nmt<»in FT T10486 (VJ T10486^ mRNA 

XXUllX^^ OdpiWXXo XXjf pULiiCLlL'di piL^ldli I/J_»J X\/*tOU ^X7J-»J XV/^rO^jy, IXlxVlN/A. 


NM 018108 


Hnmrk canienQ hvnothi>tir>9l -nrrkf^in FT T1 0^52'^ /FT T10483^ mPNA 
xxt^lxlvl odpiCIio liypdilClIVi/al prULClH X^l^iV/HoJ \V x^ Xyf^OJ Jy XllxVi.N/\ 


NM 018105 


Homo Qanien<i hvnothetical nrotein FT T10477 fFT T10477^ mRNA 
xxvixxv/ odpicxia xijr puiiXdiLrdi px^/i\?xii J7J_««ixv^/ / yiri^j f / jy ixxixxNi^ 


NM 018104 


Hnmn canif»nc h\mnthf*tir»al -r^mt^^i-n FT '\}CiA1A rPT Tl 0474^ mPTsJA 


NM 0180Q6 


xxuiixu odpicilo xiypuincLii^di proLciii oimiidx lu ucLd'Udiiouu^iii laxniiy \^x^jl>j xyj^jojy 
mRNA 


NM 018095 


Homo ^anien^ hvnothetical nrotein FT T10450 fFT T10450'^ mRNA 

xx\jixi\j oapxbxio xxjr pv/tiidlwdi px^Ji^iii xrx^j \xx^*f l\mtj\j jy xixixx^x*. 


NM 018089 


Homo <;anien<; hvnothetical nrotein FT T1041 5 fFT T10415^ mRNA 

XXwlXlVJ Odpj^lXo Xljr pULlX^liL/di pXv/LC'Xii X X-*J XV/*tX»/ \^X X-rJ X\/"TX— '^j lXXXNJ.>ix^ 


NM 018088 


Homo sapiens hvDOthetical protein FLJl 0408 (FLJl 040 8), mRNA 


NM 018084 


Homo sapiens hypothetical protein FLJ10392 (FLJ10392), mRNA 


NM 018083 


Homo sapiens zinc finger protein 358 (ZNF358), mRNA 


NM 018082 


Homo sapiens hypothetical protein FLJ10388 (FLJ1038S), mRNA 


NM 018081 


Homo sapiens hypothetical protein FLJ10385 (FLJ10385), mRNA 


NM OlSOSO 


Homo sapiens hypothetical protein FLJl 03 81 (FLJl 03 81), mRNA 
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^^vr 018077 


Homo sapiens hypothetical protein FU10377 (FU10377), ntiRNA 


NM 018071 


Homo sapiens hypothetical protein FLJl 0357 (FLJ10357), mRNA 


NM_018068 


Homo sapiens hkely ortholog of mouse piwi hke homolog 1 (Drosophila)-hke 
(FU10351),mRNA 


NM 018067 


Homo sapiens hypothetical protein FLJl 0350 (FIJ10350), mRNA 


MM 018066 


Homo sapiens hypothetical protem FLJ10349 (FLJ10349), mRNA 


NM 018065 


Homo sapiens hypothetical protem FLJ10346 (FLJ10346), mRNA 


NM 018061 


Homo sapiens hypothetical protem FLJ10330 (FLJ10330), mRNA 


NM 018056 


Homo sapiens hypothetical protein FLJ10315 (FLJ10315), mRNA 


NM 018055 


Homo sapiens hypothetical protein FLJ10314 (FLJ10314), mRNA 


NM 018048 


Homo sapiens hypothetical protein FLJ10292 (FLJ10292), mRNA 1 


NM 018045 


Homo sapiens hypothetical protein FLJ10276 (FLJ10276), mRNA 


NM 018042 


Homo sapiens hypothetical protein FLJ10260 (FLJ10260), mRNA 


NM 018037 


Homo sapiens hypothetical protein FLJ 1 0244 (FLJ 1 0244), mRNA 1 


NM 018036 


Homo sapiens hypothetical protein FLJl 0242 (FLJl 0242), mRNA 1 


NM 018029 


Homo sapiens hypothetical protein FLJ10213 (FLJ10213), mRNA 


NM 018027 


Homo sapiens hypothetical protein FLJ10210 (FLJ10210), mRNA 


NM 018024 


Homo sapiens hypothetical protein FLJ10204 (FLJ10204), mRNA 


NM 018022 


Homo sapiens hypothetical protein FLJ10199 (FLJ10199), mRNA 1 


NM 018017 


Homo sapiens hypothetical protein FLJIOI 88 (FLJ10188), mRNA 


NM_018014 


Homo sapiens B-cell CLL/lymphoma 1 1 A (zinc finger protein) (BCLl 1 A), j 
mRNA 


NM 018013 


Homo sapiens hypothetical protein FLJ10159 (FLJ10159), mRNA 1 


NM 018012 


Homo sapiens hypothetical protein FLJ10157 (FLJ10157), mRNA 


NM 018005 


Homo sapiens hypothetical protein FLJlOl 39 (FLJIO 139), mRNA 


NM 017998 


Homo sapiens hypothetical protein FLJIOI 10 (FLJIOIIO), mRNA 


NM 017996 


Homo sapiens hypothetical protein FLJ10103 (FLJ10103), mRNA 


NM 017986 


Homo sapiens hypothetical protein FLJ10060 (FLJ10060), mRNA 


NM 017985 


Homo sapiens hypothetical protem FLJ10058 (FLJ10058), mRNA 


NM 017984 


Homo sapiens hypothetical protein FLJ10057 (FLJ10057), mRNA 


NM 017983 


Homo sapiens hypothetical protein FLJ10055 (FLJ10055), mRNA 


NM 017982 


Homo sapiens hypothetical protein FLJ10052 (FLJ10052), mRNA 


NM 017980 


Homo sapiens hypothetical protein FLJ10044 (FLJ10044), mRNA 


NM 017977 


Homo sapiens hypothetical protein FLJl 0040 (FU10040), mRNA 


NM 017974 


Homo sapiens hypothetical protein FLJ10035 (FLJ10035), mElNA 


NM_018410 


Homo sapiens hypothetical protein DKFZp762E1312 (DKFZp762E1312), 
mRNA 


NM_0 18423 


Homo sapiens hypothetical protein DKFZp761P1010 (DKFZp761P1010), 
mRNA 


NM_017597 


Homo sapiens hypothetical protein DKFZp761K1824 (DKFZp761K1824), 
mRNA 


NM_0 18422 


Homo sapiens hypothetical protein DKFZp761K1423 (DKFZp761K1423), 
mRNA 


NM_0 18421 


Homo sapiens hypothetical protein DKFZp761D1823 (DKFZp761D1823), 
mRNA 


NM 017599 


Homo sapiens transmembrane protein vezatin (VEZATIN), mRNA 


NM_0 17594 


Homo sapiens hypothetical protein DKFZp761C07121 (DKFZp761C07121), 

mRNA 


NM_0 17535 


Homo sapiens hypothetical protein DKFZp566H0824 (DKFZp566H0824), 
mRNA 


NM 018705 


Homo sapiens hypothetical protein DKFZp547G183 (DKPZp547G183), mRNA 


NM 017604 


Homo sapiens iaAA1023 protein (KIAA1023), mRNA 
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riomo Sapiens xiypoincucai proiein i^jsj*z-p*rj*+n^-^i j £^^D^:r)L/.£*vj )y i 

mPMA 1 

rniNj.N/\ 1 




WrkTTirk cflr»if*nc >i\mrfcfVif»tipfll nrntein nKF7n4'^4C092^ fDKF7n4'^4C0993'i 1 




Womn <:anieTi<5 hvnnthetical nrotein DKFZn434CG328 rDKFZt»434C0328^ 1 


MM 014612 


Homo saniens CQorflO orotein fC9orfl0'i mRNA 1 


NM 018460 


Homo sapiens uncharacterized bone marrow protein BM046 (BM046), iriRNA 1 


MM 01 Rd^Q 

INlVi U 1 OH.? 7 


WrtTYio cQnii=knc iinf*ViaTsif*fpTi'ypH Hati^ tvijittow "nrotftin 'RT^04S rRA/f04S^ TTlRM^A i 

XiLFIlllJ 0Cl|Jlv71l0 UlUn^lltfH Awlwl l^CU \J\Jxi^ IlicLll\i/W ^AUlwIll x^Xt1.\/"T*/ \xj ly ) ^ 111J.VJ. ^-1 ». 1 


XnVA 01554^1 
iNivi yj 1 o*fj i 


WnrMn ofar^i^^nc r»f»r»iTT\cnm!:»l T^4 1 -nccr»r*iptf*H Tirr^tf^lTI ^OPAP"^ TTll^M^A 1 


MM 01R4^0 

IN iVl \j 1 o*t J U 


Wrvmrk cQr*i<anc \xr\r\\*XTCkn\f*r\^^eK ViotiP mnTrrkW TiTf^fPlTi RA4^09Q /'R^4^02Qi rnRM^A i 
XxC/JIlvl 23Cl{Jldlo UliL/il<xlclwtd IZtCU. LiviiiC iiidiiwv i^i^^twii.! jjxvxv/^^ \ijiyi\MA^^f^ axuvi^./^ \ 


MM 0 1 Rl^74 


TTrtmrh co-ni^nc r\i ifsk'H dmH.C^ncinO' \€\t\ plmT1T1P>l ^ A^Tr*^4^ TTlT^M^-A 1 
XjLUIXIV/ ocl|Jldlo f/lilcttl vc avlU'owlloilig i/iiciiuid ^z^OJ-V^^ry^ iulcvx^x^ i 


NM_017435 


Homo sapiens solute carrier family 21 (organic anion transporter), member 14 

r^Tr'91A14^ mPMA 


MM 0165^48 


T-Tri-mn coT^i^nc n**iTrrkTicil ^Vir» tnl^'WA 1 
jnUIXllJ oa.piCIlo IlCLlIwIlctl Oilw/ \i^3^i\^J )^ lllXSJ.>lx^ 1 


NM 017432 


Homo sapiens prostate tumor over expressed gene 1 (PTOVl), mRNA 1 


iNlVl UIOI^Dj 


riomo sapiens pnospnoaiesLerasc 1 1/\ ^jrj_/xzfi y±\.)^ iiir\j.\irv 


IN iVl_U i J Z^Z 


riomo Sapiens siiniiar lo mouoc vjiu or i^. iiid.icuiogabici uaiioL'Xipiiuii laL/iui xjjj 
v^/\jrv/i/ jOoV/j, iiii\j.N/^ 1 


INlYl U 1 OZO / 


WrkTTirfc cQr*i*»ric TOMTIT T /'TOMHT A mPMA 

fiomo sapiens ivyiNX-^u \\\j)Lsyj\j )y huvina i 


XNlVl^U 1 J o J 7 


xiomo sapiens genercii ixaiiscripiiijii lauiur jxrv, i id^xj aiiu i7J\xy ouuuiiito^ 
(CVTVO m"RMA 


MM 016971 


TTfMTin C5»nt#»nc ^TR fhsT nrnf f»in ^'SlTT^lTsn mT^MA 1 


MM 016SR4 


T-Tffcmrk cQ-ni^nc inl"**!"!^*!!!^"!! 9*^ nlrklis) QiiHimit nlO (W 9'^A^ mRN^A i 


MM 016*^90 


Rnmn Qanipn«: RTTl TRTIl^ mRMA 1 


MM 016'^'^? 


Homo c:anien<; 1^MR6 rRMR6^ mRNA 1 


MM 016146 


Homo <;anien<; PTHOOQ nrotein rPTDOOQ'i mRNA 


MM 016145 


Homo saniens PTD008 nrotein rPTDOOS'i mRNA 1 


MM 016144 


Homo sanien*! PTT)002 nrotein rPTD002'^ mRNA 1 


MM 016147 


T-Tomo Qnr*ipnc nrntpin nlinQnliatfl^p mptVivlp^fpra^f*-! TPlVTR-l^ mRNA 


MM 01 644S 


T-Tomo QanipnQ nlf^plcQtrin 9 ^mmi<sP^ liomolop rPT.T^PC2'^ mRNA 1 


NM 016170 


Homo sapiens NCX protein (NCX), mRNA 1 


MM 0161*^9 


TTnmri csmiAtic m"\/<aliT> cr^n^* p*vt^t<*cci firi fsiptrii* 9 /TV/i (-tp— 9^ mR^xTA 1 

XXUlAlU dCtpiCIlo llljrdlXl gCllC eA.pXCoolUJll Lax^WJL ^XVXX^X 111XV1>Ih£V 1 


MM 016^R/^ 


TTr\Tnri ci:ir4if»ric TV/TT^TP r»mt<*in ^IVTT^TP^ mRMA 

XxOIIlU odpiCIlb iVxxJXJT pro IC 111 ^IVXXjXJ: )^ IlUVLNrV 1 


MM 016^47 


T-Trkmrv caTiif»nc f»c*lr'inTV» ViiTi^^inci' r^r/^tPiTi r~^5?1^4^ nrfPliT^OT ii flrl4 i I mR^JA i 

XXOiilO Odpidlo 1./C1I^1U1I1 UlllUlII^ piV/lwili K^CLvJ"^ J pj.WV'LtldvIl \\^CL\J^.J illX\^^.cl. 1 


NM 016530 


Homo sapiens RAB-8b protein (LOC5 1 762), mRNA 


MM 016449 


noiiio oapiciio lypc i iixnior iicv/xoois> xdvioi icucpLvji oiicuuiiig ciiixiiiv^pc>pi.ivuiow i 
rpoiilator APT^-1 mRMA 


MM 0164'^R 


Komo QanipnQ 0\ <sT 1 1940 nrotein (C\ STl 1 240"^ mRNA 1 


NM 016340 


Homo sapiens rap guanine nucleotide exchange factor (RA-GEF-2), mRNA 1 




jTLomo Sapiens JL^naj \^risp'fo^ nomoiog, suoiamxiy jd, ixiciiiDcr x x ^x^xn/^x>x i ^, 

mRMA 


>JM 01^^909 


xxoiiio oapiciib nc<iL snowK proLciii / j ^ x jvr\jr X )^ liXTNj.^^ 


MM 01694R 

IN IVl V 1 OZ*T o 


Womo csinii^Tic A Vir»i>c^ ^PRlir A^ sinplioi" nrotpin 1 1 f ATCAPl W mRM^A 


MM 016907 


TTmno cani^nc f^lAavao^ anH "r*nlvaHf*nvla'rion on^ftifin "fiar^tor ^ TWcV\ iiiVilinit 

XrXtJlllU OCLpidlO wICCIVcIkC dllU pUl YmUCII YXOLIUXX Opvi^wXXXV/ XOWLVJi mfy 1 ^AJ^ OUCUXXXl 

rCPSFS'i mRNA 


NM 016163 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016106 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016081 


Homo sapiens palladin (KIAA0992), mRNA 


NM 015934 


Homo sapiens nucleolar protein NOP5/NOP58 (NOP5/NOP58), mRNA 


NM 015925 


Homo sapiens liver-specific bHLH-Zip transcription factor (LISCH7), mRNA 


NM 015878 


Homo sapiens ornithine decarboxylase antizyme inhibitor (OAZIN), mRNA 
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INIVI U I OZo^ 


xiomo sapiens JsJAAiUU/ protein QJ>kiAAlUU/), mKJNA 


INlVl U i OO^D 


xiomo sapiens mesencnymai stem cell protein UoCyz (NliUGRIN), niRNA 


INIVA V 1 OQ^ I 


jiomo sapiens CDtomosome z i open reading irame oo (i^z l ortoo), niKNA 


IN jyi_u i / o 


riomo sapiens oiVLrKz tor guanosine monopnosphate reductase isolog 

vi-'V-^^-'j i^i'z^, xnrviN/\ 


i- > X VX vr 1 V/ ^ v/ X 


xxonio bd.pi ens nypouieucai proiein rLJ lUDV / (^ri^j lUjy / J, niKJNA 


NM 016500 


xxuiiiu bapicnb nypouieucal proieui \X^kJ\^j iz>o\j)j nuviN/v 


NM 016487 


Homo sapiens HSPC230 gene (HSPC230), mRNA 


NM 01645^0 


rionio sapiens r^/vrJx^-inieracTing protein z (^rAArZ), mKJNA 


NM 016433 


Homo sapiens glycolipid transfer protein (GLTP), mRNA 


IN XVI U I D7 


fiomo sapiens ciaudm lo (d^DNlo), mKNA 


xnv>f niA'^^^o 
iNiva uio:>j5' 


rlomo sapiens nucleolar protein ANKT (ANK T), mRNA 


IN1V1__U A OZ'fO 


Homo sapiens retinal short-chain dehydrogenase/reductase retSDR3 

(^x^VJ\-^D 1 1 / 1 J, nH\JN A 


iNiVL_U 1 0 1 OO 


xiomo sapiens serine ^or cysteme^ protemase innibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 10 (SERPINAIO), mRNA 


INIVJL U 1 0 1 OU 


riomo sapiens AiM-i protein (JVlAirj, mKJNA 


NM 016176 


xiomo sapiens caicium oinaing protem caD4j precursor (Cab45), mRNA 


INIVI UlOi /*f 


Xiomo sapiens cerebral cell adhesion molecule (LOC51148), mRNA 


NM 016131 


Homo sapiens RABIO, member RAS oncogene family (RABIO), mRNA 


iNJVl__U 1 OU J I 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeasi;-iiKe i vxiLijVL.ij, mKJNA 


TSJ\/1 A1CQCC 
iNiVl \J iDyDD 


Homo sapiens Czloriiy-like protem (LOC51072), mRNA 


INIVI V ID I 


riomo sapiens ils4oj (LfUUDlOoo), mKJMA 




Xiomo sapiens sialyltransterase 8C (alpha2,3CjalDetal,4GlcNAcalpha 2,8- 
MdiyiiTd-nsierasej ^oi/viov-^j, nUviNA 


NM 016368 


numu bapicns myo-mosiioi i-pnospnaie synuiase Ai iJNAij, mKJNA 


NM 01645%$^ 


nomo sapiens nypotneticai protem (^rioJrL/ZjZ), mKJNA 


NM 016478 


xiumo sapiens njrpomeiicai proiem (^xioi^L/Z i oj, mKJNA 


NM 01646'^ 


riomo sapiens nypotneticai protem (Hoj^Ciy!)), mKNA 


NM 016410 


Xiomo sapiens nypotneticai protem xlor'v^l / / (xloJrd / /), mlvNA 


NM 016406 


Xiomo sapiens nypomeiicai protein (rloJrC^lDDj, mKJNA 


NM 016401 

X ^XtX \f X U*T\/ X 


nomo sapiens nypomeiicai proiem (^xiox^C'i Joj, mKJNA 


NM 016400 


Homo sapiens Huntingtin interacting protein K (HYPK), mRNA 




Xiomo sapiens nypotneticai protein (xUSrClzy), mRNA 


NM 016391 


Homo sapiens hypothetical protein (HSPCl 1 1), mRNA 


NM 01^0'^'^ 


xiomo sapiens nypotneticai protem (HbJrCOlo), mRNA 


NM 01 ^0*^9 


womo sapiens riypotiietical protein (HSPC014), mRNA 


TsJA/f ni/ii77 


Homo sapiens putative glialblastoma cell differentiation-related (GDBRl), 

ITlx\jN/\ 


NM:_016194 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5), 


TsTN/r nifilQfi 

X > xvx \J x\j LZ/yj 


xiomo sapiens i\jaauo«$z gene product (KJAAOooz), mRNA 


NM 016SS'^ 


nomo sapiens nucieoponn oZluJ (JNUFoz), mRNA 


NM 01610S 

X NXVi V/ X U X 


xiomo sapiens Jvi-pnase pnospnoprotem 1 (iVLrHUoFHl), mRNA 


NM 0165S0 


Xiomo sapiens riej^a cycim-cependent Kinase z mteractmg protein (CINP), 
mRNA 


NM 016623 


Homo sapiens hypothetical protein (BM-009), mRNA 


NM 016237 


Homo sapiens anaphase promoting complex subunit 5 (ANAPC5), mRNA 


NM 016108 


Homo sapiens androgen induced protein (AIG-1), mRNA 


NM 014886 


Homo sapiens hypothetical protein (YR-29), mRNA 


NM 014035 


Homo sapiens SBBI31 protein fSBBDl), mRNA 
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TOM 014S6S 


TTmnfi QanieriQ rino" fin crpr ■nmt«*iTi 1ft rPXTPIO^ ■ml^'MA 

•I.XV1XXVJ oa^lwXtO XXll^ XXIi^^X ^XV^twlXl XV ^X\J.^X x\Jjy XXXJXX^xV 


NM 01409'> 


Homo saoiens PR01575 nrotein rPR01575'k mRNA 

XXV/XXXV/ OCX^iW/Xlti3 X XX.Va^ X ^ / ■mf li^XwLwill ^X X VV^ X ^ t IIXXXXNX^ 


NM 014138 


Homo saniens PRO06^9 nrotein rPROO^SQ'i niRTsTA 


NM 014135 


Homo saniens PRO0641 nrotein rPRO064n mRNTA 


NM 014134 


Homo saniens PRO0628 nrotein fPROOfi'^S'^ mRTMA 

XX.XyXXXV aM|^XwXXt3 X XX.V^WA>U I^X^^bwXXX ^X XX^^VX^mU XXULxX^x^L 


NM 014133 


Homo sar>iens PRO0618 nrotein rPRDOfilR"^ mRNTA 


NM 014076 


Homo saDiens PRO061 1 Drotein rPRO061 H mRNA 

XX>^***>^ X X^>^ X X |i^XV/»wXXX y^X XXN^ W7 X X XlXXX^^X^k 


NM 014074 


Homo saniens PRO0S29 nrotein fPROOS'^Q^ mRNTA 


NM 0141'>9 


Homo saniens PRO0478 nrotein rPRO0478'i mRNA 

XXVfXXXW On^XwXAO X XX.Vw'w • • v I^XV/LV^XXX ^X XX.\^\/^ / U Jy llXXX-L^xV 


NM 014126 


Homo saniens PRO0365 nrotein TPROOlfiS'^ mRNA 

xx\yxxxvf ocx|.yiv/iio X xv.v^v/^vf«y |i/x\/lwXlt y^x x^\^\f .Jyjtj XiXXvX^Xv 


NM 014124 


Homo sanienc: PRO0255 nrotein rPRO075S'i mRNA 


NM 014121 


Homo saniens; PR DO? '^3 nrotein rPRnn?^'^'^ mRNA 


NM 014120 


Homo saniens PROO*? 14 nrotein rPROO?^^ mRNA 

xxv/xxxv ocx^xxufxxo X xvvi^v/^x^ i^xvLv/XXX yx XV.V_/\7^ X liXX>>X^XV 


NM 014118 

X ^ X ▼ X r X X 


Homo saniens PRO0159 nrotein rPRO0159'> mRNA 


NM 014117 

X^XtX \J X~ X X # 


Homo saniens PRO0149 nrotein ^PRO0149^ mRNA 

XX\JXXt\j OCXL^lwAXO X XW^v X L^Xx/t^XXl yXT xW^V X*T^ Ij llXxV±Nxx 


NM 014116 

X ^ X ▼ X X T X X Vh' 


Homo saniens PRO0132 nrotein rPRO0132'i mRNA 

X X J yKJ lJu. i X. V X ^ ^ LWXXX l X X^^^^V/ X aJX* t j XXXXXX ^X X 


NM 015364 


Homo saniens MD-2 nrotein nvrr)-2'^ mRNA 

XXVfXXXVy OCXXyX V>XXli9 XtX^X^ ^ LyXV-fLV/XXX IXVX-X^ f J XlXXvJL^XX 


NM 014n'>0 


T-Tr^mrfc canienc T T?R ■ni*r\f<=»i'n ('\ 1? •mT?TsrA 
xrxuxlIW dajJiwlo X^XVO |JiUlC/iil ^l^XvO )^ IliXvlNxA. 


NM 014931 


Homo saniens TCTA A 1 1 1 S nrotein HCTA A 1 1 1 S'i mRNA 

XXwXXX\^ Oaj^iWXXO XV XfTufx X X X^ Y»X\J\^xXX ^JV l-fxxVX X X«J XXXx\J.^xx 


NM 014901 


Homo QanienQ IvTA All Oft nrotein /K'TA A 1 1 ftO'fc mP>J A 


NM 014908 


Homo qanien*; TCTA A 1 094 nrotein fTCTA A 1 004^ mRNA 


NM 014906 


Homo <;anien«i KTA Alft77 nrotein nCTAA1079^ mRNTA 


NM 01 49'^'^ 


XTLUIIIU octpidlo IlCUxUilgXll I ^I>I1^VJ1N 1 )^ IIIxSJLN/a. 


NM 014894 


Homo saniens KTAA1056 nrotein rKTAAlOSfi'i mRNA 

XX\JXXS\J %>vk^i\^XXO XrWX^^_rx. X Vr>^ w |^XV/I>^XXX yXVXx^.TxXV/x'I/^j XXXxvX^.<V 


NM 014956 


Homo saniens KTAA1052 nrotein nCTAA10S2'i mRNA 

xx\jxxx\j ocx^xwxio x^xxxjcv X vy iJX^.fLv'xii ^x^x^rxxx X \/ ^ / ^ xxxx\J.>xx 


NM 0149'>S 


Homo sanien<; TCTA A 1 046 nrotein fTCTA A 1 046"^ mRNA 

XXV/XXXV Oa^xWXXo JX-Lti_rx. l v/"v/ ^XV^LWXXI y^xVxxVrx.X\/*T\J^j XlXxVlN/^ 


NM 014909 


Homo saniens KTA A lO^fi nrotein HCTAAlO'^fi'^ mRNTA 


NM 014939 


Homo saniens TCTA A 1 0 1 2 nrotein HCT A A 1 0 1 2^^ mRNA 

X.X\7XX1U OCi|^l^XXO XVXnuTx. X \/ X ^ }^XV/l^XXX \^\.XJl\£\.X\> x£t }^ XlXxVX^xA. 


NM 014895 


Homo saniens KTAA1009 nrotein fFCTAAlOOQ'^ mRNA 


NM 014960 


Homo <:anienc: TCTA A 1 001 nrotein niCTAAlOni^ mT?>JA 


NM 014950 


Homo saniens TCTAA0Q97 nrotein fTCTA AOQOV^ mRNA 


NM 014934 


Homo saniens 'zino-fincrer nrotein T^TTPI ^TiT^TPI^ ml^lNJA 

XX\JXXX\J OO^X^XXo ^XIXV Xlll^bX ^JxxJL^xxx ■ ' X * X IxIXVxNxIl 


NM 014023 


Homo saniens KIAA0982 nrotein rKJAA0982'> mRNA 

xxv/ixxv^ ijcx^iv^ixo x^J.iJLZx\/^ i^Xv^kwxAX y^X^JL/xxXV/ ^ U ^ y j xlXXx^^xx 


NM 014900 


Homo saniens KIAA0977 nrotein HCTA A0977'i mRNA 

xxvyxxxv OU.|JXWXXO X^Xxx-txVf^ / f ^JX\J IX^XH \Xr%>^X.Z».x\.\J J7 / / Jy XXXXVX^xx 


NM 014929 


Homo saniens TCTA A0971 nrotein rTCTAA0Q71'i mRNA 

xx\JXXX\J oa|^l^XXi> X:^X^xxx.V/^ / X |yXVrl^XXl y^xVJLrxxxVf^ / X liXIX_L^xx. 


NM 014935 


Homo sapiens phosphoinositol 3 -phosphate-binding protein-2 (PEPP3), mRNA 


NM 014937 

x^XTX. V/ X / 


TTomo Qanien*; .^np Homain-pontpiniTicr inocitnl r^Viocnlisitiicf' 0 A^C^'^\ -mUMA 
xx\jxxx\j od^i^iio %jci\^ iXviiiiCLtii luKjxn.cLxlLxxl^ xLx\Joli\Ji pil^oJJxlcltaow ^ ^Oxx.V_/^^y lxlXSJ.^xV 


NM 014902 

X^XYX \J X~^\J^ 


Homo QanienQ TCTA A 00/^4 nrotein fXCJA A^0/^4^ mTJlNJ A 


NM 014898 

X^XVx V/X"TO^O 


Homo Qsmienc TCTA A 0061 nrotpin ^nAA^061^ mPMA 


NM 014942 

X^XVX \J x~^~^ 


rTomo c?iT*»i^ric anl^/rnn f^T^^cii" Hrtmoin i\ ( A^ni^l?T^#>^ rMT?"MA 
xx\yrxilLr oapiCIld aLxilSJyxxxl xCpCal UUiXldlll O ^rAXNJSJlVJL/Oy, IllxvxN/A. 


NM 014959 

X^XVX \J L^^^^ 


xxuiiiu/ oapiciio luiiiui up-i c^uidtcii v^/iLisjL'*-L/uniamxng aiiuagomoi oi Caspasc nmc 
f TUCAISn mTnsTA 

\ X \^ ^•'XxX ^ y J XXXX VX XX 


NM 014952 


Homo saniens KTA A094^ nrotein HCTA AOO^S^ mPTsT A 


NM 014904 


Homo saniens TCTAA0941 nrotein fRahl l-FTP?^ mRNA 

xxwxxxw ocxLrXwXIO XVJ.xx.fx\/^^ X piV^L^JXl I XXcxLf X X XTXX ^ IXXxVX^^x 


NM 014903 


Homo saniens KIAA0938 nrotein rFCIAA093R^ mRNA 

XXV./ ocx^lV.'XXO XV 1 1 X-xVv/ ^ J\j yJXyjW^XXk y^Xr^X-ikxTtV/ ^ J t> y 5 IXXXXXNxx 


NM 014897 


Homo sapiens KIAA0924 protein (KIAA0924), mRNA 


NM 014883 


Homo sapiens KIAA0914 gene product (KIAA0914), mRNA 


NM 014949 


Homo sapiens KIAA0907 protein (KIAA0907), mRNA 


NM 014896 


Homo sapiens KIAA0894 protein (KIAA0894), mRNA 


NM 014969 


Homo sapiens KIAA0893 protein (KIAA0893), mRNA 


NM_0 14966 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 30 (DDX30), 
mRNA 
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NM 015377 


Homo sapiens KIAA0889 protein (KIAA0889), mRNA 


NM_014936 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative 

function) (ENPP4), mRNA 


NM. 014940 


Homo sapiens KIAA0872 protein (KIAA0872), mRNA 


NM 014943 


Homo sapiens KIAA0854 protein (KIAA0S54), mRNA 


NM 014926 


Homo sapiens KIAA0848 protein (KIAA0S48), mRNA 


NM 014945 


Homo sapiens KIAA0843 protein (KIAA0843), mRNA 


NM 014924 


Homo sapiens KIAA0831 protein (KIAA0831), mRNA 


NM 014703 


Homo sapiens KIAA0800 gene product (KIAA0800), mRNA 


NM 014650 


Homo sapiens KIAA0798 gene product (KIAA0798), tnRNA 


NM 014660 


Homo sapiens KIAA0783 gene product (KIAA0783), mRNA 


NM 014726 


Homo sapiens KIAA0775 gene product (KIAA0775), mRNA 


"KTFi. /T /\ 1 >i f\r\ 

NM 014690 


Homo sapiens KIAA0773 gene product (KIAA0773), mRNA 


NM 014805 


Homo sapiens KIAA0766 gene product (KIAA0766), mRNA 


NM 014869 


Homo sapiens KIAA0763 gene product (KIAA0763), mRNA 


NM 014804 


Homo sapiens KIAA0753 gene product (KIAA0753), mRNA 


NM 014632 


Homo sapiens KIAA0750 gene product (KIAA0750), mRNA 


NM 014796 


Homo sapiens KIAA0748 gene product (KIAA0748), mRNA 


NM 014719 


Homo sapiens KIAA0738 gene product (KIAA0738), mRNA 


NM 014828 


Homo sapiens KIAA0737 gene product (KIAA0737), mRNA 


NM_0 14849 


Homo sapiens likely ortholog of mouse synaptic vesicle glycoprotein 2a (SV2), 
mRNA 


NM 014848 


Homo sapiens synaptic vesicle protein 2B homolog (SV2B), mRNA 


NM 014718 


Homo sapiens KIAA0726 gene product (KIAA0726), mRNA 


NM 014652 


Homo sapiens importm 13 (IMP 13), mRNA 


NM 014867 


Homo sapiens KIAA071 1 gene product (KIAA071 1), mRNA 


NM 014852 


Homo sapiens KIAA0682 gene product (KIAA0682), mRNA 


NM 014663 


Homo sapiens KIAA0677 gene product (K1AA0677), mRNA 


NM 014648 


Homo sapiens KIAA0675 gene product (KIAA0675), mRNA 


NM 014779 


Homo sapiens KIAA0669 gene product (KIAA0669), mRNA 


"VTA if A 1 /I O 1 1 

JNM 014811 


Y Y ^ * Yi^ Y A A ^ A ^ A a a a j^x, ^ v a 

Homo sapiens KIAA0649 gene product (KIAA0649), mRNA 


ISM U14oi7 


Homo sapiens KIAA0644 gene product (KIAA0644), mRNA 


TVTIV X C\'\ C(\A H 

NM U1oU4d 


Homo sapiens KIAA0625 protem (KIAA0625), mRNA 


NM 014694 


Homo sapiens KIAA0605 gene product (KIAA0605), mRNA 


NM U14b32 


Homo sapiens KIAA0603 gene product (KIAA0603), mRNA 


NM 014749 


Homo sapiens KIAA0586 gene product (KIAA0586), mRNA 


NM 014668 


Homo sapiens KIAA0575 gene product (KIAA0575), mRNA 


NM 014709 


Homo sapiens KIAA0570 gene product (KIAA0570), niRNA 


NM 014704 


Homo sapiens KIAA0562 gene product (KIAA0562\ mRNA 


NM U14790 


Y T ^ * Y>^ Y A A ^\ ^ ^ ^ "w a a ^x ^ ^ ^ X ^rx t a 

Homo sapiens K1IAA0555 gene product (KIAA0555), mRNA 


NM 014731 


Y Y . _ * Y^ Y A A ^X ^ ^ y^ 4 •>* V A A ^ M >^ V ^ ^ ^ V A 

Homo sapiens KIAA0552 gene product (KIAA0552), mRNA 


NM 014793 


Homo sapiens KIAA0547 gene product (KIAA0547), mRNA 


NM 014825 


Homo sapiens chromosome 21 open reading frame 108 (C21orfl08), mRNA 


NM 014840 


Homo sapiens KIAA0537 gene product (KIAA0537), mRNA 


"V TX A f\'^ A ^Or\ 

NM 014682 


Homo sapiens KIAA0535 gene product (KIAA0535), mRNA 


NM 014851 


YY Y^^ Y" A A f\ ^^^x 4 ^v^v A A ^x ^ .^^^xX ^ V A 

Homo sapiens KIAA0469 gene product (KIAA0469), mRNA 


MM" C\\Afk\9, 

JLVX v M. 'tVJ«? O 


nomo sapiens jsjl/\/vu^jU gene product (JsJL/VrvU^DUj, mxsJNA 


NM 015556 


Homo sapiens KIAA0440 protein (KIAA0440), mRNA 


NM 014801 


Homo sapiens KIAA0435 gene product (KIAA0435), mRNA 


NM 014772 


Homo sapiens KIAA0427 gene product (KIAA0427), mRNA 


NM 014631 


Homo sapiens KIAA0418 gene product (KIAA0418), mRNA 


NM 014702 


Homo sapiens KIAA0408 gene product (KIAA040S), mRNA 
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MM 014672 


Homo sapiens KIAA0391 gene product (KIAA0391), mKNA 


NM 014717 


Homo saniens KIAA0390 ffene nroduct fKIAA0390'> mRNA 


NM 0146S6 


Homo saniens KTAA0355 eene nroduct fKIAA0355'i mRNA 


NM 014872 


Homo saniens KTAA0354 eene nroduct rKIAA0354'^ mRNA 


NM 014830 


Homo saniens KIAA0352 eene nroduct fKIAA0352'> mRNA 

XX\^XXXw OaL,/X\^lAi9 X%, 1 iXJ^AJmJ ml *m t^wlXW |^X yj\ 1 M Vt> 1 X^ 1 I XJ XV «i/ ^ y g XJIXX^X ^x^x 


NM 014636 


T-Tnrnn ^anipn^ T^al criianinp niirilpotifle exchange factor RalCrP 551 A 

fRALGPSlA^ mRNA 


NM 014635 


Homo saniens KIAA0336 &ene nroduct fKIAA0336'^ mRNA 

XXX/AXXUr On^XwXXO XllUUrXXa>v^^ V# j^wXXW ^XW\AUwb y^X^XX^XXWai'M' J XXXL^iX ki 


NM 014803 


Homo saniens KIAA0335 eene nroduct fKIAA0335'i mRNA 


NM 014844 


Homo saniens KIAA0329 cene nroduct fKIAA0329') mRNA 

XXV/XXJ-V^ l_ri i l_ir 1 %^ 1 u \_r * ^ *.* XX X\^«^^^«^ li^X ^/ VX V \ X^ XJ XX X\^«i^X^^ xxxx^x ^X X 


NM 014821 


Homo saniens KIAA03 1 7 eene nroduct fKIAA03 1 7) mRNA 

XX^^XXX^^ Wwvft^A^^XXW X m M * XX XX^ X / Cn^^X ^^X ^^^^ W^«^ ft* % JL.^ M.< m d A. t XA * m ^X ^X X. 


NM 014699 


Homo saniens KIAA0296 cene nroduct flKJAA0296), mRNA 


NM 014742 


Homo saniens KIAA0255 eene nroduct fKIAA0255\ mRNA 


NM 014734 

X ^ X T JL X 1 / ^ • 


Homo saniens KIAA0247 cene nroduct rKIAA0247\ mRNA 


NM 014760 


Homo saniens KIAA021 8 eene nroduct fKIAA02 1 %^ mRNA 


NM 014735 


Homo sapiens KIAA0215 gene product (KIAA0215), mRNA 


NM 014630 


Homo sanien<5 KTA A091 1 {rene nroduct ^KTAAO'^l 1"^ mRNA 

XXV^lxJ\^ oCl|Jl^llO i%JLrx-rxV/^ X X ^wllW Ji^iVlVXUV/l yXV 1 rxxxV?^ X X lxxxVX^./x 


NM 014744 


TTnmrfc <?flni<=»n<: TCTA An9in apn<=» nrnHiirt HCTAAO'^in^ mRNA 

XrxVJJlXIV^ od^ldXo K\A.Ir^~tWJ ^ i.\J ^^iiw ^Xv/UlXwL ^x\ .1 rxxxV/^ \.\J XXXXVX^^^ 


NM 01479S 


Womn QanipriQ TCTA AOl RO crpnp nrnrliirt rKTA AOl 80^ mRNA 


NM 014753 


Homo sapiens KIAA0187 gene product (KIAA0187), mRNA 


NM 0147Q1 


"H"r*TYirt coTM^nc 1iV"#*l"\/ r\T+li r»l fr /\"f TYmfpTTisil f*iTilTr\/r*"m f* l**iif*iTiP '7\x\x\^t IfiTiflCP 
XllylllO oa^lCIXo ilJVdjr UitiXUlvJ^ KJX illdldxlcli ClllUl jfUxliw iCUwXiXC ^l^^CX JMlXlaow 

rKIAA0175'i mRNA 


NM 014746 

XNJ.VX V/1*T/*TV^ 


TTnmn Qflriipnc: TCTA Aft 1 fil crpnp r»rofliirt TTCTA Aft 1 61 ^ mRNA 

Xxv/ixivi oa|Jidio xV j./^wcx\/ X «J X gwii^ JJXUUU.V/L ^x^j^rvrxv/ X X iiixxjL>ix^ 




T-Trvmrk Q?»nipnc T^TTA Aftl SS crfnp r>mr1iipt rfCTA Aftl mRNA 

XX\«HlJ.\J odJJIdio J^X-TAJrVV/ 1 — ' ^dlC/ |J1 VJL1U.V./L ^XS^X-riJrV\/ X ^ 3 XllXVi.>(xv 


NM 014002 


T-IrtTnr\ c5iT>iPTic TPTTC-Tpla+pH IrifinQf pt^qiIoti' iTiHiif*iV>lp Tlv5i'n"n?i'R Vitijiqp mCPCP.^ 

XX^lXl^J OALFIWIXO Xx^X^ X&XAlWU IVlXIAow ^LJOXiwlly XllUUV/Xl^lb XlvCX^^aX^ .^iXXiaob y^xx^JKV 

mRNA 


NM 014R47 


TTnmn «5anipnQ TC TA Aft 1 44 crpnp nmHiirt rTCTA Aftl 44^ mRNA 


NM 014773 


Homo <;anien«; KTA Aftl 41 pen e nroduct rKIAA014n mRNA 


NM 014649 


Homo saniens KIAAO 138 eene nroduct rKlAAO 1 3 8^ mRNA 

XXx^XXXV^ OCXLyi^XXO X^XXXXXV/ X ^ V/ l^Vi/llV> L/XV^Ubi-vv \X^X,X^bXXW X ^ VJ^^ XXXXVX ^X X 


NM 014792 

X ^ X ▼ X. X % M ^ x« 


Homo saniens KIAAO 125 eene nroduct rKJAA0125'> mRNA 


NM 014999 

X ^ X ▼ X \^ X r ^ — ^ 


Homo saniens KIAAO 118 nrotein fKIAAO 1 1 8"^ mRNA 

XXV/XXXV/ uCAL^&wXXO X^X^ LX jLV/ X X \J V/LVXXX I X^_L4 kuX XV M. X VJ f y XUJL>^ ^ 


NM 014740 


Homo saniens KIAAO 111 cene nroduct f KIAAO 1 \W mRNA 


NM 014673 


Homo saniens KIAAO 103 cene nroduct fKIAAOlOS) mRNA 


NM 014736 


Homo saniens KIAAOlOl cene nroduct (KIAAO 101), mRNA 


NM 014669 


Homo sapiens KIAA0095 gene product (KIAA0095), mRNA 


NM 014679 


Homo <^aniens KTAAftft92 pene nroduct fKIA Aftft92) mRNA 


NM 014769 


Wnmo <:nnipnQ KTA AftftR7 crpnp nrnHnrt ffCTA Aftft87^ mRNA 

xXWiilM 0<xJ[JiCXio xVJ.rVrxv/v/0 / ^^11^ ^I^VXIXWL ^x\.Xxxxx.\/\/0 / XXXXXX^^^ 


NM 014877 

X ^ XT X \J X • \J / / 


Homo saniens; helicase KIAA0ft54 n<CTAA0054) mRNA 

XXV^XXXV^ i9CX|^XwXXO IXlBrXlVi/CXOV^ X^ 1 fX.tW/\/«»f^ \^M^^~M-lM.L\.\f\J^~Jy XXXXVX ^XX 


NM 014716 

X ^ X ▼ X \^ X ■ / X \J 


Homo ^anienR centanrin Heta 1 (T^PNTRl^ mRNA 

XXwXXXV/ OOL^lwlXO V/wlXLuUX XXl^ KJK^lfA X \^^XJrX^ X X^ X XXXLVX^XX 


NM 015361 


Homn <5anienQ R'^T-T rfomain ^Hind^ ^inple-^tranded nucleic acidjs'^ containing 

XXVi^XIXV/ 0C»L/XWXXi9 XX.«^XX ^X\/XXXCXXXX liyXXXVXO JXXXftX^ OUOXXUwU' XXUwX\^Xw C»vX^Xi9 f wVrXXbC»XXXXXXK 

fR3HDM) mRNA 


NM 014880 


Homo saniens KIAA0022 eene nroduct rKIAA002'?) mRNA 

XXV/XXAVy OCXL/iV^XXO X^-LlXxXV/ V/ ^ ^ gVp'XlV.' L/IV/VXUV^L 1 X^ 1 /XX XVfV/X<-^ XXXX^^^X X 


NM 014878 


Homo saniens K1AA0020 cene nroduct fKIAA0020) mRNA 


NM 014665 


Homo saniens KTAA0014 eene nroduct rKIAA0014) mRNA 

X X V/X XX\^ i^X^^X X X^ *-t VX X\/ \^ X ■ V-^X X ^X W Ir \ X^x^ XX X\/ X i i ^ X XXXXhX ^ X X 


NM 014671 


Homo ^aniens uHinui tin -nrotein isonentide lipase CK3^ rKTAAftftlft^ mRNA 


NM 014637 


Homo saniens KIAA0009 eene nroduct rKIAA0009'i mRNA 

XX\/XXX\/ OCXUXWXXO X^-XXvXXV/ V/ V/ ^ ^WlXw Lyi V/VXUVi'l- I X^XxXAXV/ V/ V/a^ /J XXXX^X ^X X 


NM 015384 


Homo sapiens IDN3 protein (IDN3), mRNA 


NM 014188 


Homo sapiens HSPC182 protein (HSPC182), mRNA 


NM 014187 


Homo sapiens HSPC171 protein (HSPC171), mRNA 


NM 014182 


Homo sapiens HSPC160 protein (HSPC160), mRNA 


NM 014178 


Homo sapiens HSPC156 protein (HSPC156), mRNA 


NM 014177 


Homo sapiens HSPC154 protein (HSPC154), mRNA 
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NM_014176 


Homo sapiens HSPC150 protein similar to ubiquitin-conjugating enzyme 
(HSPC15Q), mRNA 


NM 014173 


Homo sapiens HSPC142 protein (HSPC142), mKNA 


NM 014172 


Homo sapiens HSPC141 protein (HSPC141), mRNA 


NM 014171 


Homo sapiens postS3niaptic protem CRIPT (CRIPT), mRNA 


NM 014169 


Homo sapiens HSPC134 protein (HSPC134), mRNA 


NM 014168 


Homo sapiens HSPC133 protein (HSPC133), mRNA 


NM 014167 


Homo sapiens HSPC128 protem (HSPC128), mRNA 


NM 014165 


Homo sapiens HSPC125 protein (HSPC125), mRNA 


NM 014163 


Homo sapiens HSPC073 protein (HSPC073), mRNA 


NM 014162 


Homo sapiens HSPC072 protein (HSPC072), mRNA 


NM 014159 


Homo sapiens Huntingtm mteractmg protem B (HYPB), mRNA 


NM 014158 


Homo sapiens HSPC067 protein (HSPC067), mRNA 


NM 014157 


Homo sapiens HSPC065 protem (HSPC065), mRNA 


NM 014152 


Homo sapiens HSPC054 protein (HSPC054), mRNA 


NM 014151 


Homo sapiens HSPC053 protein (HSPC053), mRNA 


NM 014148 


Homo sapiens HSPC048 protein (HSPC048), mRNA 


NM 014147 


Homo sapiens HSPC047 protem (HSPC047), mRNA 


NM 014041 


Homo sapiens signal peptidase 12kDa (SPC12), mRNA 


NM 014047 


Homo sapiens HSPC023 protein (HSPC023), mRNA 


NM 014028 


Homo sapiens HSPC019 protein (HSPC019), mRNA 


NM 014026 


Homo sapiens HSPC015 protein (HSPC015), mRNA 


NM 015362 


Homo sapiens HSPC002 protem (HSPC002), mRNA 


NM 015603 


Homo sapiens DBCFZP586M1019 protein (DKFZP586M1019), mKNA 


NM 015537 


Homo sapiens DKFZP586J1624 protem (DKFZP586J1624), mRNA 


NM 015584 


Homo sapiens DKFZP586F1524 protein (DKFZP586F1524), mRNA 


NM 015677 


Homo sapiens hypothetical protein (DKFZP586F1318), mRNA 


NM 015416 


Homo sapiens DICFZP586A011 protein (DKFZP586A01 1), mRNA 


NM 015513 


Homo sapiens DKFZP566D213 protein (DKFZP566D213), mRNA 


NM 015509 


Homo sapiens DKFZP566B183 protem (DKPZP566B1S3), mRNA 


NM 014042 


Homo sapiens DKFZP564M082 protein (DKFZP564M0b2), mRNA 


NM 015455 


Homo sapiens KIAAl 194 protein (KIAAl 194), mRNA 


NM 015601 


Homo sapiens DKFZP564G092 protein (DKFZP5o4G092), mRNA 


NM 014044 


Homo sapiens DKFZP564G0222 protem (DKFZP5o4G0222), mRNA 


NM 015658 


Homo sapiens DKFZP564C186 protem (DKFZP564C186)j mRNA 


NM 015654 


XX • x^x^x^r^T^ f y A i /\ a. • ^ r'xx^ l"' ' ^ i k ^ A 1 /\0 \ . - x^ TvT A 

Homo sapiens DKFZP564C103 protein (DKFZP564C103), mRNA 


NM 015535 


XX ^ ^ x^x,^x~«»^x>^ y A A jf 1 _ J. • yT^x^ x^ ' T ^ ^ >1 A y1 "1 ^\ i..mT>'TwT A 

Homo sapiens DKFZP564A2416 protem (DKFZP564A241o), mRNA 


NM 014034 


Homo sapiens DKIFZP547E21 10 protem (DKFZP547E2110), mRNA 


NM 015607 


Homo sapiens DKFZP547E1010 protein (DKFZF547bl01u), mKNA 


NM 015594 


Homo sapiens DKFZP434O047 protein (DKFZP434O047), mRNA 


NM 015492 


Homo sapiens DKFZP434H132 protem (DKFZP434H132), mRNA 


NM 015515 


XX • A X** ^ ' J. f 1 A —t. 1 A * T A 1 \ - - X^ T A 

Homo sapiens type I intermediate filament cytokeratm (HAIKl), mRNA 


NM 014064 


Homo sapiens AD-003 protein (AD-003), mRNA 


NM 014517 


XX j*<XX X^ X^ 1 N yx |'|'>X\ 1 \ T A 

Homo sapiens upstream binding protem 1 (LBP-la) (UBPl), mRNA 


NM_014294 


Homo sapiens translocating chain-associating membrane protein (TRAM), 
mRNA 


NM 014305 


Homo sapiens diUF-D-glucose 450-clenyclratase ^iJJr'LrJJj, mKJNA 


NM 014300 


Homo sapiens signal peptidase complex (18kD) (SPC18), mRNA 


NM 014419 


Homo sapiens soggy-1 gene (DKKLl -pending), mRNA 


NM_0 14445 


Homo sapiens stress-associated endoplasmic reticulum protein 1; ribosome 
associated membrane protein 4 (SERPl), mRNA 


NM 014329 


Homo sapiens autoantigen (RCD-8), mRNA 
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NM_0 14504 


Homo sapiens putative Rab5 GDP/GTP exchange factor homologue (RABEX5), 

mPNA 


INiVl U 1 HO oy 


XlOmo Sapicno pnUbpnuiipaoC r\^^ giuup J.i.n> ^xi-«-rv^v-»*.x^yj iiix-Nj-^i-v 


"MAyf f\'[AA1^ 
JNiVl 


TJTrk'tvirh oo-ni^nc c^«*i-n^ -n-rnfAac^ inVkiVtifnT lira7Sll tVTlP 4 1 ^PTNTC4 1 TTll^'N^A. 
XlOmO SopicnS SCIIIIC prUlCaoC UullUlLijU) J^CLCiCIJ IjrjJC " ^L7X xx'^xv.T^j iijx\u.^.r^ 


iNivi u 1 Hoy 1 


XlOniO Sapiens xxJKjT t\. abbUUlcilCU. pruiCIIl l \xyJt\x i^j HLK\-L^x^ 


IN iVi__u lHo\Jo 


(P101-PI3K),mRNA 


iNXvi \j iHDoy 


Jtiomo sapiens opiidu ^v^ir iv^j, iiij\xn/\ 


"Knur 


TTnmrt c«irhii»nG r^n?J.-NOT trnticorinti An rAmnlpv QllVlllTlit 7 rC"TNO*T2^ Tnl^NA 


MM 014360 


Homo sapiens NK-2 (Drosophila) homolog 8 (NKXZ.S), mRNA 


JNJVl Ul'i-o/l 


jiomo sapiens neignoor oi /^~i\jnaoc auL/iiuring proiciii \jl\£\x%j\x zf ^ j-^ iiuvi^^ 


xTTv>r m/ii/io 
JNlVl_U moHl, 


xiomo sapiens miLOcnonuriai carrier nomoiog ^ ^xviiv^j:xz>^, nu^icor gciic 
encoding mitochondrial protein, mRNA 


XTA yf A 1 < T 1 
JNiVl Ulj/lO 


xiomo sapiens iviissnapen/iNiiv-reiatca Kinase v,iVjLLiNJs.j5 ini\j.N/\ 


JNiVL__Ui4JDo 


riomo sapiens v_^-iype ^caicium aepenueni, carDonyaraie*recogniiion Qumaiii^ 
lecim, supcriaiTiiiy meiiiucr y \\^i^c\^^s:y )^ iiiixiNjrv 


INIVI U 1 HD D 


jnomo Sapiens jLfDir proicm yjuDST'D^j^ jius±sx'\. 


IN1V1_U 1 HZH- / 


XTOTiiu sapiens jtljjl* Qumain uunuimmg guaimie iiuL'ieutiii.c cA.\.fiiaii|gw 
fartArfnFF'il ('PFlZ-rrFF 1 ^ mPNA 




Wnmrt csmif^nc cmsill anit^if* TiTotpiTi ^TK/f AflrFl ASOS^'^ tnl^N^A 




FTnTriA Q?ir»ipnQ aniHir R9 IrFln -nrAtpiTi m'RNA THSTJl SSS9^ mRNA 


NM 014254 


Homo sapiens transmembrane protein 5 (TMEM5), mRNA 


XNIVI U1430Z 


Xiomo sapiens ^-nyaroxyisoDUtyryi-Vw/Oenzyinc a nyuroiasc ^xulp v^jx iiuviNrA. 


NM_0 14365 


Homo sapiens protein kinase HI 1 (HI 1), mRNA 


XTTW K A 1 /I C O yf 


Homo sapiens xiJv^Ji-iiKe (^o. cerevisiae; ^^Jtiiv^jii^^, nuvJN/v 


JNJVl U14oo/ 


xiomo sapiens nypoineucai protein, estraQioi-inaucea {^tzziKjo ), nuvLN/^. 


NM_014366 


Homo sapiens putative nucleotide binding protein, estradiol-induced (E2IG3), 

«-i-i'DXT A 

niKJNA 


NM_0 14380 


Homo sapiens nerve growth factor receptor (TNFRSF16) associated protein 1 

l^fN Or rv-rVx 1 ), rnJKJN/v 


XTA/T A 1/1 con 


jiomo sapiens uownreguiateQ in ovanan cancer i ^j_-/v^v-^i ), mj\j.»/\ 


NM_0 14595 


Homo sapiens 5' nucleotidase, deoxy (pyrimidine), cytosolic type C (NT5C), 

nirviN A. 


XTN>f Al/lll/^ 
JNiVl__U 1 4 J 1 0 


xiomo sapiens caicium-reguiaiea neai-siaDie protein yz,H]s±j) ^v_^xsjrLox:^-'X*t^, 

nitvlN-rV 


IN iVl Kj A H*t J v 


fxumu Sopicns ocix ucd.in~inciuLring i^xj^/\~iijvc ciiccivi u \^v_yXj_/jUfXj ^, iijxvwi>ii^ 




fiomo sapiens vTxrx''anL^nureci ineiasiasio~a.ssu(/idicu jjiulciii iiuiiiuiu^ ^v.>^.^rx^, 
mRNA 


NM 014408 


T-Tattia ^aniens "similar tA vea<;t RFT"^ cerevi<;iae^ rBET3^ mRNA 


NM 014374 


Homo sapiens replication initiation region protein (60kD) (RIP60), mRNA 


NM CWX^AX 


T-Tr^mr^ cqi^ip^c i^rilrtTiH*^* i"n't~rQ/^<*llnlc»T' r»ViaTiTi^l A {C^^ TTlR^^A 
XIUIUU oa}Jlcnd V/XU\JilU.C lIlU.aUdlu.laI Cllailiici t \\^3^i\.^^ iijj.xx^.nt 




tJ/^mrt coiti^Tic l/'Sii*v/rkT*Vi^t"i*i V\#*+o Ol** fToncr^rfcT+iTi /TT?XJv I TTlR^JA 

xiumo Sapiens iva.i.y%jpnerin dclo. ^u, iranspiii iiii ^xxvj.^.^y, iiuNa^/A. 


NM OI'^J.'^*! 


Xiomo Scipiciio iciiiiai nunicouuA piuieiii yix-zv^, nixsj.N.tv 


iNlVl U 1 J J / / 


Xiomo sapiens nypuineucai proiem ^j_/jsjrZrfp'T«)*+ii>v*Ti / iiuviN-rv 


1N1V1__U 1 / 


Jtiomo sapiens x^as-o^ix^ase activaiing pruiein ^rxj uoiiiaiii~uiiiuiiig piuLcni ^ 


NM 013286 


Homo saoiens chromosome 3d21 1 erene seauence (HUMAGCGB), mRNA 


NM 012472 


Homo sapiens testis specific leucine rich repeat protein (TSLRP), mRNA 


NM 012119 


Homo sapiens cell cycle related kinase (CCRK), mRNA 


NM 013266 


Homo sapiens alpha-catenin-like protein (VR22), mRNA 


NM 013346 


Homo sapiens sorting nexin 12 (SNX12), mRNA 


NM 013322 


Homo sapiens sorting nexin 10 (SNXIO), mRNA 



311 



BNSDOCID: <WO 03074654A2_I.> 



wo 03/074654 



PCT/US03/05028 



NM 013400 


Homo sapiens rephcation initiation region protein (60kD) (RIP60), mRNA 


NM 013355 


Homo sapiens protein kinase PKNbeta (pknbeta), mRNA 


NM 013240 


Homo sapiens putative N6-DNA-methyltransferase (N6AMT1), mRNA 


NM 013364 


Homo sapiens paraneoplastic cancer-testis-brain antigen (MA5), mRNA 


NM 013275 


Homo sapiens nasopharyngeal carcinoma susceptibility protem (LZlo), mRNA 


NM 013312 


Homo sapiens hook2 protem (HOOK2), mRNA 


NM 013332 


Homo sapiens hypoxia-inducible protem 2 (HIG2), mRNA 


NM 013308 


Homo sapiens platelet activating receptor homolog (H963), mRNA 


NM 013394 


Homo sapiens acid fibroblast growth factor-like protem (GLIO703), mRNA 


NM 013329 


Homo sapiens chromosome 21 open reading frame 66 (C21ori66), mRNA 


NM 013333 


Homo sapiens EH domain-binding mitotic phosphoprotein (EPSIN), mRNA 


NM 013395 


Homo sapiens proteinxOOOS (ADO 13), mRNA 


NM 012463 


Homo sapiens TJ6 protein (TJ6), mRNA 


NM 012461 


Homo sapiens TERFl (TRFl)-interacting nuclear factor 2 (TINF2), mRNA 


NM 012245 


Homo sapiens SKI-interacting protein (SNWl), mRNA 


NM 012437 


Homo sapiens SNARE associated protein snapin (SNAPAP), mRNA 


NM 012433 


Homo sapiens splicing factor 3b, subunit 1, 155kD (SF3B1), mRNA 


NM_0 12431 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3E (SEMA3E), mRNA 


NM 012234 


Homo sapiens RINGl and YYl binding protein (RYBP), mRNA 


NM_0 12420 


Homo sapiens retinoic acid- and interferon-inducible protein (58kD) (RI58), 

mRNA 


NM_012417 


Homo sapiens retinal degeneration B beta (RDGBB), mRNA 


NM 012229 


Homo sapiens 5*-nucleotidase (purine), cytosolic type B (NT5B), mRNA 


NM_012390 


Homo sapiens protein homologous to salivary proline-rich protein P-B (PBI), 
mRNA 


NM 012346 


Homo sapiens nucleoporin 62kD (NUP62), mRNA 


NM_012339 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-7) (NET- 
7), mRNA 


NM_012338 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-2) (NET- 
2), mRNA 


NM 012332 


Homo sapiens Mitochondrial Acyl-CoA Thioesterase (MT-ACT48), mRNA 


NM 012327 


Homo sapiens phosphatidylinositol glycan, class N (PIGN), mRNA 


NM 012321 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM4), mRNA 


NM_0 12294 


Homo sapiens guanine nucleotide exchange factor for Rap 1; M-Ras-regulated 
GEF (K1AA0277), mRNA 


NM 012289 


Homo sapiens Kelch-like ECH-associated protein 1 (KIAA0132), mRNA 


NM_0 12285 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 4 (KCNH4), mRNA 


NM 012267 


Homo sapiens hsp70-interacting protein (HSPBPl), mRNA 


NM_0 12266 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 5 (DNAJB5), 
mRNA 


NM 012260 


Homo sapiens 2-hydroxyphytanoyl-CoA lyase (HPCL2), mRNA 


NM_0 12204 


Homo sapiens general transcription factor IHC, polypeptide 4 (90kD) (GTF3C4), 
mRNA 


NM_0 12086 


Homo sapiens general transcription factor inC, polypeptide 3 (102kD) 
(GTF3C3), mRNA 


NM_012155 


Homo sapiens microtubule-associated protein like echinoderm EMAP (EMAP- 
2), mRNA 


NM 012123 


Homo sapiens CGI-02 protein (CGI-02), mRNA 


NM 012097 


Homo sapiens ADP-ribosylation factor-like 5 (ARL5), mRNA 


NM 005028 


Homo sapiens phosphatidylinositol-4-phosphate 5-ldnase, type H, alpha 
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rPTP^lf'JA'k TnRNA 




Xj.IJI11v/ odf^lCilo OdlLaUU. ill, Ctl|Jlld 1 llLCvlNx^ 


NM 007362 


Homo sapiens nuclear cap binding protein subunit 2, 20kD (NCBP2), mRNA 


iNiVi \J\J/JJo 


xiomo sapiens puta.iivc uina Dinaing proiein ^ivii/oy, iTLr\j.N/\ 


NM_007344 


Homo sapiens transcription termination factor, RNA polymerase I (TTFl), 

niXvIN/V 


iNlVi UU/jOy 


jtiomo sapiens o-proiem coupiCQ recepior ^ivtiz ^, mtviN/v 


NM_005176 


Homo sapiens ATP synthase, H+ transportiiijg, mitochondrial FO complex, 
suDunii c \^suDuniL y^, isoiorm z y^/virDo^z^, mrsjNA 


NM_007347 


Homo sapiens adaptor-related protein complex 4, epsilon 1 subunit (AP4E1), 

-rviOXT A 

mrvJNA 


XNJVl UUZO/3 


rLomo sapiens piexm x> i v.->^^i.JvJNJD i j, mivJN/\. 


NM_007034 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 4 (DNAJB4), 

r«"DXT A 

misJN/v 


iNJVl_UU4j4 / 


riomo sapiens jN/vuri uenyorogenase ^uDiqumone^ i Deta suDcompiex, *\ ^iDtcu, 

DID J y^siyijrDHjj nuxaN/A^ 


NM 007180 


Homo sapiens trehalase (brush-border membrane glycoprotein) (TREH), mRNA 


iNlVl_UU / 1 1^ 


riomo sapiens uimor necrosis lacior, aipna'^inaucea proiem o ^^iiNr/VLroj, 

■mPKr A 
rniNj.N/\ 


TsjTv/f nn79 1 7 

INiVi UU /Z 1 / 


xiomo sapiens prograrnmeu. cexi aeain lu [jrijy^LJiK}), miviNx\ 


TMIVA 0079/^0 
iNivi uu/zoy 


XTomo Scipiens syniaxm umciing proiein j ^oi.ajdx^^^, mtviN/Y 


NM_007107 


Homo sapiens signal sequence receptor, gamma (translocon-associated protein 




Jtiomo sapiens nng imger proiem ij {jsjisr i^jy mi\JN/v 


IN iVl UU / ZO J 


Xiomo Sapiens suppressor oi o. cerevisiae gcrz ^xxooi i ^ iTirviN/\ 


J.N1VI \J\J I zz^ 


jnLomo sapiens putanve vj proiem coupiea receptor v^^-JJf in-^j itixvin/\ 


NM_007192 


Homo sapiens chromatin-specific transcription elongation factor, 140 kDa 


NM 007263 


Homo sapiens coatomer protein complex, subunit epsilon (COPE), mRNA 


xnVif nn7nn<\ 

INIVI UU/UUD 


xiomo sapiens dk^c-i proiem ^^r>v^jc/-i ), ttuvin/v 


XTA/1 C\(\n(\ 1 Q 


xiomo sapiens uDiquiiin-conjugatmg enzyme xiziw (^UiDJbZL/^, itikjna 


iNlVl__UU /UO'f 


xiomo sapiens serine/inreonme Kinase wiin i^di- ana piecKsmn nomoiogy 

domains (TRAD), mRNA 


"Knvyr nn7rt/^9 

rNlYl__UU /V/OZ 


Xiomo sapiens nuciear pnospnoproiem similar lo o. cerevisiae x wr^i (^x^ wjri ^, 

mPXTA 




xnjiiuj ddpiciib Ljiii pruiem x ^j-fOiYio^, nxi\j.N/\. 


"MA/T 007077 

iNiVl \J\J i\j 1 ^ 


Wnmn QnnipriQ "RPRV T-T T TP -i^ccori^itincr 7 rP"PrT A9^ mPXTA 


"NTM 007077 

INIVX \J\J l\J 1 1 


nvililv/ oa^idio aua.pLV>I~IClctLCU piUlClIl L^UinpiCA olglllo. 1 oLiLIUilll HO 1 

mRNA 


ISJA/f 00/^7Sl 


T-T/^inr* CdTn^^no ct^Am-i cT*Ar»i'fi/^ o-r»+irrATi 0 ^QQT7AO^ tviPXIA 

rwjxxMxj oci)jiwiid opci 111 bpeL'iiiv^ anLigen z ^oop/\z ^, iiuvln/il 


NM 006748 


Homo sapiens Src-like -adaptor (SLA), mRNA 


INIVI UUDo J 1 


Xiomo Sapiens glioma painogenesis-reiaiea proiein ^ivi vxi j, nii\iN/\ 


INIVI UUOolD 


xiomo sapiens coaiea vesicle memorane proiem v.-KJNx^z^^ mKJNA 


NM_006741 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit lA 


IN iVl_U UOoZ J 


xiomo ^dpiens proiein Kinase ^^c/\ivix^-aepencienL, caiaiyxicj mniDiior aipna 
(PKIA), mRNA 


NM 006825 


Homo sapiens cytoskeleton-associated protein 4 (CKAP4), mRNA 


NM_006833 


Homo sapiens COP9 subunit 6 (MOV34 homolog, 34 kD) (MOV34-34KD), 
mRNA 


NM 006838 


Homo sapiens methionyl aminopeptidase 2 (METAP2), mRNA 


NM 006634 


Homo sapiens vesicle-associated membrane protein 5 (myobrevin) (VAMPS), 
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mRNA 


MM 006676 


Homo sapiens ubiquitin specific protease 20 (USP20), mRNA 


NM 006662 


Homo sapiens SnQ-related CBP activator protem (SRCAP), mRNA 


NM_006692 


Homo sapiens DNA-binding protem amplifying expression of surfactant protein 
B (SPBPBP), mRNA 


NM 006590 


Homo sapiens SnRNP assembly defective 1 homolog (SADl), mRNA 


NM 006695 


Homo sapiens RaP2 interacting protein 8 (RPIP8), mRNA 


NM 006663 


Homo sapiens RelA-associated inhibitor (RAI), mRNA 


NM 006570 


Homo sapiens Ras-related GTP-binding protein (RAGA), mRNA 


NM 002721 


Homo sapiens protein phosphatase 6, catalytic subunit (PPP6C), mRNA 


NM_006627 


Homo sapiens POP4 (processing of precursor , S. cerevisiae) homolog (POP4), 
mRNA 


NM 006580 


Homo sapiens claudin 16 (CLDN16), mRNA 


NM_006648 


Homo sapiens serologically defined colon cancer antigen 43 (SDCCAG43), 
mRNA 


NM 006681 


Homo sapiens neuromedin U (NMU), mRNA 


NM 006554 


Homo sapiens metaxin 2 (MTX2), mRNA 


NM_006609 


Homo sapiens mitogen-activated protein kinase kinase kinase 2 (MAP3K2), 
niRNA 


NM 004274 


Homo sapiens A kinase (PRKA) anchor protein 6 (AKAP6)5 mRNA 


NM_006633 


Homo sapiens IQ motif containing GTPase activating protein 2 (IQGAP2), 
mRNA 


NM 006548 


Homo sapiens IGF-II mRNA-binding protein 2 (IMP-2), mRNA 


NM 006644 


Homo sapiens heat shock 105kD (HSP105B), mRNA 


NM 006543 


Homo sapiens Mahlavu hepatocellular carcinoma (HHCM), mRNA 


NM 006540 


Homo sapiens nuclear receptor coactivator 2 (NCOA2), mRNA 


NM_006578 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5), 
mRNA 


NM 006550 


Homo sapiens fibrinogen silencer binding protein (FSBP), mRNA 


NM_006678 


Homo sapiens CMRF35 leukocyte immunoglobulin-like receptor (CMRF35), 

mRNA 


NM 006569 


Homo sapiens cell growth regulatory with EF-hand domain (CGRl 1), mRNA 


NM_006584 


Homo sapiens chaperonin containing TCPl, subunit 6B (zeta 2) (CCT6B), 
mRNA 


NM 006538 


Homo sapiens BCL2-like 1 1 (apoptosis facilitator) (BCL2L1 1), mRNA 


NM 006628 


Homo sapiens cyclic AMP phosphqprotein, 19 kD (ARPP-19), mRNA 


NM_006370 


Homo sapiens vesicle-associated soluble NSF attachment protein receptor (v- 
SNARE; homolog of S. cerevisiae VTH) (VTI2), mRNA 


NM_006354 


Homo sapiens transcriptional adaptor 3 (ADA3, yeast homolog)-like (PCAF 
histone acetylase complex) (TADA3L), mRNA 


NM 006456 


Homo sapiens sialyltransferase (STHM), mRNA 


NM_006409 


Homo sapiens actin related protein 2/3 complex, subimit 1 A (41 kD) (ARPCl A), 
mRNA 


NM_006279 


Homo sapiens sialyltransferase 6 (N-acetyllacosaminide alpha 2,3- 
sialyltransferase) (SIAT6), mRNA 


NM 006142 


Homo sapiens stratifin (SFN), mRNA 


JNlVl_UUo4 J o 


Homo sapiens nucleolar autoantigen (55kD) similar to rat synaptonemal complex 
protein (SC65), mRNA 


NM 006414 


Homo sapiens ribonuclease P (38kD) (RPP38), mRNA 


NM 006413 


Homo sapiens ribonuclease P (30kD) (RPP30), mRNA 


NM 006423 


Homo sapiens Rab acceptor 1 (prenylated) (RAJBACl), mRNA 


NM 006239 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 2 (PPEF2), 
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mRNA 


NM_006230 


Homo sapiens polymerase (DNA directed), delta 2, regulatory subunit (50kD) 
(POLD2), mRNA 


NM_006156 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 
8 (NEDD8), mRNA 


MM 006369 


Homo sapiens MUFl protein fMUFO. mRNA 


NM_006441 


Homo sapiens 5,10-methenvltetrahvdrofolate synthetase (5- 
formyltetrahydrof elate cvclo-liease) fMTHFSV mRNA 


NM_006309 


Homo sapiens leucine rich repeat fin FLID interacting protein 2 fLRRFIP2\ 
mKNA 


NM 006330 


Homo sapiens lysophospholipase I (LYPLAl), mRNA 


NM 006344 


Homo sapiens macrophage lectin 2 (calcium dependent) (HML2), mRNA 


NM 006395 


Homo sapiens ubiquitin activating enzvme El -like Drotein TGSAV^ ttlRNA 


NM 006322 


Homo sapiens spindle pole body protein fGCP3) mRNA 


NM_006141 


Homo sapiens dynein, cytoplasmic, lieht intermediate nolvDentide 2 (T)NCLI2^ 
mRNA 


NM_006416 


Homo sapiens solute carrier family 35 (CMP-sialic acid transporter), member 1 
(SLC35A1), mRNA 


NM 006349 


Homo sapiens putative cyclin Gl interacting protein (CGII), mRNA 


NM 006429 


Homo sapiens chaperonin containing TCPl, subunit 7 (eta) (CCT7), mRNA 


NM_006430 


Homo sapiens chaperonin containing TCPl subunit 4 fdelta^ (CCTA^ mRNA 


NM 006431 


Homo sapiens chaperonin containing TCPl subunit rbeta'i (CjCITT\ mRNA 


NM_002810 


Homo sapiens proteasome (prosome. macroDain"^ 26S subunit non-ATPase 4 
(PSMD4), mRNA 


NM_006002 


Homo sapiens ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) 
(UCHL3), mRNA 


NM 006068 


Homo sapiens toll-like receptor 6 (TLR6), mRNA 


NM 006100 


Homo sapiens alpha2,3-sialvltransferase ('ST3GALVD mRNA 


NM 006061 


Homo sapiens specific granule protein (28 kDa) (SGP28), mRNA 


NM 006063 


Homo sapiens sarcomeric muscle protein fSARCOSINri mRNA 


NM_006076 


Homo sapiens Rev/Rex activation domain binding protein-related (RAB-R), 
mRNA 


NM 006034 


Homo sapiens p53 -induced protein (PIGl 1), mRNA 


NM_006039 


Homo sapiens endocvtic recentor TmacroDhaffe maTiTio«;e recentor "familv^ 
(KIAA0709), mRNA 


NM_006018 


Homo sapiens putative chemokine recentor* OTP-bindinp nrotein rHlvr74^ 
mRNA 


NM_006101 


Homo sapiens hi&hlv expressed in cancer rich in leucine hentad reneats fflTECl 
mRNA 


NM_00609S 


Homo sapiens guanine nucleotide binding protein fG protein), beta polvoeptide 
2-like 1 (GNB2L1), mRNA 


NM 005895 


Homo sapiens golgi autoantigen, golgin subfamily a, 3 (GOLGA3), mRNA 


NM 006023 


Homo sapiens D123 gene product (D123), mRNA 


NM 006090 


Homo sapiens choline/ethanolaminephosphotransferase (CEPTl), mRNA 


NM 005822 


Homo sapiens Down syndrome critical region gene 1-like 1 (DSCRILI), mRNA 


NM 005827 


Homo sapiens UDP-galactose transDorter related (TJGTRELIV mRNA 


NM 005725 


Homo sapiens tetraspan 2 (TSPAN-2), mRNA 


NM 005879 


Homo sapiens TRAF interacting protein (TRIP), mRNA 


NM 005816 


Homo sapiens T cell activation, increased late expression (TACTILE), mRNA 


NM_005S43 


Homo sapiens signal transducing adaptor molecule (SH3 domain and ITAM 
motif) 2 (STAM2), mRNA 


NM 005636 


Homo sapiens synovial sarcoma, X breakpoint 4 (SSX4), mRNA 
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NM_005775 


Homo sapiens vinexin beta (SH3-containmg adaptor molecule-1) (SCAM-1), 

X* VTA 

mRNA 


NM 005785 


Homo sapiens hypothetical SBBI03 protein (SBB103), raRNA 


NM 005862 


Homo sapiens stromal antigen 1 (STAGl), mRNA 


NM 005619 


Homo sapiens reticulon 2 (RTN2), mRNA 


NM 005615 


Homo sapiens nbonuclease, RNase A family, k6 {RNASE6), mRNA 


NM 005771 


Homo sapiens retinol dehydrogenase homolog (RDHL), mRNA 


NM 005833 


Homo sapiens Rab9 effector p40 (RAB9P40), mRNA 


NM 005687 


Homo sapiens phenylalanyl-tRNA synthetase beta-subunit (PheHB), mRNA 


NM_005605 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, gamma 
isoform (calcineurin A gamma) (PPP3CC), mRNA 


NM 005796 


Homo sapiens nuclear transport factor 2 (placental protein 15) (PP15), mRNA 


NM 005742 


Homo sapiens protein disulfide isomerase-related protein (P5), mRNA 


NM 005824 


Homo sapiens 37 kDa leucine-rich repeat (LRR) protein (P37NB), mRNA 


NM_005861 


Homo sapiens STIPl homology andU-Box containing protein 1 (STUBl), 
mRNA 


NM 005601 


Homo sapiens natural killer cell group 7 sequence (NKG7), mRNA 


NM 005831 


Homo sapiens nuclear domain 10 protein (NDP52), mRNA 


NM 005511 


Homo sapiens melan-A (MLANA), mRNA 


NM 005575 


Homo sapiens leucyl/cystinyl aminopeptidase (LNPEP), mRNA 


NM_005794 


Homo sapiens short-chain alcohol dehydrogenase family member (HEP27), 
mRNA 


NM_005769 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 4 
(CHST4), mRNA 


NM 005828 


Homo sapiens WD-repeat protein (HANI 1), mRNA 


NM_005804 


Homo sapiens nuclear RNA helicase, DECD variant of DEAD box family 
(DDXL), mRNA 


NM_005505 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
receptor)-like 1 (CD36L1), mRNA 


NM 005760 


Homo sapiens CCAAT-box-binding transcription factor (CBF2), mRNA 


NM 005795 


Homo sapiens calcitonin receptor-like (CALCRL), mRNA 


NM_005720 


Homo sapiens actin related protein 2/3 complex, subunit IB (41 kD) (ARPCIB), 
mRNA 


NM_005876 


Homo sapiens nuclear protein, marker for differentiated aortic smooth muscle 

and down-regulated with vascular injury (APEGl), mRNA 


NM 001540 


Homo sapiens heat shock 27kD protein 1 (HSPBl), mRNA 


NM_005481 


Homo sapiens thyroid hormone receptor-associated protein, 95 -kD subunit 
(TRAP95), mRNA 


NM 005449 


Homo sapiens regulator of Fas-induced apoptosis (TOSO), mRNA 


NM 005480 


Homo sapiens trophinin associated protein (tastin) (TROAP), mRNA 


NM_005419 


Homo sapiens signal transducer and activator of transcription 2, 1 13kD 
(STAT2), mRNA 


NM 005500 


Homo sapiens SUMO-1 activating enzyme subunit 1 (SAEl), mRNA 


NM 005400 


Homo sapiens protein kinase C, epsilon (PRKCE), mRNA 


NM 005391 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 3 (PDK3), mRNA 


NM_005494 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6), 

T% "VTA 

mRNA 


NM_005466 


Homo sapiens RNA polymerase n transcriptional regulation mediator (Med6, S. 
cerevisiae, homolog of) (MED6), mRNA 


NM 005310 


Homo sapiens growth factor receptor-bound protein 7 (GRB7), mRNA 


NM 005497 


Homo sapiens gap junction protein, alpha 7, 45kD (connexin 45) (GJA7), mRNA 


NM 005175 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex. 
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subunit c (subunit 9), isoform 1 (ATP5G1), mKNA 


NM_003418 


Homo saDiens zinc fincer Drotein 9 cellular retroviral nucleic ariH KinHincr 
protein) (ZNF9), niRNA 


NM_005151 


Homo saoicns ubiouitin soecific nrotease 14 rtRNA-enanine tranQalvrnwla^p"^ 
(USP14), mRNA 


NM 005119 


Homo saoiens thvroid bonnone recentor-a^^ociated nrntein 1 SO VF)a QiiViimit 
(TRAP 150), mRNA 


NM_005071 


Homo sapiens solute carrier family 1 (high affinity aspartate/glutamate 
transporter), member 6 fSLCl A6\ mRNA 


NM_005047 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 5 
(PSMD5), mRNA 


NM_005134 


Homo sapiens protein phosphatase 4, regulatory subunit 1 (PPP4R1), mRNA 


NM_005033 


Homo saoiens nolvmvositis/scleroderma autoantiffen 1 ^^7SkD'^ rPA/fSPT ^\ 

mRNA 


NM 005025 


Homo saniens serine (or cv^steinp"^ T>rotpina^p inliiHitnr plnHp T ^nf»nmc<amiTi^ 
member 1 (SERPINIl), mRNA 


NM 005023 


Homo saniens nrotein O'eranvlorpranvlfrancfpracp tvnp T Vif»t5i cnKunit rpr^r*T'TR\ 

*.j.'*^M.Li\j %j**^i.\^KMAi9 ^xv/Lwxxx gVifX cixijr xgwi axxjf xu aixoxwx oow Ijrf'C X, UCL<t olxUUxxIL ^x VJvJX IJDl, 

mRNA 


NM_005020 


Homo saoiens nhosnhodiestera<?e IC ralmodnlin-HpnenHpnt r7nirr>^ rPOKir^^ 

mRNA 


NM_005017 


Homo saniens nhosnhate cvtidvlvl transferase 1 choline alnba i^ofoTm 
(PCYTl A), mRNA 


NM 005131 


Homo sapiens nuclear matrix protein p84 fP84V mRNA 


NM 005101 


Homo sapiens interferon-stimulated protein. 15 kDa ('ISG15') mRNA 


NM 005122 


Homo sapiens nuclear receptor subfamily 1. erouu I member 3 rNRlO'i mRNA 


NM 004666 


Homo sapiens vanin 1 (VNNl), mRNA 


NM 004247 


Homo sapiens U5 snRNP-specific protein, 1 16 kD (115-1 16KD) mRNA 


NM 004704 


Homo sapiens U3 snoRNP-associated 55-kDa protein (U3-55K), mRNA 


NM 004786 


Homo sapiens thioredoxin-like, 32kD (TXNL") mRNA 


NM 004257 


Homo sapiens TGF beta receptor associated protein -1 (TRAP-1), mRNA 


NM 004620 


Homo sapiens TNF receptor-associated factor 6 rTRAF6'i mRNA 


NM 004604 


Homo sapiens syntaxin 4 A (placental) (STX4A), mRNA 


NM_004785 


Homo sapiens solute carrier familv Q r*?ndiiim/hvdrniypn pvrlianaf*r^ icofrfcrm % 

kjwmuvw VMAi.A^x xuj.Aiit^ ^ \ tjyyyxXiXXXl/ XXjf vtX vCyWXX w^V/XXOAXa^X Ij XdvXwXlXl J 

regulatory factor 2 (SLC9A3R2), mRNA 


NM_004252 


Homo saniens solute carrier familv Q ^^indiiim/VivHrncrp-n PYrfiftn cr^*r^ icr^fr^Tm 

kiu^AWAAtu V/CXXX XV>X xaxxXXXJr ^ ^OvVXl 1X1X1/ 11 yUX \J^&XX C^WwlidXigV^l loLfl-Ol III J 

regulatory factor 1 (SLC9A3R1), mRNA 


NM_004694 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 6 (SLC16A6'> mRNA 


NM_004696 


Homo saniens solute carrier familv \f% rmfinfiparhnwlif* aniH ti^nc"nr*ri*^rc^ 
» V >9\^Aii4.irW wctxxxvirx xmxxxxxjt \\Xi\3i.\\j\^%k\.\j\j/^y dV/lU U. alio L^vlx LCI o_^, 

member 4 (SLC16A4), mRNA 


NM_004263 


Homo saniens sema domain immimnp"lnV>ii1iTi domain C\cf\ tranQmpmV>r?*"n*> 

»-»**^'» wiiij UWAAIU uv/AAAUlAJIj XXXXlXXU-XXVrgX\/UrU.XXXX VXV/XXXCXXXl V-^n/j IX ClllOlllt lllLll diic 

domain (TM^ and short cvtonlasmic domain f^emanhorin^ 4F ^SF^/^A4F^ 

\ * ^'■■■y ****** t^xAvrx b wjr bv/j^Auoxxxx\i/ u\/xxxuXXX, yOwXXia^XXV/X XXXy "X ^OX>MLVXir\.^X/ fj 

mRNA 


NM 004868 


Homo sapiens elycoprotein, svnantic 2 fGPSN'''> mRNA 


NM_004844 


Homo sapiens SH3 -domain binding protein 5 (BTK-associated'i fSH3BP5'i 
mRNA 


NM 004703 


Homo sapiens rabaptin-5 (RAB5EP), mRNA 


NM 004249 


Homo sapiens RAB28, member RAS oncogene family (RAB2S), mRNA 


NM 004218 


Homo sapiens RAB 1 IB, member RAS oncogene family (RAB 1 IB), mRNA 


NM 004676 


Homo sapiens PTPN^-hke. Y-linked (PRY), mRNA 


NM 004726 


Homo sapiens RALBPl associated Eps domain containing 2 (REPS2), mRNA 


NM 004881 


Homo sapiens quinone oxidoreductase homolog (PIG3), mRNA 
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MM 004671 


Homo sapiens Protein inhibitor of activated STA 1 X (PlASX-BbTA), mRNA 


NM 004565 


Homo sapiens peroxisomal biogenesis factor 14 (PEX14), mRNA 


NM_004845 


Homo sapiens phosphate cytidylyltransferase 1, choline, beta isoform 1 
(PCYTIB), mRNA 


NM_004563 


Homo sapiens phosphoenolpyruvate carboxykinase 2 (mitochononal; (.I'CKz;, 
mRNA 


NM 004800 


Homo sapiens transmembrane 9 superfamily member 2 (TM9SF2), mRNA 


NM_004556 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells j 
inhibitor, epsilon (NFKBIE), mRNA 


NM 004647 


Homo sapiens Neuro-d4 (rat) homolog (NEUD4), mRNA 1 


1SIM_004546 


Homo sapiens NADH dehydrogCTiase (ubiquinone) 1 beta subcomplex, J, (.bkU, 
AGGG) (NDTJFB2), mRNA 


NM_004545 


Homo sapiens NADH dehydrogenase (ubiqumone) 1 beta subcomplex, i (./icu, 
MNLU (NDUFB 1), mRNA 


NM_004542 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 3 (9kD, 
B9) (NDUFA3), mRNA 


NM_004544 


Homo sapiens NADH dehydrogenase (ubiqumone) 1 alpha subcomplex, 10 
(42kD) (NDUFAIO), mRNA 


NM_004784 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosammyl) 3 
(NDST3), nJRNA 


NM 004901 


-I 1 1*1-1 /Tr "X. J'O AT 1 \ l~i X.1 A 1 

Homo sapiens lysosomal apyrase-hke 1 (LYSAJLl), mRNA 


NM 004798 


Homo sapiens kmesm family member 3B (KIF3B), mRNA 


NM 004515 


Homo sapiens mterleukm enhancer binding factor 2, 45 kD (ll^Jbz), mKJNA 


NM 004838 


Homo sapiens Homer, neuronal immediate early gene, 3 (HOMER-3), mRNA 1 


NM 004854 


Homo sapiens HNK-1 sulfotransferase (HNK-IST), mRNA 


NM 004488 


Homo sapiens glycoprotein V (platelet) (GPS), mRNA 


NM 004485 


Homo sapiens guanine nucleotide binding protein 4 (GNG4), mRNA 1 


NM 004122 


Homo sapiens growth hormone secretagogue receptor (GHSR), mRNA 


NM_004479 


Homo sapiens fucosyltransferase 7 (alpha (1,3) fiicosyltransferase) (FUT7), 
mRNA 


NM 004438 


Homo sapiens EphA4 (EPHA4), mRNA 1 


NM_004094 


Homo sapiens eukaryotic translation mitiation factor 2, subunit 1 (alpha, 35kD ) 
(EIF2S1), mRNA 


NM_004681 


Homo sapiens eukaryotic translation initiation factor 1 A, Y chromosome 
(EIFIAY), mRNA 


NM_004226 


Homo sapiens serine/threonine kinase 17b (apoptosis-inducing) (STK17B), 1 
mRNA 


NM 004792 


Homo sapiens peptidyl-prolyl isomerase G (cyclophilin G) (PPIG), mRNA 1 


NM_00483 1 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 7 
(70kD) (CRSP7), mRNA 


NM_004269 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 8 j 
(34kD) (CRSP8), mRNA 


NM_004270 


Homo sapiens cofactor required for Spl transcriptional activation, subunit y 
(33kD) (CRSP9), mRNA 


NM 004232 


Homo sapiens STAT induced STAT inhibitor-4 (CIS4), mRNA 1 


NM 004882 


Homo sapiens CBFl interacting corepressor (CIR), mRNA 


NM_004198 


xiomo sapiens cnoimergic receptor, nicotinic, dipna poAypcptiuc u \y^nj\i^£wjjj i 
mRNA 


NM 004825 


Homo sapiens chromodomain protein, Y chromosome, 2 (CDY2), mRNA 


NM_004351 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence b 1 
(CBLB), mRNA 


NM 004054 


Homo sapiens complement component 3a receptor 1 (C3AR1), mRNA I 
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1 KHsA nn4R0Q 


Homo saniens brain and reoroductive organ-expressed (TNFRSFl A modulator) 
(BRE), mRNA 


XTM 0048 RQ 


Homo saoiens ATP synthase. H+ transDorting. mitochondrial FO complex, 1 
subunit f, isoform 2 (ATP5 J2), mRNA 


MK/T O048Q0 


Homo saniens soemn associated anticen 7 fSPAG7), mRNA 


NM 004908 


Homo sapiens pre-T/NK cell associated protein (6H9A), mRNA 1 


MM 00140/^ 


Hrnno Qanien^ tvrosine 3-monooxvffenase/trvDtODhan 5-monooxvEenase 
activation nrotein zeta Dolvnentide (VWHAZV mRNA 1 


]SIM_003574 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 1 
A r33kD^ rVAPAV mRNA 1 


"MM 001073 


Homo saniens IIDP elvcosvltransferase 2 family, polypeptide Bl 1 (UGT2B1 1), 1 
mRNA 1 




Homo saniens TNF receDtor-associated factor 3 (TRAF3), mRNA | 


NM_003297 


Homo sapiens nuclear receptor subfamily 2, group C, member 1 (NR2C1), 1 
mRNA 1 


MM 003212 


Homo saniens teratocarcinoma-derived growth factor 1 (TDGFl), mRNA 




Homo saniens svntaxin 16 fSTX16y mRNA 1 


MM 003955 

1 l^lVA \J\J J ^ J .J 1 


Homn saniens STAT induced STAT inhibitor 3 (SSI-S^ mRNA I 


NM 003693 


Homo saniens acetyl LDL receptor: SREC=scavenger receptor expressed by 1 
endothehal cells (SREC), mRNA 


MM 003563 


Homo saniens SDeckle-tvoe POZ protein (SPOP), mRNA J 


NM 003578 ' 


Homo sapiens sterol O-acyltransferase 2 (SOAT2), mRNA I 


MM 003009 


Homo <5anieri<; sorting nexin 1 TSNXl^ mRNA 1 


NM 003095 


Homo sapiens small nuclear ribonucleoprotein polypeptide F (SNRPF), mRNA 


xnv>r AO'iOQi 

1 lNiVl__UU JU5^ 1 


TT/^mrfc ca-niptic cm$i11 niirlpar riboniicleonrotein nolvnentides B and Bl (SNRPBi, 1 

m'RNA 


NM_003086 


Homo sapiens small nuclear RNA activating complex, polypeptide 4, 1 90kD 1 
rSNAPC4'^ mRNA J 


NM_003084 


Homo sapiens small nuclear RNA activating complex, polypeptide 3, 50kD 1 
CSNAPC3'> mRNA 


NM^003825 


Homo sapiens synaptosomal-associated protein, 23kD (SNAP23), mRNA 1 


MM 003983 


1 Homo «5aniens solute carrier familv 7 fcationic amino acid transporter, y+ 1 
fivstem^i member 6 CSLC7A6^. mRNA 


NM 003916 

1 X^XVX \J\JmJ^L\J 


Homo saniens adantor-related protein complex 1, sigma 2 subunit (AP1S2), 1 
mRNA 


NM 003896 


Homo saniens sialvlti'ansferase 9 fCMP-NeuAcilactosylceramide alpha-2,3- 1 
sialyltransferase; GM3 synthase) (SIAT9), mRNA 


NM 003769 


1 Homo saniens snlicine factor, areinine/serine-rich 9 CSFRS9), mRNA 


MM 003016 

X^J-VX \J\J 1 \J 


1 Homo saniens snlicine factor, areinine/serine-rich 2 (SFRS2), mRNA 1 


NM_003161 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 1 (RPS6KB1), 1 
1 mRNA 1 


NM 003708 

X^XYX \/V/a^ / \M\J 


Homo saniens microsomal NAD+-dependent retinol dehydrogenase 4 (RODH- 1 
4^ mRNA 


NM 002933 

X ~XTX \J\lM^^^<J 


Homo sapiens ribonuclease, RNase A family, 1 (pancreatic) (RNASEl), mRNA | 


NM_002919 


Homo sapiens regulatory factor X, 3 (influences HLA class n expression) 1 
1 rRFX3ymRNA 1 


NM 002865 


Homo sapiens RAB2, member RAS oncogene family (RAB2), mRNA 1 


NM 002849 


Homo sapiens protein tyrosine phosphatase, receptor type, R (P 1 PRR), mRNA 


NM 002822 


Homo sapiens protein tyrosine kinase 9 (PTK9), mRNA 1 


NM_002812 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 8 1 
(PSMD8), mRNA 


NM 002808 


1 Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 2 | 
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(PSMD2), mRNA 


NM__002816 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 12 
(PSMD12), mRNA 


NM_002814 


Homo sapiens proteasome (prosome, macropam) 26S subunit, non-ATPase, 10 
(PSMDIO), mKNA 


NM_002789 


Homo sapiens proteasome (prosome, macropam) subumt, alpha type, 4 
(PSMA4), mRNA 


NM_002787 


Homo sapiens proteasome (prosome, macropam) subumt, alpha type, 2 
(PSMA2), mRNA 


NM_00095 1 


Homo sapiens prolme-nch Gla (G-carboxyglutamic acid) polypeptide 2 
(PRRG2), mRNA 


NM_000950 


Homo sapiens prolme-nch Gla (G-carboxyglutanuc acid) polypeptide 1 
(PRRGl), mRNA 


NM 002750 


Homo sapiens mitogen-activated protem kinase 8 (MAPK8), mRNA 


003981 


Homo sapiens protein regulator of cytokinesis 1 (PRCl), mRNA 


NM_002717 


Homo sapiens protem phosphatase 2 (formerly 2A), regulatory subunit B (PR 
52), alpha isoform (PPP2R2A), mRNA 


NM_002707 


Homo sapiens protem phosphatase IG (formerly 2C), magnesium-dependent, 
gamma isoform (PPM 1 G), mRNA 


NiVI_003620 


Homo sapiens protem phosphatase ID magnesium-dependent, delta isoform 
(PPM ID), mRNA 


1SIM__003625 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
(PTPRF), interacting protem (lipnn), alpha 2 (PPFIA2), mRNA 


NM 002698 


Homo sapiens POU domain, class 2, transcnption factor 2 (POU2F2), mRNA 


NM 002687 


XT * ''J AFVIk TV T\ T» "VTA 

Homo sapiens pinin, desmosome associated protein (PNN), mRNA 


NM 003662 


Homo sapiens Pirin (PIR)^ mRNA 


NM 002647 


XT • 1 ^' 1 /"W^XX r N XN "VTA 

Homo sapiens phosphomositide-3 -kinase, class 3 (PIK3C3), mRNA 


NM 000286 


Homo sapiens peroxisomal biogenesis factor 12 (PEX12), mRNA 


NM 002861 


Homo sapiens phosphate cytidylyltransferase 2, ethanolamme (PCYT2), mRNA 


NM 002567 


Homo sapiens prostatic binding protein (PBP), mRNA 


NM_003899 


Homo sapiens Rho guanme nucleotide exchange factor (GEF) 7 (ARHGEF7), 
mRNA 


NM 002563 


Homo sapiens purmergic receptor P2Y, G-protein coupled, 1 (P2RY1), mRNA 


NM 000913 


Homo sapiens opiate receptor-like 1 (OPRLl), mRNA 


NM_002493 


Homo sapiens NADH dehydrogenase (ubiqumone) 1 beta subcomplex, 6 (17kD, 
B17) (NDUFB6), mRNA 


NM_002492 


Homo sapiens NADH dehydrogenase (ubiqumone) 1 beta subcon^lex, 5 (16kD, 
SGDH) (NDUFB5), mRNA 


NM_002489 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4 (9kD, 
MLRQ) (NDUFA4), mRNA 


NM_003684 


Homo sapiens MAP kinase-mteracting senne/threonme kinase 1 (MKNKl), 
mRNA 


NM_003784 


TX ' / j"N 1. ' 11 X^ / 11 • N 

Homo sapiens senne (or cysteine) proteinase inhibitor, clade B (ovalbumin), 

l ^ /"f^X^XN XNTK TT^ ^N XN "V T A 

member 7 (SERPINB7), mRNA 


NM 002333 


Homo sapiens low density lipoprotein receptor-related protein 3 (LRP3), mRNA 


NM 002285 


Homo sapiens lymphoid nuclear protein related to AF4 (LAF4), mRNA 


Xnv/T 00971'^ 
INIVI UU^^ 1 J 


riomo sapiens iniegnn, oeta o (.AlvJiDDj, mKjNA 


NM 003971 


Homo sapiens sperm associated antigen 9 (SPAG9), mRNA 


NM 002157 


Homo sapiens heat shock lOkD protein 1 (chaperonin 10) (HSPEl), mRNA 


NM_001521 


Homo sapiens general transcription factor inC, polypeptide 2 (beta subunit, 
1 lOkD) (GTF3C2), mRNA 


NM 001516 


Homo sapiens general transcription factor IffiL, polypeptide 3 (34kD subunit) 
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(GTF2H3), mRNA 




Wnmo Qanipn^ maternal OlO transcrint TGlOi TIlRNfA 


NM 001969 


Homo sapiens eukaryotic translation initiation factor 5 (EIF5), mRNA 


INiVl \I\JJ t J I 


Wn-mn QSinif»nQ piilrnrvntir* tranQlfltifiTi initiatioTl factor 3 subunit 9 Teta. 1 1 61vF)^ 

(EIF3S9), itiKNA 




Wr*mr» QnnipnQ piilrarvntir tranQlatioTi initiation factor 3 suliunit 4 Tdelta. 441dD^ 

XX.WllivJ OaL/idio wUI^xU y^lX^ U dlioiairlvFxl IixxtlCLUwll xtxvlwx ^ ohXi/uxxxi> ~r ^uwamx^ * • '"-^y 

rEIF3S4'> mRNA 

^x_/xx xixxvx^xx 


NM 003756 


Homo saniens eukarvotic translation initiation factor 3, subunit 3 (gamma, 40kD) 

fEDF3S3\ mRNA 


NM 001414 


Homo saniens eukarvotic translation initiation factor 2B, subunit 1 (alpha, 261dD) 
(EIF2B1\ mRNA 


NM 001412 


Homo saoiens eukarvotic translation initiation factor 1 A (EIFl A), mRNA 


NM 003566 


Homo saoiens earlv endosome anti&en 1, 162kD (EEAl), mRNA 


NM 001957 


Homo sapiens endothelin receptor tvoe A (EDNRA), mRNA 


NM 001936 


Homo saoiens dineDtidvlDeDtidase VI (DPP6\ mRNA 


NM 003648 


Homo sapiens diacvlfilvcerol kinase, delta (130kD) (DGKD), mRNA 


NM 001921 


Homo sapiens dCMP deaminase (DCTD), mRNA 


NM 003590 


Homo sapiens cuUin 3 fCUL3\ mRNA 


NM 003592 


Homo sapiens cuUin 1 (CULl), mRNA 




TTAmn QnriiptiQ haQif^ tTanQcrintion factor 3 rBTF3^ nriRNA 


NM 001191 


Homo sapiens BCL2-like 1 CBCL2L1), mRNA 


iNiVl_UU 1 Ooi/ 


TJ r\rr»r\ cor*ip»Tic AHTT* c-\/TitVic*c<» trancrtnT+ino" TnitfinVirmHTial ^•'0 comnlex 


XNIVX yjyJ i ooo 


Womr* ccn-%ipnc ATTP cvntliaQ** 1-1+ tran^nnrtinp^ TTiitocViondrial FO complex 

JTHJlliLI odL/xdio ^^XX oyiiLiKxoW) ITL • u alloJ^V/i. Llllgj lllXLV^V.^XXvfXXVXt icxx x v wviixj^xw^^j 

subunit b, isofomi 1 (ATP5F1), mRNA 


NM 00*^664 


TTnmo ^anien^ adantor-related nrotein complex 3 beta 1 Subunit (AP3B1\ 

XXvxllw OCXLyXvXXO CXUU|>rkV^X X^XCXlvxX X7AVrfcWXlX WV^XXXL^Xw^^ w' j w»<** ^ w** w ***** m> m^m^ 

mRNA 


NM 058168 


Homo sapiens eene differentially expressed in prostate (GDEP\ mRNA 


NM 058222 


Homo sapiens tectorin beta f TECTB\ mRNA 


NM 058192 


Homo sapiens ribosomal lar&e subunit pseudouridine synthase C like (RLUCL). 
mRNA 


NM 058190 


Homo sapiens chromosome 21 open reading frame 70 (C21orf70), mRNA 


NM 058189 


Homo sapiens chromosome 21 open reading frame 69 (C21orf69), mRNA 

i^ki^^r A A A^^ ^^ww A A%^ ^^A AA AA A^^ m^^^ A A A^* Av A ^^A A A ■^^^•m^ •■■ifc ^kA ^^»AAA » ^™ ^ ^» ^ j — » — — — 


NM 058186 


Homo sapiens chromosome 21 open reading frame 1 1 (C21orfl 1), niECNA 


NM 058184 

X ^X~ JL \J ^ A W T 


Homo sapiens chromosome 21 open reading frame 42 (C21orf42), mRNA 


NM 058182 


Homo sapiens chromosome 21 open reading frame 51 (C21orf51), mRNA 


NM 058180 


Homo sapiens chromosome 21 open reading frame 58 (C21orf58), mRNA 


NM 058173 


Homo sapiens small breast epithelial mucin (LOCI 18430), mRNA 


NM 058172 


Homo sapiens capillary morphogenesis protein 2 (CMG2), mRNA 


NM 017884 


Homo sapiens PIN2 -interacting protein 1 (PBSTXl), mRNA 


NM 054021 


Homo sapiens G protein-coupled receptor 101 (GPRlOl), mRNA 


NM 053280 


Homo sapiens h-Shippo 1 (LOCI 13746), mRNA 


NM 003449 


Homo sapiens tripartite motif-containing 26 (TRIM26), mRNA 


NM 052939 


Homo sapiens Fc recentor-like protein 3 (FCRH3), mRNA 


TsJM 052938 

±^iVX \j'w'X»Vw'0 


Homo sapiens Fc recentor-like protein 1 (FCRHl^. mRNA 


NM 05^872 


Homo sapiens interleukin 17F HT.1 7F^ mRNA 


NM 024011 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 1, mRNA 


NM_033621 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 10, 
mRNA 


NM 033537 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 9, mRNA 


NM 033536 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 8, mRNA 


NM 033534 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 7, mRNA 
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NM 033532 


Homo sapiens cell division cycle 2-liKe 2 (CDC2L2), transcnpt variant 6, ixiKNA 


NM 033531 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcnpt variant 5, mRNA 


NM 033529 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcnpt vanant 4, mRNA 


NM 033528 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript vanant 3, mRNA 


NM 033527 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcnpt vanant 2, mRNA 


NM 006629 


Homo sapiens zinc finger protein 271 (ZNr271), mRNA 


NM 015294 


Homo sapiens tnpartite motif-containing 37 (TRIM37), mKNA 


NM 033132 


Homo sapiens zmc family member 5 protein (ZIC5), mRNA 


NM 033108 


Homo sapiens heat shock transcription factor 2-like (LOC86614), mRNA 


NM 033106 


Homo sapiens galanm-like peptide precursor 0^OC85569), mRNA 


NM 033105 


Homo sapiens beta cysteme strmg protein (LOC85479), mRNA 


NM 033104 


Homo sapiens stonin 2 (LOC85439), mRNA 


NM 033102 


Homo sapiens prostem protein (LOC85414), mRNA 


NM_003823 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant M68E, niKNA 


NM 006470 


Homo sapiens tnpartite motif-contammg 16 (TRIM 16), mRNA 


NM 032606 


Homo sapiens calcyphosine (LOC84698), mRNA 


NM 032595 


Homo sapiens neurabin II (LOC84687), mRNA 


NM 032584 


Homo sapiens zinc finger protem 347 (ZNF347), mRNA 


NM__032576 


Homo sapiens lipopolysaccande-specinc response 5-like protein (LOC84663), 
mRNA 


NM_032518 


^_ a 4*4a44* ^'^4 • 

Homo sapiens coUagen-like Alzheimer amyloid plaque component precursor 
(LOC84570), mRNA 


NM 032509 


Homo sapiens RNA binding protem (LOC84549), mRNA 


NM 032484 


Homo sapiens hypothetical protein (LOC84514), mRNA 


NM 032389 


Homo sapiens zinc finger protem 289, IDl regulated {ZNF289), mRNA 


NM 031918 


Homo sapiens Kruppel-like factor 16 (KLF16), mRNA 


NM 031463 


Homo sapiens steroid dehydrogenase-like (LOC83693), mRNA 


NM 031461 


Homo sapiens CocoaCrisp (LOC83690), mRNA 


NM_031417 


Homo sapiens MAP/microtubule affinity-regulating kinase like 1 (MARKLl), 
mRNA 


NM 030791 


Homo sapiens sphingosine-1 -phosphatase (LOC81537), mRNA 


NM_024670 


Homo sapiens suppressor of variegation 3-9 (Drosophila) homolog 2; 
hypothetical protem FLJ23414 (SUV39H2), mRNA 


NM__003414 


Homo sapiens zmc nnger protem 267 (ZNF267), transcnpt vanant 498723, 
mRNA 


NM__023945 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 5 
(MS4A5), mRNA 


NM_023014 


Homo sapiens hypothetical protein similar to preferentially expressed antigen of 
melanoma (LOC65122), mRNA 


NM_023013 


Homo sapiens hypothetical protem similar to preferentially expressed antigen of 
melanoma (LOC65 12 1), mRNA 


NM 022357 


Homo sapiens putative metallopeptidase (family Ml 9) (LOC64180), mRNA 


NM 022355 


Homo sapiens putative dipeptidase (LOC64174), mRNA 


NM 022353 


Homo sapiens putative sialoglycoprotease type 2 (LOC64172), mRNA 


NM 022345 


Homo sapiens uterme-derived 14 kDa protein (LOC64150), mRNA 


NM 022343 


Homo sapiens 17kD fetal brain protein (LOC64148), mRNA 


NM_022340 


Homo sapiens FYVE-finger-containing Rab5 effector protein rabenosyn-5 
CLOC64 145), mRNA 


NM_021932 


Homo sapiens hypothetical protein fi*om EUROIMAGE 1987170 (LOC60626), 
mRNA 


NM 021931 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 35 (DDX35), 
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mRNA 




TTnmn Qanipn^ Tinr-finapr nmtpin y,KRIC 1 ( Z.BRIC 1 ^ mRNA 


NM 021630 


Homo sapiens PDZ-LIM protein mystique (LOC59346), mRNA 


NM OIQSQI 


Homo <;anien<; ^inc finaer nrntein 26 fBCOX 20"^ CZNF26'i mRNA 


INIVX V 1 OO / J 


TTrMTin caniPTiQ tatm* ■fincrpi" "nrofpin '^09 1 7N1P^09^ inR^JA 

XIUXXXVJ OC1|JXC<X1o <i<XIlCr XXlXgC^X fJXlJtC^XlX J\J£t ^X^X^X J\J£0jtf tXU\JL^.<X 


INiVl V/^ i j!J^\J 


TTnmrk QnoipriQ VjA/r^r^fliptipnl •nrntpin frrun nlnnp^ 9*^540 anfl 23762 rL.OC58504V 
mRNA 




WftTYin cft-nienc tmri<moQftTi-Hf*rivpfl RiiQtf»rl traTntnoQa^je-lilce "orotein rLOC58486)- 
mRNA 

XXXLVX^xL 


NM 021186 


Homo sapiens zona pellucida glycoprotein 4 (ZP4), mRNA 




l-Tr>TYifi <55ir*ipnc iiViiniiitin-onpcifip "nrnce^^ino^ nrotea^e rL.OC57663\ mRNfA. 

JlXvrllXw OAfJXwlXd LXL/lV^U-lvlil 0|JwWXXl\p» J^X V^Vi'wOOlXX^ ^X W I.Vi/CX.0 w ^JL^V^Vi^ti' 1 \^\JiJ XAAAWL ^ 




Wnmo qanien*! PHP-like kinase 4 rCLK4'i mRNA 


NM 090491 


Wattio QanipTiQ Vivnntlietical TiTfitein rL,OC57143'^ mRNA 

XXvlllVf OCI'^lVi'lX^ XXjr l-'wvXXwklV/uX I^XwIpWXXX yj— /V^V^**' I X^T^J^ XAXA^_L^^:^ 


NM 090140 


TTomo <;anipn«; nntative 47 kDa nrotein CLOC56899'i mRNA 

XXVylXlW OCl|vlwll>3 ^ULC«.L1V\^ "T # V^mI^V^ ^X\/lr%p<lXl ^J— *>w' v/ViJ-' 5 XXXX.^_L V 


NM 01 6205 


T-Tnmn <;ar>ipr»«i svnnvial sarcoma translocation ffene on chromosome IS-like 2 

fSS18L2^ mRNA 


NM 016417 


Homo saniens clone FLB4739 fLOC5121S'> mRNA 


NM 020467 


Homo saniens hvnothetical nrotein from clone 643 rLOC57228\ mRNA 


NM 020389 


Homo sapiens putative capacitative calcium channel (trpT), mRNA 


NM 090*^85 


Wnmo saniens XPMP9 nrotein ri.OP57109'i mRNA 


NM 090*^ 5? 1 


TTrtTyirt carxi^nc r»iiTiHiHsit^^ tiiivirM* cnnT%rpCQor r^rof^Pin iT ('^iP57107i mlvNlA 
XxUIlHJ oajpidlo i^ailUlUdlC tUlllvIl atl|J|JXCooUX pxv^idix y±^\^y\^j / xv/ jy xxxxvx^x^ 


NM 09O'^79 


P-Trkmr^ cai^i^nc r»TO"5»"nip r»ntion iTSiTicr^ortpr OP571 00 i rnl<^^A 

xXUillLl OCt|JidiO vJIgaillL' UdLlVJil Lwl / 1\J\JJ^ XlULVXN-ti- 


NM 0901 5R 


TTnmo camipnc PYOcr\mf» pomnonP'nt 1?tti46 ri^T?P46 i mR'hJA 

XXCIiilV/ oCL^XwlXo CA-wOvlllV V/VliXl|Jl^XlV'XiL XxXyy'T'VJ ^AVXN-X Jy IxXXN-L^xx. 


NM 090147 


Wnmn saniens hvnothetical nrotein from EUROTMAGE 51 1235 0^0056906"^ 
mRNA 

XXXJLVX^^v 


NM 020154 


l-fnmo sanipns chromosome 1 1 hvnothetical nrotein ORE'S CLOC56851*^. mRNA 


NM 019613 


Homo sapiens hypothetical protein 628 (LOC56270), mRNA 


NM OlOOSQ 


Womn snniens 6 9 kH nrofein C\ OP54541^ mRNA 


NM 0100*^7 


T-ToTTio c?ir\if*nc pvoconrie poTnr^ftnpnt 'Rrrull fPT T90501 i mR^IA 

XXLIlXlVJ OCl|JIVXl& wAUOVllliC \i«\Jlll|JLril&Xll jL\J.^.r*TX ^X lMJ^\Jm^^ X XXXXXX^^Cx 


NM 01857Q 


T-Tomo sanipnQ mitnphrinHrifil sohitp carrier OP51 '^19'^ mRN^A 


NM 01R485 


14nmo saniens G nrotpin-ponnlpH rpc pntor P5T 2 rT>OP55868'^ mRNA 


NM 01R47Q 


Irfomo snniens iinchamcteriTeH hvnothalamns nrotein l-fPT)ASE rLOC55S62^ 

jrx.\/XXXV^ OALIl&XXS UXlV/llALClwLwXX^i&VX Xljr l^wUlCllCillliXO ^X\.'i^XXX XXX^J-i'.r^kJ J-# \M.4y^'\^m^ ^\J\J^^y 

mRNA 


NM 018447 


Homo saniens 30 kDa nrotein ('LOC55831') mRNA 


NM 018443 


Homo saniens zinc fineer nrotein 302 (^ZINF302^. mRNA 


NM 018430 


Homo sapiens hypothetical protein (LOCSSSIS), mRNA 


NM 018402 


Womo saniens interleiikin 26 /^TT-26^ mRNA 

XXvXlXV/ OCXI^IV'XXO XXXvw X IwUnXll \JJLj^\J /j xxxxxx^x^ 


NM 017692 


Homo sapiens aprataxin (APTX), mRNA 


NM 01 71 

INxVl V 1 O X / X 


Homo saniens hvnothetical nrotein ET Tl OfiSQ (¥J Tl 06S9^ mRNA 

XXUXIXv OdjJXwXXA XXjr |JULXl&tIS/£ll |./XliL&XXl X X_«J L\J\JU Z7 yx X^J X\J\J^ ^ Jy illX>>X^^^ 


NM 0175*^0 


TTomn cstnienc h-vmotl^pticnl rtrntein T nP55565 H OP55565^ mRNA 


NM OI'^'^RS 


PTomo cjiTii^nc Til<»r*lrcfT*tTi Viomol/^ov Sef'7 sinH coileH/coil Homains 4 i PSSPT^4i 
xiuiiiu oaUlwXlo LiiwUlvoU 111 liUilxv/iv/gjr J Oww / ciiiu Cfuxxcu/wvxi uvjxxxaxxio ^ y^x \j\^±^^ jy 

mRNA 


NM 016651 


T-Tr^TTirk canirf^nc Vi^r^tcin^allnliir /^ftTr*! ■noma novel opne—'^ Tifotein f^P51'^'^Qi 
XXLyiiX\J OdpiCll^ llC^uLUCiiUIal WalWlllUXlla IXVJVd ^^ILCJ JJILIldXi X ^ Jy 

mRNA 


NM 016955 


Homo saniens solnhle hver anturen/liver nancreas antio^en rT^OP51091^ mRNA 

XXV/llXVf OQ Xv/l lO Ov/lUUlw llV^l CLxlLL l^^Il/ XX VVi/X I^CXXXwX wCXO CXXXLl l^wXi |X_«X.^V^*/ X Vr^ X Jy XXXXVX ^ 


NM 016429 

X>XVX \J X VJ^.^— 


ETomn saniens P'^T^P4-liVp "zinc frnfypr nrotpin r7EP96^ mT^NA 

XXVJxXHJ OdlJlC'XlO V^«?XmV_^T^ llJvt ZjIIXw XXii^wl ^JL\JI.\^11.1 yjL^X X ^\JJy IIIXVX^^CV. 


NM 016520 


Homo saniens henatocellular carcinoma-associated antigen 59 (LOC51759), 
mRNA 


NM 016275 


Homo sapiens selenoprotein T (LOC51714), mRNA 


NM 016242 


Homo sapiens endomucin-2 (LOC51705), mRNA 


NM 016233 


Homo sapiens peptidylarginine deiminase type IQ (LOC51702), mRNA 


NM 016209 


Homo sapiens unknown (LOC5 1693), mRNA 
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xnv/T m 1 Afi 

INlVi U 1 0 1 HV 


T4r\mr* Qfl-nipriQ Hmin QTiPPi"fi(^ nrntein rLiOC51673K TTlRNA 1 


INiVl U i 0 1 u / 


WrtTYio car»if»TiQ '7inr fincrfr P1>JA Hindinff DTOtcin fZFR), IXlRNA 1 


IN ivi \j 1 ovy o 


Hnmn QaniPfiQ -nrritein rLOC51660^ mRNA 1 


INIVI U 1 o\jyD 


Wnmn Qanipn<5 nrntein rLOC51659\ mRNA 1 


IN JVL^U 1 OU oO 


Wr>mn QflnipriQ man Vina<;p nho^nhatase-like DTOteUl MK.-SXYX fLOC51657\ 1 
mPMA 


IN iVl U 1 OUD 1 


Hftmo <5aniens CGT-127 nrotein CLOC51646'^. mRNA 


1 xnvA m #\n^Q 


Wnmn Qani en*? PCtT-QQ nrotein ^'LOC5 1637^ mRNA 1 


1 iNiYL \J 1 uU^-? 


HfiTno <iam*en«; COT-Rfi nrotem fLOCS 1635V mRNA 1 


[ iNlVi U i OUZH- 


Hnmn <janiftn<; PGT-79 nrotein rLOC51634'> mRNA 1 


1 INiVi. \JL\j\JLy 


T^omo saniens CGI-74 nrotein CLOC5 163 W mRNA 1 


TsTN/r 01 

1 1NIV1_V/ 1 y\J*r 


TTnmo Qanipn^ V)rain jsnecific nrotein rLOC51673\ mRNA 1 


[ IN ivx \j LDy^y 


Homo cjaniens CGI-09 nrotein (T.OC51605\ mRNA 1 


1 INIVI WAvOt/ 


Homo <5aniens mesenchvmal stem cell nrotein DSCD75 (LOC5 1 337), mRNA 1 


1 XTN/T n 1 ^f^A^ 
j iNlVi U 1 ODHU 


Homo QflnipTKs mesenchvmal stem cell nrotein DSCD28 (LOGS 1336), mRNA 1 


1 INIVI \J LyjxjD^ 


Homo <;anipn<5 ARF nrotein rLOC51326'i mRNA 1 


XTN/f ni ^^9Q 
1 INiVI U100Z!7 


Wr»TV»r* C5*r\i*»nc Vi\/r*nfViptipnl "nrofpin .OC!5 1 i23 TTlR-NA. i 


1 iNiVL U i OOZ / 


Hr^mrv carkipnc VivnotVipfiPal nrotPin rX.OC^^ 1 321 1. mRNA 1 


iNiVi UIOOZO 


Hnmo Qartipn*? "hvnotViptical nrotein rLOC51320)- mRNA 


1 "KTIV/f ni s 

1 iNlYl U i OO 1 0 


Hr^mn canipriQ hvnotViPtical nrotein rT^OCS 1 3 1 S'^. mRNA 1 


1 INiVJL \J 1 OO 1 D 


Homo <;anien*; Tsnvr93-H8 n.OC51314) mRNA 1 


I iNiVl \/100U 


Homo <ianipn<5 A r)021 nrotein CLOC5 13 13) mRNA 1 


"MTV/T m ^^1 9 
1 XNIVI \J 1 OO 1 Z 


TTnmn c^^nienc mitonVionflrial Qoliitp carrier rLOC51312)- mRNA 1 


XTlV/f ni 

j iNivi yjiOjy^ 


Hrtmr* csi-nipriQ "PliT^n/^ Hinrlina nrotein nrecursor fLOC51303). mRNA 1 


1 IN iVl_U 1 0 J OZ 


TTrvmr* coniprKi toll-lilrp rerpntor 7 rTLR7'i mRNA 


1 iNiVl U10^*tO 


Hrfcmrk csinipnc pnmnlpmpnt r^lr-lilvp nroteinasG nrecuTsor fLOC51279), mRNA 1 


1 xT\>r ni f^^'KA 

1 INIVI UIOjj^ 


Hnmn Qiir»i>nQ ?iTinntoQi«:-rp1atpH nrotein PNAS-1 fLOC51275). mRNA 1 


I xnv/T n 1 1 

1 INiVl UiO^Zl 


Hnmrk canipnQ P9P-likp nrotein rLOC51270'> mRNA 1 
XxUIIlU odjJldlo J2rZx^~lllvC IJlLft^Iix yx^\^\^u 1 \f /y xxxx'vj.'^^i. i 


XTN/f ni 1 1 


HrkTnn cnnipnQ P-tvmp Iprtin-lilcp recentor-1 rLOC51267) mRNA 


"WAyf ni/>^no 


Homo Qflnipn*! C-tvnp Ipctin-like recentor-2 rLOC51266), mRNA 


1 isnv/f nif^AOf^ 

1 INIYL W 1 OH^O 


Hnmn QaniPnQ TivnotVietii^al nrotein TLOCS 1257V mRNA 


NM 016494 


Homo sapiens hypothetical protein (LOC51255), mRNA 


j i> iVi yj 1 o*T OH- 


Homn QanipnQ Vivnothpfiral nrotein rLOC51248^ mRNA 


\ INiVl \/10*t/1 


Hnmo canipnQ hvnothptical nrotein ^1.0051242^ mRNA 


TsJTVA ni (xAfn 


Hnmn Qanipnc: ViAmothpfiral -nrotein (J OC51240^ mRNA 


1 TOAyf ni fs.A'^A 
j iNiVi U 1 O^ 


Hnmr» car»ipnc hvnothptiral nrotein C\ 0051234"^ mRNA 


XTIVA ni ^iA90 


Wr»Tnr» canipnQ r^OP79 fnr n on p1 a thr in r oat nrotein zeta-COP fLOC51226). 


1 INIVI 0 10^0*7 


Homo saniens HOM-TES-85 tumor antieen fLOC51213), mRNA 




Homo <;anienR diferentiati on-related nrotein difl3 fLOC51212^- mRNA 


NM 016364 


Homo sapiens protein phosphatase (LOC51207), mRNA 


1 TsJAA ni/=i'^'^0 
1 iNlVl V/lOOJjr 


Hr*mn canipnQ T inl^" cnianinp niirlpotide exchange factor II TLOCSl 195). mRNA 


NM 016338 


Homo sapiens Ran binding protein 1 1 (LOC51 194), mRNA 


1 XTA/f m (^'X'X 1 
1 JNiVl UIOjjI 


TTrkYT-in ca-nipTiQ -rinr fin apr r^mfpin AMP 9H01 rT.OC51193) mRNA 
XxOmO bdpiClla Z111L< linger JJxOLCIII .rVLN^ XXV/ 1 yjLi\^\^'U M. x^-/^, xxia^vx-^z^ 


1 XTA/T ni fSl 1 1 
1 iNlYl_U 1 o J 1 1 


U/^-m/^ cciT^iPTic AT'Pqcp inViiT^itrM' tm^ppiitCOt* iT 1 1 1 89 1 mR_NA. 
rlOmO odpiCilo /TkllrdoC lIlillOlLOx ^iCUUioOi ^X^v^/v,.'--' i x\j^j^ ixxx>a."^^^ 


jNiVL__U10ZjO 


Uam^^ coi^-i^nc XJ— or^oi-i7lrr1iir*/\eom'im>_1 _r%Vk/^CT%1^tf^diPQter alnha— 
JtlOmO SapiCHo lN-aUcl^lglUCOSaininC-l-pllOopilU*Xit»oti^i axj^xxa x^ 

acetylglucosaminidase (LOC51172), nJRNA 


NM_0 16223 


Homo sapiens protein kinase C and casein kinase substrate in neurons 3 
(PACSIN3), mRNA 


NM 016202 


Homo sapiens LDL induced EC protein (LOC5 1157), mRNA 


NM 016175 


Homo sapiens truncated calcium binding protein (LOC51149), mRNA 


1 NM 016162 


Homo sapiens candidate tumor suppressor p33 INGl homolog (LOC51147), 
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mRNA 


NM 016158 


Homo sapiens ervthrocvte transmembrane nrotein fLOC51 145\ mRNA 1 


NM 01614'^ 


Homo saoiens steroid dehvdroeenase homoloe fLOC5 1 144V mRNA 1 


NM 016141 


Homo saniens dvnein li&ht chain-A fLOCS 1 143V mRNA 1 


NM 016125 


Homo saoiens PTDO 1 6 nrotein f LOC5 1 1 36'^ mRNA 1 

JLJLV/*XX\i^ Ww»^^AWHlJ X X X^r\/ X |^X X^VwAA^ y^^^^^^^*^ X X^\^jy XXXX^X ^X X | 


NM 016ni 


Homo saniens NY-REN-45 antieen rLOC51133'> mRNA 


NM 016102 


Homo saniens trinartite moti'T-containiTiff 17 rT'RTM^17^ mRNA 


NM 0160:^8 


Homo saniens CGT-97 nrotein rLOC51 1 19'i mRNA 1 


NM 016035 


Homo saniens CGI -92 nrotein rLOC51 1 17"^ mRNA 1 


NM 016026 


Homo saoiens CGI-82 orotein fLOC5 1 109") mRNA 1 

X. XV/XXXX# WfX|Mr Ji7 ^^^^X V^^^ AAA JU^ X X AAAX^X^X X 1 


NM 016010 

X^XVX \/ X \J\M X \/ 


Homo saniens CGI-62 orotein CL.OCS 1 lOn mRNA 1 


NM 016001 

X^XTX \J X WW X 


Homo saoiens CGI-4S orotein rLOC51096'> mRNA 


NM 015996 


Homo saoiens CGI-40 orotein rLOC51092') mRNA 1 


NM 015978 


Homo sapiens putative protein-tyrosine kinase (LOC5 1086), mRNA 1 




Homo <ianiens CGI-35 nrotein fLOC51077'^ mRNA 1 


NM 01SQ60 


Homo <5anieTi<5 PnT-32 nrotein 0^51076"^ mRNA 1 


NM 015QS7 


Homo <;anien<5 PGT-29 nrotein (T 0051074^ mRNA 1 


NM 01S0S4 


Homo «?aniens PGT-2 6 nrotein C[ 0051071^^ mRNA 1 


NM 015917 


T-Tomo Qjinif*n<! fyliitatViionp Sl-trJinQ'fpraQP <iiiHiinit 13 homolop* ^1^0^51064^ I 

mRNA 


NM 015913 


Homo «;aniens Hvnothetical nrotein rLOC51060'^ mRNA 1 

XXV/lXXVf X\^Xk>D XXjYJ\J%'XX\mf%'X^XXX yJX \^ IrK^XXM, Y^JL^V^^w'^ X\^\J\JJy X±XX^-L^X V 1 


NM 015912 

X ^ xvx \j X. ^ ^ y ^ 


Homo ^aniens hvnotVietical nrotein rT.OG51059^ mRNA ! 

XXv/AXAx^ OU|JXwHO XX_jr ^rv/ kXXw Ll^CXl |JXV^LwXXX y X_^ V> X V/ ^ Jy XXXX>_L^XL | 


NM 015911 

X^X'A \/ X^^ X X 


Homo saniens livnothetical nrotein rLOC51058^ mRNA 

XXV/XXXV/ i0tX^XvXXt9 XXJ^ I^V^bXXWbXWCXX |^X^^vWXXX ^X^^/ ^■'•i' X J XXA^^X ^X X 1 


NM 015907 


Homo 9ani en Q leucine aminonentida55e riLOC!5 1 056^ mRNA 

XXV/XXXVr OCE|^lWXXO XwM wXXXfc^ UXXXXXXV|^^^ l>XV»n0w yX^V^V«/«/ X\/*/vy, AXULVX^X X | 


NM 015S83 


Homo «;flnien<; clone 1 QOO iinlcnown nrotein rT.OC5104Q^ mRNA 1 

XXvyXXX\^ OCXLyXV^lXO V^XV/XXV^ X^\J\J iXXXJXXXV>/ W XX |_^X LwXXX yX^V^^_'«^ X\J^T^ XXXXN_L ^X X I 


NM 015872 


Homo ^aniens Icninnel -related zinc finder nrotein hcTCrox rLOC5 1043V mRNA 1 

XXV/XXXVi/ uCXLJXvXtiS XVL b*L/UWX X ^'X^LUWVX 4l«XXXW XXXXC^wX L/X vt>Vi'XXX X XWXiiX V/VX ^X_'^_^ X w (^a^ y, i&XXAVX & | 


NM 015871 


Womo QanienQ 7inc fincTpr nrotein 0^^5104"?^ mRNA 1 


NM 016072 


Homo saniens CGT-1 41 nrotein rLOC51026'i mRNA 1 


NM 016068 

X^XVX \J i.\J\J\J%j 


Homo ^aniens CGI-135 nrotein rLOC51024'^ mRNA 

XX\JxXl\J t?Cl|JlVrXXO Vw'VJ X XJ^ I^Xv^LwXXl \X^\^\^'^ X\J^~jy IXXXVX^Xv 1 


NM 016053 


Homo sapiens CGI- 1 1 6 protein (LOC5 1019), mRNA 


NM 016046 


Womo QanienQ Viomolocr o"f veaQt exo<!omal core nrotein (^ST ^ r(*^STj4^ mRNA 1 


NM 016042 


Homo sapiens exosome component Rrp40 (RRP40), mRNA 1 


NM 015944 


Homo <5anien<5 CGT-14 nrotein OCSl 005"^ mRNA 1 


NA/f 016060 


Homo sanien*; PGT-125 nrotein (\ 0051003"^ mRNA 1 


NM 01648? 


1-Tr»mrk cat^ienc liei^atonelliilsir Pflrcinomn-ncQOpiafeH flntio"en 5Q rT.Ot^S 1 759"^ 1 

mRNA 

IXxXXX ^ XX. 1 


NM 0146S1 


Homo saniens DEAD/H rAsn-GIu-Ala-Aso/His'i box DolvDcotide 34 fDDX34) 1 
mRNA 

XXXXX^ ^X X 1 


NM 014415 


Homo saoiens zinc fineer orotein fZNF-U69274). mRNA 


NM 014579 


Homo sapiens zinc transporter (ZIP2), mRNA 1 


NM 014347 


Homo saniens zinc finder nrotein rZF512S^ mRNA 

XXX^AAX^^ WC^i^AvAAk,J X^AXAW XAAAC^WA i^XV/^^^AXA t Xa-iX ^ X X^ W / ^ A A A^^X ^ X X 1 


NM 007146 


Homo saniens zinc finder nrotein 161 r2iNF161^ mRNA 

XXV/XXX\^ wCX&^XWXXi^ A'XXXw XXXX^LwX L^X \/^WAXX X\J X \M^X^JX X ^/ X J, XXXX^X^X K 1 


NM 006626 


Homo sapiens zinc finger protein with interaction domain (ZED), mRNA 1 


NM 006336 


Homo saniens ZYG homoloa (7\'Ct\ mRNA 1 


NM_00613S 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 3 

^Vipmn tonoietif* pell— Q'nf*r»i"fi^^'\ /TV/fQ^A'^^ mRN^A 


NM 005741 


Homo saniens zinc fineer orotein 263 fZNF263), mRNA 


NM_000227 


Homo sapiens laminin, alpha 3 (nicein (ISOkD), kalinin (165kD), BM600 
(1 50kD), epilegrin) (LAMA3), mRNA 


NM_000423 


Homo sapiens keratin 2A (epidermal ichthyosis bullosa of Siemens) (KRT2A), 
mRNA 


NM 000659 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
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oin-M/^i/^ioo-ic 0r>-f-i^/4ov"»-i-io1 /^Arctr'i^nVkxA ( AT1?T<^ tT*ATICf*Tinf VAlHsUlt TTlTI^^A 1 

canQiQiasis ecLOQeririai uysiropny^ ytwjsjzt)^ ucuiowiipi vaiiaiii nuvi^-rv ■ 


jNJVI_UUuojo 


U^w^rk po-ntanc* Oi i4-r\-i-rv*rviilTlia •r^fnilQfnT ( QntOTTiimTTIl ITlf* T%a1 VPTlHnPTITIA'nJitTlV 1 

XxOrilO Sapiens aUiOlilirnUIlC rCgUlalUI ^aUHJlliliiuiimic p^ijr^iiUUi>/iiiiWpaLiijr i 

candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-2, mRNA 




JtxOmO sapiens aUXOlliil Uune rcguiaior ^auiuniiiiiiiiuiic puiydiuuwiuiupauiy 1 

candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-1 , mRNA 


XTN K t\f\ "5 >i C 1 

NM 0U3451 


xlomo sapiens zinc linger proiein i / / ^^Z/iNr i / / niivrN/\ 


NM 003419 


Homo sapiens zinc finger protein 345 (ZNF345), mRNA 1 


NM_003407 


Homo sapiens zmc finger protem 3o, Uirl type, nomoiog ^mouse^ ^z*rJr^o^, 

IXlKiNA 


NM_001519 


Homo sapiens BRFl homolog, subunit of RNA polymerase m transcription 1 
mitiation lactor illd v^o.cerevisiaej i^rJivr i uuvlna i 


XTKjT t\f\f\ 1 CT 

IMM_000157 


Homo sapiens giucosioase, ueia, acia ^^inciuaes giucosyiceramioascy ^vjorv^, i 


INM UD / 1 /o 


xiomo sapiens mng ^i-»i^v,-i i /doh), iiu\i\/\ i 


NM_057177 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 1 
canuiuaie \^/\j-roZk_/iviyj, mi\jN/v 


JNM Ujo 1 /o 


riomo sapiens neuronal pentraxm receptor \^xNjr ±j\j\,)f ircniouiipi vdiiaiiL iii*>j.>i.fT. 


NM 014293 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript variant 1, mRNA 1 


JNM 


Homo sapiens myosin jld \Ni xkjld), mivLN a 


NM__U 15277 


rlomo sapiens neural precursor ceu expresseu, ueveiopmeniaiiy aown-rcguiaLcu 

*f-llKe ^INJCfl-/JL/*rl-rJ, rnxvTN/Y 1 


NM 015074 


Homo sapiens kinesin family member IB (KIFIB), mRNA 1 




rlomo sapiens soiute earner lamiiy y ^soQium/nyurogen excndngcr^, ibuiurin / 
(SLC9A7), mRNA 


NM 014208 


xlomo sapiens dennn siaiopnospnoprotein v^jjoj^j^j, mj%jN/v i 


NM 014693 


Homo sapiens endothelin converting enzyme 2 (ECE2), mRNA 1 


NM_005461 


Homo sapiens v-mai musculoaponeurotic tiorosarcoma oncogene nomoiog t> 
(avian) (MAFB), mRNA 


NM_030761 


Homo sapiens wingiess-type MiVLi v mtegranon sue lamiiy, memoer ^ v^vviN i^^, i 
mRNA 


NM_032o42 


Homo sapiens wmgiess-type ivuvi i v iniegrauon sue lamiiy, memuer jjj 
(WNTSB), transcript variant 1, mRNA 


NM_030775 


riomo sapiens wmgless-type JVUVLx v integr&uon sue lamiiy, memoer jjo 
(WNT5B), transcript variant 2, tnRNA 


NM__003392 


Homo sapiens wmgiess-type MiVli v integration sue lamiiy, memoer da 
(WNT5A), mRNA 


NM_057168 


Homo sapiens wmgless-type JVuVli v mtegranon sue larmiy, memoer lo 
(WNTl 6), transcript variant 1 , mRNA 


"KTTVyr AI/CACT 

iNM_UloOo / 


Homo sapiens wmgiess-type ivuvii v iniegraiion sue lamiiy, memoer lo i 
^ WIN 1 loj, iranscnpi vaoani z, niixiNrv i 




rxomu oapicns u iponue niv>Lii~vuniauuiig z>7 ^xx\j±vj^7y, uaiiowiipi voiimiL i, ■ 

IIlINJ.>l.r\. 


]SIM_058193 


Homo sapiens tripartite motif-containing 29 (TRIM29), transcript variant 2, j 

tmPXFA 1 


NM 000983 


Homo sapiens ribosomal protein L22 (RPL22), mRNA 1 


NM 05o24o 


riomo sapiens uxNase JLL*-iiK!e aciQ uiNase \\ji^t\xj)y uanscnpi vanani z, ixuvln/^ 




TTomn «;ariif»n<i T^TsJa^p TT-lilce afiid ONase rOLAD^ transcrint variant 1 mRNA 1 


NM_058175 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a*, 1 
mRNA 


NM_058174 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a, 1 
mRNA 


NM 001849 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2, | 
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mRNA 


NM 003312 


Homo sapiens thiosulMe sulfurtransferase (rhodanese) (TST), mRNA 


MM 020731 


Homo sapiens dioxin receptor repressor (AHRR), mRNA 


NM 053049 


Homo sapiens stresscopin (SPC), mRNA 


NM 052834 


Homo sapiens WD repeat domain 7 (WDR7). transcript variant 2, mRNA 


NM 015285 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 1 , mRNA 


NM 000507 


Homo sapiens fructose-l,6-bisphosphatase 1 CFBPl), mRNA 


NM 002581 


Homo sapiens pregnancy-associated plasma protein A (PAPPA), mRNA 


NM 000968 


Homo sapiens ribosomal protein L4 (RPL4), mRNA 


NM 005061 


Homo sapiens ribosomal protein L3-like (RPL3L), mRNA 


NM_030811 


Homo sapiens mitochondrial ribosomal protein S26 (MRPS26), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_022497 


Homo sapiens mitochondrial ribosomal protein S25 (MRPS25), nuclear gene 

encoding mitochondrial protein, mRNA 

p ~ ' 


NM_053023 


Homo sapiens zinc finger protein homologous to Zfp91 in mouse (ZFP91), 
mRNA 


NM 052826 


Homo sapiens WD repeat domain 6 CWDR6), transcript variant 2, mRNA 


NM 052825 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 3, mRNA 


NM 052821 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 2, mRNA 


NM 017588 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 1, mRNA 


NM 052990 


Homo sapiens WD repeat domain 10 (WDRIO), transcript variant 4, mRNA 

~ ^ \ *^ s , .... 


NM 052989 


Homo sapiens WD repeat domain 10 (WDRIO), transcript variant 2, mRNA 


NM 052985 


Homo sapiens WD repeat domain 10 (WDRIO), transcript variant 1, mRNA 


NM 018262 


Homo sapiens WD repeat domain 10 (WDRIO), transcript variant 3, mRNA 


NM 031902 


Homo sapiens mitochondrial ribosomal protein S5 (MRPS5), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 015969 


Homo sapiens mitochondrial ribosomal protein S 1 7 (MRPS 1 7), nuclear gene 
encoding mitochondrial protein, niRNA 


NM_0 16065 


Homo sapiens mitochondrial ribosomal protein S16 (MRPS 16), nuclear gene 

encoding mitochondrial protein, mRNA 


NM_031280 


Homo sapiens mitochondrial ribosomal protein S15 (MRPS 15), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_022839 


Homo sapiens mitochondrial ribosomal protein Sll (MRPS 1 1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 016034 


Homo sapiens mitochondrial ribosomal protein S2 (MRPS2), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 16070 


Homo sapiens mitochondrial ribosomal protein S23 (MRPS23), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_020191 


Homo sapiens mitochondrial ribosomal protein S22 (MRPS22), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_01S135 


Homo sapiens mitochondrial ribosomal protein S18A (MRPS 18 A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 021996 


Homo sapiens Forssman glycolipid synthetase (FS), mRNA 


NM_052815 


Homo sapiens immediate early response 3 (IER3), transcript variant long, 
mRNA 


NM_003S97 


Homo sapiens immediate early response 3 (IER3), transcript variant short, 
mRNA 


NM 053013 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 2, mRNA 


NM 001976 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 1, mRNA 


NM_048368 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase n, polypeptide 

A) phosphatase, sub unit 1 (CTDPl), transcript variant FCPlb, mRNA 


NM 004715 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase H, polypeptide 
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A^ nViAcnViatftcp ciiKnnif 1 fPTDPl^ traTi«;crint variant FCP la mRNA 


NM 015719 


Homo sapiens collagen, type V, alpha 3 (COL5A3), mRNA 


JNiVL UUUjVJ 


xiomo Sapiens coiiagen, type v , aipiia z. w^KjM^jx\^ji nuviNr^. 


NM 000093 


Homo sapiens collagen, type V, alpha 1 (COL5A1), mRNA 


XTTV K (\(\ 1 O ^ < 

JNM UUlZDo 


Jriomo sapiens ceii ai vision cycie z / yy^uy^z. i j, niiviN/\ 


NM 00466 1 


xiomo sapiens L/JJ^zj ^ceii aivision cycie z^, ycaj>i, nornoiog; nuviNrv 


NM_Ui ID /U 


jtiomo sapiens cyciin u-iype umcung-protem i \\A^vixjDr i uarioL'iipL voiiaiii. 
mRNA 


1 XTTV If A 1 1 yl O 

NM_U1214z 


xiomo sapiens cycim u-iype Dinaing-proiem i \}^\^vsij£>r i)^ umibL/iipi vaiiauL 
mRNA 


NM_019592 


xiomo sapiens nng imger protein zu ^kjn rzu^, nuviNA 


NM 003386 


Momo sapiens zonadnesm ^zajn niKJN a 


NM_001959 


Homo sapiens euKaryotic translation elongation lacior i oeia z loz^, 
transcript variant 1, mRNA 


NM_021121 


xiomo sapiens eukaryotic translation eiongauon xacior i oeia z ^jiiir i d^)^ 
transcript variant z, rniviN/v 


1 NJVl UUo/ /o 


xiomo sapiens nng ringer protein y yjsjr^vy traiibv.'npt vdnaiiL i, ujjxin/^ 




xiomo sapiens nng imger protein y sjsssry )y tranbv/npi vdiiaiii z., iiuxiNr^ 


t XTTV if AmAOQ 

JNjVl_UU/UZo 


xxomo sapiens uipamie moin-conxaimng ji yxssAjyLDi.)^ uoiibiifiipL voiiaiiL i, 
roxviNA 




xxomo Sapiens cnonomt/ gund-uutrLipiii ucid icgiuii ^v-/vji-»vm^/ ^iii.^/mvfoviiiv/ i.^ 




xiomo sapiens ciisrup teo m renai car cinumd. i ^i^jjvv^ i ^5 nuviN-rv 


1 XTTVA" AAAOCQ 


xiomo sapiens nuosomai proiem i^ou yssjr iiuSA\r\. 


1 JNivi uuuy/o 


Xiomo sapiens noosomai proicin i^z. j \jsx^x^£*d 


1 XTTV/i AAAOC^ 

1 JNJVL UUUyoj 


Xiomo sapiens riDosomd.i proiciii jL#i / ^ivx jl-i / )^ iiuvjln^ 


1 JNiVL UiyUjJ 


xxomo sapiens proLocacincriii lo ^x v^j-zxiio^, iiuxi^r^ 


XTTV/r AITRAQ 


Mr\TMrk corviAnc -niiol^aa-r PXTA *»YnAT+ fnrtnr 9 rNT^TPO^ tran^crint Variant 1 mRNA 


1 XTXyT f\'XC\QA'X 
\ JNiVl VDV^'tJ 


xxom.u Sapiens anmiijmcss pruiciii ^/vlyu-n iiixsjiNr^ 


1 IN iVi U Z ZU D J 


r4"rtTrir\ cQTM^nc nnr»lf**ar PlsJA p»vT>Art finrtAr 9 rNTVT'O'^ tran^snririt Variant 2 mRNA 

xxomo sapiens nUulCar JVIN/A. CApOlt XadUl ^ ^l>J./\Jr^j3 uaiiodiipL vaiiaui. nxrvi'^xT. 


1 INiVl UlH/OZ 


Xiomo sapiens -tH-Qenyorocnoicsicroi rcuuciasc ^x^xxv^xs^t^, iiuxiN^ 


1 xNivi uzjyzz 


Xiomo sapiens xasie receptor, type mcmocr i*r \^ir^.o^xvi*t^, iiuxi^rv 


NM 023921 


Homo sapiens taste receptor, type 2, member 10 (TAS2R10), mRNA 


1 JNJVl uzjyzu 


xiomo sapiens tasie receptor, type z, memoer 1.5 ^i/vo-i^jvi 0^, riiiNj.>i^ 


NM_023919 


Homo sapiens taste receptor, type 2, member 7 (TAS2R7), mRNA 


t XTTV >r ATI n 1 o 


Homo sapiens taste receptor, type z, memoer o ^iaozjxoj, mr\jN/\ 


TkTKA AOIQI'7 

1 JNJVl_UZ3y I / 


xiomo sapiens taste receptor, type z, memoer y v^i/voziv!/^, nuviNrv 


JN JVl_UZZLUU 


xiomo sapiens mitocnonanai noosomai protein oih- ^ivix^oi^t^, imcicm ^ciic 
cneoouig miLOononLunai proLcm, imviN/\. 


Kf\A CiOOM^Q 
{ XNivi sj^jC I \jy 


W/M-nrk carkif^nc A'TP-V»in/1ir»0' r»acc*»tt<a CilK-fjimilv O ^WT-J T I member 4- 

xxomo sapiens -uinumg uassciic, suu'iaiiiiiy vj ^vYxuxj^y^ liiwuwwi. -r 


NM 018031 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 1, mRNA 


NM_012333 


Homo sapiens c-myc binding protein (MYCBP), mRNA 


1 JNJVL Ul^JOO 


Homo sapiens normonauy upreguiatea rMeu-associaieQ Kinase iii£sj.Nz^ 


1 XTTVVT A1/tOO^ 

1 JNJVl Ui4Zyo 


TT„ n«w^«AMn aa1«<«A'^'M ^7 ^/"^A'DXT^^ — -v-kT^XT A 

Homo sapiens caipam / (^c^AJrJN / j, rnxUNA 


NM 006615 


Homo sapiens calpain 9 (nCL-4) (CAPN9), mRNA 


1 JNJVI_UUjoU/ 


Homo sapiens proteoglycan 4, (^megaKaryocyte stimuiatmg lactor, ann^uiar 
sunerficial zone nrotein camntodactvlv arthrooathv. coxa vara, pencarditis 
syndrome) (PRG4), mRNA 


NM 004467 


Homo sapiens fibrinogen-like 1 (FGLl), mRNA 


NM_003391 


Homo sapiens wingless-type MMTV integration site family member 2 (WNT2), 
mRNA 


NM 002995 


Homo sapiens small inducible cytokine subfamily C, member 1 (lymphotactin) 
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(SCYCl), mRNA 


NM 002477 


Homo sapiens myosin, light polypeptide 5, regulatory (MYL5), mKNA 


NM 058253 


Homo sapiens ribosomal protein S6 kinase, 52kD, polypeptide 1 (RPS6KC1), 
mRNA 


NM 000623 


Homo sapiens bradvkinin receptor B2 (BDKRB2), mRNA 


NM_000424 


Homo sapiens keratin 5 (epidermolysis bullosa simplex, Dowling- 
Meara/KobnerAVeber-Cockayne types) (KRT5), mRNA 


MM 002272 


Homo sapiens keratin 4 (KRT4), mRNA 


NM 057088 


Homo sapiens keratin 3 (TCRT3), mRNA 


NM 006121 


Homo sapiens keratin 1 fepidermolytic hyperkeratosis) (KRTl), mRNA 


NM_057182 


Homo sapiens cyclin El (CCNEl), transcript variant 2, mRNA 


NM 001238 


Homo sapiens cvclin El (CCNEl), transcript variant 1, mRNA 


NM 054029 


Homo sapiens chromosome 8 open reading frame 14 (C8orfl4), mRNA 


NM 054017 


Homo sapiens chromosome 8 open reading frame 12 (C8orfl2), mRNA 


NM_052936 


Homo sapiens AUT-like 2, cysteine endopeptidase (S. cerevisiae) (AUTL2), 
mRNA 


NM 004926 


Homo sapiens zinc finger protein 36, C3H type-like 1 (ZFP36L1), mRNA 


NM 006S87 


Homo sapiens zinc finger protein 36, C3H type-like 2 (ZFP36L2), mRNA 


NM 015355 


Homo sapiens joined to JAZFl (JJAZl), mRNA 


NM 005642 


Homo sapiens TAF7 RNA polymerase n, TATA box binding protein (TBP)- 
associated factor, 55 kD (TAF7), mRNA 


NM 032685 


Homo sapiens hypothetical protein MGC13005 (MGC13005), mRNA 


NM 032656 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 37 (DDX37), 
mRNA 


NM 031919 


Homo sapiens cystatin and DUF19 domain containing 1 (CSDUFDl), mRNA 


NM 031475 


Homo sapiens espin (ESPN), mRNA 


NM 024101 


Homo sapiens melanophilin (MLPH), mRNA 


NM 002597 


Homo sapiens phosducin (PDC), transcript variant Phd, mRNA 


NM 021201 


1 Homo sapiens membrane-spanning 4-domains, subfamily A, member 7 
(MS4A7), mRNA 


NM 020634 


1 Homo sapiens growth differentiation factor 3 (GDF3), mRNA 


NM 020185 


Homo sapiens mitogen-activated protein kinase phosphatase x (MKPX), mRNA 


NM 002897 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMSl), transcript variant scr2, mRNA 


NM 016839 


1 Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMSl), transcript variant MSSP-2, mRNA 


NM 016838 


1 Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMSl), transcript variant MSSP-1, mRNA 


NM_016837 


j Homo sapiens RNA binding motif, single stranded interacting protein 1 
1 (RBMSl), transcript variant MSSP-3, mRNA 


NM_0 16836 


1 Homo sapiens RNA binding motif, single stranded interacting protein 1 

1 (RBMSl), transcript variant YCl, mRNA 


NM 016941 


1 Homo sapiens delta-like 3 (Drosophila) (DLL3), mRNA 


NM 016335 


1 Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM 014122 


Homo sapiens PRO0245 protein (PRO0245), mRNA 


NM 015344 


1 Homo sapiens leptin receptor overlapping transcript-like 1 (LEPROTLl), mRNA 


NM 014450 


1 Homo sapiens SHP2 interacting transmembrane adaptor (SIT), mRNA 


NM 007159 


1 Homo sapiens sarcolemma associated protein (SLMAP), mRNA 


NM 005974 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM_004974 


1 Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 2 (KCNA2), mRNA 


NM 003195 


1 Homo sapiens transcription elongation factor A (SII), 2 (TCEA2), mRNA 
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NM 001010 


Homo sapiens nbosoinai protein oo i^iN-r ooj, imsjN/Y 


NM 000981 


Homo sapiens nbosomai proiem juiy y^jsJrx^Ly), jtus^^^ 1 


NM 003378 


jiomo sapiens v^jx* nerve growin lacior mauuiuic \^v\jxrj^ iujvl^x^ i 


NM 001612 


Ty^,^^ o.#««^«A«nn ni^«-^o^-rv-koi -mroei/'l** Tx-rrfc+^t-n 1 ^A^T'UA/I^ tranQfiTi Tit variant 1 mRNA 
Homo sapiens acrosomal vesicie proiein i ^/^v>-i\.v ly, u.aii&v/ii^t vaiiam. a, mxvx^-t x 


NM_020115 


Homo sapiens acrosomal vesicie proicin i ^rt.^jw i^, uandih/iipi. vaiia.i.Ac ax, ■ 
mRNA 


NM 020114 


^lomo sapiens acrosomal vcsicic proicin i v.-*^^-^^ ^-j* uoiiwiij^i vcniam. am.am.^^^». 


NM 020113 


Homo sapiens acrosomal vesicie proxem i v-'^^*^-^ uanbunpi, v<uiaiit o, xiiiy^^^ 


NM 020112 


Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcnpt vanant 7, mRNA 1 


NM 020111 


Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcnpt variant 6, mRNA 1 


NM_020110 


Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcript variant 10, 
mRNA 


NM 020109 


Homo saoiens acrosomal vesicle protein 1 (ACRVl), transcript variant 5, mRNA 1 


NM 020108 i Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcript variant 4, mRNA 


NM 020107 


Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcnpt vanant 3, mRNA 


NM 020069 


Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcnpt vanant Z, mKiNA 


NM 022909 


Homo sapiens centromere protein H (CENPH), mRNA | 


NM_021734 


Homo sapiens solute carrier family 25 (mitochondrial deoxynucleotide carrier), 1 
member 1 9 (SLC25 Al 9), mRNA 


NM_021259 


Homo sapiens transmembrane protein 8 (five membrane-spanning domains) 
(TMEM8), mRNA 


NM 020139 


Homo sapiens oxidoreductase UCPA (LOC56898), mRNA 1 


NM_015975 


Homo sapiens TAF9-like RNA polymerase H, TATA box binding protein 
(TBP)-associated factor, 3 1 kD (TAF9L), mRNA 


NM_0 13271 


Homo sapiens proprotein convertase subtilisin/kexin type 1 inhibitor (PCSKIN), 
mRNA 


NM 000904 


Homo sapiens NAD(P)H dehydrogenase, qmnone 2 (N0O2), mRNA 1 


NM 000903 


Homo sapiens NAD(P)H dehydrogenase, quinone 1 (NOOl), mRNA 1 


NM 002959 


Homo sapiens sortilin 1 (SORTl), mRNA 


NM_057170 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 

variant 2, mRNA 


NM_057169 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript | 
vanant 1 , mRNA — 


NM 057161 


Homo sapiens testis intracellular mediator protein (PEAS), mRNA 1 


NM 057167 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcnpt variant 5, mRNA [ 


NM 057166 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript vanant 4, mRNA 1 


NM 057165 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcnpt vanant 3, mRNA 1 


NM 057164 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript vanant 2, mRNA | 


1SIM_0 14776 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 1 
variant 3 , mRNA 


NM 004369 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcnpt vanant 1, mRNA 1 


NM_001183 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 1 
subunit 1 (ATP6S1), mRNA 


NM 000675 


Homo sapiens adenosine A2a receptor (ADORA2A), mRNA | 


NM 033027 


Homo sapiens AXINl up-regulated (AXUDl), mRNA 


NM 002539 


Homo sapiens ornithine decarboxylase 1 (ODCl), mRNA 


NM_058004 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide 
(PIK4CA), transcript variant 2, mRNA 


NM 000992 


Homo sapiens ribosomal protein L29 (RPL29), mRNA 


NM 000984 


Homo sapiens ribosomal protein L23a (RPL23 A), mRNA 


NM 001289 


Homo sapiens chloride intracellular charmel 2 (CL1C2), mRNA 


NM 01 8648 


Homo sapiens nucleolar protein family A, member 3 (H/ACA small nucleolar 
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RNP.O fNOLA3V mRNA 1 


NM 021947 


Homo saoiens serine racemase (SRR), mRNA J 


NM 016579 


Homo saoiens 8D6 antieen (8D6A), mRNA 


1 NM 006S49 


Homo sapiens protein disulfide isomerase, pancreatic (PDIP), mRNA 


NM 00^^650 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide 1 
rPTK4CA'^. transcrint variant L mRNA 


NM 000988 


Homo sapiens ribosomal protein L27 (RPL27), mRNA 


NM 000987 


WrkT\-in RflnipnR rihnRomal nrotein L26 fRPL26\ mRNA 1 


NM 000986 


Wnmn «;aniens rihoRomal OTOtein L24 fRPL24\ mRNA 1 


NM 0*^1964 


TTAmn saniens keratin associated orotein 17.1 (KAP17.1), mRNA I 


NM 000420 


Homo siiniens Kell blood fiTOUD fKEL), mRNA 1 


NM 0S2R41 


Homo saoiens serine/threonine kinase 22C (spermiogenesis associated) 1 
(STK22C), mRNA 


NM 017647 


Hattio sapie-ns FtstT homoloe 3 (E. coli) (TTSJ3"). mRNA 1 


NM 001845 


Homo sapiens collagen, type IV, alpha 1 (COL4A1), mRNA 


XTNA m A^OR 
1 INiVl U10-)U0 


TTrkTnrk canims nvrlin-denendent kinase-likc 3 fCDKL3), mRNA 1 


NM 001261 


Homo sapiens cyclin-dependent kinase 9 (CDC2-related kinase) (CDK9), mRNA j 


XTAvf AO a 1 1 1 

JNJVI__Uj J 1 


WrfcTYin cci-ni**nc \x/tncrlpQ«;-tvne MM 1 V intecTation site family, member 3A | 
rWNT3A), mKNA 


1 XTTV/f AOn'7^'5 


Wrtmn canimc wincrlf»«5-tvne MMTV intesTation sitc familv. member 3 ( WN 1 3 ), 1 

mPMA 


NM_003396 


Homo sapiens wingless-type MMTV integration site family, member 1 5 

/WMT1 mPNA 1 


"MM 00zl^9^^ 

I INlVi \J\JH\J<£tK} 


Homo «;aniens wineless-tvoe MMTV integration site family, member 1 1 
(WNTlD.mRNA 


TsjTvT nS7176 

1 iNiVl yjD /I/O 


Mnmn cnniens harttin fBSNDV mRNA 1 


1 Ivnv/f 01 9070 


1 Homo qaniens diacvlfflvcerol O-acvltransferase homolog 1 (mouse) (DGATl), 

mPNA 1 


TsJM 00S490 


I Unmn Qaniens domain^ontaininc 3A fSH2D3A), mRNA 1 


NM_032563 


Homo sapiens epidermal differentiation complex protein like protein (LEP16), 

1 TTlRNA 1 


NM 014914 


1 Ffnmn sanienR nentaurin. ?amma 2 CCENTG21, mRNA 1 


NM 014161 


1 Homo sapiens mitochondrial ribosomal protein LI 8 (MRPL18), mRNA 


NM 004895 


Homo sapiens cold autoinflammatory syndrome 1 (CIASl), mRNA 




Wnmn Qar»ipn«5 reroi d-linofnscinosis neuronal 3, iuvcnile (Batten, Spielmeyer- 
Vogt disease) (CLN3), mRNA 




1 Wr»mr\ canii»TiQ Hamiloviral TAP reneat-containins ^ (131RC8), mRNA 1 


NM_054013 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 1 
a rptvlcTlnco«:aminvl transferase isoenzyme B (MGAT4B), transcript vanant 2, 

1 mPXIA 1 


NM 000449 


Homo saniens reculatorv factor X 5 (influences HLA class EL expression) | 
1 rRFX5\ mRNA 


NM_054025 


Homo sapiens beta-l,3-glucuronyltransferase 1 (glucuronosyltransferase P) 1 
1 (1B3GATn. transcrint variant 2. mRNA 1 


NM 002628 


Homo sapiens profilin (PFN2), transcript variant 2, mRNA 1 


ivIM 053024 


1 Nnmn <!aniens nrofilin 2 fPFN'^'i transcript variant 1, naRNA 1 


NM 003930 


Homo sapiens src family associated phosphoprotein 2 (SCAP2), mRNA 


NM_014018 


Homo sapiens mitochondrial ribosomal protein S28 (MRPS28), nuclear gene ! 
encoding mitochondrial protein, mRNA 


NM_0 15971 


Homo sapiens mitochondrial ribosomal protein S7 (MRPS7), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 032476 


1 Homo sapiens mitochondrial ribosomal protein S6 (MEIPS6), nuclear gene 
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encoding mitochondnal protein, mRNA 


NM_018141 


Homo sapiens mitochondnal nbosomal protem S 1 0 (MRPS 10), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 14046 


Homo sapiens mitochondnal nbosomal protem S 1 SB (MRPS 1 SB), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 006513 


Homo sapiens seryl-tRNA synthetase (SARS), mRNA 


MM 021153 


Homo sapiens cadherin 19, type 2 (CDH19), mRNA 1 


NM_033664 


Homo sapiens cadherm 1 1, type 2, OB-cadherm (osteoblast) (CDHl 1), transcnpt 
variant 2, mRNA 


NM_001797 


Homo sapiens cadherm 1 1, type 2, OB-cadhenn (osteoblast) (CDHl 1), transcnpt 

variant 1, mRNA 


N!yi_033381 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcnpt vanant 3, mRNA 


NM_033380 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 

transcript variant 2, mRNA 


NM_000495 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 1 , mRNA 


NM 000092 


Homo sapiens collagen, type IV, alpha 4 (COL4A4), mRNA 1 


NM 033184 


Homo sapiens keratm associated protein 2.4 (KAP2.4), mRNA 


NM_032014 


Homo sapiens mitochondrial nbosomal protein S24 (MRPS24), nuclear gene 1 
encoding mitochondnal protem, mRNA 


NM 001006 


Homo sapiens nbosomal protein S3A (RPS3 A), mRNA 


NM_012411 1 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(PTPN22), transcript variant 2, mRNA 


NM_015967 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 1 
(PTPN22), transcript variant 1, mRNA 


NM 006310 


Homo sapiens aminopeptidase puromycin sensitive (NPEPPS), niRNA 1 


NM_033335 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NRoAl), 
transcript variant 3, mRNA 


NM_033334 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NKoAl), 
transcript variant 1 , mRNA 


NM_001489 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NKoAl), 
transcnpt variant 2, mRNA 


NM_001606 


Homo sapiens ATP-bmding cassette, sub-family A (ABCl), member 2 
(ABCA2), mRNA 


NM 002284 


Homo sapiens keratm, hair, basic, 6 (monilethrix) (KRTHB6), mRNA 


NM 002283 


Homo sapiens keratm, hair, basic, 5 (KRTHB5), mRNA 


NM 002282 


Homo sapiens keratm, hair, basic, 3 (KRTHB3), mRNA 


NM 033033 


Homo sapiens keratin, hair, basic, 2 (KRTHB2), mRNA 


NM 002281 


Homo sapiens keratin, hair, basic, 1 (KRTHBl), mRNA 


NM 033045 


Homo sapiens keratm, hair, basic, 4 (KRTHB4), mRNA 


NM 001011 


Homo sapiens nbosomal protem S7 (RPS7), mRNA 


NM 000980 


Homo sapiens nbosomal protein LI 8a (RPLloA), mRNA 


NM 000979 


1 Homo sapiens nbosomal protem LIS (RPLlo), mRNA 


NM 000977 


Homo sapiens nbosomal protein LI 3 (RPL13), transcript variant 1, mRNA 


NM 033251 


Homo sapiens nbosomal protein LI 3 fRPL13), transcnpt vanant 2, mRNA 


NM ouuy/o 


\ riomo sapiens noosomai proiem i^vi. yisxx^ i iiaxvi>i/\ 


NM 000975 


1 Homo sapiens ribosomal protein LI 1 (RPLl 1), mRNA 


NM 000894 


Homo sapiens luteinizing hormone beta polypeptide (LHB), mRNA 


NM_005082 


Homo sapiens zinc finger protein 147 (estrogen-responsive finger protein) 
(ZNF147), mRNA 


NM 003549 


1 Homo sapiens hyaluronoglucosaminidase 3 (HYAL3), mRNA 
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MM 033181 


Homo sapiens cannabinoid receptor 1 (brain) (CNRl), transcript variant 3, 
mRNA 


NG_000018 


Homo sapiens genomic type I (acidic) hair keratin gene cluster (KRTHA.1@) on 
chromosome 17 


NM_033151 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 1 
(ABCCll),mRNA 


NM 006998 


Homo sapiens secretagogin (SECRET), mRNA 


NM 006201 


Homo sapiens PCTAIRE protein kinase 1 (PCTKl), transcript variant 1, mRNA 


NM 033019 


Homo sapiens PCTAIRE protein kinase 1 (PCTKl), transcript variant 3, mRNA 


NM 033018 


Homo sapiens PCTAIRE protein kinase 1 (PCTKl), transcript variant 2, mRNA | 


NG_000012 


Homo sapiens genomic protocadherin ganmia cluster (PCDHG@) on 1 
chromosome 5 


NM 001023 


Homo sapiens ribosomal protein S20 (RPS20), mRNA | 


NM 004451 


Homo sapiens estrogen-related receptor alpha (ESRRA), mRNA 1 


NM 005755 


Homo sapiens Epstein-Barr virus induced gene 3 (EBI3), mRNA | 


NM 001015 


Homo sapiens ribosomal protein SI 1 (RPSl 1), mRNA I 

C i — 1 


NM 006923 


Homo sapiens stromal cell-derived factor 2 (SDF2), mRNA I 

— f 21 u — — ■ i 


NM 000394 


Homo sapiens crystallin, alpha A (CRYAA), mRNA | 


NM_003761 


Homo sapiens vesicle-associated membrane protein 8 (endobrevin) (VAMPS), 1 
mRNA 


NM 031958 


Homo sapiens keratin associated protein 3 . 1 (KRT AP3 . 1 ) , mRNA i 

" — t- i ^ H 


NM 031957 


Homo sapiens keratin associated protein 1 .5 (KRTAP 1 ,5), mRNA 


NM_004776 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 1 
5 (B4GALT5), mRNA 


NM 030587 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 1 

2 (B4GALT2), transcript variant 1 , mRNA 


NM_003780 


Homo sapiens UDP-GalrbetaGlcNAc beta 1,4- galactosyltransferase, polypeptide j 
2 (B4GALT2), transcript variant 2, mRNA 


NM_004391 


Homo sapiens cytochrome P450, subfamily VniB (sterol 12-alpha-hydroxylase), j 
polypeptide 1 (CYP8B1), mRNA 1 


NM_000785 


Homo sapiens cytochrome P450, subfamily XXVIIB (25-hydroxyvitamin D-1 - 1 
alpha-hydroxylase), polypeptide 1 (CYP27B1), mitochondrial protein encoded 
by nuclear gene, mRNA 1 


NM_031419 


Homo sapiens molecule possessing ankyrin repeats induced by 1 
lipopolvsaccharide (MAIL), homolog of mouse (MAIL), mRNA | 


NM 000961 


Homo sapiens prostaglandin 12 (prostacyclin) synthase (PTGIS), mRNA 1 


NM 003293 


Homo sapiens tryptase, alpha (TPSl), mRNA 1 


NM 016630 


Homo sapiens acid cluster protein 33 (ACP33), mRNA 1 

"•"If **'**" tL i iJ. — I 1 


NM 014458 


Homo sapiens Kelch motif containing protein ( AB026 1 90), mRNA 


NM 007207 


Homo sapiens dual specificity phosphatase 10 (DUSPIO), mRNA | 


NM_030660 


Homo sapiens Machado- Joseph disease (spinocerebellar ataxia 3, 1 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MID), tremscript 
variant 2, mRNA 1 


NM 022055 


Homo sapiens potassium channel, subfamily K, member 12 (KCNK12), mRNA | 


NM 021175 


Homo sapiens hepcidin antimicrobial peptide (HAMP), mRNA | 


NM 018666 


Homo sapiens sarcoma antigen (SAGE), mRNA 1 


NM_0 16532 


Homo sapiens SKIP for skeletal muscle and kidney enriched inositol 1 
phosphatase (LOC5 1763), mRNA 


NM 015987 


Homo sapiens heme binding protein 1 (HEBPl), mRNA 


NM 014079 


Homo sapiens Kruppel-like factor 15 (KLFIS), mRNA 


NM_014759 


Homo sapiens phytanoyl-CoA hydroxylase interacting protein (PHYHIP), 
mRNA 
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NM 002590 


u^-rvk^ c<oY%^<:k*-io -r^T-i^i-^^QrlVitfk-rit-* C rpr^T^TTR^ tr?iTi ^ Print vaiHant 1 mT^NA. 1 

rlomo sapiens pro locaaxicrin o \r\^±jr\.o)y u<iii&v^i.ijjl vtuiunL i, nixvi-^z-v ■ 


NM 004826 


Homo sapiens endothelin converting enzyme-like 1 (ECELl), mRNA 1 


NM 004420 


Homo sapiens dual speciticity pnospnaiasc o ^j-^uojto^, iur\j.>iA 


NM 001012 


Homo sapiens noosoniai proiem oo v^Jxxoo^, misjN/\ i 


NM 002595 


rlomo sapiens Jrv^l AiKii protein Kinase z yr\^ xxs^j^ husasi^ i 


NM 001395 


Homo sapiens auai specincity pnospnaiase ^ yiJKji^ry)^ huvin/^ i 


NM_003887 


rlomo sapiens oeveiopment ana aiiicrenuaiion ciiiiaiiuuig xauiui ^ \^j-^j-^x->x 

«mT> XT A 1 

mKJNA. —I 


NM 001446 


Homo sapiens fatty acid binding protein 7, brain (FABP7), mRNA 


NM 001259 


Homo sapiens cyciin-oepenaeni Kmase o w^uissj)^ iuiss^r%. i 


NM 001760 


Homo sapiens cyclin D3 (CCND3), mRNA 1 


NM 001759 


Homo sapiens cyclin D2 (CCNJDzj, thkina 


NM 001237 


Homo sapiens cyclin A2 (CCNA2), mRNA 1 


NM_057158 


Homo sapiens dual specincity phosphatase 4 ^UUDlr^j transcnpi vanani z, 
mRNA 


NM_001394 


Homo sapiens dual specificity phosphatase 4 (UUi^r^j, transcript vanani i, 
mRNA 


NM_052988 


Homo sapiens cyclin-depenaent Janase (CUUz-iiKej lu ^\^UJs.iu;, iranscnpi 
variant 3, niRTsA 


NM__052987 


Homo sapiens cyciin-aepenaent Kinase ^v-^u^z-iiitc^ lu \y^uK^i.\j}i uanawupt i 
variant 2, mKJN A J 


NM 057160 


Homo sapiens artemm (^aki jn^, transcnpi vanani ^, Tiirsj.>)/\ 


NM 057091 


Homo sapiens artemm (AKIjNj, transcnpi vanani mxsj.N/\ 


NM 057090 


Homo sapiens artemin ^akunj, transcnpi vanani h-, iiirsj.N<M 


NM 003976 


Homo sapiens artemin (ARTN), transcript variant 1 , mRNA 


NM 000050 


Homo sapiens arginmosuccmate syntnetase (^Aooj, transcnpi vanam i, huvin^ 


NM 054012 


Homo sapiens argininosuccinate synthetase (ASS), transcript variant 2, mRNA 


NM 053286 


Homo sapiens aquaponn o, Kidney speciiic ^Av^roj, transcnpi vanani z,, iiu^aN^ 


NM 001652 


Homo sapiens aquaporin 6, kidney specific (AQP6), transcript variant 1, mRNA j 


NM_053032 


Homo sapiens myosm, light polypeptide kinase (M.x\Jt^), transcnpi vanani o, 

mRNA 


NM_053031 


Homo sapiens myosin, light polypepnoe Kinase (jvi i us.;, iranscnpi vanani /, 
mRNA 


NM_053030 


Homo sapiens myosin, hght polypeptide kinase (M 1 transcnpi vanani d, 
mRNA 


NM_053029 


Homo sapiens myosin, light polypeptide Kinase (_M i Un.^, transcnpi vanani 
mRNA 


NM_053028 


Homo sapiens myosin, light polypeptide kinase (_Jvl i LJs.j, transcnpi vanani jr>, 
mRNA 


NM_053027 


Homo sapiens myosin, hght polypeptide Kinase (JVl YL*is.j, transcnpi vanani 
mRNA 


NM_053026 


Homo sapiens myosin, light polypeptide kmase ^MYL.K.;, transcnpi vanani z, 
mRNA 


NM_053025 


Homo sapiens myosin, hght polypeptide kinase (MYLK), transcnpi vanant i, 
mRNA 


NM_0 16497 


Homo sapiens mitochondnal nbosomal protein o4 (MKJr o4;, nuclear gene 


NM_024026 


Homo sapiens mitochondrial nbosomal protein 63 (MRP63), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_021821 


Homo sapiens mitochondrial nbosomal protein 835 (MRPS35), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005965 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 6, 
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mRNA 


NM 016640 


Homo sapiens mitochondrial ribosomal protein S30 (MRPS30), mRNA 


NM 05'^035 


Homo saniens mitochondrial ribosomal nrotein S33 (MRPS33). transcriot variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM 016071 


Homo sapiens mitochondrial ribosomal protein S33 (MRPS33), transcript variant 
1 , nuclear gene encoding mitochondrial protein, mRNA 


NM 031901 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


NM 018997 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM 033363 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
3, nuclear gene encoding mitochondrial protein, niRNA 


NM 033362 


Homo sapiens mitochondrial ribosomal protein SI 2 (MRPS12), transcript variant 

2, nuclear gene encoding mitochondrial protein, mRNA 


NM 021144 


Homo sapiens PC4 and SFRSl interacting protein 1 (PSIPl), mRNA 


NM 052953 


Homo sapiens hypothetical protein LRP15 (LRP15), mRNA 


NM 033207 


Homo sapiens transmembrane protein HTMPIO (HTMPIO), mRNA 


NM 030649 


Homo sapiens centaurin, beta 5 fCENTBSV mRNA 


NM 023936 


Homo sapiens mitochondrial ribosomal protein S34 (MRPS34), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 021107 


Homo sapiens mitochondrial ribosomal protein SI 2 (MRPS12), transcript variant 
1 5 nuclear gene encoding mitochondrial protein, mRNA 


NM 014322 


Homo sapiens opsin 3 (encephalopsin, panopsin) (OPN3), mRNA 


NM 001260 


Homo sapiens cyclin-dependent kinase 8 (CDK8), mRNA 


NM_003674 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDKIO), transcript 
variant 1, mRNA 


NM 057094 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 3, mRNA 


NM 057093 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 2, mRNA 


NM 052984 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 2, mRNA 


NM 000075 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 1 , mRNA 


NM 052827 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 2, mRNA 


NM 001798 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 1 , mRNA 


NM 006522 


Homo sapiens wineless-tvoe MMTV integration site familv, member 6 fWNT6\ 
mRNA 


NM 005430 


Homo saniens wineless-tvoe MMTV intecration site familv. member 1 fWNTiy 

mRNA 


NM 003394 


Homo sapiens wingless-type MMTV integration site family, member lOB 
(WNTIOB), mRNA 


NM_025216 


Homo sapiens wingless-type MMTV integration site family, member lOA 
(WNT10A),mRNA 


NM_005370 


Homo sapiens mel transforming oncogene (derived from cell line NK14)- RAB8 
homolog (MEL), mRNA 


NM 033100 


Homo sapiens MT-protocadherin (KIAA1775), mRNA 


NM 005086 


Homo sapiens sarcospan (Kras oncogene-associated gene) (SSPN), mRNA 


NM 003737 


Homo sapiens protocadherin 16 (PCDH16), mRNA 


NM 018153 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 3, mRNA 


NM 053034 


Homo sapiens tumor endothelial marker 8 (TEMS), transcript variant 2, mRNA 


NM_005929 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 CMFI2), transcript variant 1, mRNA 


NM_033316 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 2, mRNA 


NM 001002 


Homo sapiens ribosomal protein, large, PO (RPLPO), transcript variant 1, mRNA 
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MM 053275 1 Homo sapiens ribosomal protein, large, PO (RPLPO), transcnpt vanant 2, mRNA 1 


NM 054034 1 Homo saoiens fibronectin 1 CFNl). transcript variant 2, mRNA 


NM 002026 


Homo sapiens fibronectin 1 (FNl), transcript variant 1 , mRNA 


NM 004460 


Homo sapiens fibroblast activation protein, alpha (FAP), mRNA 1 


NM_000783 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYP26A1), 1 
transcript variant 1 , mRNA 


NM_057157 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYP26A1), j 
transcript variant 2, mRNA 


NM 032211 


Homo sapiens lysyl oxidase-like 4 (LOXL4), mRNA 


NM_003395 


Homo sapiens wingless-type MMTV integration site family, member 14 1 
(WNT14), mRNA 


NM_033101 


Homo sapiens lectin, galactoside-binding, soluble, 12 (galectin 12) (LGALS12), 1 
mRNA 


NM_032611 


Homo sapiens protein tyrosine phosphatase type IVA, member 3 (PTP4A3), j 

transcript variant 1 , mRNA 


NM_007079 


Homo sapiens protein tyrosine phosphatase type IVA, member 3 (PTP4A3), 1 

transcript variant 2, mRNA 


NM 032208 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 1, mRNA j 


NM_014644 


Homo sapiens phosphodiesterase 4D interacting protem (myomegaun) 
(PDE4DIP), mRNA 


NM_006551 


Homo sapiens lipophilin B (uteroglobin family member), prostatein-hke 1 
(LPHB), mRNA 


NM 012280 


Homo sapiens FtsJ homolog 1 (E. coU) (FTSJl), mRNA 


NM 005209 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 1 , mRNA | 


NM 007346 


j Homo sapiens opioid growth factor receptor (OGFR), mRNA 


NM 006552 


Homo sapiens hpophilin A (uteroglobin family member) (LPHA), mRNA j 


NM 015965 


Homo sapiens cell death-regulatory protein GRIM 1 9 (GRJM 1 9), mRNA 1 


NM_0 14275 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 1 
acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcript variant 1, 
mRNA 


NM_001872 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 
transcript variant 1 , mRNA 


NM_016413 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 
transcript variant 2, mRNA 


NM_004632 


Homo sapiens death associated protein 3 (DAP3), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_033657 


Homo sapiens death associated protein 3 (DAP3), transcript variant 1, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001266 


Homo sapiens carboxylesterase 1 (monocyte/macrophage serine esterase 1) 
(CESl),mRNA 


NM_004287 


Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript 
variant A, mRNA 


NM_054022 


Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript 
variant B, mRNA 


NM 002906 


Homo sapiens radixm (RDX), mRNA 


NM 001004 


Homo sapiens ribosomal protein, large P2 fRPLP2), mRNA 


NM 001003 


Homo sapiens ribosomal protein, large, PI (RPLPl), mRNA 


NM_0 18644 


Homo sapiens beta-l,3-glucuronyltransferase 1 (glucuronosyltransferase P) 
(B3GAT1), transcript variant 1, mRNA 


NM 022145 


Homo sapiens leucine zipper protein FKSG14 (FKSG14), mRNA 


NM 013363 


Homo sapiens procollagen C-endopeptidase enhancer 2 (PCOLCE2), mRNA 


NM 033119 


Homo sapiens naked cuticle homolog 1 (Drosophila) (NKDl). n[iRNA 
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NM 020439 


Homo saniens calcium/calmodulin-deDendent Drotein kinase IG fCAMtClG^. 
mRNA 


NM 032158 


Homo saoiens NOL1R2 Drotein rNOLlR2"). niRNA 


NM 022470 


Homo sapiens p53 target zinc finger protein (WIGl), mRNA 


NM 018044 


Homo saniens NOLIR nrotein nSFOLlR') mRNA 


NM 016262 


Homo sapiens epsilon-tubulin (LOC51175), mRNA 


1S3A4 niA7'^Q 


T-Ir*mo ca-niP^nc <»iilrar\/rfctir» trsi'nQlafion inifintiOTi fflntor ^iiViimit 2 rheta 391cT)l 

(VW1^T\ TnRN[A 


NM_002308 


Homo sapiens lectin, galactoside-binding, soluble, 9 (galectin 9) (LGALS9), 


NM nOQS87 


HoTnn QanipnQ IppiHn cnljJotnQiHp-hinHiTny ^nliiblp 9 ^^palecHo 9^ rT_^GALS9i 

Xn\JillV/ odLrlwllo X&L/Llxlg ^dlclWLV/OlUV i/lHUXll^j OV/XIXi/lV', ✓ ^gdAWWiXAl ^ j \±^\j,t*^-tiJ^ 

tran^critit variant lonp mRNA 


NM 001187 

i^-LVA \J\J \- 1. Kj I 


Momo saniens B melanoma antigen rBAGE^. mRNA 


NM 022 16'^ 


Homo saniens casnase recruitment domain familv. member 15 fCARD15\ 
mRNA 


NM 014733 


Homo saniens endosome-associated FYVE-domain nrotein fENDOFIN^. mRNA 


NM 013393 


Homo sapiens FtsJ homolog 2 (E. coli) (FTSJ2), mRNA 


NM 00^^440 


H^omo QflTiiPTiQ tViioTRflovin fpHiiofaQP Vipta iTR i mR'MA 

XTLV/liiv OAj^XwliO L111\JX wUV^lll l&VXUV/LCiOw ^ X XV^^ AXXX\>X^.x^ 


NM nOSR^'^ 

INXVI \J\J J 0\J^ 


Hnmn Q5»miPTiQ npiirnpnitliplial f*pll trjiTiQfnTmi'no' Qpnp 1 rfTSI H 1 1 ^ mRNA 




T-ToTTifk C5i"r\tPTic •niair^T V»iclT»f*rkTTi"r45i'fiViilit\/ POTnTilpv olaQQ TT T^f^ fllTtna iHT^A— 
xlUllivl oa^idlo ixlaJLIl lUoLUvviiiUctliUlilljf ^Uiii^i&A., ^laoo xx, X-^v^ cii^xia ^xxx_«z^ 

DOA'k mRNA 


NM 021 Q08 


H^omo QflTiiPTiQ QiiTit^rpQQioTi o"F tiiiTiori Cfpnici tv 7 transcrint variant b 

XXv/illv OALFXwXlO O U L^X wool WX LLIXIXV/L l^wlllV/X L Jr / 1 kJ X / U.CUXOWX XL^I> YMXAHKXI. Xfy 

mRNA 


'NM 018412 


Honio QflnipriQ Qimnrp^Qimi of tiimori&enicitv 7 ^^1^7^ transcrint variant a mRNA 

XXV/lllw OCl|i/lwXX0 OU^|Jl V^001\/1X V/X VUXlXvX XgwlllVtrX Lj' / ' X / Liciixowxi^i. V ui. XAU.vxi^ ^ 


NM 054020 


Homo saniens nutative ion channel nrotein CATSPER2 ('CATSPER21 mRNA 


NM 053281 


Homo QanipnR dacb^biind homolop 2 ('Drosonhila^ rDACH2^ mRNA 

XXvXllV/ OA|-rlwllO UaV'lXOXlUXlVX llV^XlXV./X\_/g A* ^X^X vrovr^XXXlU-y ^X^jC XWXX^^y J AAU'VX'^A^ 


NM 031439 


Homo sapiens SOX7 transcription factor (SOX7), mRNA 


NM 0307Q6 


Homo <;anien<: hvnothetical nrotein DKFZn564K08'>2 rDKFZP564K0822'i 
mRNA 

XllXVX^Z^ 


NM 025117 


Homo saniens hvnothetical nrotein FLJl 1871 fFUFl 187^ mRNA 

XX\^lllx/ OCt|^XwXXO XX_y |,^^U1wL>XwC«X ^XV/LwX1X X X_<*/ X X U r X y^X 1 M* X XV f X AXXM.^JL^A Jk 


NM 014893 

X >l XVX V X t> -7 


Homo ^aniens KrAA0951 nrotein rKIAA095n mRNA 


NM_000113 


Homo sapiens dystonia 1, torsion (autosomal dominant; torsin A) (DYTl), 
mRNA 

XXXXXJL ^xx 


NM 053055 


Homo saniens C-terminal modulator nrotein f CTMPV mRNA 


NM 021'^12 


Homo saniens HCF-bindine transcrintion factor Zhansfei fZFV mRNA 


NM 007237 


Homo saniens SP140 nuclear bodv nrotein fSP140\ mRNA 


NM 006368 


Homo saniens cAMP resnonsive element bindins nrotein 3 fluman^ rCR£B3\ 
mRNA 


NM 005759 


Homo saniens abl-interactor 12 fSH3-containine nrotein) TAIP-l), mRNA 


NM 05*^966 


Homo saniens chromosome 1 ooen readine frame 24 fClorf24V mRNA 


NM 013247 


Homo sapiens protease, serine, 25 (PRSS25), mRNA 


NM 003017 


Homo ^fln"ipn<5 «mlirincr fantor flroinine/^erine-rich 3 rSFRS3) mRNA 

XXV/XXtV OCl|^XWXXo 0|^XlwlXig X AVr|>vX , OX gXllXXlViV OwXXllw X XWJt yk^X X^k^*/y, AAXX^x^^m. 


NM 006^89 


Homo <?anien«; talin 1 CW Nl^ mRNA 

XXVi/XAlW OCt>^X^XXO LCXllXX X ^ X X.yX 1 X jy XXXX^_L ^X V 


NM 000970 

X^XVX \J\J\J ^ 1 \J 


Homo Qflnipn^ ribo^omal nrotein TRPI^fi^ mRNA 

XXx/XXXV/ OCX),/lWXXO X XL^V>/OV/lXXC*X |/X Vi/ LVi'lXX J^\J y^XVX A^\JJ^ XXXX>^^^>. 


NM 003973 


Homo saniens ribosomal nrotein L14 rRPL14) mRNA 

XX^/XXXV^ OCX^yXwXJt9 XXVX/OV/XXXOX I^X V kwXXX X^ X^T yX^X X^ X XXXXVX ^x ^ 


NM 001361 

X^XVX \f\jM.mJ\JX 


Homo saniens dihvdroorotate dehvdropenase fiDHODH) nuclear &ene encoding 
mitochondrial protein, mRNA 


NM 021248 


Homo sapiens cadherin-Hke 22 (CDH22), mRNA 


NM 033224 


Homo sapiens purine-rich element binding protein B (PURB), mRNA 


NM 005859 


Homo sapiens purine-rich element binding protein A (PURA), mRNA 


NM 005022 


Homo sapiens profilin 1 (PFNl), mRNA 


NM 017481 


Homo sapiens ubiquilin 3 (UB0LN3), mRNA 
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MM 013444 I Homo sapiens ubiquilin 2 (UBQLN2), mRNA 



NM 053067 



NM 013438 



Homo sapiens ubiquilin 1 (UBQLNl). transcript variant 2. mRNA 
Homo sapiens ubiquilin 1 (UBQLNl), transcript var iant 1. mRNA 



NM 032115 I Homo sapiens potassium charmel, subfamily K. member 16 (KCNK lg), mRNA 

mRNA 



NM_053284 



NM 053278 



NM 053276 



Homo sapiens G protein-coupled receptor 102 (GPR102). mRNA 
Homo sapiens vitrin (VIT). mRNA 



NM 032649 



NM 053012 



NM 003268 



NM 053005 



Homo sapiens glutamate carboxypeptidase-like protein 2 (CPGL2), mRNA 
Homo sapiens hypothetical protein (LOCI 14137), mRNA 
Homo sapiens tolMike receptor S (TLRS), mRNA 
Homo sapiens HCCA2 protein (HCCA2), mRNA 



NM 052889 



NM 024740 



NM 015721 Homosai 



mRNA 



NM 030916 



NM 022358 



Homo sapiens potassium channel, subfamily K, member 15 (TASK-5) 
(KCNK15),mRNA 



NM 022576 



NM 018269 



NM 015915 



Homo sapiens phosducin (PDC), transcript variant PhLOPl> mRNA 

Homo sapiens SIPL protein (SIPL), mRNA 

Homo sapiens spastic paraplegia 3 A (autosomal dominant) (SPG3A), mRNA 



NM_053036 Homo sapiens G protein-coupled receptor 74 (GPR74), mRNA 



NM 053016 Homo sapiens paralemmin 2 (PALM2), mRNA 



NM 053057 



NM 052838 



Homo sapiens hypothetical protein (LOCI 14138). mRNA 
Homo sapiens septin 1 (SEPTl), mRNA 



NM 032034 



Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 
member 11 (SLC4A11), mRNA 



NM 031899 I Homo sapiens golgi phosphoprotein 5 (GOLPH5 ), mRNA 



NM 018448 I Ho mo sapiens TBP-interacting protein (TIP 120 A), mRNA 

= — —A : n Ti • 4 -i. 1/j 



NM 016952 



NM 053050 
NM 053045 



Homo sapiens cell adhesion molecule-related/down-regulated by oncogenes 
(CDON), mRNA 



NM 017680 



NM 019093 



NM 021027 



NM 019076 



NM 000463 



NM 016608 



NM 016607 



NM 014860 



NM 014782 



NM 001072 



NM 000405 



Homo sapiens mitochondrial ribosomal protein L53 (MRPL53), mRNA 



Homo sapiens hypothetical protein MGC14327 (MGC1 4327), mRNA 



Homo sapiens UDP glycosyltransferase 1 family, polypeptide A3 (UGTl A3), 
mRNA 



Homo sapiens UDP glycosyltransferase 1 family, polypeptide A9 (UGTl A9), 
mRNA 



Homo sapiens UDP glycosyltransforase 1 femily, polypeptide A8 (UGTl A8), 
mRNA 



Homo sapiens UDP glycosyltransferase 1 family, polypeptide Al (UGTl Al), 
mRNA 



Homo sapiens ALEXl protein (ALEXl), mRNA 
Homo sapiens ALEX3 protein (ALEX3), mRNA 



Homo sapiens SPTF-associated factor 65 gamma (STAF65(gamma)), mRNA 
Homo sapiens armadillo repeat protein ALEX2 (ALEX2), mRNA 



Homo sapiens UDP glycosyltransferase 1 femily, polypeptide A6 (UGTl A6), 
mRNA 



Homo sapiens GM2 ganglioside activator protein (GM2A), mRNA 
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NM 001975 



NM 001428 



NM_052836 
NM 022124 



NM 004063 



NM 004062 



NM 004933 



NM 001257 



NM 052819 



NM 024110 



Homo sapiens enolase 2, (gamma, neuronal) (EN02), mRNA 



Homo sapiens enolase 1, (alpha) (ENOl), mRNA 



Homo sapiens cadherin related 23 (CDH23), transcript variant 2, mRNA 
Homo sapiens cadherin related 23 (CDH23), transcript variant 1, mRNA 



Homo sapiens cadherin 17, LI cadherin (liver-intestine) (CDH17), mRNA 
Homo sapiens cadherin 16, KSP-cadherin (CDH16), mRNA 



Homo sapiens cadherin 15, M-cadherin (myotubule) (CDHIS), mRNA 
Homo sapiens cadherin 13, H-cadherin (heart) (CDH13), mRNA 



Homo sapiens caspase recruitment domam protein 14 (CARD 14), transcript 

variant 2, mRNA 



Homo sapiens caspase recruitment domain protein 14 (CARD 14), transcript 
variant 1, mRNA 



NM 032415 



Homo sapiens caspase recruitment domain family, member 1 1 (CARDl 1), 
mRNA : 



NM 014466 



NM 053006 



Homo sapiens tektin 2 (testicular) (TEKT2), mRNA 



Homo sapiens serine/threonine kinase 22B (spermiogenesis associated) 
(STK22B), mRNA 



NM 012083 



NM 006922 



NM 005347 



NM 003777 



NM 013282 



NM 020886 



Homo sapiens frequently rearranged in advanced T-cell lymphomas 2 (FRAT2), 
mRNA - 



Homo sapiens sodium channel, voltage-gated, type HI, alpha polypeptide 
(SCN3 A), mRNA 



Homo sapiens heat shock 70kD protein 5 (glucose-regulated protein, 78kD) 

(HSPA5), mRNA 



Homo sapiens dynein, axonemal, heavy polypeptide 1 1 (DNAHl 1), mRNA 



Homo sapiens ubiquitin-like, containing PHD and RING finger domains, 1 
(UHRFl), mRNA 



NM 020843 



NM 024529 



Homo sapiens ubiquitin specific protease 28 (USP28), mRNA 



Homo sapiens zinc finger protein 291 (ZNF291), mRNA 



Homo sapiens chromosome 1 open reading frame 28 (Clorf28), mRNA 



NM 053003 



Homo sapiens SIGLEC-like 1 (SIGLECLl), mRNA 



NM 033329 



Homo sapiens SIGLEC-like 1 (SIGLECLl), mRNA 



NM 015101 



Homo sapiens chromosome 1 open reading frame 17 (Clorfl7), mRNA 



NM 032551 



Homo sapiens G protein-coupled receptor 54 (GPR54), mRNA 



NM 031898 



Homo sapiens tektin 3 (TEKT3), mRNA 



NM 025191 



Homo sapiens chromosome 1 open reading frame 22 (Clorf22), mRNA 



NM 022755 



NM 021104 



Homo sapiens chromosome 9 open reading frame 12 (C9orfl2)3 mRNA 
Homo sapiens ribosomal protein L41 (RPL41), mRNA 



NM 017847 



NM 017673 



Homo sapiens chromosome 1 open reading frame 27 (Clorf27), mRNA 
Homo sapiens chromosome 1 open reading frame 26 (Clorf26), mRNA 



NM 016000 



Homo sapiens mitochondrial CCA-adding tRNA-nucleotidyltransferase 
(MtCCA), mRNA 



NM 015989 



Homo sapiens cysteine sulfinic acid decarboxylase-related protein 2 (CSAD), 
mRNA 



NM 014654 



Homo sapiens syndecan 3 (N-syndecan) (SDC3), mRNA 



NM 014837 



Homo sapiens chromosome 1 open reading frame 16 (Clorfl6), mRNA 



NM 007179 



Homo sapiens insulin-like 6 (INSL6), mRNA 



NM 005478 



Homo sapiens insulin-like 5 (INSL5), mRNA 



NM 053000 



Homo sapiens TIGAl (TIGAl), mRNA 



NM 052940 



Homo sapiens hypothetical protein MGC8974 (MGC8974)3 mRNA 



NM 052830 



Homo sapiens gamma-glutamyltransferase-like 3 (GGTL3), mRNA 



NM 053002 



Homo sapiens no opposite paired repeat protein (NOPAR), mRNA 



NM 052998 



Homo sapiens ornithine decarboxylase-like protein (ODC-p), mRNA 
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NM 052996 ' Homo sapiens PR domain containing 7 (PRDM7), mRNA 


NM 052995 Homo sapiens Usher syndrome 3 A (USH3A), mRNA 


NM_0071 10 i Homo sapiens telomerase-associated protein 1 (TEPl), mRNA 




xiomo sapiens yy u repeal aomain y ^vvi^i\j/j, uanscnpi variant mKJN/v 


NM 018963 


Homo sapiens WD repeat domain 9 (WDR9), transcript variant 1, mRNA 


XTA/f ni 791 SJ 
xNiVl Ul /olo 


riomo sapiens w jl/ repeat aomam cS jjicoj, mKJNA 


INiVl VjJOOZ 


riomo sapiens wu repeat comam 4 (WiJxC4j, transcript variant J, mKJNA 


NM 033661 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 2, mRNA 




Homo sapiens wjd repeat domain 4 (WDR4), transcript variant i, mRNA 


NM 017883 


Homo sapiens WD repeat domain 13 (WDR13), mRNA 


JNM_0jzoi7 


Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant z, nuKJN A 




Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant i, misJNA 


XNiVl UUjOy / 


riomo sapiens secretory carrier membrane protein 2 (oCAMFz), mRNA 


XTA/T A A/1 


ilomo sapiens secretory earner membrane protein 1 (bCAJMJrl), transcript 
vanant i, nuviN/v 


IN iVl_V/ J ZO^Z 


riomo sapiens secretory earner membrane protein i ^oi^/viVLr i transcript 
vdxianx z, nxixiN^ 


INIVL U^ZOi 1 


Jtiomo sapiens ret imger protein z QKrJrZj, transcript vanant z, mivNA 


iNivx vUJ / yo 


riomo sapiens rex nnger protein z (^ivrJrz^, transcnpt vanant i, mivJNA 


TnTTV/T nS7R17 

iNiVJL v^^O L / 


nomo sdpienb iniaime z {rviiiJjL), transcnpt vanant z, ttuvin/v 


iNiVl yJlZZiO 


riomo sapiens miuime z ^jvlluz), transcnpt vanant i , mKJNA 


XnVyT nAA70Q 
IN iVl UUU / y o 


riomo sapiens copamme receptor jl/j (jjkjj^ j, mubuN a 


NM_000794 


Homo sapiens dopamine receptor Dl (DRDl), mRNA 


IN IVl UUU / y O 


riomo sapiens aopamine receptor Dj (DKUd), transcnpt vanant a, rnKJNA 


INiVl UjjOOj 


riomo sapiens dopamine receptor (UKJJj transcnpt vanant e, rriKJN A 


NM 033660 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant d, mRNA 


INIVL KJJjOjy 


riomo sapiens aopaimne receptor iJ3 (DisjJ3), transcnpt vanant c, mKJNA 


NM 033658 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant b, mRNA 


INIVI UUny^^ 


Homo sapiens caanerm lb, type z (CDrllo), mKNA 


XTAyf AA/IA^I 


riomo sapiens cadnenn 12, type 2 (N-cadnenn 2) (CDH12), rnKNA 




riomo sapiens cytochrome P45U, subiamily US, polypeptide 1 (CYPzSlj, 

ITUxiN/V 


NM 052831 


Homo sapiens dJ55C23.6 gene (dJ55C23,6), mRNA 


IN jyi_^u J Zo 1 0 


Homo sapiens tnpartite motii-containing 31 (TR1M31), transcnpt vanant z, 

ml? XT A 


XIA/f 0<\7fil7 
INIVL__U3Zo 1 Z 


riomo sapiens tnpartite motit-contaming Id (IKiiVllDj, transcript vanant z, 

XlU\J.N.rV 


INIVX KJJJLyjJ 


nomo sapiens iransgiutaminase z* ^ i vjjvl / 7, mKJNA 


INIVI yj^^yj 1 


nomo sapiens putanve nuclear protein (^jnaaxCI ^ itikjna 


INIVI U«?Z>0 J 1 


nomo sapiens similar to KnoLrAr v^^j i oDU ), misJN A 


IN IVl^U jD£mZ.y 


nomo sapiens mpamte motii-contammg id ^iinJJVLID^, transcnpt vanant i, 
mRNA 


NM 018103 


Homo sapiens leucine-rich repeat-containing 5 (LRRC5), mRNA 


NM 014879 


Homo sapiens G protein-coupled receptor 105 (GPR105), mRNA 


NM 000797 


Homo sapiens dopamine receptor D4 (DRD4), mRNA 


NM 006596 


Homo sapiens polymerase (DNA directed), theta (POLQ), mRNA 


NM 052972 


Homo sapiens leucine-rich alpha-2-glycoprotein (LRG), mRNA 


NM 052967 


Homo sapiens mas-related G protein-coupled MRG (MRG), mRNA 


NM 052963 


Homo sapiens mitochondrial topoisomerase I (TOPIMT), mRNA 


NM 052962 


Homo sapiens class n cytokine receptor (rL22RA2), mRNA 
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NM 052961 


Homo saoiens solute carrier family 26, member 8 CSLC26A8), mRNA 


^M 052958 


Homo sapiens vestibule- 1 protein (VESTl), mRNA 


NM 052954 


Homo saoiens cysteine and tvrosine-rich orotein 1 fCYYRl)^ mRNA 


NM 052949 


Homo sapiens RAS guanyl releasing protein 4 (RASGRP4), mRNA 


NM 0S2934 


TTomn ^anieriQ solute carrier familv 26 member 9 fSLC26A9^ mRNA 




Homn «;anif*n<i te<?ti<; ^"npcifio 13 TTSCrAO^ mRNA 

XM\Jxkk\J OOl^iwllO L\i^dllO 3|JwV/XXl%^j I. -J V_«X X X <i^^) IIU.'N-L'^X V 


NM_052932 


Homo sapiens pro-oncosis receptor inducing membrane injury gene (PORIMIN), 
mRNA 


NM 052891 


HoTTirt Qanipn^ npntidofflvcan recognition nrotein-I-alolia nrecursor 
fPGLYRPIaloha'i mRNA 


NM 052888 


Homo sauiens KIAA0563-related gene flLOCl 14659), mRNA 


NM 052887 


Homo saniens Toll-interleukin 1 receotor fTIR) domain-containing adapter 
protein fURAPV mRNA 


NM 052886 


Homo saoiens mal, T-cell differentiation protein 2 (MAL2), mRNA 


NM 052882 


Homo saoiens zinc fineer. imorinted 3 fZIM3\ mRNA 


NM 052880 


Homo sapiens hypothetical protein MGC17330 flVIGC17330), mRNA 


NM 052875 


Homo sapiens hypothetical protein MGC10485 (MGC10485), mRNA 


NM 052874 


Homo sapiens syntaxinlB2 CSTX1B2), mRNA 


NM 052863 


Homo saoiens Dutative cytokine high in normal-1 (HIN-l), mRNA 


NM 052862 


Homo sapiens hypothetical protein MGC21854 (MGC21854), mRNA 


NM 052861 

X ^ XT JL ^ «^ V«r X 


Homo sapiens hypothetical protein MGC21675 (MGC21675\ mRNA 


NM 052853 


Homo sapiens hypothetical protein MGC20727 (MGC20727), mRNA 


NM 052848 


Homo saniens hvoothetical nrotein MGC20255 fMGC20255y mRNA 


NM 052845 


Homo sapiens hypothetical protein MGC20496 (MGC20496), mRNA 


MM" ft^7R49 

IN IVX V J ^ OtZr 


Hnmn QanipTi<: RPT 7-like 12 Tnroline rich'i rBCL''L12'i mRNA 


NM 052818 


Homo sapiens hypothetical gene CG018 (CG018), mRNA 




T-TrktT>r4 eo-r\i#*Tic tTiir»T"i^'HiV»iil^— Q ccrtr»'i«i1'<*rl r^tT^f^iTi 1 ll<yril" f*riaTn 3 alfinfl 
Xl.(JIIiU oaUlCIl^ IllLL/I ULUUUlC^aoolJL'ActlCLI ^ILILdli x li^ixL K^iiCLixi •/ ciijjiia 

(MAP1LC3A), mRNA 


IN iVJL yjZ^Z, O 7 


T-Trkmrt carti^nc cr\lii+<» r»«iTTii»r ■famil'V 13 ^QrtHilltn-HpTlPtlHprit dlcaThftXvlatft 
Xl.iiIIlU odLliwllo oUlUlC? UoAilCl Aaliiii^ A J ^oUUluiii u^^wiiuwAit uxwcxx WiVjr xtiw/ 

trari'^nnrter'^ member 3 f ST CI 3 A3^ mRNA 


NM 018835 


HoTTin <;anieTi^ olfactorv recentor familv 1 subfamilv IC member 1 fORlKl^. 

XX.\JXXX\J OCIL/X^XXO V/XXCXwLvX y X W l>V/X J XMXXXXAY Xj iijut^ jr aaava*a*^>i»» a ^-wr a-w a. 

mRNA 


NM_006750 


Homo sapiens syntrophin, beta 2 (dystrophin-associated protein Al, 59kD, basic 
comoonent 2"^ rSN'lB2> mRNA 


NM 033641 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant B, mRNA 


NM 001847 


Hnmn Qanipn<i collagen tvne TV alnha 6 f'COL4A6^ transcriot variant A. mRNA 


NM 004359 


Homo sapiens cell division cycle 34 (CDC34), mRNA 


NM 0^'^4Q'^ 


Hnmn <?anien<; cell divi«;ioTi cvcle 2-like 1 rPITSLRE oroteins'^ fCDC2Ll'^ 

transcript variant 9, mRNA 


NM 0334Q2 


Homo sanien*; cell division cvcle 2-like 1 CPITSLRE oroteins) fCDC2Ll\ 

x.x\JXXXv oCxUlwlld wViXX \,ix V xoiwxx vjrV/Xw ^ xxi\.\i/ X yx x x wx-/xx.»-> ^xv^vwAAAt^y \ ^^-"-^ *• ■ ' ^ / y 

transcript variant 8, mRNA 


NM 033491 


Homo <;anien<5 cell division cvcle 2-like 1 rPITSLRE nroteins) (CDC2LI) 

XX\JXXX\J dALrlV/iXO V^t^ll UXVXOlV^IX wYV»Xw ^ XX^W X yX X X U JL-<AX M.rf ww^p* AAAkjy \^ ■•^a^ >^ wm»^ J 7 

transcript variant 7, mRNA 


NM 0334Q0 


Wnmn QanimQ rpll divi«;ion cvcle 2-like 1 rPTT5?LRE oroteins^ CCDC2Ln 

XXUAiW.! oaLfiCAAo wwAl UiVIolvFIi L^VwAW ^ iUVW x XXL7X^XVX-« w tvxxxtjy ^^^x^v^^x^ xy^ 

transcript variant 6, mRNA 


NM O'^'^ARO 

IN AVA UJ J *T O ^ 


Hnmn c^tnimc c*p^\ Hivicinn rvrlp 9-likp 1 fPTTST RF nroteins^ rCDC2Ll'^ 

transcript variant 5 , mRNA 


NM_033488 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 4, mRNA 


NM_033487 


Homo sapiens cell division cycle 2-hke 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 3, mRNA 


NM 033486 


Homo sapiens cell division cycle 2-Iike 1 (PITSLRE proteins) (CDC2L1). 
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transcript variant 2, mRNA 


NM_001787 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 1, mRNA 


NM_005983 


Homo sapiens S-phase kinase-associated protem 2 (p45) (SKP2), transcnpt 
variant 1, mRNA 


NM_032637 


Homo sapiens S-pnase kinase-associated protein 2 (p45) (SKP2), transcnpt 
variant 2, mKN A 


INM 021^00 


Homo sapiens H4 histone family, member E (H4FE)5 mRNA 


XTTVyT AnO'7/IO 

JNJVl UUZ /HiS 


xiomo sapiens mitogen-activated protein Kinase o (iVlArivo), mKN A 


JNJVl UU3DZ/ 


riomo sapiens Jc12Jd nistone laimiy, member N (riZorN ), mKJNA 


MM 001000 


Homo sapiens ribosomal protein L39 (RPL39), mRNA 




TT _ ... * — _ - — _ 1 - ^ A**..!— TOO #* 1 1 T^T O O \ X. T A 

Homo sapiens nbosomal protem L3b (RPL38), mRNA 


X TK s r\r\r\c\c\c> 

NM 000998 


Homo sapiens nbosomal protein L37a (RPL37A), mRNA 


NM 000997 


Homo sapiens nbosomal protein L37 (RPL37), mRNA 


NM 022054 


Homo sapiens potassium channel, subfamily K, member 13 (KCNK13), mRNA 


NM_0211ol 


Homo sapiens potassium channel, subfamily K, member 10 (TREK-2) 

/^XTl" 1 A\ -^Xy XT A 

(KC.NK.10), mKN A 


JNiVl UU3y44 


Homo sapiens selenium binamg protein 1 (Slil.liNBx'l), mKN A 


JNJVl U33o4y 


Homo sapiens iibro blast growth tactor lo (rCji:* lo), transcnpt vanant 2, mKN A 


Knv>f f\C\A 11/1 


Jtiomo sapiens iibro blast growth lactor 13 (rCjr I3j, transcnpt vanant lA, mKN A 


NJVL UoJo4Z 


Homo sapiens fibroblast growth factor 13 (FGF13), transcript variant IB, mRNA 


XT\ yT A1 /TO'^A 

NM 0162/9 


Homo sapiens cadherm 9, type 2 (Tl-cadherm) (CDH9), mRNA 


NM_001796 


Homo sapiens cadherin 8, type 2 (CDH8), mRNA 


XTX It /\1 1 OO 1 

NM 031891 


Homo sapiens cadhenn 20, type 2 (CDH20), mRNA 


NM 006727 


Homo sapiens cadherin 10, type 2 (T2-cadherin) (CDHIO), mRNA 


NM 033671 


Homo sapiens cyclin B3 (CCNB3), transcnpt vanant 2, mRNA 


NM 033670 


Homo sapiens cyclm B3 (CCNB3), transcnpt vanant 1, mRNA 


NM_033379 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcnpt 
variant 2, mRNA 


XTTV yr AA1 TO/T 

NM_0017o6 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcnpt 
vanant i , mKJNA 




rlomo sapiens cadhenn 7, type 2 (CDH7), transcnpt variant b, mKN A 


XTTVyf All/Cyl/C 

NM U33o4o 


Homo sapiens cadherin 7, type 2 (CDH7), transcript variant a, mRNA 


XTTVyf (\^'^^'1A 
NM 01/ / j4 


Homo sapiens palmdelphin (PALMD), mRNA 


XTTVyf A^OQ'20 


Homo sapiens solute earner laimly 26, member 7 (SLC26A7), mRNA 


XTTVyf m CTI Q 
JNlVl U i O / 1 o 


Jtlomo sapiens testis speciiic, 14 (TSGA14), mRNA 


NM 015935 


Homo sapiens CGI-Ol protein (CGI-Ol), mRNA 


XTTVyf AI'ilOA 

NM 033 IZO 


Homo sapiens naked cuticle homolog 2 (Drosophila) (NKD2), mRNA 


XTAyf AO^A"!! 

NM 033O31 


Homo sapiens cyclm B3 (CCNB3), transcnpt vanant 3, mRNA 


NM 012068 


Homo sapiens activating transcription factor 5 (ATF5), mRNA 


XTTVyf A1 n 

NM 01901 / 


Homo sapiens CAl 1 (LOC56287), mRNA 


NM_0 18398 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta 3 subunit 

A /""TXT A '^TXOX T^T^T A 

(CACNA2D3), mRNA 


NM 01o319 


TT ^ _ ^ • ^ , 1 T^"V TA 1 Jl J* j_ X»T^T~vT^ < \ T* *V T A 

Homo sapiens tyrosyl-DNA phodphodiesterase (TDPl), mRNA 


NM_0 14404 


Homo sapiens calcium chaimel, voltage-dependent, gamma subunit 5 

A /^X T/~> ^ X T» X T A 

(CACNG5), mRNA 




Aiumo sapiens caicium cnannei, voiiage-aepenaeni, gamma suounit h- 
(CACNG4), mRNA 


NM 012114 


Homo sapiens caspase 14, apoptosis-related cysteine protease (CASP14), mRNA 


NM 006985 


Homo sapiens nuclear pore complex interacting protein (NPIP), mRNA 


NM 006816 


Homo sapiens chromosome 5 open reading frame 8 (C5orf8), mRNA 


NM 006539 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 3 
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fCACNGS), mRNA 


NM 004347 


Homo sapiens casnase 5. aDODtosis-related cysteine protease TCASPS'i mRNA 


NM 003862 


Homo sapiens fibroblast erowth factor 18 rFGFlSV transcript variant 1. mRNA 


NM 020770 


Homo sapiens cingulin (KIAA1319), n^RNA 


NM 030778 


Homo sapiens hvoothetical protein PR01331 fPR0133n mRNA 


NM 0049^^7 


Hnmo saniens Tnitndinn<irial ribo^jnmal nrntpin T,49 fMRPT 4Q^ ml^T^JA 


NM 031962 


Homo sapiens keratin associated protein 9.3 (KRTAP9.3), mRNA 


NM 031961 


Wntno ^anien^ Veraiin a^QOPiatpH nrntpin Q 9 rivT^TAPQ 9^ mPTsTA 

XXUlllw OOl^lVrXlO A.WXakXXl ClOOvk'XAbWU ^iUl^XLl ^X\_[V X ilXX\J.>xx 


NM_033456 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 

VCllXClllL X-/J XllX.XJ.^x^ 


NM 031854 


Homo sapiens keratin associated protein 4.12 (KRTAP4.12), mRNA 


ISjA/f O'^'^^S^ 
INlVi llJJ^rJJ 


XxOillU aapiClio p<JLabblLUII UllcUUlCiy otlOxdllllljr JV;^ mCIIlUCi / ^JVv^xNJV/ )^ U olloCrip L 
Vai Idlll X</j, IllXNJLNxnL 




XXVJilIV/ oalJlv^ilo ^i^LdOOliXXli V/Xidllxldj OlXUXaiillljr XXl&illU&l / I J^v^lNx^ / UailowllL/L 

variant R mRNA 

vcLijiaxit> x.'y xxxi.>>x^xx 


NM 033347 


Honnr* ^anicnss TiOtaQ^iiitn cViannpl Qnhfamilv mpmHpr 7 rKrr^N1<r7^ tranQcri'nt 

XXVIXXV/ Oa^XwlXO ^^JLOOOIUXXI VXlCUXllWIj dlXL/XaXXllIjr XXXWtXlliiJ^X 1 ^JIV.V_^X^ / LiAltOwXX^L 

variant A. mRNA 


NM 033191 


Homo sapiens keratin associated protein 9.4 rKAP9.4y mRNA 


NM 033061 


Homo sapiens keratin associated nrotein 4 7 rFCAP4 7^ mRNA 

XXV^XXAV/ OK&L/A^^XXU X^%^XCX|^XXX bXWftJX/\^XU bW^X |^l,V^kWXXl •« # 1 A.^^^ * * m $ J.XX«A.AJ.^X L 


NM 033188 


Homo sapiens keratin associated protein 4.5 fKAP4.5\ mRNA 


NM 033062 


Homo sapiens keratin associated protein 4 2 rKAP4 2^ mRNA 

^^X^XXA^^ ^V»X^X^^XXU X^^^«4A1pXXX ^^/X^ X%AW%^XX I^X^^lf^^XXX F*d^ l^^^X T • X^ f XXXX^X ^X m, 


NM 033059 


Homo sapiens keratin associated protein 4 14 rKAP4 14^ mRNA 


NM 033060 


Homo sapiens keratin associated protein 4.10 (KAP4.10), mRNA 


NM 033643 


Homr* 'ja'nipTi*! TiViAQfiTinal i^rntpin T.^fi ^RPT-'^^^ trancpri'nt variant 1 mPN^A 

xx\/xiE\j oa^x^xxo X XL/vysvxiiax i^xuL^XLX ^x\j. M^j\j ixcuiovXi^L veil XCI.IXt XXlXVX^xV 


NM 015414 


TTfimn ^anipnQ TiHriQomal nrotein T '^fi ^RPT ^fi^ lTan«ir"rint vjiriant 9 nnP"MA 

XX\^X11V^ 0C1|^XWX10 X XI_/V^O\7XXlCLl |i7XVFlwlll 1^J\J IXXX l^,J\Jj^ LX CIXXO vl 1 L/ k VOX iC&XXL XXXXVX^^^ 


NM O07'?09 


T-Tomr* Qani^^nQ TiV^AQr^mal "nmtf*in T rPPT triPMA 


NM 000996 


PTnmn ^anipn** TiV>f4<5nnria1 nrntpin T ^Ssi rPPT "^S A^ mPT*JA 

XX\^ilXV/ oCli^Xki'XXO X ICrV/oV^XXlClX I^XVi'i.&XLl X.tmJ'Ja. ^XVX X-^^^xV^j XILiVl^xV. 


NM 033637 


Hnmn <!anienQ lietfl-tranQdiinin rpnpat rrtntaininc TRTPf^^ tranQpTint vaTiant 1 

XXViXXlV OCiL^XwXXo UblCX'tX aiXoUiXwXil XWUWui w\<rIXLalXXlliK IX^XXW^fj iluXXawXXLIk VcLXXaiiL Xj 

mRNA 


NM 033345 


Homo sapiens reoulator of G-nrotein ^^iffnallinff 8 fRCiSS^ mRNA 


NM 033543 


Homo sapiens hvpothetical protein R29 124 1 rR29124 mRNA 


NM 033186 

^ ^Xv^ ^^^^^^ X ^^^^ 


Homo sapiens keratin associated protein 4 13 rKAP4 13"^ mRNA 


NM 033050 


Homo sapiens G protein-coupled receptor 91 rGPR91^ mRNA 

A A^/XXX^^ ^AAk^X^^XXh^ f*^ Vf^^XXX Vr^^ w^^^X^ff X V'^r^i^ W^^X X \ A A^^^ X ff ^ XXX&^^L ^ X^IL 


NM 032728 


Homo sapiens hvpothetical protein MGC 12921 fMGCl'^92n mRNA 

X. AX^XXXX^ KJ%^^J X^i/XXkJ JL±Y L/^/ CXX^i^ VX W&XX IrW XTX.X^ X ^ X 1 Xv^ X«i^ X ^ X # ^ XX aJLV-X ^ X x» 


NM 032910 


Homo sapiens hvpothetical nrotein MGC141 36 HVIGCl 41 Ifi'i mRNA 


NM 032857 


Homo sapiens mitochondrial ribosomal protein L56 fMRPL56'i mRNA 

AAX^XXXX^ h^VAji^ A AW XXXX VX^%^XX^^XX^XX XM^X X X ii^^^ W^irXX AmAX |MrX Iv^^XXX JU^«^ ^XTJLX-^JL — ^ J 3 Aa^XX^bX^X X- 


NM 032640 


Homo sapiens hvpothetical protein MGC 10526 fMGC10526'> mRNA 


NM 032560 


Homo sapiens MSTP033 protein (MSTP033), mRNA 


NM 032524 


Homo sapiens keratin associated protein 4.4 fKR.TAP4 4^ mRNA 


NM 032351 


Homo sapiens mitochondrial ribosomal protein L45 (MRPL45^ mRNA 


NM 031963 


Homo sapiens keratin associated protein 9.8 (KRTAP9.8), mRNA 


NM 031432 


Homo sapiens iiridine-cvtidine lcina*se 1 mC!lCl^ mRNA 

j-xv^xxiv.^ ijbxjL^x xkj vxx x\^iii^ V/ y llXXlll^ IVIXICIOW X 1 V.^Xs>. X Jy IXXXVX>xV 


NM 031289 


Homo sapiens hvoothetical nrotein MGP3146 rM"GC3146'^ mRNA 


NM 031269 


Homo sapiens PRO! 3R6 nrntein fPROl '^Rfi) mRNA 


NM 030975 


Homo sapiens keratin a<;<;ociated nrntein 0 9 rFCRXAP9 mRNA 

XXv/iXXV/ iJfc*^xx/*lo XV^XOLIXI cXOO\-/ wlA LVi<>Vx |Ji V-lk^XXl y^iVJ-V A xlJ. ^ llXXVX^xV 


NM 030817 


Homo sapiens hvnothetical nrotein DKF7n434F031S rDKF7P434F031 R'i 

XXX^iiiv ocx^xwxxo xxjr^V^UXwUVAX LIlVIL^lil xyjr^X i^YJ~J~X, \JmJ XVJ yXx^XVX £^x. "T^J^X XU X O 

mRNA 


NM 017970 


Homo sapiens hypothetical protein FLJ10008 (FLJ10008), mRNA 


NM 024510 


Homo sapiens hypothetical protein MGC4368 (MGC4368), mRNA 


NM 024325 


Homo sapiens hypothetical protein MGC 107 15 (MGC10715), mRNA 


NM 023914 


Homo sapiens G protein-coupled receptor 86 (GPR86), mRNA 


NM 022915 


Homo sapiens mitochondrial ribosomal protein L44 (MRPL44), mRNA 
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JNJVL_Uzz4oy 


Homo sapiens nypotneticai protein Jri^zi lyo simiisr lo proiein reiaiea lo 
Bno cerDcnis ^ri-»jzi i-^jj, itu\in/\ 


JNJVl UZZj44 


xiomo sapiens protein Kinase JNjmu-Jxi v.i^Jlviu-xvi nuviN/v 


iNivi uuzyzH 


rionio sapiens regujaior or o-proiein signajjing / ^^Jtvvjro / j, uikina 


XTTVif no A/1 AO 


rionio sapiens cnoiinergic receptor, nicotinic, aipna poiypeptiae lu ^^JlKJNiVlUJ, 
rniviN/Y 


xnv/f m S49n 

IN IVl \i JlD HjLKi 


jTLomo sapiens uiSjrz^jr^o^v^uH03 proLciii \JlJjsj^ £^ d\}h\j\jh\jd )y iiitvLN/\ 


IN iVl U I O J 3 3 


riomo Sapiens nqpuzjo proiein ^^i-rVjv^j izuz^, ituvin/v 


INlVl \jZ,\Jj l\j 


rxomo sapiens o proLein-coupiea receptor o** v.vjx jvoh^, iiiivrN/\ 


iNiVl K) i y U 1 0 


xiomo sapiens nypotnencai protein v^jtjljzuzoi niKjN/v. 


INiVL U I /O /Z 


fxomo sapiens nypomeucai protein x*i^zu^h-o ^ri^zu.?HO^, iniviN/\ 


INIVI UloJ/3 


Jtiomo sapiens nypotneticai protein ri^ i iz / 1 ^ri^ i iz/ 1), nuviNA 


xnv/f Al QOOO 
JNJVL UloZ// 


JnLomo sapiens nypotneticai protein ri^jiyjy:^^. yrx^j luyjzj, itikjna 


XT\/f Al CO/IO 


xionio sapiens nypotneticai protein rLJ iuoh/ ^pjlj xuoa / ), mKiNA 


JNJVl UioU^^ 


riomo sapiens niitocnonunai noosomai protein lao ^jviivrJLAoj, huvJN/v 


Xnv>f A1/^>1^Q 
INiVL UiO^Oo 


xiomo sapiens nypotneticai protein ^^-i^^^^ iz^i itlkjn/v 


JNJVl yji^yjyy 


riomo sapiens xK-Ui /oo protein ^JrJtvwi /Ooj, niKJNA 


JNIVI UlH-yOH- 


jtiomo sapiens jsjlaaiuoj protein ^jsj/\/viuoo mrsJN/\ 


NM 014859 


Homo sapiens KIAA0672 gene product (KIAA0672), mRNA 


JNiVL UlH-l /4 


Homo sapiens xiDr^\^i*Ki' protein (.-ti^x l^ih^), mJcsJNA 


JNJVl Ul4ljo 


Homo sapiens i7JvrZJr!>o4(JU4o3 protein ^JJJsJ^Z.rD04C/U403j5 mKJN A 


NM 015544 


Homo sapiens DKFZP564K1964 protein (DKFZP564K1964), mRNA 


JNJM Ul^^ool 


Homo sapiens B9 protein (B9), mRNA 


NM_0 12301 


Homo sapiens atropnm-1 interacting protein 1; activm receptor mteractmg 
protein L (Jsjaau/UjJ, itikjna 


JNJVl UUoojD 


Homo sapiens activating transcription factor 7 (ATF7), mRNA 


NM_005714 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant mKJN A 


NM 005756 


Homo sapiens G protein-coupled receptor 64 (GPR64), mRNA 


XnV/f AACO/CT 

JNJVl UUDZO/ 


Homo sapiens gap junction protein, alpha 8, 50kD (connexin 50) (GJA8), mRNA 


NM 003457 


Homo sapiens zinc finger protein 207 (ZNF207), mRNA 


NM_003184 


Homo sapiens TATA box bindmg protein (TBP)-associated factor, RNA 
pol3mierase U, B, 150kD (TAFzB), mRNA 


jNJVl_^UU307y 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily e, member 1 (SMARCEl), mRNA 


JNM_UU2ol5 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 1 1 
(PSMDll),mRNA 


XTAif AAOCTT 
JNJVL UUZD / / 


Homo sapiens pzl (CDKJNlAj-activatea Janase z (JrArLz), mKJN A 


JNJVl UU3oo/ 


Homo sapiens fibroblast growth factor 17 (FGF17), mRNA 


NM_003885 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 1 (p35) (CDK5R1), 

mKJNA 


NM_003939 


Homo sapiens beta-transducin repeat containing (BTRC), transcript variant 2, 
mKJNA 


NM 001208 


Homo sapiens basic transcription factor 3, like 1 (BTF3L1), mRNA 


iNM_u33500 


Homo sapiens hexokinase 1 (HKl), transcript variant 5, nuclear gene encoding 
mitochondrial protein, mRNA 




xiomo sapiens nexoKinase i ^JnJvi ^, transcript variant nucicar gene encoaing 
mitochondrial protein, mRNA 


NM_033497 


Homo sapiens hexokinase 1 (HKl), transcript variant 3, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033496 


Homo sapiens hexokinase 1 (HKl), transcript variant 2, nuclear gene encoding 
mitochondrial protein, mRNA 



344 

BNSDOCID: <WO 03074654A2J_> 



wo 03/074654 



PCTAJS03/05028 





TTomo ^anien^ SCAN domain-containins 2 fSCAN132^ transcriDt variant 6. 
mKNA 


NM 033636 


Homo sarjiens SCAN domain-containinff 2 fSCAND2\ transcriDt variant 5. 
mRNA 


NM 033635 


Homo saniens SCAN domain-containins 2 fSCANlD2V transcriDt variant 4, 
mRNA 


NM 033634 


Homo saniens SCAN domain-containins 2 fSCAND2^ transcriDt variant 3. 
mRNA 


NM 033633 


Homo saniens SCAN domain-containine 2 fSCAND2V transcript variant 2, 
mRNA 


NM 022050 


Homo saniens SCAN domain-containine 2 f SCAND2\ transcript variant 1 , 
mRNA 


NM 033467 


Homo sapiens membrane metallo-endopeptidase-like 2 (MMEL2), mRNA 


NM 0*^2409 


Homo saniens PTEN induced nutative kinase 1 fPINKl\ mRNA 


NM 013267 


Homo sapiens breast cell glutaminase (GA), mRNA 


NM 004729 


Homo saniens Ac-like transoosable element TALTE^ mRNA 


NM 004192 


Homo sapiens acetylserotonin O-methyltransferase-like (ASMTL), mRNA 


NM 0021 1 S 


Homo Qanipn<5 bexoloria^e 3 ^wViite cell^ rHTC3"^ nuclear cene encoding 
mitocVinndrial "nrotein mRNA 


NM 000188 


Homo ^anien*; Hexokinase 1 rHTCl^ transcrint variant 1 nuclear sene encodins 
mitocHondrial nrotein. mRNA 


NM 004728 


Homo saniens DEAD/H fAso-Glu-Ala-Asn/His^ box DolvDentide 21 (DDX21), 
mRNA 


NM 022148 


Homo sapiens cvtokine receotor-like factor 2 (CRLF2), mRNA 


NM 022337 


Homo sapiens RAB38, member RAS oncogene family (RAB38), mRNA 


NM 016428 


Homo sapiens NESH protein (NESH), mRNA 


NM 016227 


Homo sapiens chromosome 1 open reading frame 9 (Clorf9), mRNA 


NM 014283 


Homo sapiens chromosome 1 open reading frame 9 (Clorf9), mRNA 


NM 018475 


Homo sapiens TPA reoulated locus (TPARL), mRNA 


NM 020461 


Homo sapiens eamma-tubulin complex component (GCP6), nJlNA 


NM 030934 


Homo sapiens chromosome 1 open reading frame 25 (Clorf25), mRNA 


NM 030933 


Homo sapiens chromosome 1 open reading frame 14 (Clorfl4), mRNA 


NM 030769 


Homo sapiens chromosome 1 open reading frame 13 (ClorflS), mRNA 


NM 016604 


Homo sapiens chromosome 5 open reading frame 7 (C5orf7), mRNA 


NM 016605 


Homo saniens chromosome 5 onen readin^r frame 6 rC5orf6^ mRNA 

A. ^\./ A A-IV/ lju X wX XO wX XX V^XX M\^%D\J LX. XW ^ \J L^^^XX X CAVA XXX j» XX CAXXaX^ X/ ^ ^^^^ VA ^ V j ^ A A AA-^A- ^ A ^ 


NM 016603 


Homo sapiens chromosome 5 open reading frame 5 (C5orf5), mRNA 


NM 014144 


Homo sapiens chromosome 1 1 open reading frame 21 (CI lorfZl), mRNA 


NM 033508 


Homo sampns Qliicokinsisf* rfipvolrinasp 4 matiirilv^ onset diabetes of the voun& 

2) (GCK), transcript variant 3, nuclear gene encoding mitochondrial protein, 
mRNA 


NM 033507 


Homo sanipns txlimnVinaQp TliPifnVinaQp 4 maniritv onset diabete*? of the vounff 
Y\ rCrCTC^ transPTint variant 9 niinlpar cene encodino" mitochondrial nrotein 

niRNA 


NM 000162 


Homo saniens ^lucokinase Hiexolcinase 4 maturitv onset diabetes of the vouns 

A*«A%^X AAX^ L/X wX XO X ^A^^ VyxVAXXCA V XX^^^V\,^XVXXX%<4-^%«' ^* * XX X%>A t^\iAX X « T ^^XXi^^/ W V*^X ^ V^^^ A VA A^^ T Xi^ ^iAAA 

2) (GCK), transcript variant 1, nuclear gene encoding mitochondrial protein, 
mRNA 


NM 025241 


Homo sapiens UBX domain-containing 1 (UBXDl), mRNA 


NM 002098 


Homo sapiens guanylate cyclase activator IB (retina) (GUCAIB), mRNA 


NM 003137 


Homo sapiens SFRS protein kinase 1 (SRPKl), mRNA 


NM_003064 


Homo sapiens secretory leukocyte protease inhibitor (antileukoproteinase) 
(SLPI), mRNA 


NM 033484 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 2, mRNA 
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NM 012176 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 1 , mRNA 


NM_000400 


Homo sapiens excision repair cross-complementing rodent repair deiiciency, 
complementation group 2 (xeroderma pigmentosum D) (ERCC2), mRNA 


NM 014266 


Homo sapiens DNAX-activation protein 10 (DAP 10), mRNA 


NM 002821 


Homo sapiens PTK7 protein tyrosine kinase 7 (PTK7), mRNA 


NM_033502 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcnpt 

variant 1 , mRNA 


NM_033501 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
vanant 2, mRNA 


NM_018415 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 

variant 3, mRNA 


NM 000994 


Homo sapiens ribosomal protein L32 (RPL32), mRNA 


NM_033437 


Homo sapiens phosphodiesterase 5A, cGMP-specmc (PDE5 A), transcnpt vanant 
3, mRNA 


NM_033431 


Homo sapiens phosphodiesterase 5 A, cGMP-specinc (PDE5 A), transcnpt vanant 
4, mRNA • 


NM_033430 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5 A), transcnpt vanant 
2, mRNA 


NM_001083 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5 A), transcnpt vanant 
1, mRNA 


NM 000189 


Homo sapiens hexokmase 2 (HK2), mRNA 


NM 0331S5 


Homo sapiens keratin associated protein 3.3 (KAP3.3), mRNA 


NM 031959 


Homo sapiens keratm associated protein 3.2 (KRTAP3.2), mRNA 


NM 033481 


Homo sapiens F-box only protein 9 {FBX09), transcnpt vanant 3, mRNA 


NM 033480 


Homo sapiens F-box only protem 9 (rBX09), transcript vanant 2, mRNA 


NM 012347 


Homo sapiens F-box only protein 9 (FBX09), transcript vanant 1, mRNA 


NM 033506 


Homo sapiens F-box only protein 24 (FBX024), transcnpt vanant 1 , mRNA 


NM 012172 


Homo sapiens F-box only protein 24 (FBX024), transcript variant 2, mRNA 


NM 012179 


Homo sapiens F-box only protein 7 (FBX07)5 mRNA 


NM 018438 


Homo sapiens F-box only protein 6 (FBX06), mRNA 


NM 012177 


Homo sapiens F-box only protein 5 (FBX05), mRNA 


NM 032145 


Homo sapiens F-box protem 30 (FBXO30), mRNA 


NM_003S13 


Homo sapiens a dismtegnn and metalloproteinase domam 21 (ADAM21), 
mRNA 


NM_003814 


Homo sapiens a dismtegrin and metalloproteinase domain 20 (ADAM20), 
mRNA 


NM 015698 


Homo sapiens T54 protein (T54), mRNA 


NM 033222 


Homo sapiens PC4 and SFRSl interacting protein 2 (PSIP2), mRNA 


NM 002887 


Homo sapiens arginyl-tRNA synthetase (RARS), mRNA 


NM 033084 


Homo sapiens Fanconi anemia, complementation group D2 (FANCD2), mRNA 


NM 014005 


Homo sapiens protocadhenn alpha 9 (PCDHA9), transcnpt vanant 2, mRNA 


NM 018902 


Homo sapiens protocadherin alpha 1 1 (PCDHAl 1), transcript variant 1, mRNA 


NM_031882 


Homo sapiens protocadhenn alpha subfamily C, 1 (PCDHACl), transcnpt 
variant 2, mRNA 


NM_0 18898 


Homo sapiens protocadhenn alpha subfamily C, 1 (PCDHACl), transcnpt 
vanant 1, mRNA 


JNJVl_UJlo5J 


rlomo sapiens protocadnenn alpna suDiamily C^, ^ v.JrL.uriAi^z^, transcnpt 
variant 2, mRNA 


NM_0 18899 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 1, mRNA 


NM 019119 


Homo sapiens protocadherin beta 9 (PCDHB9), mRNA 


NM 018916 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
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variant 1 mRNA 1 


NM 032704 


Homo sapiens tubulin alpha 6 (TUBA6), mRNA 1 


MM 032407 


Homo saniens nrotocadherin sanima subfamily C, 5 (PCDHGC5\ transcript 1 
variant 2, mRNA 


NM 018929 


Homo saniens nrotocadherin eanima subfamily C, 5 fPCDHGCS), transcript 1 
variant 1, mRNA 


NM 032406 

X ^XTA i^WW 


Homo saniens nrotocadherin eamma subfamily C, 4 (PCDHGC4), transcript 1 
variant 2, mRNA 


NM 018928 


Homo saniens nrotocadherin eamma subfamily C, 4 (PCDHGC4), transcript 1 
variant 1, mRNA 


NM 032101 


Homo saniens nrotocadherin gamma subfamily B, 7 (PCDHGB7), transcript 1 
variant 2, mRNA 


NM 018927 


Homo saniens nrotocadherin samma subfamily B, 7 (PCDHGB7\ transcript 
variant 1, mRNA 


NM 032099 

X^XVX \J mJ ^ ^ 


Homo saniens nrotocadherin camma subfamily B, 5 fPCDHGB5), transcript 
variant 2, mRNA 


NM 018925 


Homo saniens nrotocadherin camma subfamily B. 5 fPCDHGBSV transcript 1 
variant 1, niRN A 


NM 032100 

X ^ XVX \y ^ X* X Vr vr 


Homo saniens nrotocadherin samma subfamily B, 6 fPCDHGB6V transcript 
variant 2, mRNA 


NM 018926 


Homo <^ aniens nrotocadherin samma subfamily B. 6 fPCDHGB6\ transcript 1 
variant 1 , mRNA 


NM 0*^7097 


Wnmn QanieiTs nrotocadherin ffanrma subfamilv B 3 (T*CDHGB3\ transcrint 1 

XXV/Xllw 0CX|,/XwX1.0 |JX \Jt.\/wCI VJlXVrfX XIX JjCI X X X J V* UUVXMXXXXAT — ' yX Vi^X.^Xi&^^.'^ai'y y M VAAAk^VA A^^b ■ 

variant 2, mRNA 


NM 018924 


Homo «;aniens nrotocadherin samma subfamilv B. 3 fPC]DHGB3V transcrint 

J^JL^^XaAV^ iJbAL^A^^AAO L^A V^^^^bft^^XA^^A AA A a^^aAA^AAA*a ^#^«a^^jl%aaa aaa t a ^^Am^^a^^^ ■ ^ a »^ «^ i 

variant 1, mRNA 


NM 032096 


Homo saniens nrotocadherin samma subfamily B, 2 CPCDHGB2), transcript 1 

^ ^^^^^^^^ ^^«#Ak^ A ^^A Al^ m^mt X^ ^#%^^A A A ^0 1 A~A A ^^aM^AA AA *^ ■ "^^^ 3 X.^^ - ^ m ^ ' " • ^ \ 

variant 2, mRNA 


NM 018923 


Homo saniens nrotocadherin samma subfamily B, 2 (PCDHGB2), transcript 1 
variant 1, mRNA 


NM 032095 


Homo saniens nrotocadherin samma subfamily B, 1 (PCDHGBl), transcript 1 

AAA^^ ^Jwft A^^A A^^ A 1*^^ vA wAA A^#^A AAA JH^ft* A A AAA Aftw ft^ft^ Aftw*<&*A* » ft ^ ft -^piF-^^' ^» ^» ^ m ^ ^^•••^ w ^ W~ 1 

variant 2, mRNA 


NM 018922 


Homo saniens nrotocadherin samma subfamilv B. 1 fPCDHGBl\ transcript 1 
variant 1, mRNA 


NM 032089 


Homo saniens nrotocadherin samma subfamily A. 9 fPCDHGA9\ transcript 

AvJL^^AaA^^ ^3U»|^A%^AAw I^A fc^^^^fcA^AAAVr a AAA f^A* AA AA AA%A W v^fti' Aft^AAAA A j A ^ ft A -^^^^^^-^^4 yj ft** ^f-* ■ 

variant 2, mRNA 


NM 018921 


Homo saniens nrotocadherin samma subfamily A, 9 (PCDHGA9), transcript 
variant 1, mRNA 1 


NM 032088 


Homo sapiens protocadherin gamma subfamily A, 8 (PCDHGA8), transcript 1 
variant 1, mRNA 


NM 014004 


Homo sapiens protocadherin gamma subfamily A, 8 (PCDHGA8), transcript 1 
variant 2, mRNA 


NM 032853 


Homo saniens hypothetical protein FLJ 14868 (FLJ 14868), mRNA 


NM 032589 


Homo sapiens Down syndrome critical region gene 8 (DSCR8), mRNA 1 


NM 032087 

X ^ X TX V w V / 


Homo «;aniens nrotocadherin samma subfamilv A. 7 fPCDHGA7^. transcrint 1 

X-XVyX A^V^ O^A A^ X^^XXO w-^^ b^^\^WB^J>AXvX AAA f\J^ A A^A A AAA ^ WA^/ AftiAAA AA A T A Aft / ^^A«^ A ^ A A # f ^ VA «A AAw V^A ' | 

variant 2, mRNA 


NM_0 18920 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 1 

variant 1 , mRNA 


NM_0320S6 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 1 
variant 2, mRNA 


NM_018919 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 1 

variant 1 , niRNA 1 
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NM_032054 


Homo sapiens protocadhenn gamma subfamily A, 5 (PCDHGA5), transcnpt 
variant 2, mRNA 


NM_018918 


Homo sapiens protocadhenn gamma subfamily A, S (FCDHGAS), transcnpt 

variant 1 , mRNA 


NM_032053 


Homo sapiens protocadhenn gamma subfaimly A, 4 (PCDHGA4), transcnpt 
variant 2, mRNA 


NM_018917 


Homo sapiens protocadhenn gamma subfamily A, 4 (PCDHGA4), transcnpt 

variant 1, mRNA 


NM_032011 


Homo sapiens protocadhenn gamma subfamily A, 3 (PCDHGA3), transcnpt 
variant 2, mRNA 


NM_032009 


Homo sapiens protocadhenn gamma subfamily A, 2 (PCDHGA2), transcnpt 
variant 2, mRNA 


NM_018915 


Homo sapiens protocadhenn gamma subfaimly A, 2 (PCDHGA2), transcnpt 
variant 1 , mRNA 


NM_031993 


"■•I" • j11* 1 *1 A 1 /Tr»^"1 1 '\.TT A 1 \ " J. 

Homo sapiens protocadhenn gamma subfamily A, 1 (PCDHGAl), transcnpt 
variant 2, mRNA 


NM_032092 


"WW ' J 11 • 1 *1 A 11 AW^^ 1I'^TT/^1 A 1 1 \ ^ ' J. 

Homo sapiens protocadhenn gamma subfamily A, 11 (PCDHGAl 1), transcnpt 

variant 3, mRNA 


NM_018912 


TT • M 11 ' 1 /* "1 A 1 /'Tpv y — ^ 1 '^TT A 1 \ J- * A 

Homo sapiens protocadhenn gamma subfamily A, 1 (PCDHGAl), transcnpt 
variant 1, mRNA 


NM_032091 


Homo sapiens protocadhenn gamma subfamily A, 11 (PCDHGAl 1), transcript 
variant 2, mRNA 


NM_018914 


Homo sapiens protocadhenn gamma subfamily A, 1 1 (PCDHGAl 1), transcnpt 
variant 1, mRNA 


NM_032090 


Homo sapiens protocadhenn gamma subfamily A, 10 (PCDHGAl 0), transcnpt 
vanant 2, mRNA 


NM_018913 


Homo sapiens protocadhenn gamma subfamily A, 10 (PCDHGAl 0), transcript 
variant 1, mRNA 


XTTV>f Aim OA 

INM Uiyi2U 


Homo sapiens protocadhenn beta o (JrCiJixDo), rnKJNA 


jNjyi uioy4u 


xlomo sapiens protocadnenn oeta / yry^xjjAM i niKJN A 


XTTVvT A1 00*50 


Homo sapiens protocadhenn beta o (rCDHbo), mKJNA 


XTTVyf A1 C/C/CA 

jnjvi ui3ooy 


xlomo sapiens protocadhenn beta d (rUUriiso mKJNA 


XTA Jf 0100*30 


Homo sapiens protocadhenn beta 4 (i'Cl-/JnUt>4j, mKJNA 


XTX>r A1 000*7 


Homo sapiens protocadhenn beta 3 (PCDJHLBi), mKJNA 


XTAyT A1 CO'li^ 

JNJVI UioyJo 


xlomo sapiens protocadhenn beta L (^rUUxioz), mtsJNA 


XTA JT A 1 Q T /I A 
JNJVI 


Homo sapiens protocadhenn beta 1 (rCUJblrJ i mKJNA 


JNJVI uzuy 3 / 


JdLomo sapiens protocadhenn beta lo (^r^wUxirJio^, mKJNA 


JNJVI UloyiD 


xlomo sapiens protocadhenn beta l^ (Jt^^jjxIdIdj, mKJNA 


JNJVI Uloy34 


xiomo sapiens protocadnenn beta 14 ^JrV_^jJxiJ3i4^5 mKJNA 


XTAyT Al OQII 


Homo sapiens protocadhenn beta 13 (PCDHJbJli), mKJNA 


"N.TA yf A 1 O n O O 

iNivi (jjoyjz 


Homo sapiens protocauhenn beta 1/ (Ji^CDHHlz), mKJNA 


InJVI Uioyil 


Homo sapiens protocadhenn beta 1 i (x'CDHHl 1 j, mKJNA 


NJS4 ()lo930 


Homo sapiens protocadnenn beta 10 (PCDHBIO), mKNA 


XTAyff AO IOC? 

NJVl U3io57 


Homo sapiens protocadhenn alpha 9 (PCDHA9), transcript variant 1 , mRNA 


XTK >r Allocs 

NJVL 031856 


Homo sapiens protocadhenn alpha 8 (PCDHA8), transcript variant 2, mRNA 


XTTV /f A 1 O A 1 1 

NJVl uloyil 


Homo sapiens protocadhenn alpha 8 (PCDHA8), transcript variant 1 , mRNA 


iNiVJL yJOLO^jL 


xauiiiu ddpicns proiocauncrm aipna / \!C\^xJJixt\. 1 7, ixcinDi/npL vanani z, riix\j.>A 


NM 018910 


Homo sapiens protocadhenn alpha 7 (PCDHA7), transcript variant 1, mRNA 


NM 031501 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 2, mRNA 


NM 018908 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 1, mRNA 


NM 031500 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 2, mRNA 


NM 018907 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 1, mRNA 
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NM 031497 



NM 018906 

NM 031496 



NM 031495 
NM 018905 



Homo sapiens protocadherin alpha 3 (PCDHA3), transcript variant 2, mRNA 

Homo sapiens protocadherin alpha 3 (PCDHA3), transcript variant 1, mRNA 

Homo sapien s protocadherin alpha 2 (PCDHA2), transcript variant 3, mRNA 
— . — : — : ^/-it-nttaox j ^ *o •^oxta 



Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 2, mRNA 
Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 1, mRNA 



NM 03 141 1 I Homo sapiens protocadherin alpha 1 (PCDHAl), transcript variant 3, mRNA 



NM 031410 



NM 018900 



Homo sapiens protocadherin alpha 1 (PCDHAl), transcript variant 2, mRNA 
Homo sapiens prot ocadherin alpha 1 (PCDHAl), transcript variant 1, mRNA 



NM 03 1 865 I Homo sapiens protocadherin alpha 1 3 (PCDHAl 3), transcript variant 2, mRNA 



NM 018904 1 Homo sa piens protocadherin alpha 13 (PCDHAl 3), transcript variant 1, mRNA 

" Hrr . : : ■, ■• y /-p«^t^tt * /r\ .. i ^•DVTA 



NM 031849 
NM 031864 



Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 3, mRNA 
Homo sapiens protocadherin alpha 12 (PCDHAl 2), transcript variant 2, mRNA 



NM 031848 I Homo sapiens proto cadherin alpha 6 (PCDHA6), transcript variant 2, mRNA 

■■ " h^n . : : ^ /-» at^^t^tt a -i ^\ •—4. i *,VDX 



NM 018903 I Homo sapiens prot ocadherin alpha 12 (PCDHAl 2), transcript variant iTmRNA 

■ _ ^ : : 7^ ^ i at^^t^tt a i i \ -i .* * , o ^t?xt A 



NM 031861 1 Homo sapiens proto cadherin alpha 1 1 (PCDHAl 1), transcript variant 27mRNA 

_ \-ZZ . : / * . ^ ^^r^^r a ^\ ^ 1^4. 1 ^t>XTA 



NM 018909 
NM 031860 



Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 1 , mRNA 
Homo sapiens protocadherin alpha 10 (PCDHAIO), transcript variant 3, mRNA 



NM 031859 I Homo sapiens protocadherin alpha 10 (PCDHAIO), transcript variant 2, mRNA 
" ^ hzr . — : t; 11 ^^T-vTT A t /\\ J 4. i ♦*^T5XT a 



NM 018901 I Homo sapiens protocadherin alpha 10 (PCDHAIO), transcript variant 1, mRNA 



NM 015429 Homo sapiens bKFZP586L2024 protein (NESHBP), mRNA 



NM 031481 



Homo sapiens solute carrier family 25, (mitochondrial carrier), member 18 
(SLC25A18),niRNA 



NM 031442 



NM 030762 



X"-^-^— — — — y 3 

Homo sapiens brain cell membrane protein 1 (BCMPl), mRNA 

Homo sapiens basic helix-loop-helix domain containing, class B, 3 (BHLEnB3), 
mRNA 



NM 023035 



NM 014487 



NM 025239 



NM 024859 



NM 000575 



NM 005348 



NM 006900 



Homo sapiens 
(CACNAIA), 



calcium channel, voltage-dependent, P/Q type, alpha 1 A subunit 
transcript variant 2^ mRNA 



Homo sapiens nucleolar cysteine-rich protein (HSA6591), mRNA 
Homo sapiens programmed death ligand 2 (PDL2), mRNA 



Homo sapiens hypothetical protein FLJ21687 (FLJ21687), mRNA 



Homo sapiens interleukin 1, alpha (ILIA), mRNA 



Homo sapiens heat shock 90kD protein 1, alpha (HSPCA), mRNA 



Homo sapiens interferon, alpha 13 (1FNA13), mRNA 



NM 023067 



Homo sapiens forkhead transcription factor FOXL2 (BPES), mRNA 



NM 022552 



NM 022346 



NM 022119 



NM 022062 



Homo sapiens DNA (cytosine-5-)-methyltransferase 3 alpha (DNMT3 A), mRNA 

Homo sapiens chromosome condensation protein G (HCAP-G), mRNA 

Homo sapiens protease, serine, 22 (PRSS22), mRNA 

Homo sapiens PBX/knotted 1 homeobox 2 (PKNOX2). mRNA 



NM 018665 



Homo sapiens DEAD-box protein (HAGE), mRNA 



NM 004614 



NM 020346 



Homo sapiens thymidine kinase 2, mitochondrial (TK2), mRNA 

Homo sapiens solute carrier family 17 (sodium-dependent inorganic phosphate 
cotransporter), member 6 (SLC17A6), mRNA 



NM 020309 



Homo sapiens 
cotransporter). 



solute carrier family 17 (sodium-dependent inorganic phosphate 
member 7 (SLC17A7), mRNA 



NM 020131 



Homo sapiens chromosome 1 open reading frame 6 (Clorf6), mRNA 



NM 017444 



Homo sapiens chromatin accessibility complex 1 (CHRACl), mRNA 



NM 016260 



NM 015510 



Homo sapiens zinc finger protein, subfamily 1 A> 2 (Helios) (ZNFNl A2), mRNA 



Homo sapiens DKFZP566O084 protein (DKFZp566O084). mKNA 



NM 014433 



Homo sapiens rhabdoid tumor deletion region gene 1 (RTDRl), mRNA 



NM 014312 



NM 004539 



Homo sapiens cortical thymocyte receptor (X. laevis CTX) like (CTXL), mRNA 
Homo sapiens asparaginyl-tRNA synthetase Q^ARS), mRNA 



NM 013284 



Homo sapiais polymerase (DNA directed), mu (FOLM), mRNA 
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MM 013274 


Homo sapieais polymerase (DNA directed), lambda (POLL), mRNA 


NM 003235 


Homo sapiens thyroglobulin (TG). mRNA 


NM 001963 


Homo sapiens epidermal growth factor (beta-urogastrone) (EGF), mRNA 


NM 007158 


Homo sapiens NEAS-related gene (D1S155E), mRNA 


NM 007000 


Homo sapiens uroplakin lA (UPKIA), mRNA 


NM 006947 


Homo sapiens signal recognition particle 72kD (SRP72), mRNA 


NM 006892 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3 beta (DNMT3B), mRNA 


NM 006760 


Homo sapiens uroplakin 2 (UPK2), mRNA 


NM 006691 


Homo sapiens extracellular link domain-containing 1 (XLBCDl), mRNA 


NM 006572 

1 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 13 
(GNA13), mRNA 


NM 006494 


Homo sapiens Ets2 repressor factor (ERF), mRNA 


NM_^006352 


Homo sapiens zinc finger protein 238 (ZNF238), mRNA 1 


NM 006082 


Homo sapiens tubulin, alpha, ubiquitous (K-ALPHA-1), mRNA I 


NM_005084 


Homo sapiens phospholipase A2, group VU (platelet-activating factor 1 

acetylhydrolase, plasma) (PLA2G7), mRNA 


NM 004999 


Homo sapiens myosin VI (MY 06), mRNA 


NM_004937 


Homo sapiens cystinosis, nephropathic (CTNS), mRNA 1 


NM_004212 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 1 
member 2 (SLC28A2), mRNA 


NM_004555 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 1 
dependent 3 (NFATC3), mRNA 


NM_004554 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineixrin- 
dependent 4 OSTFATCA), mRNA 


NM_000695 


Homo sapiens aldehyde dehydrogenase 3 family, member B2 (ALDH3B2), 
mRNA 


NM_000373 


Homo sapiens uridine monophosphate synthetase (orotate phosphoribosyl 1 
transferase and orotidine-5 '-decarboxylase) (UMPS), mRNA 


NM_003332 


Homo sapiens TYRO protein tyrosine kinase binding protein (TYROBP), 1 
mRNA 


NM 000367 


1 Homo sapiens thiopurine S-methyltransferase (TPMT), mRNA | 


NM_001250 


1 Homo sapiens tumor necrosis factor receptor superfamily, member 5 1 
(TNFRSF5), mRNA 


NM_002S80 


Homo sapiens v-raf-l murine leukemia viral oncogene homolog 1 (RAFl), 1 
mRNA 


NM_0O3978 


Homo sapiens proline-serine-threonine phosphatase interacting protein 1 1 
(PSTPIPl), mRNA 


NM 003627 


Homo sapiens prostate cancer overexpressed gene 1 (POVl), mRNA | 


NM_002557 


Homo sapiens oviductal glycoprotein 1, 120kD (mucin 9, oviductin) (OVGPl), 1 
mRNA 


NM_002541 

1 


Homo sapiens oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) 1 
(OGDH), mRNA 


NM 000406 


Homo sapiens gonadotropin-releasing hormone receptor (GNRHR), mRNA j 


NM 001979 


Homo sapiens epoxide hydrolase 2, cytoplasmic (EPHX2), mRNA 1 


NM 001761 


Homo sapiens cyclin F (CCNF), mRNA 1 


NM_001190 


Homo sapiens branched chain aminotransferase 2, mitochondrial (BCAT2), 1 
mRNA 


NM .000485 


Homo sapiens adenine phosphoribosyltransferase (APRT), mRNA 1 


NM 033514 


Homo sapiens pinch-2 (TLOC96626), mRNA 1 


NM 033495 


Homo sapiens KIAA1309 protein (KIAA1309), mRNA 1 


NM_022436 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 5 (sterolin 1 

1 1) (ABCG5), mRNA 1 
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NM 016333 



NM 012412 



NM 001897 



NM 031420 



NM 020393 



NM 015956 



NM 004537 



NM 033504 



Homo sapiens serine/arginine repetitive matrix 2 (SRRM2), mRNA 



Homo sapiens histone H2A.F/Z variant (H2AV), mKNA 



Homo sapiens chondroitin sulfate proteoglycan 4 (melanoma-associated) 
(CSPG4). mRNA 



Homo sapiens mitochondrial ribosomal protein L9 (MRPL9), n^NA 



Homo sapiens hypothetical protein SBBI67 (LOCS711S), mRNA 

TT • 1a. T 1*^1 ^ ^\ ^^^4-^;^ T A rKJTtyDT A\ ■»^T> 



(MRPL4)^ 



Homo sapiens nucleosome assembly protein 1-like 1 (NAPILI), mRNA 



Homo sapiens CAC-1 (CAC-1), mRNA 



NM 033503 



Homo sapiens Bcl-2 modifying factor (BMF), mRNA 



NM 022059 



Homo sapiens chemokine (C-X-C motif) ligand 16 (CXCL16), mRNA 



NM 022048 



Homo sapiens casein kinase 1, gamma 1 (CSNKIGI), mRNA 



NM 019009 



Homo sapiens Toll-interacting protein (TOLLIP), mRNA 



NM 018058 



Homo sapiens cartilage acidic protein 1 (CRTACl), mRNA 



NM 017443 



Homo sapiens polymerase ^NA directed), epsilon 3 (pi 7 subunit) (POLE3), 
mRNA 



NM 007359 



Homo sapiens MLN51 protein (MLN51), mRNA 



NM 030956 



Homo sapiens toll-like receptor 10 (TLRIO), mRNA 



NM 020653 



Homo sapiens zinc finger protein 287 (ZNF287), mRNA 



NM 020652 



Homo sapiens zinc finger protein 286 (ZNF286), mRNA 



NM 020365 



Homo sapiens eukaryotic translation initiation factor 2B, subunit 3 (gamma, 
58kD) (EIF2B3), mRNA 



NM 013432 



Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor>like 2 (NFKBIL2), mRNA 



NM 003740 



Homo sapiens potassium channel, subfamily K, member 5 (TASK-2) (KCNK5), 
mRNA 



NM 033311 



Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 3, mRNA 



NM 033310 



Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 2, mRNA 



NM 016611 



Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 1, mRNA 



NM 033360 



Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 

(KRAS2), transcript variant a, mRNA 



NM 004985 



Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 
(KRAS2), transcript variant b, mRNA 



NM 022442 



Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 3, mRNA 



NM 021988 



Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 1, mRNA 



NM 003349 



Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 2, mRNA 



NM 003546 



NM 003541 



NM 003536 



Homo sapiens H4 histone family, member K (H4FK), mRNA 
Homo sapiens H4 histone family, member D (H4FD), mRNA 
Homo sapiens H3 histone family, member K (H3FK), mRNA 



NM 003535 



NM 003533 



NM 003521 



NM 003520 



Homo sapiens H3 histone family, member J (H3FJ), mRNA 
Homo sapiens H3 histone family, member F (H3FF), mRNA 
Homo sapiens H2B histone family, member E (H2BFE), inRNA 
Homo sapiens H2B histone family, member D (H2BFD), mRNA 



NM 003519 



NM 003514 



NM 003511 



Homo sapiens H2B histone family, member C (H2BFC), mRNA 
Homo sapiens H2A histone family, member N (H2AFN), mRNA 
Homo sapiens H2A histone family, member I (H2AFI), mRNA 
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NM 005322 


Homo sapiens HI histone lamiiy, memDer D (^JturD;, hikjn/v 


MM 021066 


Homo sapiens H2A histone family, member E (H2AFE), mRNA 1 


NM 003510 


Homo sapiens H2A histone family, member u (HzArUj, mKJNA 


NM 003509 


Homo sapiens H2A histone family, member C (H2AFC), miRNA 1 


NM_033358 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CAbroj, transcript 
variant E, mRNA 


NM_033357 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CAbl^o), transcript 
variant D, mRNA 


NM_033356 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP 8),. transcript 
variant C, mRNA 


NM_033355 


Homo sapiens caspase 8, apoptosis-related cysteme protease (CASP8), transcript 
variant B, mRNA 


NM_001228 


Homo sapiens caspase 8, apoptosis-related cysteme protease (CASP8), transcript 
variant A, mRNA 


NM_033340 


Homo sapiens caspase 7, apoptosis-related cysteine protease (UAi>F7), transcript 
variant beta, mRNA 


NM_033339 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CAbFV), transcript 
vanant gamma, mRNA 


NM_033338 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CAbP7), transcript 
variant delta, mRNA 


NM_001227 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CAbP transcript 
variant alpha, mRNA 


NM 001005 


Homo sapiens nbosomal protein (KJro3 ), mKJNA 


NM 006013 


Homo sapiens nbosomal protein LIO (RPLIO), mRNA 1 


NM 013368 


Homo sapiens RPA-binding trans-activator (KJd 1 1 j, mKJNA 


NM 002286 


Homo sapiens lymphocyte-activation gene i (LACjri), mKJNA 


NM 005546 


Homo sapiens IL2-inducible T-cell kinase (ITK), mRNA 


NM 005538 


Homo sapiens inhibm, beta C (ESTHBC), mRNA 


NM_033257 


Homo sapiens DiGeorge syndrome critical region gene 6 like (DGCRoL), 

T> "VTA 1 

mRNA 


NM 001917 


■w* T * T^ *J A T"* "VT A 1 

Homo sapiens D-ammo-acid oxidase (DAO), mRNA 


NM_001629 


Homo sapiens arachidonate 5-lipoxygenase-activating protein tALUAJArj, 
mRNA 


NM 000024 


Homo sapiens adrenergic, beta-z-, receptor, suriace \^aukj3z;, mrUN/v 


NM 000683 


Homo sapiens adrenergic, aipna-zi^-, receptor (^aukazv.^;, mKiN/v 


NM 000682 


Homo sapiens adrenergic, alpha-2B-, receptor (ADRA2B), mRNA 1 


NM 000681 


Homo sapiens adrenergic, alpna-2A-, receptor (AUKAZA), mKJNA 


NM 006179 


Homo sapiens neurotrophin 5 (neurotrophin 4/5) (NTF5), mRNA 1 


NM 033277 


■r T • ^ 'j.' A /— IT* Ti'VT A 1 

Homo sapiens lacntin (LACRT), mRNA 


NM 022128 


Homo sapiens ribokinase (RBSK), mRNA 1 


NM_004823 


Homo sapiens potassium channel, subfamily K, member 6 (TWIK-2) (KCNKo), 
mRNA 


NM_002246 


Homo sapiens potassium channel, subfamily K, member 3 (1 AIS1S.-1) (KLNK3;, 
mRNA 


NM_032405 


Homo sapiens transmembrane protease, serme 3 (TMPRSS3), transcript vanant 
D.mRNA 


NM_032404 


Homo sapiens transmemorane protease, serine i ^iiVLriN^oj^, uanscnpi vanani 
C, mRNA 


NM_032401 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
B,mRNA 


NM_024022 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
A, mRNA 
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Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 5 (FACL5), mRNA 


1 INIVX \J\J\J\jijmJ 1 


Homo saoiens short stature homeobox (SHOX), transcript variant SHOXb, 
mRNA 


NM 000451 


Homo saoiens short stature homeobox (SHOX), transcript variant SHOXa, 1 
mKNA 


NM 006476 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 1 

Ruhunit CATP5LV mRNA 1 


NM 006356 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
subunit d (ATP5H), niRNA 


NM 0246S3 


Homo saniens hvoothetical protein FLJ22729 (FLJ22729), mRNA I 


NM 033468 


Homo sapiens zinc fineer protein 257 fZNF257), mRNA 


NM 033453 


Homo sapiens inosine triphosphatase (nucleoside triphosphate pyrophosphatase) 
aTPA), mRNA 


NM 032144 


Homo saniens RAB6C. member RAS oncogene family (RAB6C), mRNA | 


NM 031296 


Homo saniens RAB33B. member RAS oncogene family rRAB33B), mRNA | 


NM 022570 


Homo sapiens C-tvpe (calcium dependent, carbohydrate-recognition domain) 1 
lectin, superfamily member 12 (CLECSF12), mRNA 


NM 022825 


Homo sapiens porcupine (MG61), mRNA 


NM 022449 


Homo sapiens RAB17, member RAS oncogene family (RAB17), mRNA 1 


NM 016322 


Homo saniens RAB14- member RAS oncogene family (RAB14), mRNA | 


NM 006331 


Homo sapiens C2f protein (C2F), mRNA 1 


NM 007066 

1 INiVX \J\J 1 \J\J\J 1 


Homo saniens nrotein kinase ( c AMP-dependent, catalytic) inhibitor gamma | 
(POG), mRNA 


NM 00'>732 


1 Homo saniens nrotein kinase cAMP-denendent. catalytic, gamma (PRKACG), 1 
mRNA 


NM 005055 


1 Homo sapiens receptor-associated protein of the synapse, 43kD (RAPSN), 1 

1 transcrint variant 1 . mRNA 1 


NM 032645 


Homo sapiens receptor-associated protein of the synapse, 43kD (RAPSN), 1 
transcript variant 2, mRNA 

^ *^ 2 — — 


NM 033305 


1 Homo sapiens chorea acanthocytosis (CHAC), transcript variant A, mRNA 1 


NM 015186 


Homo sapiens chorea acanthocytosis (CHAC), transcript variant B, mRNA 1 


NM 004624 


Homo sapiens vasoactive intestinal peptide receptor 1 (VEPRl), mRNA | 


NM 030967 


1 Homo sapiens keratin associated protein 1,1 (KRTAPl.l), mRNA 


NM 015696 


1 Homo sapiens weakly similar to glutathione peroxidase 2 (CL683), mRNA 1 


NM 031885 


1 Homo saniens Bardet-Biedl svndrome 2 fBBS2'), mRNA 1 


NM 030966 


Homo sapiens keratin associated protein 1.3 (KRTAP1.3), mRNA 1 


NM 007083 


1 Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 6 
(NUDT6), mRNA | 


NM 013317 


1 Homo saniens luns tvne-I cell membrane-associated glycoprotein (TlA-2), i 
transcript variant 1 . mRNA 


NM 006474 


Homo sapiens lung type-I cell membrane-associated glycoprotein (Tl A-2), 

transcript variant 2, niRNA 


NM 006275 


Homo sapiens splicing factor, arginine/serine-rich 6 (SFRS6), mRNA 


NM 016041 


Homo sapiens CGI- 101 protein (F-LAN-1), mRNA 


NM 001954 


1 Homo sapiens discoidin domain receptor family, member 1 (DDRl), transcript 

variant 2, mRNA 


NM 013994 


1 Homo sapiens discoidin domain receptor family, member 1 (DDRl), transcript 
variant 3, mRNA 


NM_013993 


1 Homo sapiens discoidin domain receptor family, member 1 (DDRl), transcript 
variant 1, mRNA 


NM_022117 


1 Homo sapiens cutaneous T-cell lymphoma-associated tumor antigen se20-4; 
1 differentially expressed nucleolar TGF-betal target protein (DEN IT) (SE20-4), 
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"■^ "VTA 

mRNA 


NM_003048 


Homo sapiens solute earner tainiiy y v^soaiuiTj/nyorogcn exondiigcr^, ibuioiin a 
(SLC9A2), mRNA 


NM 001971 


Homo sapiens eiastase i, pancreanc v.xii-'Ai^, raiviN/^. 


NM_033412 


Homo sapiens nypotneticai proiein similar xo k^kj /ynj \^ivxvjv-.i*toou^, uuvin^ 


NM 033420 


Homo sapiens nypouietical protein ivivjv>^uzz van^-^-^aoh- ^j, iiuviNy^ 


1 "X TH jf y> ry A /\ O 

NM 033408 


Homo sapiens nypotneticai protem ivir>i^jzuj ^ivld^jzujj, mrsj-N/v 


NM_014395 


Homo sapiens dual adaptor oi pnospnotyrosme ana ^-pnospnoinosiuacs 
CDAPPl), mRNA 


NM 003918 


Homo sapiens glycogenin 2 ((jYUz), mKJNA 


NM 001502 


Homo sapiens glycoprotem z ^zymogen granule memDrancj xyjr^j, iiuxi^^ 


NM_006362 


Homo sapiens nuclear KJNA export lacior i ^^xn-aj? i j, nuviN/v 


NM 033155 


Homo sapiens nuclear KJNA export lactor d \^i>ij\jrD)y uranscnpi vdn<iiiL iiixvx^/-v 


NM 033154 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 4, mRNA 


NM 033153 


Homo sapiens nuclear RJNA export lactor d (jnajtd j, transcnpi vanani imvi^i-rt. 


NM 033152 


Homo sapiens nuclear RNA export lactor o vJNArDJ, transcnpi variant imsj-N/v 


NM 032946 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 1, mRNA 


\ NM 022052 


Homo sapiens nuclear RNA export lactor 3 (NXr 3), mKJNA 


NM_021808 


Homo sapiens UDP-N-acetyl-alpna-D-galactosairane:polypeptiae jn- 
acetyl galactosaminyltransferase 9 (GalNAc-19) (VjAJLJNiyj, mKJNA 


NM 017840 


Homo sapiens mitochondrial ribosomal protein LI 6 (MRPL16), mRNA 


NM_017417 


Homo sapiens UDP-N-acetyl-alpha-D-galactosanime.polypeptiae jn- 
acetylgalactosaminyltransferase 8 (GalNAc-T8) (GALNT8), mRNA 


NM 004261 


Homo sapiens 15 kDa selenoprotein (bbrlS), raubuNA 


NM 021998 


Homo sapiens zinc finger protein 6 (CMPXl) (ZNF6), mRNA 


NM_004570 


Homo sapiens phosphomositide-3-kinase, class 2, gamma polypeptiae 

(PIK3C2G), mRNA 


NM_002646 


Homo sapiens phosphomositide-3-lanase, class 2, beta polypeptide (iri±>^L,zt5), 
mRNA 


NM_004598 


Homo sapiens sparc/osteonectin, cwcv and kazal-like domains proteoglycan 
(testican) (SPOCK), mRNA 


NM_033135 


Homo sapiens spmal cord-denved growth factor-B (SCDGF-B), transcnpt 
variant 2, mRNA 


NM_025208 


Homo sapiens spinal cord-denved growth iactor-J3 (J^CJDGr -13;, transcnpt 
vanant 1, mRNA 


NM_033346 


Homo sapiens bone morphogenetic protein receptor, type n (serine/threonine 
kinase) (BMPR2), transcnpt vanant 2, mKJNA 


NM_001204 


Homo sapiens bone morphogenetic protein receptor, type n (serine/threonine 
kinase) (BMPR2), transcnpt vanant 1, mRNA 


NM 003933 


Homo sapiens B All -associated protein 3 (BAIAP3), mRNA 


NM_005467 


Homo sapiens N-acetylated alpha-linted acidic dipeptidase 2 (NAAJLAJJz), 
mRNA 


NM_005944 


Homo sapiens antigen identified by monoclonal antibody MKC UX-2 (MUAZ), 
mRNA 


NM_002245 


Homo sapiens potassium channel, subfamily K, member 1 (TWItC-1) (KCNKl), 

T^ T A 

mRNA 


JNiVi_UU / 


T-TnTTirk Qanip-nc: fi"hrnhlfl<;t orowth factor 3 ^murine mammary tumor virus 
integration site (v-int-2) oncogene homolog) (FGF3), mRNA 


NM 002006 


Homo sapiens fibroblast growth factor 2 (basic) (FGF2), mRNA 


NM_000647 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcnpt variant A, 
mRNA 


NM 032047 


Homo sapiens IIDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
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5 (B3GNT5), mRNA 


MM 014256 


Homo saDiens IIDP-GlcNAc:betaGal beta-l,3-N-acetYlelucosaminYltransferase 
3 (B3GNT3), mRNA 


NM 015904 


Homo saoiens translation initiation factor IF2 fIF2V mRNA 


NM 005326 


Homo sapiens hydroxyacyl glutathione hydrolase (HAGH), mRNA 


NM 013445 


Homo saniens ^lutamate decarboxvlase 1 fbrain. 67kD^ f GAD IV transcriot 
variant GAD25, mRNA 


NM 033173 


Homo saniens TJDP-Gal*betaGlcNAc beta 1 3 -calactosvl transferase. DolvoeDtide 
5 (B3GALT5), transcript variant 5, mRNA 


NM 033172 


Homo saniens TJDP-Gal 'betaOlcN Ac beta 1 3-ffalactosvltransferase DolvoeDtide 
5 (B3GALT5), transcript variant 4, mRNA 


NM 033171 


Homo ^anien^ IJDP-Gal'betaOlcNAc beta 1 3-ffalactosvltransferase oolvneotide 
5 (B3GALT5), transcript variant 3, mRNA 


NM 033170 


Homo saniens TTDP-Gal'betaGlcN Ac beta 1 3 -ffalactosvl transferase nolvneotide 

A^^i^XXX^/^ 4^KXL/X%^Xll9 \m/^^JL ^XX • \^\^ X\/X ^X &v W X ^«p/ J^VXXfcXW L'X.rlJjy XVX %XXXlJX.WX fcAtJW ^ Y k^X^L^ VXXi#X^ 

5 (B3GALT5), transcript variant 2, mRNA 


NM 033169 


Horno ^anipn^ T IDP-fral 'hptarrlrNf Ar bftta 1 3-palactnsvltransfera<;e ■nolvneotide 

3 (B3GALT3), transcript variant 4, mRNA 


NM 033168 


HoTnA ^anipri^ T Tr)P-.fTal "ViptarrlpN^Ap bpta 1 3-Pfalactn<*vltraTi^fera<5e nolvneritide 

3 (B3GAJLT3), transcript variant 3, niRNA 


NM 03^167 


T-Trimn <?a"ni£*nQ TTOP-(T'nl'VK=»ta(^lp7^Af* Hpfa 1 ^-cralap.tnQvltTanQfpTaQe "nolvneritide 

3 (B3GALT3), transcript variant 2, mRNA 


NM 003781 


Hnmfi QaniPTiQ TTOP-rral'hptaOlp^Ap bpta 1 '^-cralactft^svl transferase Tiolvneritide 

3 (B3GALT3), transcript variant 1, mRNA 


NM 003782 


T-Tomn sanipris TrOP-Cral'ViPtaOlrNAc bpfa 1 3 -cralactosvl transferase r)olvnentide 

4 (B3GALT4), mRNA 


NM 003783 


Homo saniens T TFiP-GaVbetaCrleN Ac hpfa 1 3- pal actosvl transferase T>olvnentide 
2 (B3GALT2), mRNA 


NM 004631 


Homo saniens low Hensitv linonrotein recpntor-Telaterf nrotein 8 anolioonrotein 

e receptor (LRPS), transcript variant 1, mRNA 


NM 033300 


Homo saniens low flensitv linonrotein recentor-related nrotein 8 anolinonrotein 

X.X^/1XX\/ OuLfXwlX0 XV/ W VXWXlOXvY XX^/\/L/l \/kwXXX XWWWL/bV^X X wXUk^U L/Xx/tiWXXX UL/V^XXL^^^^^X WWXXX 

e reccDtor TLRPS^ transcrint variant 2 niPJ^A 


NM 017522 


Homo saniens low densitv linonrotein recentor-related nrotein 8. anolioonrotein 
e receptor fLRP8\ transcrint variant 3. mRNA 

A X^X^ A^ A % AiM#Jk^^k X^ # * «*A Am A Ak^ A mim ^ T %^A A%^ A A * A A AJk ^ A Ai 


NM_033323 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant b, 
mRNA 


NM 033337 


Homo saniens caveolin 3 fCAVS"), transcrint variant 1, mRNA 


NM 001234 


Homo sapiens caveolin 3 (CAV3), transcript variant 2, mRNA 


NM 001233 


Homo saniens caveolin 2 fCAV2V mRNA 

^^V^XXX^^ ^#bA^^X%^XX4j ▼ %^^^XXXX % ▼ XX^^^^X ^A ^ 


NM 001753 


Homo sapiens caveolin 1, caveolae protein, 22kD (CAVl), mRNA 


NM 033291 


Homo saniens miHline 1 ^^Onitz/RRR svnHrome^ nVTTDl^ transcrint variant 2 

XXV/XXXvr OCiL/lWlXO llXXVXlXlAw X \KJ^XK£J XJUX^ ^Yli\XL\JxH\m/t I XVXXJL./ X U. CXXXOWX X L/L TmXXhXAW 

mRNA 


NM 033290 


Homo saniens miHline 1 TOnitz/BBR svnHrome^ (^A II )1 ^ transcrint variant 3 

xxv^xxxv octLvxwixo xxxx^ixxxxw X \ >^k^xcu/ x^j_#x^ o y xx\xx vjxxxw f ■ 1 ■ ■ -> 1 My u mxuPwx XL/ TSi^xxMxxb 

mRNA 


NM 033274 


Homo saniens a disinteerin and metal lonroteinase domain 1 9 fmeltrin beta"^ 

JLJL\^Lil.\^ •SHL^XWXXO CX \XXuXXXLV^^X AAA ftAXAXA XXXKrf IkUXXV^ li^X VWXXXC»Ow VX^fXXXUXlX X^ IXXXvAtiAA&A %^wMAf 

(ADAM 19), transcript variant 2, mRNA 


NM 023038 


Homo saniens a disinteffrin and metallonroteinase domain 19 Tmeltrin beta^ 

XX\J\.h.V\J OCXL/XV'XXO \X ^tXljXXX V\^f^A AAA SAAAVA AA AW MAAAV^/A WWXXXbbOW ^A\/XXXMXXX X / * AAAWAb&AAA I^WM^y 

(ADAM 19), transcript variant 1, mRNA 


NM_033308 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 7 

(ABCA7), transcript variant 2, mRNA 


NM_019112 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 7 
(ABCA7), transcript variant 1, mRNA 


NM 002609 


Homo sapiens platelet-derived growth factor receptor, beta polypeptide 
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(PDGFRB), mRNA 


NM_006206 


Homo sapiens platelet-denved growth factor receptor, alpha polypeptide 
(PDGFRA), mRNA 


]S1M_033016 


Homo sapiens platelet-denvea growtn lacior oeia poiypepnae ^^sinuan sarcomd. 
Viral (v-sis) oncogene nomolog) (^r^iJvjroj, transcnpc vanani z, mruNA 


NM 000678 


Homo sapiens adrenergic, alpha- lU-, receptor v/vukaiijj, miuN/v 


NM_000679 


Homo sapiens adrenergic, alpha- IB-, receptor ^AJUKAiJij, nutuNA 


NM 002675 


Homo sapiens promyelocytic leukemia (rML), transcript vanani o, xnKJN/v 


NM _033250 


Homo sapiens promyelocytic leuKemia (rMLj, transcnpt variant 1 1, huuna 


NM 033249 


Homo sapiens promyelocytic leuicemia (rlvlLj, transcnpt vanani lu, rruaNA 


NM 033247 


Homo sapiens promyelocytic ieulcemia (JrjVUL;, transcnpt vanani o, mruN/\ 


NM 033246 


Homo sapiens promyelocytic leukemia (rJVLLj, transcnpt vanani /, miUN/\ 


NM 033245 


Homo sapiens promyelocytic leukerma (riviL/j, transcnpt vanani iz, imsaN/v 


NM 033244 


Homo sapiens promyelocytic leukemia (PML), transcript variant 5, mRNA 


NM 033242 


Homo sapiens promyelocytic leukemia (rML), transcnpt variant iiikjna 


1 NM 033240 


Homo sapiens promyelocytic leukemia (PML), transcript variant 2, mRNA 


1 NM 033239 


Homo sapiens promyelocytic leukemia (PML), transcnpt vanant 9, mRNA 


NM 033238 


Homo sapiens promyelocytic leukemia (PML), transcript variant 1, mRNA 


NM_033304 


Homo sapiens adrenergic, alpha-1 A-, receptor (ADRAl A), transcnpt vanant 4, 

mRNA 


NM_033303 


Homo sapiens adrenergic, alpha- 1A-, receptor (ADRAl A), transcnpt vanant 2, 
mRNA 


NM_033302 


Homo sapiens adrenergic, alpha-lA-, receptor (ADRAl A), transcript variant 3, 

mRNA 


NM 033279 


Homo sapiens ring finger protein 22 (RNF22), transcript variant gamma, mRNA 


NM 033278 


Homo sapiens ring finger protem 22 (RNF22), transcnpt vanant beta, mRIM A 


NM_000737 


Homo sapiens chorionic gonadotropin, beta polypeptide (CGB), mRNA 


NM_033295 


Homo sapiens caspase 1, apoptosis-related cysteine protease (mterleukm 1, beta, 
convertase) (CASPl), transcript variant epsilon, mRNA, 


NM_033294 


Homo sapiens caspase 1, apoptosis-related cysteine protease (mterleukm 1, beta, 
convertase) (CASPl), transcript variant delta, mRNA 


NM_033293 


Homo sapiens caspase 1, apoptosis-related cysteme protease (mterleukm 1, beta, 

convertase) (CASPl), transcript vanant gamma, mRNA 


NM_033292 


Homo sapiens caspase 1, apoptosis-related cysteine protease (inteneuian i, oeta, 
convertase) (CASPl), transcript variant alpha, mRNA 


NM_001223 


Homo sapiens caspase 1, apoptosis-related cysteine protease (mterleukm l, beta, 

convertase) (CASPl), transcript vanant beta, mKJNA 


NM 006771 


Homo sapiens keratm, hair, acidic, 8 (KRTHAb), mKJNA 


NM 002280 


Homo sapiens keratin, hair, acidic, 5 (KRTHA5), mRNA 


NM_000526 


Homo sapiens keratm 14 (epidermolysis bullosa simplex, Dowlmg-Meara, 

Koebner) (KRT14), mRNA 


NM 033301 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 2, mRNA 


NM 000973 


Homo sapiens nbosomal protein L8 (RrLoJ, transcnpt vanant 1, mKJNA 


NM 000661 


TT • •■»_ _ ■* . ■ T /\ /TOUT 0\ ♦-fc-i'D'K.T A 

Homo sapiens nbosomal protein L9 (RPLy), mKJNA 


NM 007104 


Homo sapiens ribosomal protein LlOa (RPLIOA), mRNA 


NM 033255 


Homo sapiens epithelial stromal interaction 1 (breast) (EPSTIl), mRNA 


NM_021iyo 


JtlOmO sapiens SOaiUm DlC^DOnaic uan^puiici *t ^^iNjov^t^, tnuiauiipL vaxiaiii a, 

mRNA 


jNM 032241 


Homo sapiens ribosomal protein LIO (RPLIO), mRNA 


NM_030955 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 12 (ADAMTS12), mRNA 


1 NM 030765 


Homo sapiens UDP-GlcNAc:betaGal beta- 1, 3 -N-acetylglucosaminyl transferase 
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NM 014670 



NM 013379 



NM 006458 



NM 006057 



NM 000648 



NM 000381 



4 (B3GNT4), mRNA 



Homo sapiens basic leucine-zipper protein BZAP4S (BZAP45), mRNA 
Homo sapiens dipeptidylpeptidase 7 (DPP7)> mRNA 



Homo sapiens ring finger protein 22 (RNF22), transcript variant alpha, mRNA 
Homo sapiens UDP-Gal:betaGlcNAc beta l,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 1, mRNA 



Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant B, 
mRNA : 



Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI). 
mRNA 



NM 002645 



Homo sapiens phosphoinositide-3 -kinase, class 2, alpha polypeptide (PIK3C2A), 
mRNA 



NM 002608 



NM 001134 



Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 

viral (v-sis) oncogene homolog) (PDGFB), transcript variant 1 , mRNA 

Homo sapiens alpha-fetoprotein (AFP)> mRNA 



NM 000680 



Homo sapiens adrenergic, alpha- 1A-, receptor (ADRAIA), transcript variant 1, 

mRNA 



NM 023929 



Homo sapiens zinc finger protein RINZF (RINZF), mRNA 



NM 020353 



NM 020359 



Homo sapiens phospholipid scramblase 4 (PLSCR4), mRNA 
Homo sapiens phospholipid scramblase 2 (PLSCR2), mRNA 



NM 018494 



Homo sapiens leucine-rich and death domain containing (LRDD), mRNA 



NM 004998 



Homo sapiens myosin IE (MYOIE), mRNA 



NM 033226 



Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 12 
(ABCC12), mRNA 



NM 032105 



Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 2, mRNA 



NM 032104 



Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 4, mRNA 



NM 032103 



Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 3, mRNA 



NM 002481 



Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 1, mRNA 



NM 004689 



Homo sapiens metastasis associated 1 (MTAl), mRNA 



NM 006005 



Homo sapiens Wolfram syndrome 1 (wolfiramin) (WFSl), mRNA 



NM 015722 



Homo sapiens calcyon; Dl dopamine receptor-interacting protein (CALCYON), 
mRNA 



NM 004184 



Homo sapiens tryptophanyl-tRNA synthetase (WARS), mRNA 



NM 014228 



Homo sapiens solute carrier family 6 (neurotransmitter transporter, L-proline), 
member 7 (SLC6A7), mRNA 



V — — ... r J — . 

Homo sapiens mesothelin (MSLN), transcript variant 1, mRNA 

. .-«'a'^^^if--..'rv. • A r\ T* "VTA 



NM 005823 



NM 013404 



NM 012341 



Homo sapiens mesothelin (MSLN), transcript variant 2, mRNA 
Homo sapiens G protein-binding protein CRFG (CRFG), mRNA 



NM 002480 



Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12A 
(PPPlR12A),mRNA 



NM 003868 



Homo sapiens fibroblast growth factor 16 (FGF16), mRNA 



NM 018979 



Homo sapiens protein kinase, lysine deficient 1 (PRKWNKl)^ mRNA 



NM 022127 



Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 

member 3 (SLC28A3), mRNA 



NM 005517 



Homo sapiens high-mobility group (nonhistone chromosomal) protein 17 
(HMG17),mRNA 



NM 022465 



NM 005768 



Homo sapiens zinc finger protein, subfamily lA, 4 (Eos) (ZNFNl A4), niRNA 
Homo sapiens putative protein similar to nessy (Drosophila) (C3F), mRNA 
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NM 033199 


Homo sapiens stresscopin-reiatea pepnae ^^^^ivj'^, injtuN/\ 


NM_032243 


Homo sapiens thioredoxin domain-containing 2 (spermatozoa) (TXNDC2), 

XT A 

mRNA 


NM 031433 


Homo sapiens membrane-type inzzieu-reiaiea proiein i^iVLriNj:^;, mxuNi^Y 


NM_022466 


Homo sapiens zinc linger protein, suDiamiiy i/v, d ^regasusj ^rnvjr/vouo^, 
mRNA 


NM_004320 


Homo sapiens AlFase, Ca-H- transportmg, caraiac muscie, lasx twitcn i 
(AiF2Al ), mKJNA 


NM 021047 


Homo sapiens zmc linger protein zjd yjCrsr^DDj, jiusistx 


NM 020152 


Homo sapiens chromosome 21 open reading frame 7 (C21orf7), mRNA 


NM 017447 


Homo sapiens cnromosome 21 openreacung jxame yi yy^^Luiiy ij, uuvin^ 


NM 016154 


Homo sapiens RAB4B, member RAS oncogene family (RAB4B), mRNA 


1 -v TTi if" r\ 1 ✓"i^ /-v o 1 

NM 016308 


Homo sapiens UMi^-CiVLr Kinase ^UJVii:^-v^ivirJs.j, mKiN/v 


NM 016066 


Homo sapiens glutaredoxm 2 CCji>KA2)5 mKJNA 


NM__0 16255 


Homo sapiens tamily witn sequence similarity o, memoer j\i ^r/\ivio/Yi^, 
mRNA 


NM__014781 


Homo sapiens liKely ortnolog oi mouse coiiea coii lorming proicm i 

/VTA A rkOrk'5\ ■»*^'DXTA 

(K1AA0203 ), mKN A 


1 "K TT\ >r r\'\ A A ^ d 1 

NM_0 14460 


Homo sapiens VliiN l-luce nomeoDox 2 ^^viiiNijvz.;, imvLN/A. 


NM 013383 


Homo sapiens transcription lactor-iiKe h ^n^rjun-^ nuviN/\ 


NM 012481 


Homo sapiens zinc imger protein, suoiamiiy i-rv, ^ v^/vioios^ ^^z-fiNriNi-rt.:?;, nuvj-^rv 


NM_0 12230 


Homo sapiens iL/ivi ^xL/iViizi rat nomoiog^ anu z^x -> luaiuii ^xwiva^i: j^, nu,>j.>-r-i. 


NM 012199 


Homo sapiens eukaryotic translation initiation factor 2C, 1 (EIF2C1), mRNA [ 


NM 005849 


Homo sapiens immunogloDuim supenamiiy, memoer o v,avj»jx^o;j huvln^ 


NM 005414 


Homo sapiens SKI-like (SKTL), mRNA 


NM 004245 


Homo sapiens transglutaminase 5 (TCjM5), mKJNA 


NM 020831 


Homo sapiens megakaryoblastic leukemia (translocation) 1 tjyus.i-ij, inKiNA 


NM_0 15870 


Homo sapiens endogenous retrovirus H Dl leader region/integrase-derived j 
ORFl, ORF2, and putative envelope protem (HbUoooy^;, mKJNA 


NM_033330 


Homo sapiens scavenger receptor cysteine-rich type 1 protein Ml 60 precursor 1 
(M160), mRNA 


NM 033326 


Homo sapiens Sox-6 (HSSOXo), mKJNA 


NM_0 17829 


Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR5), 

1 .^Tk TVT A 1 

mKJNA 


NM_033256 


Homo sapiens protein pnospnatase i, regulatory ^inniDixor) suDunii 

(FJrJr 1 K 1 4A), naKJN A 


NM 033213 


1 Homo sapiens nypotneticai proiem ivioL^iz^foo ^^ivivjk^iZHDoj, iiii\j.^rv i 


NM__033070 


Homo sapiens cat eye synorome cnromosome region, canuiuaie j i 

1 wtl? TVT A 1 

1 mKJNA 


NM U32/^2 


1 Jtlomo sapiens nypotneticai protein iviov-zij^'fo ^.J-vto^^i johoj, iiij>aN^ 


1 JNjVI_U^ZOoO 


riomo sapiens nypoineiicai proicin iviviv^iouv/o ^ivivjv^-i jw/o^, nirv-i^-rv 


NJVl U3ZJ / 1 


1 xiomo sapiens nypotneticai proiem ivi.vjrv^ij'+io ^^ivivji^i jhiu^, iiix\j.>(-rA. i 


1 JNiVl kjdZdoo 


1 jtiomo sapiens nypotneticai protem xvivj^i^ i i*f \^ivivjv-/i j i ih^, iiuvin^ ■ 


INiVl 


1 Jtiomo sapiens nypotneticai proicm jvivj^iujhu ^ivivj^-^iujh-u^, iiixsj.>i/^ i 


NM 032304 


Homo sapiens hypothetical protein MGC2605 (MGC2605), mRNA 1 


1 NM_03225y 


1 Homo sapiens nypotneticai protem iJJSj^z^p^^H-ruj^ l^jL'js^ i 


1 XNiVX \JDZ*Z,'-r\J 


Wnmrk Qjim>nQ li\n-*Athptiral nrotftin FLJ23519 rFLJ'>3519'i mRNA 1 


NM 032153 


Homo sapiens zinc family member 4 protein HZIC4 (ZIC4), mRNA 1 


NM 015064 


Homo sapiens ELKS protein (ELKS), mRNA 1 


NM_031294 


Homo sapiens hypothetical protein DKFZp586Ml 120 (DKFZP586M1 120), 1 
mRNA 


1 NM 025213 


1 Homo sapiens spectrin, beta, non-erythrocytic 4 (SPTBN4), mRNA 1 
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NM 025267 


Homo sapiens hypothetical protein MGC2744 (MGC2744), mRNA 


NM 025051 


Homo sapiens hypothetical protein FLJ23022 (FLJ23022), mRNA 


NM 024974 


Homo sapiens hypothetical protein FLJl 1 800 (FUl 1 800), mRNA 1 


NM 024934 


Homo sapiens hypothetical protein FIJ22659 (FLJ22659), mRNA 1 


NM 024805 


Homo sapiens hypothetical protein FLJ2 1 1 72 (FL J2 1172), mRNA 1 


NM 024804 


Homo sapiens hypothetical protein FLJ 1 2606 (FLJ 1 2606), mRNA 1 


NM 024052 


Homo sapiens hypothetical protein MGC3048 (MGC3048), mRNA 1 


NM 024042 


Homo saoiens hvoofhetical protein MGC260 1 (MGC260 1 ), mRNA 1 


NM 020535 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long | 
cytoplasmic tail, 5 (KIR2DL5), mRNA 


NM 021939 


Homo sapiens hypothetical protein FLJ22041 similar to FK506 bmdmg protems 1 
(FU22041), mRNA 


NM 020664 


Homo sapiens 2,4-dienoyl Co A reductase 2, peroxisomal (DECR2), mRNA 1 


NM 018722 


Homo sapiens B WRT protein (HSA40461 7), mRNA 1 


NM 020394 


Homo sapiens zinc finder protein SBZF3 (LOC57 1 1 6), mRNA 

~ *^ — t ~ — ^ — ■ ■ 1 


NM 019013 


Homo sapiens hypothetical protein (FLJ10156), mRNA j 


NM 018629 


Homo sapiens hypothetical protein PR02533 (PR02533), mRNA 1 


NM 018568 


Homo sapiens hypothetical protein PRO0943 (PRO0943), mRNA 


NM 018050 


Homo sapiens hypothetical protein FLJl 0298 (FLJl 0298), mRNA 1 


NM 018019 


Homo sapiens hypothetical protein FLJ10193 (FLJ10193), mRNA 1 


NM 017609 


Homo sapiens hypothetical protein DKFZp434A1721 (DKFZp434A1721), | 
mRNA 


NM 016332 


Homo sapiens selenoprotein X, 1 (SEPXl), mRNA 


NM 016360 


Homo sapiens clone HQ0477 PRO0477p aOC5 1 204), mRNA | 


NM 016002 


Homo sapiens CGI-49 protein (LOC5 1097), mRNA 1 


NM 014913 


Homo sapiens KIAA0863 protein (KIAA0863), mRNA 1 


NM 014700 


Homo sapiens KIAA0665 gene product (K1AA0665), mRNA 


NM 014680 


Homo sapiens KIAAO 1 00 gene product (KIAAO 1 00), mRNA 1 


NM 012248 


Homo sapiens selenophosphate synthetase 2 (SPS2), mRNA 


NM 007222 


Homo saniens zinc-fineers and homeoboxes 1 (ZHXl), mRNA I 


NM 006555 


Homo sapiens SNARE protein CYKT6), mRNA 1 


NM 006623 


Homo sapiens phosphoglycerate dehydrogenase (PHGDH), mRNA 1 


NM 006613 


Homo sapiens GRB2-related adaptor protein (GRAP), mRNA 1 


NM 006659 


Homo saoiens eamma-tubulin complex protein 2 (GCP2), mRNA 1 


NM 016441 


Homo sapiens cysteine-rich motor neuron 1 (CRIMl), mRNA 1 


NM 014787 


Homo sapiens DnaJ fHsp40) homolog, subfamily C, member 6 (DNAJC6), 1 
mRNA 


NM 004213 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 1 
member 1 (SLC28A1), mRNA 


NM 003141 


Homo sapiens Sioeren syndrome antigen Al (52kD, ribonucleoprotein 1 
autoantigen SS-A/Ro) (SSAl), mRNA 


NM_002607 


Homo sapiens platelet-derived growth factor alpha polypeptide (PDGFA), 
transcript variant 1, mRNA 


NM 033023 


Homo sapiens platelet-derived growth factor alpha polypeptide (PDGFA), 

transcript variant 2, mRNA 


NM 005675 


Homo sapiens DiGeorge syndrome critical region gene 6 (DGCR6), mRNA 


NM__0 16083 


Homo sapiens cannabinoid receptor 1 (brain) (CNRl), transcript variant 2, 
mRNA 


NM 004053 


Homo sapiens bystin-like (BYSL), mRNA 


NG_000016 


Homo sapiens genomic protocadherin alpha cluster (PCDHA@) on chromosome 
5 


NM 032935 


Homo sapiens metallothionein IV (MTIV), mRNA 
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NM 003695 


tT^««i«^ ««r.M«AMtn l-»rrYn-«T^ rfr^a antlOrf^Tl ^ fOTTTnlp'V lofill^ 1 H.4o 1 TUKJnA. 


NM 00o7o7 


xTA<MnA c*a<M«A-n0 -mi^iortrkmQ arift<rpTi "fnmilv 2 rMT ACtTiT)2^ ihRN^A 


NM 01 6205 


xji^-rv^A oo-TkiAne T%1af«>1^f Hf>rivpH ornwth factor rPDGFC^ mRNA 


NM 017913 


"Ll^^tn^y*. c<o-r%iA«^c> tToT-iOn oocnr^iati-ncr rplatlVP ftf rHARC^- ITlRNA. 


NM 017701 


Homo sapiens Rho GTPase activating protein 8 (ARHGAP8), mRNA 


NM 015366 


rlomo sapiens KJio Cyiirasc acnvanng proiem o yj\jsxi\jr\jroji huvj.^^ 


NM 012269 


rlomo sapiens nyaluronogiucosaniiniaase h y^ri i /vuhj, iiuvin^ 


NM 006207 


Homo sapiens platelet-derived growth factor receptor-like (PDGFRL), mRNA 


NM 004986 


Homo sapiens kinectm 1 (Kinesm receptor) (KiiN ij, mKJN/\ 


p4M_001840 


Homo sapiens cannabmoid receptor i (.oramj (.i^jnki;, iranscnpi vanam i, 
mRNA 


NM 014417 


Homo sapiens Bcl-2 bmamg component 3 (ddk^d)^ nuuN/v 


NM_033223 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, gamma 3 
(GABRG3), mRNA 


1 NM 005762 1 


Homo sapiens tripartite motif-contaming 26 ClKiMzQ), mKJNA 


NM_0 15906 


Homo sapiens tripartite motii-contaming 33 ^iKUViooj, ixanscnpt vdn<ini aipna, 
mRNA 


NM_033020 


Homo sapiens tripartite motii-contaming 33 ^nviivi^o^, crdnbt^npi vanaut uc^to., 
mRNA 


NM_032421 


rlomo sapiens cytoplasmic iimcer z, \ x l^isz.), ixaiiowipi. vmimiv ^, nix'sj^-r^ 


NM_031416 


rlomo sapiens cnromosome lo open reaamg ixdinc z, v.'^'-o*^-^-'^— liuxi^^ 


NM 014412 


rlomo sapiens oian-mteracnng proiein ^oir miviN^ 


NM_016212 


Homo sapiens TP53TG3 protein (TP53TG3), mRNA 


NM_016552 


Homo sapiens testis specinc anKynn-iiKe proicin i yLXjy^D i^o i iiuxi^rv 


NM 015369 


Homo sapiens 1 1*53 1 <jr3 protein ( i rD3 1 03 j, mKiN/v 


NM 033284 


1 Homo sapiens transducm beta-liKe i protem ^ir>i>i x ), niKj.N/v 


NM 031951 


Homo sapiens NYD-SPll protein (NYD-SPl 1), mRNA 


NM_020414 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His; box poiypepnae {uuj^^j, 

"VTA 

mRNA 


NM 007268 


Homo sapiens Ig superfamily protein (Z39IG), mRNA 


rNM_006707 


1 Homo sapiens butyrophilin-like 3 (BTNLi), niKJNA 


NM_002491 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (12kD, 
1 B12) (NDUFB3), mRNA 


NM 001386 


1 Homo sapiens dihydropyrimidmase-like 2 (DFYbLz), mKJNA. 


NM_000090 


Homo sapiens collagen, type HI, alpha 1 (Ehlers-Danlos syndrome type IV, 
autosomal dominant) (COL3A1), mRNA 


NM_033150 


Homo sapiens collagen, type n, alpha 1 (pnmary osteoarthntis, 
spondyloepiphyseal dysplasia, congenital) (CUL2A1), transcript variamz, 

1 'VTA 

mRNA 


NM_001844 

• 


Homo sapiens collagen, type U, alpna l (primary osieoaruinab, 
spondyloepiphyseal dysplasia, congenixai^ \y\jL^^i\i )y ixmi&^iipi voxioui i, 
mRNA 


NM U25245 


1 rlomo sapiens pre-x3"ceii icuKcniici uaiiawripiioii lauiui t ^-^^ ixajj^a^-i-*. 


NM 004342 


1 Momo sapiens caioesmon i ^^v^/vl»j^ij, iranscnpL vdridUL mxvx^^ 


NM 033157 


1 rlomo sapiens caioesmon i \\^i\x^\j v iranscnpi varidJii nuxA^r^ 


NM 033140 


1 Homo sapiens caldesmon 1 (CALDl), transcript variant 5, mRNA 


IN iVi VJ J _> 1 J y 


TTnmn Qam>n<; raldesmon 1 rCALOl'i transcriot Variant 4. mRNA 


NM 033138 


1 Homo sapiens caldesmon 1 (CALDl), transcript variant 1, mRNA 


NM 032635 


1 Homo sapiens seven transmembrane domain protein (NiHJtil4), mRNA 


NM 030912 


Homo sapiens ring finger protein 27 (RNF27), mRNA 


NM_0 19849 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 
5 system) member 10 (SLC7A10), mRNA 
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1 NM 017844 


Homo sapiens testis specific ankyrin-like protein 1 (LOC51281), mRNA 


NM 01424'' 


Homo saoiens zinc fineer protein 237 (ZNF237), mRNA 


NM_001715 


Homo sapiens B lymphoid tyrosine kinase (BLK), mRNA 




Homo saniens hvaluronoslucosaminidase 2 (HYAL2), transcript variant 2, 
mRNA 


1 iNivi__u jD loy 


Wnmn Qanipnt; Vivalurono&lucosamitiidase 1 fHYALl^, transcript variant 2, 1 
mRNA 




TTnmn Qanien^ Hvaluronoorlucosaminidase 1~(HYAL1\ transcript vanant 1, 1 
mRNA 


1 INiVl wo L 12/ 


Homo saniens fibroblast erowth factor 8 (androgen-induced) (FGF8), transcript 1 
variant B, mRNA 


1 INiVJ. \jDJ L\JJ 


Homo <;aniens fibroblast erowth factor 8 fandrogen-induced) (FGF8), transcript 1 
variant A, mRNA 




TTnmn <;aniens fibroblast erowth factor 8 ( androeen-induced) (FGF8), transcript 

vnriant P Tnl^NfA I 




Homo <5ariiens fibroblast erowth factor 8 (androeen-induced) (FGF8), transcript 

■xrariaTit F mT^N A _l 


NM 002009 


Homo saniens fibroblast growth factor 7 (keratinocyte growth factor) (FGF7), 1 
mRNA 


NM 021907 


Homo sapiens dv-Qti-obrevin, beta (DTNB), transcript variant 1, mRNA 


NM 033148 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 3, mRNA j 


NM 0'^'^147 


l-lnmn RanieriR dvstrobrevin. beta TDTNB). transcript variant 2, mRNA | 


NM 015902 


Homo sapiens progestin induced protein (DD5), mRNA 


NM 000777 


Womo Qanienq rvtochrome P450 subfamilv TTTA (niphedipine oxidase), 
polypeptide 5 (CYP3A5), mRNA 


NM 0007^4 


TTnmn «ianien<i cvtocbrome P450 subfamilv ILA fphenobarbital-inducible), 1 
nolvnenttde 7 rCYP7A7'i transcriut variant 1, mRNA 


NM O'^OSRQ 


Homo «ianien«; cvtochronie P450 subfamilv DA (phenobarbital-inducible), 
nnlvnentide 7 CriYP2A7'i. transcript variant 2. mRNA 1 


NM 000762 


Homo sapiens cvtocbrome P450, subfamily DA fphenobarbital-inducible), 1 
polypeptide 6 (CYP2A6), mRNA 


NM 018957 


Homo sapiens SH3-domain binding protein 1 CSH3BP1), mRNA 1 


NM 033258 


Homo <;anien5; G-nrotein eamma 8 subunit fGNG8), mRNA | 


NM 033260 


Homo sapienj; wineed helix/forkhead transcription factor (HFHl), mRNA j 


NM 018476 


Homo sapiens brain expressed, X-linked 1 (BEXl), mRNA I 




Homo saniens uo-reculated bv BCG-CWS (LOC641 16), mRNA 


NM 003773 


Homo sapiens bvaluronoelucosaminidase 2 rHYAL2), transcript variant 1, 1 

mTJNA 1 


NM 032794 


Homo sapipTis NO?.?, protein (NG22), mRNA 


NM 030768 


Homo sapiens inteerin-linked kinase-associated serine/threonine phosphatase 2C 
(ILKAP), mRNA 


NM 025257 


Homo sapiens NG22 protein (NG22), mRNA 1 


NM 020996 


Homo sapiens fibroblast growth factor 6 (FGF6), mRNA I 


NM 016543 


Homo sapiens sialic acid binding Ig-like lectin 7 (SIGLEC7), mRNA | 


NM 016134 


Homo sapiens plasma elutamate carboxvpeptidase (PGCP), mRNA I 


NM 014385 


Homo sapiens siaUc acid binding Ig-like lectin 7 (SIGLEC7), mRNA 1 


NM 013287 


Homo sapiens ohosDhoprotein enriched in astrocytes 15 (PEA 15), mRNA 


NM 006102 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 004112 


Homo sapiens fibroblast growth factor 1 1 (FGFl 1), mRNA 1 


NM 004465 


Homo sapiens fibroblast growth factor 10 (FGFIO), mRNA 


NM_003811 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 9 (TNFSF9), 1 
mRNA 1 
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MM 003063 1 


Homo sapiens sarcolipin (SLN), mRNA 


MM 003768 


Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA15), mRNA 


MM 002010 


Homo sapiens fibroblast growth factor 9 (gha-activating factor) (FGF9), mRNA 


NM_033215 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3F 
(PPPlR3F),niRNA 


NM_032741 


Homo sapiens 1 -acylglycerol-3 -phosphate O-acyltransferase 1 Oysophosphatidic 
acid acyltransferase, alpha) (AGP ATI), mRNA 


NM 022152 


Homo sapiens PP1201 protein (PP1201), mRNA 


MM 033225 


Homo sapiens CUB and Sushi multiple domains 1 (CSMDl), mRNA 


NM_0 14505 


Homo sapiens potassium large conductance calcium-activated channel, 

subfamily M, beta member 4 (KCNMB4), mRNA 


NM 032559 


Homo sapiens kinesin protein (LOC84643), mRNA 


NM 015394 


Homo sapiens zinc finger protein 10 (KOX 1) (ZNFIO), mRNA 


NM 003388 


Homo sapiens cytoplasmic linker 2 (CYLN2), transcript variant 1, mRNA 


NM 032736 


Homo sapiens torsin family 1, member B (torsin B) (TORIB), mRNA 


NM 032689 


Homo sapiens hypothetical protein MGC13071 (MGC13071), mRNA 


NM 032227 | 


Homo sapiens hypothetical protein FLJ22679 (FLJ22679), mRNA 


NM 014506 1 


Homo sapiens torsin family 1, member B (torsin B) (TORIB), mRNA 


NM 030900 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


NM 030758 


Homo sapiens oxysterol bmdmg protem 2 (OSBP2), mRNA 


NM_0 17698 


Homo sapiens hypothetical protein FLJ22679 (FLJ22679), mRNA 


NM 018225 


Homo sapiens homolog of C. elegans smu-1 (SMU-1), mRNA 


NM 016285 


Homo sapiens Kruppel-like factor 12 (KLF12), mRNA 


NM 007249 


Homo sapiens Kruppel-like factor 12 (KLF12), mRNA 


NM 006464 


Homo sapiens trans-golgi network protein 2 (TGOLN2), mRNA 


NM_00641 1 


Homo sapiens l-acylglycerol-3-phosphate O-acyltransferase 1 (lysophosphatidic 
acid acyltransferase, alpha) (AGP ATI), mRNA 


NM 004749 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


NM 000285 


Homo sapiens peptidase D (PEPD), mRNA 


NM_001467 


Homo sapiens glucose-6-phosphatase, transport (glucose-6-phosphate) protein 1 

(G6PT1), mRNA 


NM 033198 


1 Homo sapiens phosphatidylinositol glycan, class S (PIGS), mRNA 


NM_002920 


1 Homo sapiens regulatory factor X, 4 (influences HLA class n expression) 
(RFX4), mRNA 


NM 018944 


1 Homo sapiens chromosome 21 open reading frame 45 (C21orf45), mRNA 


NM 033214 


1 Homo sapiens glycerol kinase pseudogene 2 (GKP2), mRNA 


NM 033089 


Homo sapiens hypothetical protein FLJ221 15 (FLJ221 15), mRNA 


NM 016015 


1 Homo sapiens leucine carboxyl methyltransferase (LCMT), mRNA 


NM 033209 


Homo sapiens Thy-1 co-transcribed (LOC94105), mRNA 


NM_033093 


1 Homo sapiens tripartite motif-containing 5 (TRJM5), transcript variant delta, 
mRNA 


NM_033092 


Homo sapiens tripartite motif-containing 5 (TRJM5), transcript variant gamma, 
mRNA 


NM_033091 


1 Homo sapiens tripartite motif-containing 4 (TRIM4), transcript variant beta, 
mRNA 


NM_033017 


Homo sapiens tripartite motif-containing 4 (TR1M4), transcript variant alpha, 
mRNA 


NM_033034 


Homo sapiens tripartite motif-containing 5 (TRIMS), transcript variant alpha, 
mRNA 


NM_015318 


1 Homo sapiens Rho-specific guanine nucleotide exchange factor pll4(P114- 
RHO-GEF), mRJSTA 


NM 007204 


1 Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 20, 103kD 
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rDDXlO'i iriRNA 


'NTM 032864 


Homo saoiens hvDOthetical Drotein FLJ14936 (FLJ14936), mRNA 1 


NM 032639 


Homo saniens rfiosDhoinositol 4-Dhosphate adaptor protein-2 (FAPP2). mRNA 


NM_032583 


Homo sapiens ATP-binding cassette, sub-family C (CFTRyMRP), member 1 1 j 
fABCCin mRNA 


TvJM n32'>R4 


Homo ^aDiens hvnothetical orotein FIJ14936 rFLJ14936V mRNA 1 


NM 032182 


Homo sapiens hypothetical protein FLJ13614 (FLJ13614), mRNA 


MM 091777 


TTomn <:fi-m"pn«; fattv aniH Hftsjitii'rase 3 rFADS3^ mRNA 1 


NM_022726 


Homo sapiens elongation of very long chain fatty acids (FliNl/Elo2, SUR4/Elo3, 1 

vpacit^-lilre 4 TFT OVT 4"^ mRNA 1 


NM 015162 


Homo sapiens lipidosin (BGl), mRNA 1 


"MTVyf 09 1 1 lf\ 
rNlVJL__U^ i I /o 


TTrk-mrk car\4i»rkc icIf^t-cnRcifip <y1iir'ocp-6-'nlin^'n}iata^e catalvtic subunit-related 1 
nrotein nriRP'^ mRNA 


]SIM_0 19094 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 4 1 


TSjAyf A 1 QAQ 1 

IN iVl^U 1 ^yjzf i 


XIOIXIO oapiCIlb piCWIvolXlIl llV/IllOiiJgjr UVlixaixl~WUlilaiiiiii^^ xaiixitjr .r~x i 
^rkVirfccnVirfcinnQitiH^ WTiHina ^-npnififi^ memVier 3 rPT^FTCHA3^ mRNA 1 

|^ilWO|JlI\JIlxCfOiliUW LIllIVllll^ Oj^tiwXXlW^^ lllwllll^wX mJ \JL JL./X-zX'VJ. J ^ iAJJ.\^"^J. V I 


TvTTV/f 01 R903 


Hnmn <;flr>ienc; hvnothetical nrotein FLJ 10997 fFLJ 10997") mRNA 1 


NM 01 SQQ4 


Hrnno <?ar>ien<? ATPa«;e H+ transnortine: Ivsosomal f vacuolar oroton pump), 1 
member M f ATP6M) mRNA 


MM 015952 


Homo sapiens PTD013 protein (PTDOl 3), mRNA j 


"NTM 015S99 


Homo 9anien<; nutative o^lvcolioid transfer nrotein fLfOC51054), mRNA 


TvTM 01630Q 

XN iVX V/ i vJ.J V/ ^ 


Hnmn Qanien*; leucine carboxvl methvltransferase rUrCNlX). mRNA 1 


>JM OT^^dS 

JLMXVX \J xJJ*TmJ 


Wrnnrt QnnipnQ O ■nmfpin-nmi'nlefl Tecentor rG2A^ mRNA 1 

XxWlllv OAl^lwllO VJ |/I.Vrl.WXIl V/V/LXI^lwU XV/x/W^LWX ^VJAvX^vy^ XAXX.^^ ^x ^ | 


>JM 01999R 


T-Trtirm cnnif'riQ ■nilin-lilrp trflTiQf^ri'ntiOTi factoT rPTT^B^ mRN^A 1 

XXvlXIlU dA^XwlxO 1^1111X11^^ UOxXOWJ. A|^l^&wXA l.fi\^\,\Jx ^x AJ^x-fj^ xxij.'w. i^ v i 




Homn Qanipn<; ATP «:vntha<se H+ tran«;nortinff mitochondrial Fl COmolex. 

eosilon subunit f ATP5E') mRNA 


MM 002200 


Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 1 , mRNA 1 


XNXVX V/->^v/*TJ 


Homo <5ar»ien«; interferon reprilatorv factor 5 riRPS^ transcript variant 2, mRNA 1 


NM 004464 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 1, mRNA 1 


TSJM 033143 


Homo Qa-nipn*? fihrohla<5t orowth factor 5 (TOFS^ transcrint variant 2, mRNA 1 


"MM 090638 


TTomft cflniPTiQ fiVirnhlaQt ornwth factor 23 ^^FrTF'^3^ mRNA 1 


NM^OOOSOO 


Homo sapiens fibroblast growth factor 1 (acidic) (FGFl), transcript variant 1, 1 


"MM 033137 

XNXVJL \JDJ LD i 


Wr\Tnr\ C5»rkif»nc fihrohlfiQt oTowth factor 1 ('ariflie^ ^FOFl ^ transcriot Variant 3 1 

XX-UxlHJ ouL/idld llUHJUlClol. ^IV/YVlll XawLvIl X y^ClWlUlw^ yX VJX X^j ix cixXlSWx x^w vuxxcxxxt ■ 

mRNA 


"MM 039109 


T-Tomn canipnQ ^nlirinp' fantor arp^inine/^^erine-rich 461cD iSRF46j- mRN^A 1 


NM_033136 


Homo sapiens fibroblast growth factor 1 (acidic) (FGFl), transcript variant 2, 1 

mRNA 


NM 002952 


Homo sapiens ribosomal protein S2 (RPS2), mRNA 1 


"MM O'^'^nO 

J. N i. VX 1 V/ 


Wnmn Qanien*? <;ialir acid binding Tp'-lilce lectin 10 CSIGLECIO^. mRNA 1 

XXv^llllJ OdL/i^liO OlCXlI^ Owl** (i/XXXVAtllK XC| IXIWW XwwbXXX XV ^wX^^ X i/ 1 rf^i^ A y * | 


NM 020665 


Homo Qanipn<i Vidnev-<?r)ecific membrane nrotein rNX-17V mRNA 1 

XXvXllVj OOL/l^lX^ A-IVJIX^ Y OL/wWXXX\^ XXXWXXX1,/X OXX^ UXV/bwXXX IX^^Ih X f y, AAA^'^A » 1 


NM 033180 


Homo Qflnien^ olfactoTv recentor familv SI suhfamilv B member 2 rOR51B2\ I 

XXWlllvl ^dLllVfllO wlXClw I.X-FX Y XwWWL/tWX J XCXIXXXIV X^ OWXV/XCXXXXXX y XXXNp'X**1«' w*. mm ^.M^^i-'Jy 1 

mRNA 


NM 033179 


Homo ^aniens olfactorv recentor familv 51 subfamilv B. member 4 fOR51B4)- 1 
mRNA 

XXXX^X^X X. 1 


NM 033178 


Homo sapiens double homeobox, 4 (DUX4), mRNA 1 


NM 033049 


Homo sapiens mucin 13, epithelial transmembrane (MUC13), mRNA 


NM 021619 


Homo sapiens PR domain containing 12 (PRDM12), mRNA 


NM 020382 


Homo sapiens PR/SET domain containing protein 07 (SET07), mRNA 


NM 007365 


Homo sapiens peptidyl arginine deiminase, type n (PDI2), mRNA 


NM 015894 


Homo sapiens stathmin-like 3 (STMN3), mRNA 
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hnv[_03249l 


Homo sapiens regulatory factor X, 4 (influences HLA class n expression) 

X^"^y A \ T> "VTA 

(RFX4), mRNA 


NM 024551 


Homo sapiens hypothetical protein FLJ21432 (rLJ21432), mKNA 


NM 021830 


Homo sapiens chromosome 10 open reading Irame 2 (ClOortZ), mKNA 


•W*^ 4 ^^^^^^^^ 

NM 017972 


Homo sapiens hypothetical protein FLJ20689 (FLJ20689), mRNA 


NM_020398 


Homo sapiens serme protease inhibitor-hke, with Kunitz and W AF aomams 1 
(eppin) (SPINLWl), mRNA 


NM 020637 


Homo sapiens fibroblast growth factor 22 (FGF22), mRNA 


NM 019113 


Homo sapiens fibroblast growth factor 21 (FGF21), mRNA 


NM 017926 


Homo sapiens hypothetical protein FLJ20689 (FIJ20689), mRNA 


MM 016444 


Homo sapiens zinc finger protein 226 (ZNF226), niRNA 


NM_015966 


Homo sapiens serologically denned breast cancer antigen 84 (SDBCAu84;, 
mRNA 


NM 015919 


Homo sapiens zmc finger protein 226 (ZNF226), mRNA 


NM 015474 


Homo sapiens SAM domain and HD domain, 1 (SAMHDl), mRNA 


NM_007096 


Homo sapiens clathnn, light polypeptide (Lea) (CLTA), transcnpt variant bram- 
specific, mRNA 


NM_002007 


Homo sapiens fibroblast growth factor 4 (heparin secretory transformmg protem 
1, Kaposi sarcoma oncogene) (FGF4), mRNA 


NM_001833 


Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transcript variant 1 
nonbram, mRNA 


NM 022143 


Homo sapiens NAG 14 protein (NAG14), mRNA 


NM 005292 


Homo sapiens G protem-coupled receptor 18 (GPR18), mRNA 


NM 001371 


Homo sapiens dynem, axonemal, heavy polypeptide S (DNAH8), mRNA 


NM_0 12276 


Homo sapiens leukocyte immunoglobulm-like receptor, subfamily A (without 
TM domain), member 4 (ILT7), mRNA 


NM 012092 


Homo sapiens inducible T-cell co-stimulator (ICOS), mRNA 


NM 032447 


Homo sapiens fibrillins (KIAA1776), mRNA 


NM 024017 


Homo sapiens homeo box B9 (HOXB9), mRNA 


NM 019558 


Homo sapiens homeo box D8 (HOXD8), mRNA | 


NM 032379 


Homo sapiens synaptotagmin-like 2 (SYTL2), transcnpt variant b, mRNA 


NM 024690 


Homo sapiens mucm 16 (MUC16), mRNA 


NM_018558 


Homo sapiens gamma-aniinobutyric acid (GABA) receptor, theta (GABRQ), j 
mRNA 


NM_0 14452 


Homo sapiens tumor necrosis factor receptor superfamily, member 21 1 
(TNFRSF2 1 ), mRNA 


NM 006242 


Homo sapiens protein phosphatase 1, regulatory subunit 3D (PPP1R3D), mRNA 1 


NM_006545 


Homo sapiens homologous to yeast nitrogen permease (candidate tumor 
suppressor) (NPR2L), mRNA 


NM_005398 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3C 

✓T\T>T* •! ^ "W^ "VTA 1 

(PPP1R3C), mRNA 


NM_006645 


Homo sapiens serologically defined colon cancer antigen 28 (SDCCAG28), 
mRNA 


NM 032800 


Homo sapiens hypothetical protein FLJ14525 (FLJ14525), mRNA 


NM 004265 


Homo sapiens fatty acid desaturase 2 (FADS2), mRNA 


NM 013402 


Homo sapiens fatty acid desaturase 1 (FADSl), mRNA 




jtiomo sapiens nypomencai proiem pjuj ih^^^ ^fi^j ih^z^ nuNj.N/\ i 


NM 025243 


Homo sapiens solute carrier family 19, member 3 (SLC19A3), mRNA 1 


NM 024411 


Homo sapiens prodynorphin (PDYN), mRNA 1 


NM_007368 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 3 1 
(Ins(l,3,4,5)P4-binding protein) (GAP1IP4BP), mRNA 


NM 003912 


Homo sapiens myotubularin related protein 2 {MTMR2), mRNA I 
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TTnmo saniens ubiauitin C-terminal hydrolase UCH37 (UCH371 mRNA 


NM 016109 


Homo sapiens angiopoietin-like 4 (ANGPTL4), mRNA 


INIVJ, vyiouD 


Homo ^anien<; mvotubularin related Drotein 2 (MTMR2V mKNA . 


rMivi. \/uooo/ 


Womo cariiptiQ nroo'f'Ql'emTie recentor membrane comDOnent 1 fPGRMClj, 

mRNA 




Wnmo ^^anipn^; nuclear receiptor co-renressor 2 rNCOR2\ mRNA 


NM_006320 


Homo sapiens progesterone receptor membrane component 2 (PGRMC2), 

ml^lSJA 


NM 000441 


Womo qaniRns ssoliite carrier familv 26. member 4 ('SLC26A4), mRNA 


NM_032995 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 

tran<;cri'nt variant 2 mRNA 


1SIM_015320 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 

fi*5iTicrMriT*t" vsiTisiTif 1 TTiTi^rA 

UdiloWl VdllCUll X) XiXIXXN./^ 


NM 014448 


Homo sapiens Rho guanine exchange factor (GEF) 16 (ARHGEF16), mRNA 


IN iVl__UU D 


Wr^TYirk car\iAnc T?Vio oiiatiin** niirlf^otide exchange factor ^GEF^ 5 fARHGEF5\ 
mRNA 




Momo C5ir\i<anc rlio/rar ananinp midentide exchan&e factor fGEF^ 2 f ARHGEF2), 
mRNA 


TsTM 004706 


Homo saniens Rho guanine nucleotide exchange factor (GEF) 1 (ARHGEFl), 
mRNA 


NM 0010*^1 


Homo Qaniens ribosomal nrotein S28 fRPS28V mRNA 


iNiVl \J\Jl\JD\J 


Homo qanien<: rihn<?omal nrotein S27 fmetallonanstimulin 1) (RPS27), mRNA 




Homo QanipnQ ribosomal nrotein S 26 rRRS26L mRNA 


NM 002913 


Homo sapiens replication factor C (activator 1) 1 (145kD) (RFCl). mRNA 




Homo canif»nc 0X1791 reneat domain -containing 1 fGTF21KJDl)* transcript 
variant 9 mRNA 


NM 00^117 


Homo saniens fibroblast erowth factor 19 fFGF19), mRNA 


NM 001363 


Homo sapiens dyskeratosis congenita 1, dyskerin (DKCl), mRNA 


NM_005765 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
membrane sector associated nrotein M8-9 f APT6M8-9), mRNA 


MM 001 S4S 


Homo <;aDiens collagen tvne VI alnha 1 ('COL6A1), mRNA 


NM 0040*^9 


Homo saniens cadherin 6 tvne 2 K-cadherin (fetal kidney) (CDH6), mRNA 


NM_005673 


Homo sapiens solute carrier family 25 (mitochondrial carrier; Graves disease 
antoantiaen^ member 16 fSLC25A16'l nuclear eene encoding mitochondrial 
protein, mRNA 


NM 0'^9Q4'^ 


Homo <5aniens svnantotamiin-like 2 ('SYTL2\ transcript variant a, mRNA 


NM OOM'^? 


Hnmo sianiens smootbelin TS^MTN^ mRNA 

lJ.V^lllv/ ijO|^iV-l U 0XX&\^\^UXWXXXX y^k^A* JL A X ^ AAAX^_i.^x & 


TsIM 00041 1 

f 


Homo <;aniens holocarboxvlase svnthetase (biotin-rproprionyl-Coenzyme A- 

carboxvlase TATP-hvdrolvsing'il liease") (ULCS), mRNA 


NM 030777 


Homo saniens solute carrier family 2 (facilitated glucose transporter), member 10 
(SLC2A10), mRNA 


NM 022897 


Homo saniens RAN bindine nrotein 17 (RANBP17), mRNA 


NM OlSl'^9 


Homo saniens activitv-deoendent neuronrotector (ADNPV mRNA 


NM 015024 


Homo sapiens RAN binding protein 16 (RANBP16), mRNA 


NM 099046 


Homo saniens kallikrein 14 TKLKM'i mRNA 

XXVrXXlw oCXL/XwlAO .XVC&IXAXVX WllX X^T t ji^_x_*xr^ X ~ f , IXXXXX^x ^ 


NM 090041 


Homo saniens solute carrier familv 2 ffacilitated glucose transporter), member 9 
fSLC2A9), mRNA 


NM 019851 


Homo sapiens fibroblast growth factor 20 (FGF20), mRNA 


NM_0 19555 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), 
mRNA 


NM 016277 


Homo sapiens RAB23, member RAS oncogene family (RAB23), mRNA 


NM 014629 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEFIO), 



365 



BNSOOCiD: <WO 03074654A2_i_> 



wo 03/074654 



PCT/US03/05028 





mKNA 


MM 006989 


Homo sapiens Ca2+-promoted Ras inactivator (CAPRI), inRNA 


NM 006568 


Homo sapiens cell growth regulatory with nng nnger domam CCGR19j, mKJNA 


NM 004841 


Homo sapiens RAS protein activator like 2 (RASAL2), mRNA 


NM 004115 


Homo sapiens fibroblast growth factor 14 (FGF14), mRNA 


NM 003244 


Homo sapiens TGFB-mduced factor (TAJLE tamily nomeobox) (1 ulr ), mKJNA 


NM_007285 


Homo sapiens GABA(A) receptor-associated protein-like 2 (GAB ARAPL2), 

T* "KT A 

mRNA 


NM 006047 


Homo sapiens RNA binding motii protein 12 (RBM12), mKNA 


NM 032588 


Homo sapiens nng finger protem 28 (RNF28), mRNA 


NM 030766 


Homo sapiens apoptosis regulator BCL-G (BCLG), mRNA 


NM_022788 


Homo sapiens Purinergic receptor P2Y, G protein-coupled, 12 (P2RY12), 

T* T A 

mRNA 


NM 015641 


Homo sapiens testis derived transcript (3 LIM domains) (TES), mRNA 


NM 018144 


Homo sapiens Secol alpha form 2 (FLJ 10578), mRNA 


NM 032015 


Homo sapiens nng finger protein 26 (RNF26), mRNA 


NM_014713 


Homo sapiens lysosomal-associated protein transmembrane 4 alpha 

/T A T^Tni T >l A \ T> X T A 

(LAPTM4A), mRNA 


NM 020415 


Homo sapiens found in inflammatory zone 3 (FIZZ3), mRNA 


NM 020358 


Homo sapiens ring finger protem 18 (RNF18), mRNA 


NM 005882 


Homo sapiens macrophage erythroblast attacher (MAEA), mRNA 


NMjO 16523 


Homo sapiens killer cell lectin-like receptor subfamily F, member 1 (KLRFl), 

mRNA 


NM 014141 


Homo sapiens contactin associated protein-like 2 (CNTNAP2), mRNA 


NM 006862 


T-r • J 1 1 T^TT J • ^ ' ' A • /' 1 * 1 XT> TT'TT'\ -Tk'KT A 

Homo sapiens tudor and KH domam-contammg protein (TDRKH), mRNA 


NM 006779 


Homo sapiens Cdc42 effector protem 2 (CEP2), mRNA 


NM 006292 


Homo sapiens tumor susceptibility gene 101 (TSGlOl), mRNA 


NM 006449 


Homo sapiens Cdc42 effector protein 3 (CEP3), mRNA 


NM_002558 


Homo sapiens punnergic receptor P2X, ligand-gated ion channel, 1 (r2RXl), 

^-.T* "KT A 

mRNA 


NM 006712 


Homo sapiens FAST kinase (rAS IK), transcript variant 1, mKJNA 


NM 033015 


Homo sapiens FAST kinase (FASTK), transcript variant 2, mRNA 


NM 025096 


YT T^ A flT* 1 AT^ A OT^T^N x " j. ' X O T^'VT A 

Homo sapiens FAST kinase (FASTK), transcript vanant 3, mRNA 


NM 003852 


Homo sapiens transcriptional intermediary factor 1 (TIFl), mRNA 


NM 003770 


Homo sapiens keratm, hair, acidic, 7 (KRTHA7), mRNA 


NM 021013 


Homo sapiens keratin, hair, acidic, 4 (KRTHA4), mRNA 


NM_00406S 


Homo sapiens adaptor-related protein complex 2, mu 1 subunit (AP2M1), 
mRNA 


NM_006803 


Homo sapiens adaptor-related protein complex 3, mu 2 subunit (AP3M2), 

T* "XT A 

mRNA 


NM_005498 


Homo sapiens adaptor-related protem complex 1, mu 2 subumt (AP1M2), 

_T> "KT A 

mRNA 


NM 032981 


Homo sapiens dystrobrevm, alpha (DTNA), transcnpt vanant zeta, mRNA 


NM 032980 


Homo sapiens dystrobrevm, alpha (DTNA), transcnpt vanant epsilon, mRNA 


NM 032979 


TT • 1 , 1_ * _ 1 \ f I \*T"rv T A *\ J- » • a - - . - TV "V T A 

Homo sapiens dystrobrevm, alpha (DTNA), transcnpt vanant gamma, mRNA 


NM 032978 


Homo sapiens dystrobrevm, alpha (DTNA), transcnpt variant beta, mRNA 


iNiVl UjZ5f/D 


jiomo sapiens oystroorevm, aipna ^j-zixnaj, transcnpi vanani aipna, nusjMA 


NM 001392 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN3, mRNA 


NM 001391 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN2, mRNA 


NM 001390 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTNl, mRNA 


NM 001026 


Homo sapiens ribosomal protein 824 (RPS24), transcript variant 2, mRNA 


NM 033022 


Homo sapiens ribosomal protein 824 (RPS24), transcript variant 1, mRNA 
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TTr^mn QnnipnQ rtQtpncrlvn'n ^o^teninductive factor mimecan^ fOGN^. transcriDt 1 

variant 2 ttlRNA. 


It! XyX vf J J W 1 


Hnmn «?anien«; o<?teofflvcin fosteoinductive factor, niimecan) fOGN), transcript 1 

variant 1, niRNA 


NM 014057 


Womo ^aniens o^teofflvcin rosteoinductive factor, mimecan^ fOGN), transcript 1 
variant 3, mRNA 


NM 016152 


Homo saniens retinoic acid receotor beta (HARBy transcript variant 2, mRNA 


NM 000965 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 1, mRNA [ 


NM O'^OQ?? 


Womo QflTiieTiQ raQnaQe 10 annntosi^-relate'd'cvsteine nrotease fCASPlOV 1 
transcript variant D, mRNA 




TTnmn QnnifriQ ra^naQp 10 annntn^i^-related cvsteine nrotease rCASPlOX 1 
transcript variant C, mRNA 


NM n'^9074 


WrtTYirfc csi-niRnc pflc-nsic^a 10 flnnntriQiQ-rplat^d cvsteiTie nrotease TCASPIO^. 1 

transcript variant B, mRNA 


NM 001 0*^0 


Womrk cj4r*i*»nc r*5*cn?iQf» 10 aT^onto<:i<i-i*platpd cvstfiine nro tease fCASPlOi. 1 
trflnQfiriT^t variflnt A mRNA 1 


NM 03*^992 


Homo ^aniens casnase 6 anontosis-related cvsteine protease fCASP6), transcript 
variant beta, mRNA 


NM 001226 


Homo ^anien<; ca^jna^^e 6 anonto^is-related cvsteine nrotease fCASP6\ transcript 

XiVJlllV^ OCLI-/lwllO wO-OlJClOw w, tiJ^V7 ly I.V/010 1 wltlrtWV* wjFwt-wxxiW ^xvybwukjw ^^^^ •.•.^^ wy, ».* w ■ 

variant alnlia mRNA 

V C«-l. X^*xJilf %AXY^XX\Xy xxxx^^^x ^ 1 


NM 033133 


Homo saniens 2* 3*-cvclic nucleotide 3* nhosnhodiesterase (CNP\ mRNA 


NM 033125 


Homo ^ariiens organic cation transnorter OKBl fOKBl^. mRNA 1 


NM 0'50349 


Homo <sanien<s anlcvrin reneat domain 2 (^stretch resnonsive muscled f ANKRJD2\ 

^X\Jx.\.l\J OAL/XwlXw CUl.n.yXXXl X Wl^WUIr WlV/XXXtXAXl tfitf IwWfcWfcWAi A WW^^WA.WA » wy ' ""^^ ^ 1 

mRNA 

11X1.N.X ^x Xi 1 


NM 000540 


Homo sapiens rvanodine receptor 1 (skeletaD fRYRlV mRNA 1 


NM 016930 


Homo sapiens svntaxin 18 fSTXlS), mRNA 1 


NM 014808 


Homo sapiens K1AA0793 gene product (KIAA0793), mRNA 


NM 005428 


Homo sapiens vav 1 oncogene fVAVl), mRNA 1 


NM 005747 


Homo sapiens elastase 3A, pancreatic (protease E) (ELA3A), mRNA 1 


NM 000922 


Homo sapiens phosphodiesterase 3B, cGMP-inhibited (PDE3B), mRNA 1 


NM 033069 


Homo saniens ADG-90 nrotein rADG-901 mRNA 


NM 033085 


Homo sapiens fetal and adult testis expressed transcript protein (FATE), mRNA 1 


NM 015001 


Homo sapiens SMART/HDACl associated repressor protein (SHARP), mRNA 


XN iVl U J ^ 5^ OH" 


TIrimr* csknttf>nc r*5iCT^«ic<» ^5 5ir»r\T>iT*c'i c—TplfltpH P"V/QfPinP nrotPflQP inPlirfll TireClirROr 1 

XlvllllVJ OdLlldlo LfdoUdOC dL/LILIlwOlo IwXdLWU wjrol.WUlw J^XV/CwdO^ ^ll^UlCix ^l^wuxoV/x ■ 

cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 4, 
mRNA 


NM 037QR3 


T-fomo cariipnc f*nQr%acp '7 flnor^toQiQ-rplatpd cv^tpinp r)rotpa^e TTieiiral nrecursor 

XlUlllU odL/lwllo wdowdoC dU\/L/L\JoAo lwAdLw«\x wjrwl-wiiiw ^ivlLwCXOw ^xxwuxax ^xwwuii3v/x 

cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 3, 
mRNA 

XX1X.X_L^^ A. 1 


NM_032982 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 1 
cell exnre«?<;ed devplonmentallv down-reeulated 2WCASP2'i transcript variant 1 , 

WWli. wyVLyX WuOwVX, V wXV/L'llXwXAkCXXX y *X\/V»XX A W^UAUbW^A J V^"^ ^fc.** /9 fc* ****LJW* T MA A, I 

mRNA 


NM_032957 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 1 

fTNFRSF6R^ tranQrrinf variant 1 mRNA 1 

^ X XNX XV OX yjUtJ^ Lldli^wXl|JL VuiidllL Xj lllXvX^.1^ 1 


NM_032945 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 1 

rTNFRSF6B'i tranQrrint variant M68C mRNA 

^XX^X XV.UX UdlldwXl|.ll Vdl Idllw XVXVJ WV^, XXlX^^^i^ 1 


NM 001224 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 1 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 2, 
mRNA 


NM_0 15647 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 

(TNFRSF6B), transcript variant 3, mRNA 


NM 033012 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 
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(TNFSF 11), transcript variant 2, mKNA 1 


NM_003701 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 
(TNFSF 11), transcript variant 1 , mRNA 


NM_005409 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 1 1 
(SCYBl 1), mRNA 


NM_005035 


Homo sapiens polymerase (RNA) mitochondrial (DNA directed) (POLRMT), 1 
nuclear gene encoding mitochondrial protem, mKNA 


NM_006980 


Homo sapiens transcription termination factor, mitochondrial (MTERF), nuclear ] 
gene encoding mitochondnal protein, mRNA 


NM 001305 


Homo sapiens claudin 4 (CLDN4), mRNA 1 


]SIMJ)32996 


Homo sapiens caspase 9, apoptosis-related cysteme protease (CASP9), transcript 
variant beta, mRNA 


NM_001229 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 
variant alpha, mRNA 


NM_004346 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 

variant alpha, mRNA 


NM_032991 


Homo sapiens caspase 3, apoptosis-related cysteme protease (CASP3), transcript 
variant beta, mRNA 


NM_033057 


Homo sapiens olfactory receptor, family 2, subfamily B, member 2 (OR2B2), 
mRNA 


NM 033051 


Homo sapiens thymic stromal co-transporter (TSCOT), mRNA 


NM 033048 


Homo sapiens CPX chromosome region, candidate 1 (CPXCRl), mRNA 1 


1 1 

NM_033007 


Homo sapiens death effector filament-formmg Ced-4-like apoptosis protein 
(DEFCAP), transcript variant E, mRNA 


NM_033006 


Homo sapiens death effector filament-fonmng Ced-4-like apoptosis protem 
(DEFCAP), transcript variant D, niRNA 


NIVI_033005 


Homo sapiens death effector filament-fonmng Ced-4-like apoptosis protem 
(DEFCAP), transcript vanant C, mRNA 


NM_033004 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript vanant A, mRNA 


NM;_0 14922 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 1 
(DEFCAP), transcnpt vanant B, mRNA 


NM 000088 


XX * 11 j_ Till //~>/^T 1 A 1 \ "PIT^T A 1 

Homo sapiens collagen, type I, alpha 1 (COLlAl), mRNA 


NM 019105 


Homo sapiens tenascm XB (TNXB), transcnpt vanant XB, mRNA 


NM 033036 


Homo sapiens beta-galactose-3-O-suliotransierase 3 (CjAL3b 12), mKJNA 


NM_033029 


Homo sapiens leishmanolysin-like (metallopeptidase MS family) (LMLN), 1 

T>XT A 1 

mRNA 


NM 033028 


Homo sapiens Bardet-Biedl syndrome 4 (BBS4), mKJNA 


NM 021807 


Homo sapiens secretory protein SBCo (i^hC o), mKJNA 


NM 020137 


Homo sapiens GRIP-associated protem 1 (GRASr 1), mKJNA 


NM_015133 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 3 

/TV if A T>T/^ OTD'5\ «-.n'f>'KT A 1 

(MAPK81r3), mKNA 


MM 014006 


Homo sapiens rl-3-lanase-related kinase SMCj-1 (bMOij, mKJNA 


NM 021914 


Homo sapiens coiilm 2 (muscle) (CFL2), mRNA 


NM 032520 


Homo sapiens nypotnetical protein CAB5d1c>4 (CAr5!)oio4j, mKJNA 


NM 032923 


Homo sapiens nypotnetical protein MGClouzD (JVlLn^louzD;, mKJNA 


INIYI U 1 / 


riomo sapiens nypoineLicai protem iviO\_^Zo^o \iyi\j\~^^o*-Toj^ iiij\j.n/\ 


NM 032868 


Homo sapiens hypothetical protein FU1498 1 (FLJ1498 1), mRNA 


NM 032862 


Homo sapiens hypothetical protein FLJ14926 (FLJ14926), mRNA 


NM 032801 


Homo sapiens hypothetical protein FLJ14529 (FLJ14529), mRNA 


NM 032753 


Homo sapiens hypothetical protein MGC15631 (MGC15631), mRNA 


NM 032737 


Homo sapiens hypothetical protein MGC272 1 (MGC272 1), mRNA 
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NM 032668 


Homo saDiens hvDothetical protein MGC477 1 CMGC477 1 ), mRNA I 


NM 032503 


Homo sapiens G protein-coupled receptor sit (SLT), mRNA 


NM 032377 


Nnmn saniens hvDOthetical nrotein MGC4549 fMGC4549), mRNA I 




Hnmn saniens hvnothetical orotein MGC461 8 fMGC461 8), mRNA 1 


NM 032306 


Homo saniens hvDothetical orotein MGC10974 fMGC10974), mRNA | 


NM 032281 


Homo saniens hvoothetical Drotein DKFZd547J036 (T)KFZp547J036), mRNA 1 


NM 015650 

X ^ XtX V X ^ \J*^ M 


Homo sapiens microtubule-interacting protein that associates with TRAF3 (MiP- 
T3VmRNA ... 1 


NM 031487 


Homo saDiens hvDothetical protein MGC4604 (MGC4604), mRNA | 


NM 031470 

X ^ XVX \J ^ X i \J 


Homo sapiens iunctional adhesion molecule 3 f JAM3), mRNA 


NM 031304 


Homo sapiens hypothetical protein MGC4293 (MGC4293), mRNA 1 


TJM 031213 


Homo saniens hvnothetical protein MGC:5244, (MGC:5244), mRNA 1 


NM 03120S 


Homo sapiens hypothetical protein DKFZp566J2046 (DKFZP566J2046), mRNA | 


NM 030924 

X^XVX \J^\J^J^^T 


Homo saniens hvnothetical protein PRTD-NY3 (PRTD-NY3), mRNA | 


NM 03 0824 


Homo sapiens hvoothetical protein FLJ14356 (FLJ14356), mRNA 1 


NM 030631 


Homo sapiens solute carrier family 25 (mitochondrial oxodicarboxylate carrier), 1 
member 2 1 f SLC25 A2 1 ) , mRNA 1 


NM 024571 


Homo sapiens hypothetical protein FLJ22940 (FLJ22940), mRNA 1 


NM 025015 


Homo sapiens KIAA04 1 7 eene product fKIAA04 1 7), mRNA | 


NM 024103 


Homo sapiens hvoothetical protein MGC2615 (MGC261 5), mRNA 


NM 030578 


Homo sapiens hvnothetical protein MGC4093 fMGC4093), mRNA | 


NM 014015 


Homo sapiens MYLE protein (MYLEV mRNA 1 


NM 025094 


Homo sapiens hvnothetical protein FLJ22 1 84 0FLJ22 1 84), mRNA | 


NM ^5078 


Homo saniens hvnothetical protein FLJ22378 fFIJ22378), mRNA | 


NM 025061 


Homo sapiens hvnothetical protein FLJ23420 (FLJ23420), mRNA 1 


NM 024967 


Homo saniens hvnothetical protein FIJI 1637 CFLJl 1637), mRNA | 


NM 024898 


Homo sapiens hvoothetical protein F'LJIUSI fFLJ22757), mRNA 


NM 024877 

X ^X~X \J ^0 \ \J 1 f 


Homo saniens hvDothetical nrotein FLJ13265 ('FLJ13265), mRNA I 


NM 0^^4726 

X ~ XT X \Jf mm* • / 


Homo saniens hvnothetical protein FLJ22527 (TLJ22527), mRNA | 


NM 024719 

X tXTX \J ^a^^T § X ^ 


Homo sapiens hvnothetical protein FLJ22474 fFLJ22474), mRNA | 


NM 024600 


Homo sapiens hypothetical protein FLJ20898 fFLJ20898), mRNA 1 


NM 024508 

X ^ XTX V T ^ \J \J 


Homo saniens hvDOthetical nrotein MGC10796 (MGC10796), mRNA 


NM 024341 


Homo saniens hvoothetical protein MGC4054 (MGC4054), mRNA 


NM 024064 


Homo saniens hvoothetical protein MGC5363 fiV[GC5363), mRNA | 


NM 024029 


Homo sapiens hypothetical protein MGC3262 (MGC3262), mRNA 1 


NM 023078 


Homo sapiens hypothetical protein FLJ13852 (F1J13852), mRNA 


NM 023076 


Homo sapiens hypothetical protein FLJ23360 (FLJ23360), mRNA 


NM 02'' 842 

X ^XTX \J Am^^X^ M Jm0 


Homo sapiens hvoothetical protein FLJ22969 fFLJ22969), mRNA 

-A-^-# X A ^ ^7^X^^ X^^XX^J A X T \J Va A^^ A*^ A A AAA » A« ^ ^ *^ ^fcn^rm^ mmm ^ ^ ^ a ^ " ^ § 


NM 022737 


Homo sapiens hypothetical protein FIJI 3055 (FIJI 3055), mRNA 


NM_022459 


Homo sapiens hypothetical protein FIJI 3046 similar to exportin 4; KIAA1721 1 
pr rFLJ 1^^046) mRNA 


NM 0''2437 


Homo saniens ATP-bindine cassette, sub-familv G (WHITE), member 8 (sterolin 1 
2) f ABCG8) mRNA 

xJL^ vj y ^ Axix^i.^«» 1 


NM 022135 


Homo saniens noneve nrotein 2 rPOP2). mRNA 


NM 022066 

X ^XTA Art ViT 


Homo saniens likelv ortholoe of mouse ubiauitin-coniueatine enzyme E2-230K 
fE2-230K), mRNA 


NM 015480 


Homo sapiens nectin 3 (DKFZP566B0846), mRNA 


NM 004240 


Homo sapiens thyroid hormone receptor interactor 10 (TRIP 10), mRJSTA 


NM 003589 


Homo sapiens cuUin 4A (CXJL4A), mRNA 


NM 021731 


Homo sapiens hypothetical protein PP3501 (PP3501), mRNA 


NM 020129 


Homo sapiens placental protein 13-like protein (LOC56891), mRNA 


NM 020196 


Homo sapiens HCNP protein; XPA-binding protein 2 (HCNP), mRNA 
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MM 020224 


Homo sapiens iiypotneticai protein DisJ:*/.p54/(J14o (L>Kr'Zp547(J14o), mKNA 


NM 019064 


Homo sapiens hypothetical protein (FLJ10832), mRNA 


NM 019012 


Homo sapiens phosphoinositol 3-phosphate-binding protein-2 (PEPP2), mRNA 


NM 018635 


TT^ _ _ 1_ xl_ 1 X. T^T* AAA /TAT* AAA\ T> XT A 

Homo sapiens hypothetical protein PRO2900 (PRO2900), mRNA 


NM_0 18687 


Homo sapiens hepatocellular carcinoma-associated gene TD2o (LOC55908), 

- - T\XT A 

mRNA 


NM_0 18441 


Homo sapiens peroxisomal trans 2-enoyl CoA reductase; putative short chain 
alcohol dehydrogenase (HSA250303), mRNA 


NM 0lbo45 


Homo sapiens hypothetical protein Hbbo (llbc>6)j mKNA 


NM 017967 


Homo sapiens hypothetical protein FLJ20850 (FLJ20850), mRNA 


NM U17914 


Homo sapiens hypothetical protein F JLJ20o40 (FjLJ20o40), mJt<jNA 


XTX Ji A 1 TAAC 

NM 017905 


Homo sapiens hypothetical protein FLJ20d23 (FLJ20623), mKNA 


XTTViT A 1 T^O'^ 
iNJVl \j\llLl 


T T _ _ „ * 1 xl^ xJ 1 _ » ^ ! _^ T^T TO A yl /I / l / T TO AO /I /I \ . . . T> XT A 

Homo sapiens hypothetical protein rLJ20244 (rLJ20244)3 mKNA 


JNJVl U 1 /ODo 


Homo sapiens Llol -interacting protein NUJJJil, rat liomolog (JNUJJiil J, mKJNA 


JNJVl Ui/OiO 


Homo sapiens nypotnetical protein ri^JZUUiM trL»jzUU04}, mKJNA 


XT\>f ni CI 


Homo sapiens nypotJieticai protein rLJlU/U4 ^rLJlu/U4j, mKJNA 


XTTV yT C\\Qf\nA 

inM UloU/4 


Homo sapiens hypothetical protein 103 /4 (JrU 103 /4), mKJNA 


NM 018057 


Homo sapiens homolog of rat orphan transporter v7-3 (NTT73), mRNA 


XTTV >r A 1 OA /I A 

NM 018049 


TT _x1~x*- 1 x" T^T T 1 AO A^ /"T^T T 1 AO AT\ — T^ "KT A 

Homo sapiens nypotnetical protein FLj10297 (FLJ10297),' mRNA 


NM 018028 


TT ^ — 1 x"l_ xJ 1 X ' T^T Tl AO 1 "1 /T^T T"! AO 1 t \ _-_Tfc'VT A 

Homo sapiens hypothetical protein FLJ1021 1 (FLJ1021 1), mRNA 


NM 018000 


Homo sapiens hypothetical protein FLJIOI 16 (FLJ10116), mRNA 


NM 016510 


Homo sapiens putative selenocysteine lyase (SCLY), mRNA 


NM_016434 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript vanant 2, mRNA 


NM 016289 


Homo sapiens M025 protein (LOC51719), mRNA 


NM_0 16264 


Homo sapiens GIOT-2 for gonadotropin inducible transcnption repressor-2 
(GIOT-2), niRNA 


NM_016149 


Homo sapiens protein inhibitor of activated STAT protein PIASy (PIASY), 

T^ "VTA 

mRNA 


NM_0 15897 


Homo sapiens protem mhibitor of activated STAT protem PIASy (PIASY), 

__T>XT A 

mRNA 


NM 016581 


Homo sapiens ECSIT (LOC51295), mRNA 


XTAvT f\'\ £iA1(\ 

NM Ulo4/9 


Homo sapiens hypothetical protem (LOC5 1246), mRNA 


INJVl Ulo4/4 


Homo sapiens hypothetical protein (LOC51244), mKNA 


JNiVL UloUir^ 


Homo sapiens HorCU42 protein (L,UC5 1 12Z), mKNA 


JNJVl 013^42 


Homo sapiens CCji-iz protein (L.UCDlUOi), mKJNA 


JNJVl U104/D 


riomo sapiens nypotJieticai protein (^HoFL^zuj, iukinA 


xnv/f cwf^A^n 

INIVI U 1 04 J / 


JdLomo sapiens protein Jcinase DZ yrisjjz )^ rnKJN a 


JNJVl UlOili 


Homo sapiens lvlAAUoo3 gene product (KlAAUooJ), mKNA 


JNIVI U14U4y 


riomo sapiens iNJrUUU2 protem (JNFLiUUZ^, mKJNA 


INJVl U14yo3 


Homo sapiens JsJAAu9o3 protein (KiAAUyoj ), mKJNA 


XTA >f A 1 C C? 1 

NM UlDD/i 


T_T --- ILL ^ _ ..^ J ^ OT TTV /T/'A 1 ■ n- ^ a _ _ _ „ /'OTTO T> 1 \ T^ "K T A 

Homo sapiens bUMO-l-speciiic protease (iSUi>Fl), mRNA 


JNJVl U14/6y 


riomo sapiens JsjaauoZo gene proauct (jsjaauozo), mKJNA 


XT\^ fW ATX A 

INJVl U14/14 


TT AWA.^ nA«^« &w«« "ly TA AA^AA . ^ _^ _ _ 1 . . _ x /TV" T A A t\C A A\ _ - "K T A 

Homo sapiens JsJAAU59U gene proauct (JsJLAAu590), mKJNA 


JNJVl Ul4/-)o 


jtiomo sapiens i\.jaau2d4 gene product ^JsJAAUzd4j, mKNA 


JNJVl Ui4UOj 


JnLomo sapiens HIUUI protein (HlUOl ), mKJNA 






NM 015462 


Homo sapiens DKFZP586L0724 protein (DKFZP586L0724), mRNA 


NM 015642 


Homo sapiens zinc finger protein 288 (ZNF288), mRNA 


NM 015493 


Homo sapiens DKFZP434N161 protein (DKFZP434N161), mRNA 


NM 014446 


Homo sapiens muscle-specific beta 1 integrin binding protein (MIBP), mRNA 


NM 013314 


Homo sapiens B-cell linker (BLNK), mRNA 
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NM 007086 


Homo saniens AMD-1 "nrotein rA.MD-1^ iriRMA 


NM 006701 


HoTTio ^anien^ ^iinilar to S TiomHe diTnl+ rOlA/Tl'^ mRN^A. 


NM 006300 


Homo sapiens zinc finger protein 230 (ZNF230), mRNA 


NM 006477 


TTonno Qanipn^ R AS-relateH on oViTOTno^onne 99 fRRT*99'^ nnRMA 


NM 006087 


Homo saniens tubulin beta S nXIBBS'^ mRMA 


NM 006056 


Homo sapiens G protein-coupled receptor 66 (GPR66), mRNA 


NM OOSSI^ 


IJLi/lXiVI daJJlwiiO AtX U|J|Jd Ljr ZiliiV xlilgwi yV^^JLJlM^ y^iLjX\.X^, ilixvX^xx. 


IXIVJ. \J\JJOl / 


l^/\'m/\ coi^t^nc f*^TCtr\ ^e\^t*\\e\r\ 'nfoi'^'in /'thicititii^ca ^ nViocnVicii'^ i'^^^nfT\f l^iTiHrno* 
xxiiinu oapiCIlo waigO oCiCUllUn pirULCin ^lUaUIllJoC \j |^liiJo^Xlal.C rCV/CpiLrl tlillUUlg 

protein) (TIP47), mRNA 




xxUmU odpiCIlb pULallVC UallolctllUIl lIllLla.llUil laUKJI ^oLJll )^ ITlJ\JLN/\ 


i\iVl_UU«50-) / 


nomo sapiens r\jr i \j}roccssmg oi precursor, o. cerevisiae^ nomoiog \jsxjl^\})^ 

mPMA 


NM 005776 


Homo sapiens comichon-like (CNIL), mRNA 


MM 004070 


TTrf^tn/^ cdTHf^Tic iT>ciiliTi lil^^ <Tf*/\\x/+tt ^^(^\cw rMn/iTrtO" T*i*i^i'Ain IcirMl^* cnVMini't" 
XxLlillU oapiClio lIloUilii~Ili\.C glow 111 IdOlUi L/lliuillg piUlClll, aOlLl IdUiiC oLiUUlllL 

riGFAT S'i mRMA 


MM 004Q4S 


Hr\mrt ccmiRTic dvniaTviiTi 9 i 1 l"WTWr9 ^ ■mU'W^A 
XTUillfJ o£l|JldiS> Ujrilallilll ^ yjLJVHiyi^ XxJXxlN,rx 


MM 004783 


TTomrfc cflrii^nc R AW^T^ TviRmbRT 1? AS fxncacrf^nf* "fflnnilv TP A'R'^T^^ TnPNfA 


NM_004548 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 10 


NM 004124 


Homo sapiens glia maturation factor, beta (GMFB), mRNA 




xTuiiiu bdpicno giio nictiurciiiuii la^Lor, garnma ^vjivj.x^\jj, ituvin/y 


NM 004907 


Homo sapiens immediate early protein (ETRlOl), mRNA 


MM 004044 


riomo sapiens j-aminoimiaazoie-H-carooxaniiue riDonucieotiCLe 
loi liiy 1 iransierase/ iivlt cycxonyoroiase mj\JN/\ 


MM 004*^ 1 S 


l-T/^TYl/X COT^I^nC ^T_Of*Y7l C¥%llinrfe'/^C^Vt^ OTm/^/^VlT//1t*/\1oda ^O/^l/l /^^fOTYll/loC^^ ^ A Q AXT^ 

rXUmiJ oapiCUo IN'ai/yiopillIlgUolilC aUllUUXiyurUlcloC ^UUlU (/CraiillUdoC J yj\OT\TXJy 

mPMA 


NM_004846 


Homo sapiens eukaryotic translation initiation factor 4E-like 3 (EIF4EL3), 

mRMA 


NM 003765 


Homo sapiens syntaxin 10 (STXIO), mRNA 


NM {10"^ 110 


xj-vji I ID b dpi Clio op^ ixdn scrip Liuii iducox ^ox ^/i, iiixvinxa. 


NM 003113 


Homo sapiens nuclear antigen SplOO (SPlOO), mRNA 


MM 000^4'^ 


nomo sapiens spmngomyeiin pnospnoQiesierase i, aciQ lysosomal ^acia 
sphingomyelinase) (SMPDl), mRNA 


NM_003072 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 

cnromacin, suuiamny a, memoer h- ^^oivi/vtv\-^/\*t^, rnivrN/v 


MM 009 R07 


xiomo sapiens proLeasome yjrosome, macropain^ zoo suounii, non-zviirase, i 
(PSMDl), mRNA 


MM 009704 


nomo sapiens pro-piaieiei oasic proiein ^mciuues piaieiei oasic proicin, oeia*- 

UU UIIlL/UglUL/Ullll, L'UlUlCL'Ll VC lloollC~d(^llVdllIlg pCpilUC JLLl, IlCLiirOpilli-'dCLl Vdtlllg 

neDtide-2'i fPPBP'J mRNA 


NM 000089 


Homo sapiens collagen, type I, alpha 2 (COLl A2), mRNA 


NM 001687 


xXUlllU odpiCXid xk A X ojrllllldoC, JJL ' LX dliopUI Llllg, xllllU^lXUilUridi i vUilipiCA, UClld 

subunit fATPSD"^ mRNA 


NM 0'>0168 


Homo saniens d21CCDKN1 AVactivated kinase 6 fPATCfi^ mRMA 


NM 03'^657 


Homo saniens hvnothetical nrotein MGC 10442 TMGCl 0449^ mRMA 


NM 032571 


Homo <5aniens EGP-liV^ modiilp-containinj/ miicin-lilcp Tp^nf^rxtav T^MT^*^ ^P1\4T^'^^ 

mRNA 


NM 032413 


Homo sapiens normal mucosa of esophagus specific 1 (NMESl), mRNA 


NM 015093 


Homo sapiens TAKl -binding protein 2 (TAB2), mRNA 


NM 031947 


Homo sapiens ornithine transporter 2 (ORNT2), mRNA 


NM 005563 


Homo sapiens stathmin 1/oncoprotein 18 (STMNl), mRNA 


NM 024662 


Homo sapiens hypothetical protein FLJ10774 (FLJ10774), mRNA 
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NM 024637 1 


Homo sapiens beta-galactose-3-O-sulfotransferase, 4 (GAL3ST-4), mRNA 


NM 024617 


Homo sapiens hypothetical protemFLJ 13409 (FLJ13409), mRNA 


NM_020796 


Homo sapiens sema domam, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6A (SEMA6A), mRNA 


NM 013283 
NM 012231 


Homo sapiens methionine adenosyltransferase n, beta CMAT2B), mRNA 


Homo sapiens PR domain contammg 2, with ZNF domain (PRDM2), mRNA 


NM 020428 


Homo sapiens CTL2 gene (CTL2). mRNA 


NM 015866 


Homo sapiens PR domain containing 2, with ZNF domain (PRDM2), mRNA 


NM_0 14771 


Homo sapiens 95 kDa retinoblastoma protein binding protein; KIAA0661 gene 

pro (KIAA0661), mRNA 


NM 014454 


Homo sapiens p53 regulated PA26 nuclear protem (PA26), mRNA 


NM_0 13447 


Homo sapiens egf4ike module containing, mucin-like, hormone receptor-hke 
sequence 2 (EMR2), mRNA 


NM_006499 


Homo sapiens lectin, galactoside-binding, soluble, 8 (galectin 8) (LGALS8), 
mRNA 


NM 006031 


Homo sapiens pericentrin 2 (kendrin) (PCNT2), mRNA 


NM_022040 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBbCKS;, 
transcript variant 1, mRNA 


NM_032464 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 4, mRNA 


NM_032463 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 2, mRNA 


NM_0 14146 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBbCR5j, 
transcript variant 3, mRNA 


NM_031992 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBbCRl), 
1 transcript variant 2, mRNA 


NM_006234 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 
(POLR2J), transcript variant a, mRNA 


NM_032959 


Homo sapiens polymerase (RNA) 11 (DNA directed) polypeptide J (13.3kD) 
(POLR2J), transcript variant b, mRNA 


NM_032958 


Homo sapiens polymerase (RNA) n (DNA directed) polypeptide J (13.3kD) 
(POLR2J), transcript variant c, mRNA 


NM_002694 


Homo sapiens polymerase (RNA) n (DNA directed) polypeptide C (33kD) 
(POLR2C), transcript variant alpha, mRNA 


NM_032940 


Homo sapiens polymerase (RNA) n (DNA directed) polypeptide C (33kD) 
(POLR2C), transcript variant gamma, mRNA 


NM 033011 


1 Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 3, nfiRNA 


NM 000931 


1 Homo sapiens plasminogen activator, tissue (PLAl ), transcript variant 2, mKJNA 


NM 000930 


1 Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 1, mRNA 


NM_033013 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 3, mRNA 


NM_003889 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 1, mRNA 


NM_022002 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
1 transcript variant 2, mRNA 


NM_022170 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBbCKl), 
transcript variant 1, mRNA 


NM_032408 . 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZIB), 
transcript variant 2, mRNA 


NM_023005 


1 Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZIB), 
transcript variant 1, mRNA 


NM 001024 


1 Homo sapiens ribosomal protein S21 (RPS21), mRNA 
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NM 012138 


Homo saoiens apoptosis antagonizing transcription factor (DED), mRNA 


NM 016343 


Homo sapiens centromere protein F (350/400kD, mitosin) (CENPF), mRNA 


NM 032988 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 2, mRNA 


NM 032052 


Homo saniens zinc finser protein 278 (ZNF278). transcript variant 3, mRNA 


NM 032051 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 4, mRNA 


NM 032050 


Homo sapiens zinc fmeer protein 278 ('ZNF278), transcript variant 2, mRNA 


NM 014323 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 1, mRNA 




Wnmn ^aiiien<? o-eneral transcrintion factor 11. i fGTF2ri. transcript variant 5, 
mRNA 




Wnmn Qflnipnsi aeneral transcrintion factor 11. i fGTF2D. transcript variant 4, 
mRNA 




tTrwTir* QflnipTiQ o"ene"i*al transcrintion factor II- i fGTF2r^. transcript variant 3« 
mRNA 

XXXX^^ ^ Xjl 




Homo saniens eeneral transcription factor EL, i fGTF2D, transcript variant 2, 
mRNA 

A X XX^X ^ X X 


NM 03'>999 


Homo saniens eeneral transcription factor 11, i fGTF2r), transcript variant 1, 
mRNA 

XXX-X^nX ^X & ■■■III 


NM 002904 


Homo sapiens RD RNA-binding protein (RDBP), mRNA 


NM OCTSS 


Homo sapiens mitoeen-activated protein kinase kinase 1 CMAP2K1), mRNA 


NM 012453 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 1, mRNA 


NM 006347 


Homo sapiens neotidvl prolyl isomerase H (cyclophilin H) (PPIH), mRNA 


NM 001631 


Homo sapiens alkaline phosphatase, intestinal (ALPI), mRNA 


NM O'^llSl 

X ^XtX \J ^ X X «■/ X 


Homo sapiens carnitine O-octanovltransferase (CROT), mRNA 


NM 005090 


Homo sapiens phospholipase A2, group IVB (cytosolic) (PLA2G4B), mRNA 


NM 000124 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 6 (ERCC6), mRNA 


NM 020157 


Homo sapiens otoranlin fOTOR\ mRNA 

JLJL^^XXX^^ V* X%^XX*J V^^X A XXX \^ ^Bi^ ^ X— ^^^^j X* * * 


NM 018313 


Homo saniens nolvbromo 1 fPBl^. mRNA 


NM 018165 

X ^ X T X Vr X W X \JmJ 


Homo saniens nolvbromo 1 fPB 1 ^ mRNA 


NM 016503 


Homo sapiens mitochondrial ribosomal protein L30 (MRPL30), mRNA 


NM 012139 


Homo saniens deaftiess locus associated putative guanine nucleotide exchange f 
fDELGEFV mRNA 


NM 007061 

X^XVX 1 \J\J X 


Homo saoiens serum constituent protein rMSE55), mRNA 


NM 005379 


Homo sapiens mvosin lA fMYOlAV mRNA 

X.X^^AXX^^ ^X X X^X X^ XXX J X^ XXX ■* 1 X. X- \ * ' * X. * * * * ' X & 


NM_000500 


Homo sapiens cytochrome P450, subfamily XXIA (steroid 21 -hydroxylase, 
conor^nital adrenal hvoernlasiaV polvpeptide 2 fCYP21A2^, mRNA 

^^^/XX^I^^^X XX Vt»4X liX^^vX %^XXUfX XX_J j^*^X WX*^ ^ ^ J^x^* J ji^x^ wx x^x^ ^ *^ * ^ m^m ^ ^ m 


NM 000063 

X^XVX \f\J\/\J\J^ 


Homo sapiens comDlement component 2 fC2\ mRNA 


NM 014078 


Homo sapiens mitochondrial ribosomal protein LI 3 fMRPL13\ mRNA 

JL A^^XXX^^ WX X ^^X X^J X X XX %^X A V^X X^X X X%^ X X X X*/ A X x. w^^* a ^ « « ^^^m -» «^ ^ J ' 


NM 021134 

X ^xvx vyx# X X 


Homo sapiens mitochondrial ribosomal protein L23 rMRPL23), mRNA 


NM 020249 


Homo sapiens a disinteerin-Uke and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 9 (ADAMTS9), mRNA 


NM 018094 


Homo sapiens Gl to S phase transition 2 (GSPT2), mRNA 


NM 014180 


Homo sapiens mitochondrial ribosomal protein L22 (MRPL22), mRNA 


NM 014175 


Homo sapiens mitochondrial ribosomal protein LI 5 (MRPL15), mRNA 


NM 015385 


Homo sapiens SH3 -domain protein 5 (ponsin) (SH3D5), mRNA 


NM 006434 


Homo sapiens SH3 -domain protein 5 (ponsin) (SH3D5), mRNA 


NM 000135 


Homo sapiens Fanconi anemia, complementation group A (FANCA), mRNA 


NM 005656 


Homo sapiens transmembrane protease, serine 2 (TMPRSS2), mRNA 


NM_021974 


Homo sapiens polymerase (RNA) 11 (DNA directed) polypeptide F (POLR2F), 
mRNA 


NM_004167 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcript variant 2, mRNA 
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NM_032965 


Homo sapiens small mducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcnpt variant 3, mRNA 


NM_032964 


Homo sapiens small mducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcnpt variant 1, mRNA 


NM 032454 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 2, mRNA 


MM 007057 


Homo sapiens ZWIO interactor (ZWINT), transcnpt vanant 1, mRNA 


NM 032997 


Homo sapiens ZWIO interactor (ZiWDsfT), transcript variant 2, mRNA 


NM 003262 


Homo sapiens translocation protein 1 (TLOCl), mRNA 


NM 032470 


Homo sapiens tenascin XB (TNXB), transcript variant XB-S, mRNA 


NM_004166 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 1, mRNA 


NM_032963 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 3, mRNA 


NM_032962 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 

(SCYA14), transcript variant 2, mRNA 


NM 021219 


Homo sapiens junctional adhesion molecule 2 (JAM2), mRNA 


NM_0 14456 


Homo sapiens programmed cell death 4 (neoplastic transformation inhibitor) 
(PDCD4), mRNA 


NM 004197 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 1, mRNA 


NM_007214 

* 


Homo sapiens SEC63, endoplasmic reticulum translocon component (S. 

cerevisiae (SEC63L), mRNA 


NM 006808 


Homo sapiens protein translocation complex beta (SEColB), mRNA 


NM 001028 


Homo sapiens ribosomal protein S25 (RPS25), mRNA 


NM 001022 


Homo sapiens ribosomal protein Cil9 (RPS19), mRNA 


NM 001021 


Homo sapiens ribosomal protein SI 7 (RPS17), mRNA 


NM 001020 


Homo sapiens ribosomal protein S16 CEtPS16), mRNA 


NM 001018 


Homo sapiens ribosomal protein S15 (RPS15), mRNA 


NM 001017 


Homo sapiens ribosomal protein S13 (RPS13), mRNA 


NM 012423 


Homo sapiens ribosomal protein L13a (RPL13A), mRNA 


NM_002907 


Homo sapiens RecQ protein-like (DNA helicase Ql-like) (RECQL), transcript 
variant 1, mRNA 


NM_032941 


Homo sapiens RecQ protein-like (DNA helicase Ql-like) (RECQL), transcript 
variant 2, mRNA 


NM_02112S 


Homo sapiens polymerase (RNA) n (DNA directed) polypeptide L (7.6kD) 
(POLR2L), mRNA 


NM_006233 


Homo sapiens polymerase (RNA) 11 (DNA directed) polypeptide I (14.5kD) 
(POLR2D, mRNA 


NM_006232 


Homo sapiens polymerase (RNA) 11 (DNA directed) polypeptide H (POLR2H), 
mRNA 


NM_002695 


Homo sapiens pol3mierase (RNA) n (DNA directed) polypeptide E (25kD) 
(POLR2E), mRNA 


NM_004805 


Homo sapiens polymerase (RNA) n (DNA directed) polypeptide D (POLR2D), 
mRNA 


NM_000937 


Homo sapiens polymerase (RNA) n (DNA directed) polypeptide A (220kD) 
(POLR2A), mRNA 


NM 001987 


Homo sapiens ets vanant gene 6 (TEL oncogene) (El V6), mRNA 


JNM \)3Zy/3 


Homo sapiens protocaanenn ZZ (rCiJxlz2), transcnpt vanant c, rnKiN a 


NM 032972 


Homo sapiens protocadherin 22 (PCDH22), transcript variant b, mRNA 


NM 032971 


Homo sapiens protocadherin 22 (PCDH22), transcript variant a, mRNA 


NM 020403 


Homo sapiens protocadherin 9 (PCDH9), mRNA 


NM 022843 


Homo sapiens protocadherin 20 (PCDH20), mRNA 


NM 032949 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 2, mRNA 
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NM_032457 


Homo saoiens BH-Drotocadherin Hirain-heart^ rPCDH7^ transcritit variant c 
mRNA 


NM_032456 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant b, 
mRNA 


NM_002589 


Homo saoiens BH-orotocadherin fbrain-heart"^ fPCDHVi traTi^crint variant a 

mRNA 


NM 016580 


Homo sapiens protocadherin 12 (PCDH12), mRNA 


NM_032420 


Homo sapiens protocadherin 1 (cadherin-hke 1) (PCDHl), transcript variant 2, 
mRNA 


NM 032969 


Homo sapiens protocadherin 1 1 (PCDHl 1), transcript variant d, mRNA 


NM_032968 


Homo sapiens protocadherin 1 1 (TCDHl IV transcrint variant c mRNA 


NM 032967 


Homo sapiens protocadherin 1 1 (PCDHl 1), transcript variant b, mRNA 


NM 032950 


Homo saniens matrix metallonroteinase 28 nvrMP28^ transcrint variant 2 

mRNA 


NM 024302 


Homo saniens matrix metallonroteinase '^8 CMlVrP^R^ trfln<;crint variant 1 

wA**v.^ w«-4'^xwxx4^ xxAtxuxA xxxv/t^CXXlW^X wLv'XXXCXOV' yXVXJ.TjLL UCIxlowx IL/L VcUXOXJL Ay 

mRNA 


NM 006575 


Homo sarjiens mitoffen-antivfitpfi "nrofpin IrinnQ^ VinftQp IrinncR Irinacf* ^ 

xx.v./xi.Avy ocx|^iv/^ixo XAt&L\ygwxx CxV/ LI Vu.Vw\A LflK^Lwlll XWxllAo^ AJixcIow IvlXlCloC IVxlluoC 

(MAP4K5), mRNA 


NM 004635 


Homo Sar>iens TnitOffen-activfltpH nrntf*!!! IcinaQP-aptivafpH 'nrr\tf*ir> TrinaQf* 

(MAPKAPK3), mRNA 


NM 002587 


Homo samens nrotocadherin 1 Tcadherin-lilce W rPODTTT^ frjin Qrrint vari ant 1 

»»*^xwxx«j j^x Wbwwcxuxxwx XXI X ^wCxUXXwX tlx XXjnkW X ^ V^J^XX X U AXXOwXlL/l. VAllCUll Xy 

mRNA 


NM_004759 


Homo saniens mito pen-activated nroteiri Icina^e-activatpd "nrofpin Vmacp 9 

^■m.-v^^M:K^ vM^^&wxB.k9 XXXX W C^WXX «X w t>X T U LvVX LTXx^XwXAl XVXXXCXOW CXW bX V CXv^VX y#XV/t>wXXX AXXXCxSw ^ 

(MAPKAPK2), transcript variant 1, mRNA 


NM_032960 


Homo sapiens mitosen-activated nrotein kinase-activated orotein lcina<5e 2 
(MAPKAPBL2), transcript variant 2, mRNA 


NM 032515 


Homo sapiens Bcl-2 -related ovarian killer protein-like fBOKL'i mRNA 


NM 015166 


Homo sapiens KIAA0027 protein (MLCl), mRNA 


NM_001795 


Homo sapiens cadherin 5* type 2, VE-cadherin f vascular epithelium'i fCDHS'i 
mRNA 


NM 001794 


Homo sapiens cadherin 4, type 1, R-cadherin (retinal) (CDH4), mRNA 


NM 001793 


Homo sapiens cadherin 3, type 1, P-cadherin (placental) fCDHS) mRNA 


NM 001792 


Homo sapiens cadherin 2, type 1, N-cadherin (neuronal) (CDH2), mRNA 


NM 004360 


Homo sapiens cadherin 1. tvoe 1. E-cadherin Tenithelial^ rCDHl'^ mRNA 


NM 006137 


Homo sapiens CD7 antigen (p41) (CD7), mRNA 


NM_005864 


Homo saoiens si&nal transduction nrotein <^SH^ mntflimna^ rPF"5\9^ franQprint 

■■■■»-v*-**v uix^xwxxo OA^xxtxx LXCxxAOUvtv/bxvxi JJXV/LWIXX ^kJXX«J wwllLCllXXIll^ J IX^X UClllOwXXL/L 

variant 1, mRNA 


NM_032459 


Homo sapiens signal transduction nrotein fSlT'^ cnntainina^ n^F'S?^ tranQrri-nt 

variant 2, niRNA 


NM_032107 


Homo sapiens lethal f3) malienant brain tumor IfS^mbt nrotein (Drosonhila^ ho 
(H-L(3)MBT), transcript variant H, mRNA 


NM_0 15478 


Homo sapiens lethal (3) malignant brain tumor l(3)mbt protein (Drosophila) ho 
(H-L(3)MBT), transcript variant I, mRNA 


NM 004318 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 1, mRNA 


NM 032468 


Homo sapiens aspartate beta-hvdroxvlase CASPH). transcript variant 2 mRNA 


NM 032467 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 4, mRNA 


NM 032466 


Homo sapiens aspartate beta-hydroxylase f ASPH), transcript variant 3. mRNA 


NM 020164 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 5, mRNA 


NM_014217 


Homo sapiens potassium channel, subfamily K, member 2 (TREK-1) (KCNK2), 
mRNA 


NM_031498 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 2 (GNGT2), mRNA 
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xnv/T n^i 711 

INIVI UJlJll 


riomo sapiens carooxypeptiaase, viteuogenic-liKe (0"VL/}, mRNA 


INIVI UZZ/Oo 


xiomo sapiens kjna Dinamg motii protein l j (KdMI jj, mJKJNA 


MM 021797 


Homo sapiens eosinophil chemotactic cytokine (TSA1902), mRNA 




Jtiomo sapiens protein pnospnatase l, regulatory (inhibitor) subunit ISA 
(PPPlR15A),mRNA 




Homo sapiens protocadnenn 1 1 (rCDxil 1), transcnpt vanant a, mRNA 


NM 003004 


Homo sapiens secreted and transmembrane 1 (SECTMl), mRNA 




Homo sapiens polymerase (RNA) 11 (DNA directed) polypeptide G (POLR2G), 
mRNA 




JHomo sapiens polymerase (RNA) 11 (DNA directed) polypeptide B (140kD) 

(r'LlLrKZii), mRNA 


NM_001372 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
vanani z, itikjna 




Homo sapiens estrogen receptor binding site associated, antigen, 9 (EB AG9), 

mxsJNA 


vnv/r 111 

INIVX UU3 111 


Homo sapiens crystal i in, zeta (quinone reductase)-liKe 1 (CRYZLl), mRNA 


IN lVl_UU^O 0 1 


riomo sapiens cAJVUr responsive element binding protem-hke 1 (CREBLl), 

niKJN A 


NM 000592 


Homo sapiens complement component 4B (C4B), mRNA 


INiVL UU / JLy^ 


xiomo sapiens complement component 4A (C4A), mKJNA 


NM 032603 


Homo sapiens lysyl oxidase-like 3 (LOXL3), mRNA 


iNiVL UZjVo / 


Momo sapiens mitochondnal nbosomal protem L34 (MRPL34), mRNA 


INIVI \jZ2.Z>\>I 


Homo sapiens nyctalopm (NYX), mRNA 




Homo sapiens carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 8 

(Crlo 1 o ), mKJNA 


lNlVi_U 1 Oj J / 


Homo sapiens orphan seven-transmembrane receptor, chemokine related 
(VSHKl), mRNA 


IMXVl U 1 0 i 1 0 


riomo sapiens amcyrin repeat ana oUCo box-contammg 4 (ASB4), mRiN A 


NM 016114 


Homo sapiens ankyrin repeat and SOCS box-containing 1 (ASBl), mRNA 


INIVI U 1 0 1 1 0 


Homo sapiens ankynn repeat and SOCb box-contaming 3 (ASB3)5 mRNA 


iNivi ui^oyo 


Homo sapiens lysosomal-associated membrane protem 3 (LAMP3), mRNA 




xiomo sapiens JNAUJrJbi-aepenaent rMJN and rAD containing oxidoreductase 
(NRO.mRNA 




Homo sapiens iragile A mental retardation, autosomal nomolog 2 (FXR2), 
mRNA 


MTV/f nnAR^n 

iNiVx uuoo^u 


Homo sapiens mterleuian 24 (lLr24), mKNA 


rNivi uuoj^i 


Homo sapiens tnioredoxin-like 2 (iXNL2), mRNA 


1N1V1_UU^00Z 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcnpt 
variant 1, mRNA 


lNiVl_UUUUZy 


Homo sapiens angiotensinogen (serine (or cysteine) proteinase inhibitor, clade A 
(alpha- 1 antiproteinase, antitrypsin), member 8) (AGT), mRNA 


INlVl uU^UjU 


Homo sapiens BCL2-like 2 (BCL2JL2), mRNA 


NM 004049 


Homo sapiens BCL2-related protein Al (BCL2A1), mRNA 


XTTVvT 

1NJVI_UU 1 OZ J 


Homo sapiens allograft mflammatory factor 1 (AEFl), transcnpt vanant 3, 

niRNA 




Homo sapiens allograft inflammatory factor 1 (AIFl), transcript variant 1, 
mRNA 


NG^OOOOIO 


Homo sapiens genomic cytochrome P450, subfamily HA (phenobarbital- 
inducible) (CYP2 A.2@) on chromosome 1 9 


NM_004847 


Homo sapiens allograft inflammatory factor 1 (AIFl), transcript variant 2, 
mRNA 


NM 005452 


Homo sapiens chromosome 6 open reading frame 1 1 (C6orf 1 1), mRNA 
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NM 031282 


Homo saoiens inununo&lobulin suTjerfamilv receotor translocation associated 1 
(IRTAl), mRNA 


NM_031281 


Homo sapiens iinmunoglobulin superfamily receptor translocation associated 2 
(IRTA2), mRNA 


NM_000767 


Homo sapiens cytochrome P450, subfamily TTR (phenobarbital-inducible), 
polypeptide 6 (CYP2B6), mRNA 


NM 020165 


Homo sapiens postreplication repair protein hRADl 8p (RADl 8), mRNA 


NM 001710 


Homo sapiens B-factor, properdin (BF), mRNA 


NM 021800 


Homo sapiens J domain containing protein 1 (JDPl), mRNA 


NM 020404 


Homo sapiens tumor endothelial marker 1 precursor (TEMl), mRNA 


NM_006672 


Homo sapiens solute carrier family 22 (organic anion transporter), member 7 
(SLC22A7), mJRNA 


NM 006398 


Homo sapiens diubiquitin (UBD), mRNA 


NM 005445 


Homo sapiens chondroitin sulfate proteoglycan 6 (bamacan) (CSPG6), mRNA 


NM 017495 


Homo sapiens seb4D (HSRNASEB), mRNA 


NM 001632 


Homo sapiens alkaline phosphatase, placental (Regan isozyme) (ALPP), mRNA 


NM 030773 


Homo sapiens beta tubulin 1, class VI (TUBBl), mRNA 


NM 020643 


Homo sapiens chromosome 11 open reading frame 16 (Cllorfl6), mRNA 


NM 020644 


Homo sapiens chromosome 1 1 open reading frame 15 (CI lorfl5), mRNA 


NM 020642 


Homo sapiens chromosome 1 1 open reading frame 17 (CI lorfl7), mRNA 


NM 020201 


Homo sapiens 5* nucleotidase, mitochondrial fNT5M), mRNA 


NM 003203 


Homo sapiens chromosome 2 open reading frame 3 (C2orf3), mRNA 


NM 007175 


Homo saoiens chromosome 8 onen readine frame 2 fCSorf2^ mRNA 


NM 007023 


Homo saniens cA^MP -regulated enanine nucleotide exchange factor II ^CAJ^/IP- 
GEFID, mRNA 


NM 006589 


Homo sapiens chromosome 1 open reading frame 2 (ClorfZ), mRNA 


NM 006105 


Homo sauiens Raol euanine-nucleotide-exchanfie factor directlv activated bv cA 

X/ A A A-X/ A A k/ ^kX^ A fcfc W^X^ AAA AX^ A A A X^ X/ v AXAX' X^^ X X^ A A v>wA A b^X^ %i^X^ v^^' A XA AA X^X^ vA j X^ X^ XA ▼ X^ XX^ X^ J X^A 

(EPAC), mRNA 


NM 005637 


Homo sapiens synovial sarcoma translocation, chromosome 18 (SSI 8), mRNA 


NM 001213 


Homo sapiens chromosome 1 open reading frame 1 (Clorfl), mRNA 


NM_002354 


Homo sapiens tumor-associated calcium signal transducer 1 (TACSTDl), 
mRNA 


NM 003492 


Homo sapiens chromosome X open reading frame 12 (CXorf 12), mRNA 


NM 003797 


Homo sapiens embi*yonic ectoderm development (EED), mRNA 


NM 032863 


Homo sapiens hypothetical protein FLJ14927 (FLJ14927), mRNA 


NM 032813 


Homo sapiens hypothetical protein FLJ 14624 (FLJ 14624), mRNA 


NM 032578 


Homo sapiens myopalladin (FLJ14437), mRNA 


NM 032385 


Homo sapiens chromosome 5 open reading frame 4 (C5orf4), mRNA 


NM 032239 


Homo sapiens hypothetical protein FLJ235 1 1 (FLJ235 1 1), mRNA 


NM 032012 


Homo sapiens chromosome 9 open reading frame 5 (C9orf5), mRNA 


NM 031922 


Homo sapiens RALBPl protein (LOC83859), mRNA 


NM_031890 


Homo sapiens cat eye syndrome chromosome region, candidate 6 (CECR6), 
mRNA 


NM 031456 


Homo sapiens chromosome 17 open reading frame 1 A (C17orfl A), mRNA 


NM 030944 


Homo sapiens chromosome 15 open reading frame 5 (C15orf5), mRNA 


NM 030806 


Homo sapiens chromosome 1 openreadine frame 21 (Clorf21), mRNA 


NM 030790 


Homo sapiens hypothetical protein CDA08 (CD AOS), mRNA 


1^ 018312 


Homo sapiens chromosome 1 1 open reading frame 23 (CI lorf23), mRNA 


NM_024298 


Homo sapiens malignant cell expression-enhanced gene/tumor progression- 
enhanc (LENG4), mRNA 


NM 022458 


Homo sapiens chromosome 7 open reading frame 2 (C7orf2), mRNA 


NM 022338 


Homo sapiens chromosome 1 1 open reading frame 24 (CI lorf24), mRNA 
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xiomo sEpiens cxiroinosoinc id opcnrcaaing irame h yy, ijOTiHjy itikjna 


iNlVJ. \JjLI» i\J / 


inomo sapiens cnroxnosoinc o open rcacung iraTne y ^^^ooriyjj nnviN/v 


xnv/i" OOA7R1 

INIYI \J\J\j / O 1 


xionio Sapiens cnromosonie o open reaoing name xu ^v^ooriiuj^ niKJN/v 


XTN/f OIQSQ^ 


riomo sapiens cnroniosoiiie j open reaaing nrame h ^v^joriH^, niKJN A 


xnvyf 0199/^^ 
INiVJL \J I Z,Z,OJ 


riomo sapiens cnromosonie zz open reaaing xrame j (uzzoru niKJNA 


TSjTV/1 0919^zl 


rionio sapiens cnromosome zi open reading irame (K^Zioxt^y), niKJNA 


TSJlwr 090^^ 


xiomo sapiens cnromosonie 1 1 open reaomg iranie 14 lortlH-j, mKJNA 


VTKyf 01 91 19 


riomo sapiens cnromosome zu open reading irame i (L^zuorilj, mK-NA 


ISTN/T OIR^^^ 

iNiVi \J xODDD 


xiomo sapiens zinc linger protein jj i, zinc linger protein hod \Z^r\rooi mKJNA 


7M\/f 01010^ 


Xiomo sapiens sepun d ^oi^x i misJN a 


IMA/T 090^^7^ 


xiouio sapiens cnromosome iz open reauing nrame d ^v^izono^y mtvJNA 


MM 090^^74 


Xiomo sapiens cnromosome iz open reaamg irame *f ^^^xzorx'i'j, mtvxNA 


TsjA/f 090'17'^ 
INIVX UZU3 / J 


xiomo sapiens cnromosome iz open reading irame o ^L^izorlJj, mKJNA 


>JA/T 090'^/^7 


Xiomo sapiens cnromosome iz open reading irame o ^i^izorioj, mKJNA 


>JlV/f 0901'^0 
IN iVl \}^V IjV 


Xiomo sapiens cnromosome 6 open reaamg irame 4 (Coori4), mKJNA 


NA/f OIQ^Q^ 


riomo sapiens cnromosome zi open reaomg irame oz v.L^zioriuzj, itikina 


Tvnv/T 01 00^*^ 

INJLYJL U 1 y\J\jD 


ii.omo sapiens cnromosome z open readmg irame z {y^zovtz)^ mKJNA 




riomo sapiens cnromosome y open reading irame y (i^i^oriy j, mKJNA 


TsTN/r 017^R^i 


riomo sapiens cnromosoiTie y open reading irame / ^v^yori / mKJNA 


INIVI U 1 0 Oi^ 1 


Xiomo sapiens cnromosome j open readmg irame 3 (^CDorii j, mKJNA 


NM__006134 


Homo sapiens chromosome 21 open reading frame 4 (C21orf4), mRNA 


XTA/f Ol/^Q/lO 


Homo sapiens cnromosome 21 open reading nrame 6 (C21ori6), mRNA 


XTTV/f AIT/fSO 
JNJVl Vi/HDO 


Homo sapiens chromosome 21 open reading frame IS (C21orfl8), mRNA 


Tvnvvf A1 lo^i^ 

iNiVl UIjZOD 


xiomo sapiens cnromosome 1 1 open reading frame2 (CI lori2), mRNA 


NM 016190 


Homo sapiens chromosome 1 open reading frame 10 (ClorflO), mRNA 


JNjyi__ui jyz/ 


Homo sapiens transforming growth factor beta 1 induced transcript 1 

(1 vj-Tolll j, mKJNA 


MIV/T OIA^/^ 
iNlVl U 1 Of 


riomo sapiens ojvloo antigen (hjviooJ, mKJNA 


"MTV/f 01/=i'^4Q 
iNiVJL \J LOjHo 


xiomo sapiens cnromosome d open reading irame 4 (Cjorx4j, mRNA 




Homo sapiens immime dysregulation, polyendocrinopathy, enteropathy, X- 

linK.eu yJJrJC*^)^ IXUvlNA 


NA/f 01^^94 

ANIYI v-fl J»/Z*T 


xiomo sapiens cnromosome o open reading irame d (L^oorij mKJNA 




Xiomo sapiens cnromosome h open readmg irame i v,^4orii j, mKJNA 




xiomo sapiens cnromosome zz open readmg irame z (Uzzoriz), mKJNA 


NM 014205 


Homo sapiens chromosome 1 1 open reading frame 5 (CI lorfS), mRNA 




nomo sapiens cnromosome zz open reading irame j (CzzoriD), mKJNA 


NA/f 019111 

JLNIVX W X ^ X X X 


Xiomo sapiens cnromosome 14 open reading trame 5 (Cl4orx-5^, itlkjna 


NM 007211 


Homo sapiens chromosome 12 open reading frame 2 (C12orf2), mRNA 


NA/f 007 1 7^ 

XNXVi. VfV / X /D 


xiomo sapiens cnromosome 14 open reading irame 1 (d4ortl), mKNA 


NM_006706 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase ii, o, 13UKJJ (lArzoj, mKJNA 


AJTV/f 00#^'^C9 


Homo sapiens cnromosome 1 / open readmg frame lA (ClvoriiA), mRNA 


NA>f OO^Q/i7 


Homo sapiens WLirl-A omaing protem 2 (EuRl binding protein 2) (NAB2), 
miviNA 


NA/T OO^QAA 
XnXVjL^UU 3 i^OO 


Homo sapiens iNvjri-A binaing protem 1 (EGRl binding protem 1) (NABl), 

mPMA 
II1XSJ.N/V 


MM 005663 


Homo saniens Wolf-Hirschhom svndrome candidate ^ mRNA 


MM 005491 


Homo sapiens chromosome X open reading frame 6 (CXorf6), mRNA 


NM 005128 


Homo sapiens chromosome 21 open reading frame 5 (C21orf5), mRNA 


NM 004928 


Homo sapiens chromosome 21 open reading frame 2 (C21orf2), mRNA 


NM 004894 


Homo sapiens chromosome 14 open reading frame 2 (C14orf2), mRNA 


NM 004872 


Homo sapiens chromosome 1 open reading frame 8 (ClorfS), mRNA 
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NM 004709 


Homo sapiens chromosome X open reading frame 1 (CXorfl), mRNA 


NM 004337 


Homo saDiens chromosome 8 open reading frame 1 fC8orfl\ mRNA 


NM 004913 


Homo sapiens chromosome 16 open reading frame 7 (C16orf7), mRNA 


NM 000956 


Homo sapiens prostaglandin E receptor 2 (subtype EP2), 53kD (PTGER2), 
mRNA 


NM 001586 


Homo sapiens chromosome X open reading frame 2 (CXorf2), mRNA 


NM 001585 


Homo sapiens chromosome 22 open reading frame 1 (C22orfl), mRNA 


NM 001214 


Homo sapiens chromosome 16 open reading frame 3 (C16orD), mRNA . 


NM 001584 


Homo sapiens chromosome 1 1 open reading frame 8 (CllorfS), mRNA 


NM 003475 


Homo sapiens chromosome 11 open reading frame 13 (CI lorfl3), mRNA 


NM 032496 


Homo sapiens rho-gtpase activating protein ARHGAP9 (ARHGAP9), mRNA 


MM 007234 


Homo saniens dvnactin 3 ^022"^ rDCTN3'i transcriDt variant 1. mRNA 


NM 0^^4348 


Homo saniens dvnactin 3 fD22^ (DCTN3V transcrint variant 2. mRNA 

A A^^XX w^^L A%^aXO T X X%X%^ VXX X V / I .X.^ A X ^ ^ § ^ WX «<XXXW^^X X ^0 lp ▼ %*X X%AXX w ^ X & 


NM_021246 


Homo sapiens megakaryocyte-enhanced gene transcript 1 protein (MEGTl), 
mRNA 

XXXA^^X ^x ^ 


NM 013291 


Homo saniens cleavase and nolvadenvlation snecifrc factor 1. 160kD-subunit 

(CPSFl), mRNA 


NM 014500 


Homo sapiens HIV TAT specific factor 1 (HTATSFl), mRNA 


NM 005567 


Homo sapiens lectin, galactoside-binding, soluble, 3 binding protein 
(LGALS3BP), mRNA 


NM 005711 


Homo sapiens EGF-like repeats and discoidin I-like domains 3 (EDIL3), mRNA 


NM 016593 


Homo sapiens oxysterol 7alpha-hydroxylase (CYP39A1), niRNA 


NM 021048 


Homo sapiens melanoma antigen, family A, 10 (MAGEAIO), mRNA 


NM 021049 


Homo saniens melanoma antisen. familv A. 5 fMAGEASX mRNA 

^b^^XXX^^ UF«PV li^ X^^XXm^ XXX^^ X v*XX^^XXXw» ■pvXX wX fi^^^XX* AvXXX^XX^v X ^\ \ XV ^k^^A m J * **** ^ A ^ 


NM 019602 


Homo saniens butvronhilin-like 2 fMHC class n associated"^ rBTNL2\ mRNA 


NM 018002 


Homo saniens oxidation resistance 1 fOXRll. mRNA 


NM 013392 


Homo saniens nuclear receptor binding protein (NRBP), mRNA 


NM 012396 


Homo sapiens pleckstrin homoloev-like domain, familv A, member 3 

(PHLDA3), mRNA 


NM 006492 


Homo sapiens aristaless-like homeobox 3 (ALX3), mRNA 


NM 005365 


Homo sapiens melanoma antigen, family A, 9 fMAGEA9), mRNA 


NM 005364 


Homo sapiens melanoma antigen, family A, 8 (MAGEA8), mRNA 


NM 005366 


Homo sapiens melanoma antigen, family A, 1 1 (MAGE A 1 1), mRNA 


NM 024490 


Homo sapiens ATPase, Class V, type IOC (ATP IOC), mRNA 


NM 020354 


Homo sapiens lysosomal apyrase-like protein 1 (LALPl), mRNA 


NM 018655 


Homo sapiens lens epithelial protein (LENEP), mRNA 

" „ —XI C. i £2 1 . — — 


NM 016448 


Homo sapiens RA-regulated nuclear matrix-associated protein (RAMP), mRNA 


NM 014763 


Homo sapiens mitochondrial ribosomal protein LI 9 (MRPL19), mRNA 


NM 006099 


Homo sapiens protein inhibitor of activated STAT3 (PIAS3), mRNA 


NM 004221 


Homo sapiens natural killer cell transcript 4 (NK4), mRNA 


NM 002949 


Homo saniens mitochondrial ribosomal nrotein LI 2 fMRPL12\ mRNA 


NM 016239 


Homo sapiens mvosin X\^A fMY015A\ mRNA 

AAA Vi* l^f A Ik^A A A A A T Ib^ AA A ^ v A ^ VAT ^ A A & # * A A ^^A ^ A ^ 


NM 005094 


Homo saniens solute carrier familv 27 ffattv acid transnorter^. member 4 
(SLC27A4V mRNA 

\ ^^Aa« # X X * # ) XXXXi^iX ^ X 


NM_0 15077 


Homo sapiens sterile alpha and HEAT/Armadillo motif nrotein, ortholog of 

Drosophila (SARM), mRNA 


NM 013239 


Homo sapiens protein phosphatase 2A 48 kDa regulatory subunit CPR4S), mRNA 


NM 022363 


Homo sapiens LIM homeobox protein 5 (LHX5), mRNA 


NM 031966 


Homo sapiens cyclin Bl (CCNBl), mRNA 


NM 015559 


Homo sapiens SET binding protein 1 (SETBPl), mRNA 


NM 007178 


Homo sapiens unr-interacting protein (UNRIP), mRNA 


NM 005367 


Homo sapiens melanoma antigen, family A, 12 (MAGEA12), mRNA 
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NM 031275 


Homo sapiens testis expressed sequence 12 (TEX 12), mRNA 


NM_032403 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 3, mRNA 


NM_032402 


Homo sapiens protocadherm gamma subfamily C, 3 (PCDHGC3), transcnpt 
vanant 2, mRNA 


NM_0025S8 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 1, mRNA 


NM 014583 


Homo sapiens LIM and cysteine-rich domains 1 (LMCDl)j mRNA 


NM 001389 


Homo sapiens Down syndrome cell adhesion molecule (DSCAM), mRNA 


NM 031894 


Homo sapiens ferritin, heavy polypeptide-like 17 (FTHL17), mRNA 


NM_032098 


Homo sapiens protocadherin gamma sub&mily B, 4 (PCDHGB4), transcript 
variant 2, mRNA 


NM_003736 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 1, mRNA 


NM_032938 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 3, 
mRNA 


NM_004489 


Homo sapiens G protem pathway suppressor 2 (GPS2), transcnpt vanant 2, 
mRNA 


2SIM_032442 


Homo sapiens G protein pathway suppressor 2 .(GPS2), transcript variant 1, 

YX *V T A 

mRNA 


NM 001887 


Homo sapiens crystallm, beta Bl (CRYBBl), mRNA 


NM 005208 


Homo sapiens crystallm, beta Al (CRYBAl), mRNA 


NM 001889 


Homo sapiens crystallm, zeta (quinone reductase) (CRYZ), mRNA 


NM_022132 


Homo sapiens methylcrotonoyl-Coenzyme A carboxylase 2 (beta) (MCCC2), 
mRNA 


NM 001288 


Homo sapiens chlonde mtracellular channel 1 (CLICl), mRNA 


NM 021624 


Homo sapiens histamme H4 receptor (HRH4), mRNA 


NM 032527 


Homo sapiens hypothetical protein FLJ14972 (KIAA1847), mRNA 


NM 005560 


Homo sapiens laminm, alpha 5 (LAMAS), mRNA 


NM 032931 


Homo sapiens hypothetical protein MGC13219 0VIGC13219), mRNA 


NM 032924 


Homo sapiens hypothetical protem MGC 16040 (MGC16040), mRNA 


NM 032920 


Homo sapiens hypothetical protem MGC15873 (MGC15S73), mRNA 


NM 032913 


Homo sapiens hypothetical protein MGC 1445 8 (MGC 1445 8), mRNA 


NM 032893 


Homo sapiens hypothetical protein MGC14336 (MGC14336), mRNA 


NM 0325b9 


Homo sapiens hypothetical protein MGCl 1308 (MGC11308), mRNA 


NM 032515 


Homo sapiens hypothetical protein FLJ14639 (FIJ14639), mRNA 


JNM UJZ/yo 


Homo sapiens hypothetical protein FLJ14503 (FLJ14503), mRNA 


iNJVl \j5ZiyD 


Homo sapiens hypothetical protein FLJ14490 (FLJ14490), mRNA 


JNM U3z/yi 


Homo sapiens hypothetical protein FLJ14477 (FLJ14477), mRNA 


JNM UJz/oy 


Homo sapiens hypothetical protein FLJ14464 (FLJ14464), mRNA 


NM \j5Zloy 


Homo sapiens hypothetical protem MGC16212 (MGC16212), mRNA 


NM 032/60 


Homo sapiens hypothetical protein MGC 14966 (MGC 14966), mRNA 


NM 032696 


Homo sapiens hypothetical protem MGC12262 (MGC12262), mRNA 


NM 03z665 


Homo sapiens hypothetical protem MGC4640 (MGC4640), mRNA 


NM 032662 


Homo sapiens hypothetical protein MGC 10600 (MGC 10600}, mRNA 


NM 03z63-> 


Homo sapiens hypothetical protem MGC 10997 (MGC 10997), mRNA 




nomo sapiens nypomencai Dram protein myu4U ^ivi i U4U}, nuvlNA 


NM 032621 


Homo sapiens X-linked protein (DJ79P1 1.1), mRNA 


NM 032525 


Homo sapiens tubulin beta-5 (TUBB5), mRNA 


NM_005485 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 3 (ADPRTL3), mRNA 


NM 005484 


Homo sapiens ADP-ribosyltransferase (NAD+; poly( ADP-ribose) polymerase)- 



380 

BNSOCCIO: <WO 03074654A2_I.> 



wo 03/074654 



PCT/US03/05028 





like ^ rADPT^TT 9^ mR>JA 


NM 005447 


AAviiiv^ oajJiC'iia ^cpLiujrigiyoiHC <ll^Ila.''d.IIliUalilJlg iilUIlUUAygCIlaoC \^\J \JilX~ ICI 1 1 lina 1 

interactor fPAMCn mRNA 


NM 000137 


Homo saoiens "ftimaTvlacetoacetat^* VivHrnlaQP rfiimnrvlnnptnflri^taQp^ rPAW^ 

mRNA 


NM 001888 


Homo saoiens crvstallin mu TCRYM!^ mRNA 


NM 032608 


Homo saoiens hvDOthetical nrotein bk 125 H9 1 rRK175H9 1^ mRNA 


NM 032607 


Homo sapiens CREB/ATF family transcription factor (CREB-H), mRNA 


NM 032602 


Homo saniens connevin fD (C^f^XS mRNA 


NM 032598 




NM 032592 


Homo sapiens 1-aminocyclopropane-l-carboxylate synthase (PHACS), mRNA 


NM 032S81 


i^omo aapicnb uuwn-rcguiaica uy v^uuiDi, a v^JLiivv^irNXNoi/vj, itlkin/y 


NM 032579 


xiuiiio odpicnb t*oion ana small m les iine'Speciii c cysieme-'ncn proiem precuxaior 


NM 032570 


Homo sapiens NPC-related protein NAG73 (NAG73), mRNA 


NM 032565 


xxvjiiiVir cia|jidio diii^paiiui uiiiuiiig iciaLcu pioicin, cLdiao~ciciici / sicroi isomerase 
related nrotein CEBRP'i mRNA 


NM 032561 


Homo sanien<? HVOl nrotein rFVCrl"^ mRNA 


NM 032555 


Homo ^jflniPTiQ PI 4*^ nrntpin ^'P14'^'\ mRNA 


NM 032549 


xxx/iiiv/ oa|jivilo iiuxwi liixLvLrllUilUi lal XllClIlUiallC LJw|JUVlaS>C ^ lllvC t JJLVJUyLirzvJL^J^ 

mRNA 


NM 032548 


Homo sapiens BPOZ protein (BPOZ), mRNA 


NM 015080 


TTomo QfiTiipTiQ TiPiiTPYin 0 /"NTR 'V\r'7'\ mR"KrA 


NM 005676 


Homo sapiens RNA binding motif protein 10 (RBMIO), mRNA 


NM 03''526 


AAUllHJ odjpxcilo Uj^li^oOllLr IiU.wiCOI.iaaSC 1 ^V-./'lN~XJ, mtviNA. 


NM 03*^483 




NM 03'>094 


xxuiiiu dd-piciib pruiucaufienn gamma suDiamiiy a, iz ^xv^Uxivj/viz^, iranscnpt 

variant 9 mRNA 


NM 003735 


xxuiiiu oapiciid piuiuwauiiciiii gajiiLLiia auDiamiJiy /v, iz ^jr\^JL/xio/\iz^, uranscripi 
variant 1, mRNA 


NM 031887 


Homo saTJlPTl^ nro-mpl ari iri -poti r»f*Ti tra tm o Virirrnr*nF»_liVp» 1 /'PA/fr^T-IT l^ tyiPTvIA 


NM 032461 


Homo sapiens SPANX family, member Bl (SPANXBl), mRNA 


NM 0069S6 


■rxvxnu j><ipiciit> iiicidnurnd dniigen, lamiiy u, i ^vl/\vj xiJL^ l ), mjKJN/V 


NM 005462 


Homo sapiens melanoma antigen, family C, 1 (MAGECl), mRNA 


MM 00''37S 


x:iuinu ddpicns micro Luuuie-'associaieQ proiem ^ ^jvi/vth- iranscnpt variant i , 
mRNA 


NM 030983 


oapicxio iiiii^roLuiuuic~aosocia.[eu. proicin *t ^iVLrVi h )^ iranscnpi vanani 
mRNA 


NM 030885 


•■^^^^^^^ oapi^iio iixiuiuLuuiiic'-aoouoiaicu- proLciii H- ^xvx/\x HI, iranocnpi yariani 
mRNA 


NM 030884 


xx«jiii«^ oapiciid iiut/roiuDuic-associaicu. proicin h ^ivi/YrH^, uanscnpi vanani 
mRNA 


NM 002374 


xxwiiiu oapicnb microiuDuiC'associaieo proxem z ^^ivi/vxzj, iranscnpt vanant l, 
mRNA 


NM 031847 


xxwiiiu oapicnb micruiuDuie'-associaieo proiem z ^ivi/vrz ^, iranscnpt vanant 4, 

mRNA 


NM_031S46 


Homo sapiens microtubule-associated protein 2 (MAPiy transcriot variant 3 
mRNA 


NM_031845 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 2, 
mRNA 


NM 032446 


Homo sapiens MEGF 10 protein (MEGFIO), mRNA 


NM 032417 


Homo sapiens SPANX family, member D (SPANXD), mRNA 
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NM_0 13453 


Homo sapiens sperm protein associated with the nucleus, X chromosome, family 
member Al (SPANXAl), mRNA 


NM 020690 


Homo sapiens KIAA1085 protein (KIAA1085), mRNA 


NM_012121 


Homo sapiens Cdc42 effector protein 4; binder of Rho GTPases 4 (CEP4), 
mRNA 


NM 001019 


Homo sapiens ribosomal protein S15a (RPS15A), mRNA 


NM 022551 


Homo sapiens ribosomal protein S 1 8 (RPS 1 8), mRNA 


NM_005909 


Homo sapiens microtubule-associated protein IB (MAPIB), transcript variant 1, 
mRNA 


NM_032010 


Homo sapiens microtubule-associated protein IB (MAPIB), transcript variant 2, 

mRNA 


NM 002373 


Homo sapiens microtubule-associated protein lA (MAPI A), mRNA 


NM_031366 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 6, mRNA 


NM_03 1365 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 5, mRNA 


NM_031364 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 4, mRNA 


NM_031363 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 3, mRNA 


NM_031362 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 2, mRNA 


NM_000091 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 

transcript variant 1, mRNA 


NM_002140 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 1, mRNA 


NM_031263 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 3, mRNA 


NM_031262 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 

variant 2, mRNA 


NM 032414 


Homo sapiens prokmeticin 1 precursor (PROKl), mRNA 


NM 003214 


Homo sapiens TEA domain family member 3 (TEAD3), mRNA 


NM 015613 


Homo sapiens DKFZP434K091 protein (PAL), mRNA 


NM 030643 


Homo sapiens apolipoprotem L, 4 (APOL4), mRNA 


NM 022064 


Homo sapiens hypothetical protein F1J12565 (FLJ12565), mRNA 


NM 017971 


Homo sapiens mitochondnal nbosomal protein L20 (MRPL20), mRNA 


NM 016504 


Homo sapiens mitochondrial ribosomal protein L27 (MRPL27), mRNA 


NM 014050 


Homo sapiens mitochondrial ribosomal protein L42 (MRPL42), mRNA 


NM 000014 


Homo sapiens alpha-2-macroglobulin (A2M), mRNA 


NM 004891 


Homo sapiens mitochondrial ribosomal protein L33 (MRPL33), mRNA 


NM 004864 


Homo sapiens prostate differentiation factor (PLAB), mRNA 


NM_000454 


Homo sapiens superoxide dismutase 1, soluble (amyotrophic lateral sclerosis 1 
(adult)) (SODl), mRNA 


NM 032391 


Homo sapiens small nuclear protem PRAC (PRAC), mRNA 


NM 032382 


Homo sapiens hypothetical protein FLJ22315 (FLJ22315), mRNA 


NM 032365 


Homo sapiens hypothetical protein MGC5254 (MGC5254), mRNA 


JNM Ui23o3 


Homo sapiens HtUL2 protein (HEIL2), mKN A 


NM 032335 


Homo sapiens hypothetical protein MGC14797 (MGC14797), mRNA 


NM 032276 


Homo sapiens hypothetical protein DKFZp547E052 (DKFZp547E052), mRNA 


NM_032272 


Homo sapiens hypothetical protein DKFZp586Gl 123 (DKFZp586G1123), 
mRNA 


NM 032260 


Homo sapiens hypothetical protein DKFZp434P144 (DKFZp434P144), mRNA 
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XTTV/l 

INIVI Uj^Z J / 


Hnmo <!aniens hvnothetical nrotein FLJ23356 fFIJ23356"). mRNA 




Hattio <?aniens hvnothetical nrotein FLJ22283 rFLJ22283\ mRNA 


i>l iVi \JD i 7 


Homo saniens hvDothetical Drotein FLJ22269 CFLJ22269), mRNA 


NM 032204 


Homo sapiens hypothetical protein FLJ2 1 5 88 CFU2 1588), mRNA 




TTnmn <!anien<; hvnothetical nrotein FLJ21423 fFLJ21423"). mRNA 


NM 032202 


Homo sapiens hypothetical protein FLJ21404 (FLJ21404), mRNA 


xTAyt mo 1 7*^ 
JNivl UjZ 1 / J 


Wnmn conimQ hvriAth^^tiral nrotein FTJ12747 rFLJ12747'i mRNA 


NM 032157 


Homo sapiens hypothetical protein FUl 1531 (FUl 1 53 1), mRNA 


NM_032150 


xlomo sapiens nypotnencai proiein j_^i\xz-p*tjhi^ l i ^jL/xvj/zjjr*+-?tj: i § j^)^ 

mKJNA 


jNM_UzlUU!> 


jtiomo sapiens nuciear rcccpior suuiamiiy z, ^luup x^, liicmuc^i ^ yy^s^^x x.^, 
mRNA 


JNM_U2015l/ 


riomo sapiens nypotneiicai proiein i^jsj/z*p/uzjvz,ui j v^j_/rwA^z-»p/vi^j:vA\/A-^^, 


INJVl UID44y 


Rnmrk csiTiimc FiK'P'T'PSRfini 799 nrAtein rr)KF7P586Gl 722"^ mRNA 
xxoiiio sapiens i-/j\-rzjx joo\ji i^iuLdii y^i^xvo. z-»x »^ov/^ i. / ^^y, iijo.-xj.-^.r^ 


NM 015424 


Homo sapiens DKFZP586N2124 protein CDKFZP586N2124), mRNA 


JNiyi_UiDZJ-) 


jiomo sapiens iiKciy onnoiog oi mouse variaiiL puiyaucnyKniun iji^jk^in x_./»jxx 


NM 015068 


Homo sapiens paternally expressed 10 (PEG 10), mRNA 




jtiomo sapiens uri-oomam coniainiiig h ^i_,jrLj-/H^, ixiivLNrv 


TvTTV X A 1 /I /I 1 1 

NM_0 14411 


Jtiomo sapiens Drain ana nasopnaryngeai waxuinuiiici ouoi/cpuuiiity ^lui^ui ^x^uvj 
-A^j, inJt\JN/\ 


JNJM UU/14cS 


Jtiomo sapiens zinc linger pruicm \ ty \£^\r\s: l iiuxi^i^ 


JNJV1_U\J / ZOO 


T4r\Tnr* cai-ki#>nc VP A ViinHina TirAtpin 1 • niitative ATPCGTPVbindine DTOtein 

^^JTPRP^ mi? ma 


INIVI UVJOJ> 1 J 


TTninn Qanien<5 nhiniiitin «snecific nrotease 15 rUSP15V TXlRNA 


NM 005726 


Homo sapiens Ts translation elongation factor, mitochondrial (TSFM), mRNA 


XTTVif AA^977 
iNJVl UUDZ// 


jjLonio bapicnb giy cupruiciii ivxu/t.. yyjxxyxsjT^j^ iiijc\j,^x~v 


NM 005437 


Homo sapiens nuclear receptor coactivator 4 (NCOA4), mRNA 


xnv/f AA1 /I'io 


jiomo sapiens exostoses ^muiupicj-iiKc z \iz>y\^ x x^^jy xixjxi^rv 


iMM UUlzo/ 


xiomo sapiens cnioriue cnaimei / ^^\_^i^v-^i>j / )y iixxsj.n^ 


rsM_uziiy4 


Homo sapiens soiuie earner lanuiy ^zinu ixanbpuxLcx^, ixxcxxxucx i \%Di^\^j\jr^^ 
mx\JN/\ 


XTA/f Al '^QC/^ 


UT/^TY^rk cfartif^Tic Tnn/ifify carrr^TYia V^T^almrfcinf TPO"! ATI 1 TF^A/^Sl^ 1 Iran ^crint Variant 

XlOlXXlJ odpiCILo J_»WXXXg oaXL'UXXlCt UXCcUV^V/lllt A w^lV-lil A ^JL-i vr uxviy^ oiiovi/x x^^i^ ywxx*****. 


NM 001013 


Homo sapiens ribosomal protein S9 (RPS9), mRNA 


XNJVl UU^Ol / 


TTrkmr\ csinif^nc riVtrkcrkmsil nmfpin S1 14 ri?P^14'^ mRNA 

XAOXIXiJ OO|JIwXX0 X lL/IJovXXXd.1 JJXVFLdli iJl*T ^XVX O iT^j 111X\-L^X^ 


NM 006361 


Homo sapiens homeo box B 13 (HOXB13), mRNA 


TVTNA A A AO OA 


nomo octpicnb riuosoinai proicixx x-r^ / <x ^x\j. ixixN-L^r^ 


XTNyf AA^QOl 
JNJVl UUDoZl 


riumu ocipicnb i>iJi>x\-z \^iNOi\z^j iixrsj.NzA 


JNM_U034bi 


xiomo sapiens nign^moDiiiiy group inoxxxxxowjxxc v/xxxv^xxxuai/xxxai^ j^i^iwui lov/iv/iui x 


NM_002129 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 2 

^rxXvivjA. )y xxij^j.^,rv 


NM 005959 


Homo sapiens melatonin receptor IB (MTNRIB), mRNA 


JNJVl uu^y^o 


T-TrvTVi*^ cotTirf^TXC rY^*»lo+r\Ti"iTi r'f^r'f»T\\r\x' 1 A iTV/I ' 1 W 1 A 1 mR^JA 
XnUlTXU aapiCXio rnCldiOmn XCv/CpiVJX Lr\. yrfx x i^^xs^i^r^jy iiixviNi-v 


NM 004739 


Homo sapiens metastasis-associated 1-like 1 (MTAILI), mRNA 


NM_021644 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9 A, mRNA 


NM_0 12207 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9, mRNA 


NM 019597 


Homo sapiens heterogeneous nuclear ribonucleoprotein H2 (H') (HNRPH2), 
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mRNA 


NM_031203 


Homo sapiens heterogeneous nuclear nbonucleoprotem M (HNRPM), transcnpt 
vanant 2, mRNA 


NM_0059o8 


Homo sapiens heterogeneous nuclear nbonucleoprotem M (HNRPM), transcnpt 
variant 1, mRNA 


XTA A f\{\ A 

NM 004966 


Homo sapiens heterogeneous nuclear nbonucleoprotem F (HNRPF), mRNA 


NM 032093 


Homo sapiens pregnancy-associated interferon (HTIFN), mRNA 


NM 020236 


Homo sapiens mitochondnal nbosomal protein LI (MRPLl), mRNA 


NM 016050 


Homo sapiens mitochondrial ribosomal protein LI 1 (MRPLl 1), mRNA 


NM_005520 


Homo sapiens heterogeneous nuclear ribonucleoprotein HI (H) (HNRPHl), 
mRNA 


NM 002226 


Homo sapiens jagged 2 (JAG2), mRNA 


NM 006805 


Homo sapiens heterogeneous nuclear ribonucleoprotein AO (HNRPAO), mRNA 


NM_005463 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 1, mRNA 


NM_031372 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 2, mRNA 


NM 031313 


Homo sapiens alkaline phosphatase, placental-like 2 (ALPPL2), mRNA 


NM 005080 


Homo sapiens X-box binding protein 1 (XBPl), niRNA 


NM_031267 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 2, mRNA 


NM_003718 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 1, mRNA 


NM_000106 


Homo sapiens cytochrome P450, subfamily DD (debrisoquine, sparteine, etc., - 
metabolizing), polypeptide 6 (CYP2D6), mRNA 


NM_031862 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 3, mRNA 


NM_031858 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcnpt vanant 2, mRNA 


NM_005899 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 1, mRNA 


NM 032018 


Homo sapiens hypothetical protein DKFZp547N043 (DKFZP547N043), mRNA 


NM_0 14469 


Homo sapiens testes-specific heterogenous nuclear ribonucleoprotein G-T 
(HNRNPG-T), mRNA 


NM__002137 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2B1), 
transcript variant A2, mRNA 


NM_03 1243 


Homo sapiens heterogeneous nuclear nbonucleoprotem A2/B1 (HNRPA2B1), 
transcnpt vanant Bl, mRNA 


NM_031157 


Homo sapiens heterogeneous nuclear nbonucleoprotem Al (HNRPAl), 
transcnpt vanant 2, mRNA 


JNM uuy^oD 


Homo sapiens angiotensin receptor 1 (AGTRl), transcnpt vanant 2, mRNA 


NM 032049 


Homo sapiens angiotensin receptor 1 (AGTRl), transcript variant 5, mRNA 


NM 031850 


Homo sapiens angiotensin receptor 1 (AGTRl), transcnpt vanant 4, mRNA 


NM 004835 


Homo sapiens angiotensin receptor 1 (AGTRl), transcript variant 3, mRNA 


NM 000685 


Homo sapiens angiotensin receptor 1 (AGTRl), transcnpt vanant 1, mRNA 


NM 003965 


Homo sapiens chemokine (C-C motif) receptor-like 2 (CCRL2), mRNA 


rNJVl_UUOt)4 1 


Homo sapiens cnemoicine (C-C motif) receptor 9 (CCR9), transcnpt vanant B, 
mRNA 


NM_031200 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant A, 
mRNA 


NM_031409 


Homo sapiens chemokine (C-C motiQ receptor 6 (CCR6), transcript variant 2, 
mRNA 
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NM_004367 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 1, 
mRNA 


NM 031371 


Homo saoiens RBPl-like Drotein rBCAA'i tran<;crint variant 1 mRlsTA 


NM 016374 


Homo sapiens RBPl-like protein (BCAA), tianscript variant 1, mRNA 


NM 004281 


Homo saoiens BCL2 -associated athano^ene fRArr'^'^ Tn*R>JA 


NM_032048 


Homo saoiens extracellular elvconrotein HMTT TM-9 nrprnrcnr rPA/lTT TNT-O^ 
mRNA 


NM 032046 


Homo sapiens mosaic serine protease (MSP), mRNA 


NM 032045 


H^OmO Samen.*? ImnO'lR-CnTlf'fllTlinO' tmncnntf^ml^'ra'n^ -nri^'f ^in • \rT\r\rt\i^^r*r\A\'r\n nt*-nt> 
ou^AWAio xu.iiigiv^ wv/uixiiitiii^ U at loll l&lllUi dlXw UXULClll, lU UlHlC^^OQinA 2CnC 

markdne the eve and the nose (TCREMEN^ mRNA 


NM 032044 


Homo sapiens regenerating gene type IV (REG-IV), mRNA 


NM 032041 


Homo saniens neiirocalcin df^lta rwr^ AT Fi'^ mPlsJA 


NM 032039 


Homo saniens hvnothetical nrntHn 'minH7'n7^il'nn'51 1 rn'K"C"7P7/%i'nnoi 1^ 

mRNA 


NM 032038 


Homo saniens snin<?ter-]iVe nrntpin C\ Of^R'^QS^'^ mPTMA 


NM_032020 


Homo sapiens hypothetical protein MGC1314 similar to fucosidase, alpha-L- 1, 

tissue fMGC 13 M"! mRNA 


NM 032016 


Homo sapiens hypothetical protein MGC3251 (MGC3251), mRNA 


NM 000323 


nuiiiu ^»cipiciib rcL pruio-oncogene v^mumpie enaocone neoplasia ana meauiiary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 1, mRNA 


NM 020975 


oapiciia Id pruiu-uncogcne v^muiiipie enoocnne neoplasia ana meouiiary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 2, mRNA 


NM 020630 


Axv/iinj c>apiciio icL piuLu-uiii^ogcnc ^niuiiipjc enoocnne neoplasia ana meauiiary 
Liijri^jxu wox^ixxv/xiia i, xxii bL'Xibpi uiig uiscasc^ ^^x\jc#i J, Uanscnpi variani iiikjna. 


NM_020629 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 

thvroid carcinoma 1 fTir^nh^nrHTia HicpacP^ ^P"PTr\ franer^rirk* trQ-ridnf -n-iTJXTA 


1MM_016817 


Homo sapiens 2*-5'-oligoadenylate synthetase 2 (69-71 kD) (OAS2), transcript 
variant 1 mRNA 


NM 006187 


Homo sapiens 2'-5»-oligoadenylate synthetase 3 (100 kD) (OAS3), mRNA 


NM 002535 


oajjx&xxo £t -J -uiigu<iuciiyid.ic bynuiciase \^o"- / i KL/ ) ^vJ/VoZ K nranscnpt 
variant 2. mRNA 


NM_002342 


Homo sapiens lymphotoxin beta receptor (TNFR superfamily, member 3) 
(LTBR), mRNA 


NM_002136 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPAl), 
transcript variant 1 mRNA 


NM 001885 


Homo saniens crvstallin alnha R TPPVAR"^ mT^TsTA 


NM_015139 


Homo Samens UOP-elucuronir aHH A TF)P-lsJ-anf»t\/lajilfirtncaTniTi<a /lual 

transporter (UGTREL7) mRNA 


NM_024333 


Homo sapiens fibronectin tvoe 3 and SPRV domain-contain in a nrntRin /TP^r^i^ 

* ~X^*^**" ^» wr*. -vAAwwfcMx vjr ^ miv^ CjX. XV X. U^XIXAXXX wV/lXLClilXXXX^ LIXwlCXXX 1 " » » tit 

mRNA 


NM 017947 


Homo sapiens molybdenum cofactor sulfurase THMCS'i mRNA 


NM 017934 


Homo sapiens pleckstrin homoloe^v domain interacting nrotein rPWTP"^ mPTJA 


NM 016492 


Homo sapiens homoloe of veast MOGl TMOGn mRNA 


NM 014185 


Homo sapiens homoloe of veast MOGl (MOGn mRNA 


NM 031965 


Homo sapiens haspin fGSG2') mRNA 


NM 031952 


Homo sapiens NYD-SP16 protein rNYD-SPlff) mRNA 


NM 031950 


Homo sapiens Ksp37 protein (KSP37), mRNA 


NM 031949 


Homo sapiens NYD-TSPG protein (NYD-TSPG), mRNA 


NM 031945 


Homo sapiens oculospanin (OCSP), mRNA 


NM 031943 


Homo sapiens IFP38 (IFPSS), mRNA 


NM 031942 


Homo sapiens c-Myc target JPOl (JPOl), mRNA 


NM 031941 


Homo sapiens AIE-75 binding protein protein (MCC2), mRNA 
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NM 031938 


Homo sapiens putative b,b-carotene-9',10 -dioxygenase (B-DIOX-II), mRNA 


MM 031937 


Homo sapiens EBP50-PDZ interactor of 64 kD (EPI64), mRNA 


NM 031921 


Homo sapiens AAA-ATPase TOB3 (TOB3), mRNA 


NM 031915 


Homo sapiens CLLL8 protein (CLLD8), mRNA 


NM_031911 


Homo sapiens complement-clq tumor necrosis factor-related protein 7 (CTRP7), 
mRNA 


NM_031910 


Homo sapiens complement-clq tumor necrosis factor-related protein 6 (CTRP6), 

mRNA 


NM_031909 


Homo sapiens complement-clq tumor necrosis factor-related protein 4 (CTRP4), 
mRNA 


NM 031904 


Homo sapiens hypothetical protein FKSG44 (FKSG44), mRNA 


NM 031903 


Homo sapiens mitochondrial ribosomal protein L32 (MRPL32), mRNA 


NM 031900 


Homo sapiens alanine-glyoxylate aminotransferase 2 (AGXT2), mRNA 


NM_031897 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 6 

(CACNG6), mRNA 


NM_031896 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 7 
(CACNG7), mRNA 


NM 031939 


Homo sapiens B29 protein (B29), mRNA 


NM_031886 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 7 (KCNA7), mRNA 


NM 020992 


Homo sapiens PDZ and LIM domain 1 (elfm) (PDLIMl), mRNA 


NM 031407 


Homo sapiens upstream regulatory element binding protein 1 (UREBl), mRNA 


NM 030582 


Homo sapiens collagen, type XVin, alpha 1 (COL18A1), mRNA 


NM 020390 


Homo sapiens eukaryotic translation initiation factor 5A2 (EIF5 A2), mRNA 


NM 018980 


Homo sapiens taste receptor, type 2, member 5 (TAS2R5), mRNA 


NM 018417 


Homo sapiens soluble adenylyl cyclase (SAC), mRNA 


NM 016945 


Homo sapiens taste receptor, type 2, member 16 (TAS2R16), mRNA 


NM_004775 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
6 (B4GALT6), mRNA 


NM_003778 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
4 (B4GALT4), mRNA 


NM_003779 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
3 (B4GALT3), mRNA 


NM 001296 


Homo sapiens chemokine binding protein 2 (CCBP2), mRNA 


NM_001497 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
1 (B4GALT1), mRNA 


NM 014451 


Homo sapiens PTH-responsive osteosarcoma Bl protein (Bl), mRNA 


NM 031265 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 4, mRNA 


NM 031264 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 3, mRNA 


NM 017717 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 2, mRNA 


NM 021924 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 1, mRNA 


NM 019855 


Homo sapiens calcium binding protein 5 (CABP5), mRNA 


NM 016367 


Homo sapiens calcium binding protein 3 (CABP3), mRNA 


NM 031204 


Homo sapiens calcium binding protein 2 (CABP2), transcript variant 2, mRNA 


NM 005201 


Homo sapiens chemokine (C-C motif) receptor 8 (CCR8), mRNA 


NM_000786 


Homo sapiens cytochrome P450, 51 (lanosterol 14-alpha-demethylase) (CYP51), 

"n* 'VTA 

mRNA 


NM_03090S 


Homo sapiens olfactory receptor, family 2, subfamily A, member 4 (OR2A4), 

mRNA 


NM 001009 


Homo sapiens ribosomal protein S5 (RPS5), mRNA 


NM 001032 


Homo sapiens ribosomal protein S29 (RPS29), mRNA 


NM 001014 


Homo sapiens ribosomal protein SIO (RPSIO), mRNA 
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NM 000991 


Homo sapiens ribosomal protein L28 (RPL2S), mRNA 


MM_000782 


Homo sapiens cvtochrome P450 subfamilv XXIV Tvitamin D 24-hvdrnxvla5;e'^ 
(CYP24), mitochondrial protein encoded by nuclear gene, mRNA 


NM_031226 


Homo sapiens cytochrome P450, subfamily XIX (aromatization of androgens) 
(CYP19), transcript variant 2. mRNA 


NM_000103 


Homo sapiens cytochrome P450, subfamily XIX (aromatization of androgens) 
(CYP19), transcriot variant 1 mRNA 


NM_000498 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1-beta-hydroxylase), 
polypeptide 2 (CYPl 1B2), mitochondrial protein encoded by nuclear gene, 

mRNA 


NM_000102 


Homo sapiens cytochrome P450, subfamily XVn (steroid 17-alpha- 
hvdroxvlaseV adrenal hvuemlasia fCYPlVi mRNA 


NM_000497 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 l-beta-hydroxylase), 
POlvDeDtide 1 fCYPl IBl^. mitochondrial nrotein encoded bv nuclear ffene 
mRNA 


]SIM_0 17460 


Homo sapiens cytochrome P450, subfamily UIA (niphedipine oxidase), 
polypeptide 4 (CYP3A4\ mRNA 


NM_0 18482 


Homo sapiens development and differentiation enhancing factor 1 (DDEFl), 
mRNA 


NM 016366 


Homo sapiens calcium binding protein 2 (CABP2), transcript variant 1, mRNA 


NM:_007255 


Homo Saniens xvlosvlnrotein betal 4-ffalactowltrfln^"fi?rfl^e nolvnentiHp 7 

(galactosyltransferase D fB4GALT7) mRNA 


NM_006668 


Homo sapiens cvtochrome P450. subfamilv 46 f cholesterol 24-hvdroxvla<;e^ 
(CYP46), mRNA 


NM_00078 1 


Homo sauiens cvtochrome P450 subfamilv XIA ^cholesterol side chain 
cleavage) fCYPl 1A\ nuclear sene encoding mitochondrial nrotein mRNA 


NM 000579 


Homo sapiens chemokine (C-C motif) receptor 5 (CCR5), niRNA 


NM 001295 


Homo sapiens chemokine CC-C motif) recentor 1 rCCRl'i mRNA 


NM_031492 


Homo sapiens hvnothetical nrotein similar to RNA-bindine nrotein larlc 

A ^■'^ AW AA ^ VAA^^i*A%^fciAA LgT A b%^XX A wXXXXXXCXL %\mf ^XkX ^X X %/XlXvXXXXS^ XyX LvXXX XCXA 

(MGC10871), mRNA 


NM 031488 


Homo sapiens hypothetical protein DKFZd76 11141 rDKFZP761I141") mRNA 


NM_031469 


Homo sapiens SH3 domain binding dutamic acid-rich nrotein like 2 
(SH3BGRL2), mRNA 


NM 031468 


Homo sapiens calneuron 1 (CALNl), mRNA 


NM_03 1462 


Homo sapiens hypothetical protein DKFZp761H2024 (DKFZP761H2024^ 
mRNA 


NM 031458 


Homo sapiens B aggressive lymphoma gene (BAL), mRNA 


NM 031445 


Homo sapiens hypothetical protein MGC4268 (MGC4268) mRNA 


NM 031440 


Homo sapiens transmembrane protein 7 (TMEM7), mRNA 


NM 031429 


Homo sapiens retbindin (RTBDN), mRNA 


NM 031427 


Homo sapiens hypothetical protein MGC 1243 5 (MGC12435), mRNA 


NM 031426 


Homo sapiens hypothetical protein FLJ12783 (TLJ12783) mRNA 


NM 031422 


Homo sapiens GalNAc-4-sulfotransferase 2 (GALNAC4ST-2), mRNA 


NM_031415 


Homo sapiens melanoma-derived leucine dinner extra-nuclear fhrtnr rN/TT 71^^ 
mRNA 


NM 031413 


Homo saniens cat eve svndrome cVimmn^nme reoion candiHate 0 fC^T^C^'Q'y\ 

mRNA 


NM_022719 


Homo sapiens DiGeorge syndrome critical region gene DGSI; likely ortholog of 
mouse expressed sequence 2 embryonic lethal CDGSI), mRNA 


NM_000669 


Homo sapiens alcohol dehydrogenase IC (class I), gamma polypeptide 
(ADHlC),mRNA 


NM 000667 


Homo sapiens alcohol dehydrogenase 1 A (class D, alpha polypeptide (ADHIA), 
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mRNA 


XTTi IS A 1 O O O O 

NM_01bo33 


rlomo SBpicns transporter z, /Vix^-Dinaing casscuc, suD-iaiiuiy d yvfiAJssj Lx\rj 
^ I ArZ )y transcript variani z, rnKiN/v 


NM_000544 


Homo sapiens transporter 2, ATP-binding cassette, sub-family B (MDR/TAP) 
Ar^zj, transcript variant i, itikina 


NM_OU05y3 


Homo sapiens transporter l, Air-Dinaing cassette, suD-iamiiy t> v^Jvii^isy i/vr^ 

1 1 At 1 ), mKJN A 


JNM UU4o/o 


Homo sapiens variaoie cnarge, i cnroniosomcj z ^vv-^ xzj, imsjN/iL 


NM_012392 


Homo sapiens PEF protein with a long N-terminal hydrophobic domain (peflin) 

^PT7T7^ TviPMA 
^x^Xir J, inixJNrV 


NM 031308 


Homo sapiens epiplakin 1 (EPPKl), mRNA 


JNJVl \JD\Lyy 


Jriomo sapiens nypoinencai proiem iviijrv^zD / / \^ivivj^zj / / j> nuxxN/iL 


NM 012480 


Homo sapiens zinc finger protein 73 (Cosl2) (ZNF73), mKNTA 


jNM_030b81 


Homo sapiens JJxiAiJ/H ^Asp-Lriu-Aia-Asp/Hisj oox poiypeptiae i / \^/zk±j) 
\L}UJ\.i / ), transcript variant z, mKiN a 


lSnVI_006386 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 17 (72kD) 
(DUAl /), transcript variant i, mKJN A 


NM_003587 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 16 (DDX16), 
mRNA 


"X TTi jr f\r\r\ A'~i c> 

NM 000478 


Homo sapiens alicaline pJiospnatase, liver/Done/Kianey (AJLri-»j, nuuNA 


NM_004820 


Homo sapiens cytochrome P450, subfamily VHB (oxysterol 7 alpha- 
hydroxylase), polypeptide 1 (CYr/Hl), mKJN A 


NM_000780 


Homo sapiens cytochrome r4DU5 subtamiJy VJJLA (^cnolesteroJ / aipna- 
monooxygenase), polypeptide l (i-. Yr / Ai nuclear gene encoaing 
mitocnonanai protein, mKiNA 


NM_016166 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box binding protein 1 

(UL^AUr 1 )y inKJN A 


JNJVL Ulo3/J 


Homo sapiens w w aomam-containmg oxiaoreauctase yvv wv^ys^j, njxsj.Nrv 




Homo sapiens trypiase Dexa z ^^ijror>zj, itunJ-N/v 


NM 003294 


Homo sapiens tryptase beta 1 (TPSBl), mRNA 


XTTVif CVX 1 1 1 A 


Homo sapiens lenestraiea-enaoineiiai iiiiKea structure proiein, jr v-i pruicin 


iNiVi \)DLD\}L 




INiVl \JDVD\J\) 


jiomo sapiens nypoinciit»ai proiciii ivivj^zoo^ \iyx\j\^,£.joDj^ 




xiomo Sapiens nypuixiciit/ai piuieiii JL/jvj/Zjp/oirxi / iv/ ^i^r^jrz-*ir /uixii /ivy, 

mPMA 


XNiVl U J 1 Zo / 


liOmo bd.picrib iiy pvjineiiudi pruLciii ivivjv_/jijj ^ivxvjv-^-ju Jy, iiuvi^.rt. 


INlVl UJlZoO 


jnomo sd-pieiio oxxjovjx\jl»j"'11kc proieixi y^rxjoKJisA^-j iiixvi^-rk 


TSJTVyf n'^19S^ 
INiVJL yjD iZo^ 


Hrvmrk canipriQ "hvnotVtpfirnl -nrntpin PPinS7 rPP10S7'^ mRNA 


INlVl yjDL^iy 


PT/\m<^ ooT^i^nc alanin**— crlx/fkvx/laf^ atninoiTaTicfprflQP V — ilKf* 1 i ACryv L*?! 1 i mR^IA 


NM 030970 


Homo sapiens hypothetical protein MGC3771 (MGC3771), mRNA 


NM 014357 


Homo sapiens skin-specific protein (XP5), mRNA 


JNiVl U3UjyU 


Homo sapiens mainiin h v.JViAiJN4j, transcript variant z, itusjn/v 


JNJVl U31z4o 


Homo sapiens pregnancy speciiic Deta-i-^iycoprotem z ^^i^oozj, nuxXNA 


JNJVl 017422 


Homo sapiens caimouuiin-iiKe sion protein (^l^j^oJt;, miviN/\ 


JNJVl_UU->yDO 


Homo sapiens metnyienetetranyaroioiate aenyarogenase ^N/vur^i" aepenaeni^, 
mpthpnvltetrahvdrofolate cvclohvdrolase fbrmvltetrahvdrofolate svnthetase 
(MTHFDl), mRNA 


NM 005906 


Homo sapiens male germ cell-associated kinase (MAK), mRNA 


NM 006389 


Homo sapiens oxygen regulated protein (150kD) (ORP150), mRNA 


NM 004803 


Homo sapiens organic cationic transporter-like 4 (ORCTL4), mRNA 


NM 030984 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
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V) (TEXAS 1), transcript variant XXS-H, mRNA 


NM_001061 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 

nrBXASn, transcript variant TXS-I, mRNA 


NM_000773 


Homo sapiens cytochrome P450, subfamily HE (ethanol-inducible) (CYP2E), 
mRNA 


NM 030592 


Homo sapiens matrilin 4 (MATN4), transcript variant 3, mRNA 


MM 003833 


Homo sapiens matrilin 4 (MATN4), transcript variant 1, mRNA 


NM 005355 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 2, mRNA 


NM 030615 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 1, mRNA 


NM 004523 


Homo sapiens kinesin-like 1 (KNSLl), mRNA 


NM_005000 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 

f 13kD, B13) (NDUFA5), nuclear gene encoding mitochondrial protein, mRNA 


NM_004541 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 1 
(7.5kD, MWFE) (NDUFAl), nuclear gene encoding mitochondrial protein, 

mRNA 


NM 000771 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 1 
polypeptide 9 (CYP2C9), mRNA 


NM 000772 


Homo sapiens cytochrome P450, subfamily nC (mephenytoin 4-hydroxylase), 1 
polypeptide 1 8 (CYP2C1 8), mRNA 


NM 017778 


Homo sapiens Wolf-Hirschhom syndrome candidate 1-like 1 (WHSCILI), 1 
transcript variant short, mRNA 


NM_023034 


Homo sapiens Wolf-Hirschhom syndrome candidate 1-like 1 (WHSCILI), 
transcript variant long, mRNA 


NM 000766 


Homo sapiens cytochrome P450, subfamily HA (phenobarbital-inducible), j 
polypeptide 13 (CYP2A13), mRNA 


NM 006646 


Homo sapiens WAS protein family, member 3 (WASF3), mRNA 


NM 018560 


Homo sapiens WW domain-containing oxidoreductase (WW OX), mRNA | 


NM 014110 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 8 (PPP1R8), 1 
mRNA 


NM 004109 


Homo sapiens ferredoxin 1 (FDXl), nuclear gene encoding mitochondrial 1 
protein, mRNA j { . 


NM 030671 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), j 
transcript variant 5, mRNA 


NM 030670 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 1 

transcript variant 6, mRNA 


NM_030669 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 1 
transcript variant 3, mRNA 


NM_030668 


Homo sapiens protein tyiosine phosphatase, receptor type, O (PTPRO), 1 
transcript variant 4, mRNA 1 


NM_030667 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 1 
transcript variant 1 , mRNA 


NM_002848 


C i— — — • — ] 

Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 2, mRNA 1 


NM 021979 


Homo sapiens heat shock 70kD protein 2 (HSPA2), mRNA 


NM_024005 


Homo sapiens DEAD/H (Asp«Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 1, mRNA 


NM_001356 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 

transcript variant 2, mRNA 


NM 020216 


Homo sapiens arginyl aminopeptidase (aminopeptidase B) (RNPEP), mRNA 1 


NM 006990 


Homo sapiens WAS protein family, member 2 (WASF2), mRNA 1 


NM 012467 


Homo sapiens tryptase gamma 1 (TPSGl), mRNA 1 


NM 007317 


Homo sapiens Idnesin-like 4 (KNSL4), mRNA 1 
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MM 004256 



NM 000774 



NM 000769 



NM 031220 



^M 031212 



NM 031211 



NM 031209 



NM 031206 



NM 006904 



NM 030963 



NM 030931 



NM 030905 



NM 030903 



NM_012377 
NM 030981 



NM 030974 



NM 030973 



Homo sapiens organic cationic transporter-like 3 (ORCTL3), mRNA 



Homo sapiens cytochrome P450, subfamily DP, polypeptide 1 (CYP2F1), 
mRNA 



Homo sapiens cytochrome P450, subfamily EC (mephenytoin 4-hydroxylase), 

polypeptide 19 (CYP2C19), mRNA ^ 

Homo sapiens PYK2 N-terminal domain-interacting receptor 1 Q^nR l). mRNA 



Homo sapiens hypothetical protein NPD016 (NPD016). mRNA 



Homo sapiens LAT1-3TM protein (LAT1-3TM), mRNA 



Homo sapiens tRNA-guanine transglycosylase (TGT), mRNA 



Homo sapiens hypothetical protein FU12525 (FLJ12525). mRNA 
Homo sapiens protein kinase, DNA-activated, catalytic polypeptide (PRKDC), 
mRNA 



Homo sapiens hypothetical protein DKPZp43401427 (DKFZP43401427), 
mRNA 



Homo sapiens epididymal secretory protein ESP13.2 (ESP13.2). niKNA 



Homo sapiens olfactory receptor, family 2, subfamily J, member 2 (OR2J2), 
mRNA 



Homo sapiens olfactory receptor, family 2, subfamily W, member 1 (OR2W1), 
mRNA 



Homo sapiois olfactory receptor, family 7, subfamily C, member 2 (OR7C2), 

mRNA 

(RABIB) 



Homo sapiens hypothetical protein DKFZp434N1923 (DKFZP434N1923), 
mRNA 



NM 030968 



NM 030945 



NM 030936 



NM 030935 



NM 030926 



NM 030893 



NM 014067 



NM 030661 



Homo sapiens hypothetical protein TCBAP07S8 (TCBAP0758), mRNA 



Homo sapiens G protein coupled receptor interacting protein, complemoit-clq 
tumor necrosis factor-related (ZSIG37), mRNA 



Homo sapiens complement-clq tumor necrosis factor-related protein; likely 
ortholog of mouse CORS26 (collagenous repeat-containing sequence of 26-kDa 
protein) (CTRP3), mRNA 



Homo sapiens hypothetical protein DKFZp434C135 (DKFZP434C135f), mRNA 



Homo sapiens TSC-22-like (THG-1), mRNA 



Homo sapiens integral membrane protein 3 (ITM3), mRNA 



Homo sapiens CDIE antigen, e polypeptide (CD1E)> mRNA 



Homo sapiens LRP16 protein (LRP16), mRNA 



NM 030879 



NM 012373 



Homo sapiens homeo box A3 (HOXA3), mRNA 



Homo sapiens Small evolutionarily conserved RNA, resembling C/D box small 
nucleolar (X102), mRNA 



NM 015072 



NM 030882 



NM 002623 



NM 022167 



NM_0 17506 
NM 003372 



NM 016097 



NM 014646 



NM 005880 



NM 006755 



Homo sapiens olfactory receptor, family 3, subfamily A, member 3 (OR3A3), 
mRNA 



(KIAA0998). 



Homo sapiens apolipoprotein L, 2 (APOL2), mRNA 



Homo sapiens prefoldin 4 (PFDN4), mRNA 



Homo sapiens xylosyltransferase 11 (XT2), mRNA 



Homo sapiens olfactory receptor, family 7, subfamily C, member 1 (OR7C1), 

mRNA 

Homo sapiens von Hippel-Lindau binding protein 1 (VBPl), mRNA 



Homo sapiens HSPC039 protein (HSPC039), mRNA 



Homo sapiens lipin 2 (LP1N2), mRNA 



Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 2 (DNAJA2), 
mRNA 



Homo sapiens transaldolase 1 (TALDQl), mRNA 
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NM 005137 



MM 000022 



NM 003215 



MM 018425 



NM 025238 



NM 004248 
NM 001642 



NM 030821 



NM 030820 



NM_030816 



NM 030807 



NM_030798 
NM 030797 



Homo sapiens DiGeorge syndrome critical region gene 2 (DGCR2), mRNA 



Homo sapiens adenosine deaminase (ADA). mRNA 



Homo sapiens tec protein tyrosine kinase (TEC). mRNA 

Homo sapiens phosphatidylinositol 4-kiiiase typ e II (PI4KID. mRNA 



Homo sapiens BTB (POZ) domain containing 1 (B TBDl). mRNA 



Homo sapiens G protein-coupled receptor 10 (GPRIO), mRNA 



Homo sapiens amyloid beta (A4) precursor-like protein 2 (APLP 2). mRNA 



Ho mo sapiens group XII secreted phospholipase A2 (PLA2G12). mRNA 



Homo sapiens hypothetical protein DKFZpS64B052 (DKFZp 564B052). mRNA 



Homo sapiens hypothetical protein DKFZp566D1346 (DKFZP566D1346), 
mRNA 



Homo sapiens glucose transporter protein 10 (GLUTIO), mRNA 



NM 030788 



Homo sapiens hypothetical protein DKFZp434D0421 (DKFZP434D0421), 

mRNA . -— 

Homo sapiens hypothetical protein DKFZp566A1524 (DKFZP566A1524), 

mRNA 



NM 030787 



NM 030786 



NM 030785 



NM_030784 



Homo sapiens E)C-specific transmembrane protein (LOC 81S01). mRNA 



Homo sapiens factor H-related protein 5 (FHR5). mRNA 



^ 

Homo sapiens interm ediate filament protein syncoilin (SYNC OCLIN), mRNA 



Homo sapiens ortholog of mouse radial spokehead-like 1 (RS HLl), mRNA 



Homo sapiens brain expressed G-protein-coupled receptor PSP24 beta 
(PSP24B), mRNA 



NM 030783 



NM 030779 



NM 030774 



NM 030772 



Homo sapiens phosphatidylserine synthase 2 (PTDSS2), mRNA 

Homo sapiens Hag-related gene member 2 (ERG2), mRNA 

Homo sapiens prostate specific G-protein coupled receptor (PSGR) , mRNA 
Homo sapiens connexin 59 (GJAIQ), mRNA 



NM_030764 



Homo sapiens SH2 domain-containing phosphatase anchor protein 1 (SPAPl), 

mRNA 



NM_030763 Homo sapiens nucleosomal binding protein 1 (NSBPl), mRNA 



NM 030757 Homo sapiens makorin, ring finger protein, 4 (MKRN4), mRNA 



NM 021813 



Homo sapiens BTB and CNC homology 1, basic leucine zipper transcription 
factor 2 (BACH2), mRNA 



NM_020819 
NM 030751 



Ho mo sapiens KIAA141 1 protein (KIAA141 1), mRNA 



Homo sapiens transcription factor 8 (represses interleukin 2 expression) (TCF8), 
mRNA 



NM 030754 Homo sapiens serum amyloid A2 (SAA2), mRNA 



NM 03 0752 I Homo sapiens t-complex 1 (TCPl), mRNA 



NM 030756 



Homo sapiens transcription factor 7-like 2 (T-cell specific, HMG-box) 
(TCF7L2), mRNA 



NM^00601Q 
NM 001182 



Homo sapiens arginine-rich, mutated in early stage tumors (AR MET), mRNA 
Homo sapiens aldehyde dehydrogenase 7 fanwly, member Al (ALDH7A1), 
mRNA 



NM 000382 



NM 003486 



Homo sapiens aldehyde dehydrogenase 3 family, member A2 (ALDH3 A2), 

mRNA . — 

Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 

system), member 5 (SLC7A5), mRNA 



NM 000694 



Homo sapiens aldehyde dehydrogenase 3 family, member Bl (ALDH3B1), 
mRNA 



NM 000693 



Homo sapiens aldehyde dehydrogenase 1 family, member A3 (ALDHl A3), 
mRNA 



NM 030381 



Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 3, 
mRNA — 
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1 MM_030380 1 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcnpt vanant 2, 
mRNA 


NM_030379 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcnpt vanant 1, 
mRNA 


NM_020166 


Homo sapiens methylcrotonoyl-Coenzyme A carboxylase 1 (alpha) (MCCCi;, 
mRNA 


1 NM_005270 1 


Homo sapiens GLI-Kruppel fimuly member GLI2 (GLI2), transcnpt vanant 4, 
mRNA 


NM 002381 


Homo sapiens matnlin 3 (MATN3) precursor, mRNA 


NM 030583 


Homo sapiens matnlin 2 (MATN2) precursor, transcnpt vanant 2, mKiN A 


NM 002380 


Homo sapiens matnlin 2 (MATN2) precursor, transcnpt vanant 1, mRNA 


1 NM 002379 | 


Homo sapiens matnlin 1, cartilage matrix protein (MATNl), mRNA 


1 NM_000168 1 


Homo sapiens GLI-Kruppel family member GLI3 (Greig cephalopolysyndactyly 
syndrome) (GLD), mRNA 


1 NM 003462 1 


Homo sapiens dynem, axonemal, light intermediate polypeptide (P2S), mKJN A 


NM 017493 


Homo sapiens Hm-l (HSHINl), mRNA 


NM_005602 


Homo sapiens claudin 1 1 (oligodendrocyte transmembrane protein) (CLDNl 1), 
mRNA 


NM 001195 


Homo sapiens beaded filament structural protein 1, filensin (BFSPl), mRNA 


NM 004987 


Homo sapiens LIM and senescent cell antigen-like domains 1 (LIMSl), mRNA 


NM 000412 


Homo sapiens histidme-nch glycoprotein (HRG), mRNA 


NM_024494 ' 


Homo sapiens wingless-type MMTV integration site family, member 2B 
(WNT2B), transcript variant WNT-2B2, mRNA 


NM_004993 


Homo sapiens Machado- Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 
variant 1, mRNA 


NM_004185 


Homo sapiens wirigless-type MMTV integration site family, member 2B 
CWNT2B), transcnpt vanant WNT-2B1, mRNA 


NM 024415 


1 Homo sapiens VASA protein (VASA), transcript variant 2, mRNA 


NM_004398 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 10 (KNA 
helicase) (DDXIO), mRNA 


NM_004397 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 6 (RNA 
helicase, 54kD) (DDX6), mRNA 


NM_004396 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 5 (RNA 
helicase, 68kD) (DDX5). mRNA 


NM_030588 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide y (KN A 
helicase A, nuclear DNA helicase 11; leukophysin) (DDX9), transcript variant 2, 
mRNA 


NM_001357 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 9 (KN A 
helicase A, nuclear DNA hehcase H; leukophysin) (DDX9), transcnpt vanant 1 , 
mRNA 


NM_004660 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide, Y 
chromosome (DBY)» mRNA 


NM 019039 


Homo sapiens VASA protem (VASA), transcnpt vanant 1, mRNA 


NM 012382 


Homo sapiens osmosis responsive factor (OSRF), mRNA 


NM_000387 


Homo sapiens solute earner family 25 (camitme/acylcamitine translocase), 
member ^ol-»l^^ D AZU miiocnononai proiein cnuuucu uy iiuw/iccu gene, 
mRNA 


NM 007240 


Homo sapiens dual specificity phosphatase 12 (DUSP12), mRNA 


NM_004940 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 7 (RNA 
hehcase. 52kD) (DDX7), mRNA 


NM 004939 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 (DDXl), 
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xnv if ^\^ 11 /z/z 1 


jtiomo Sapiens anapnasc-proinoLing compicA auuuiiii ^ v-*^ ^^^-i nuviNrx 


NJVl_UU3/yi 


xioino Sapiens meniDranc-Dounu iranswnpiiijii lau^Lui piutva^w^, i ^xvxxj j.x 

niKJN/x 


iNjyi_uuzz J 1 


TJriTvir* cor\if»no •nrfctacciiim \7nltaa<»-oratpH pVifiTiriel rtdavftd-rectiriBr siiDi3inilv S« 

XiOillO ddpiCilb UUlaoolUlil V vJi Lcigv^aicu wiiaiisi^i) viwiajr*o\A x^wtixAVi/i ^ ouvA.uwu.i.jr 
mprnVifT 1 TKPMSl'i mRNA 


"MTV/1 no/ion'^ 1 


T4rvmrt csi'ntPTic iTirkT<yfiTii(^ nvrrkriViA^Tiliatase rSTDfi-SOoi HIInJnA 


NM 020956 


Homo sapiens periaxin (KIAA1620), mRNA 




rlOITlO Sapiens QOtlDiC nng-J-lIlgCl piULCIll, JL/i/lllxi ^j-'wjxj. ai^Vj Aiioj.^/^ 




JtlOinO Sapiens pnOopnallUyioCrillC UCwalUUA.yiasc? \l x.\^i^ iiixxj.^.r^ 1 


NM 021954 


Homo sapiens gap junction protein, alpha 3, 46kD (connexin 46) (GJA3), mRNA j 


NM 0230OO 


Jdomo sapiens siaioaonesm voin j, mKJN /v 


NM_022o21 


xlomo sapiens eiongaiion oi very long cnam lany acius ^mi^i/iiiu-^, ov-»jxT/i^ivr«jj 
yeasij-UKe i ^^iii^i-ivjLi^, nu\iN/\ 


NM UZilZO 1 


jriomo sapiens mercapxopyruvai.c suiiuriraiisicraoc v^iYLtoi ^, iiixN-i^rY i 


JNjVI__UjUOOO I 


Ui^rvi/x oo-ni^nc c^tnTt^ fr\T t*''\j^^^\x\t>\ TM*rkf^4imc^ iTlVllVlllriT d$)A6 i OVdlDUmm J. i 

jtTOiiio Sapiens scniic wysionic^ piLitwuiaoe iiiiiiL'iiv/i) ^i^kiuw u ^\/voi»jrw*x*i.*»*yj i 
inciiiuer i y^ocjvr i jy iiuviNrx i 


INlVi UZ*+U A H- I 


xlUIllU SapiCXlo llUXiiCiJ u^A. rwj \xxy^j\.T\\jjy jixu.vj.>.tv i 


JNJVI_UjU003 


Xt.Om.O Sapiens rciinui^ aL>lU UiiiUUCvl l y^JVnULl )y liixvL^rx 1 


NM_030663 


Homo sapiens mitochondrial capsule selenoprotein (MCSP), mRNA 1 


JNM UjUoo4 


riomo sapiens pnospnoLoesierase reiaicu. yr i jijr.^, iiJuvjiNrx 


NM 030662 


Homo sapiens mitogen-activated protein kinase kinase 2 (MAP2K2), mRNA 1 


NM 024oyo 1 


riomo sapiens nypomencai proiem x*i-jzj \r x^j DKjy iiusssr\. 


NM UU21o3 


Homo sapiens inierieuKin j receptor, aipna \^iow aiimiLyj \^i±-»jxN^rv^, nuxi^Nrv 


XTA/T AO 'X'^AA 
NM__U2 i 244 


riomo sapiens ivag xj protein, nypoineiicai vjijr-Diiiuuig piutem i 
DKFZp761H171 (RAGD),inRNA 


XTAyf AA^ACC 

NJVl_UUDUoo 


T-Trt-rw-krt o4Y\-iono T^"MA c<afrrvi<ar%t r\v\ n\\r'f\TY\c\Q.f\rY\e^ flTlH ^llTlinilP 1 1 i i fiXTiTeSSSfid 1 

jtioino sapiens j-/in/\ segmem on v^iiruirLUouiiic j\. oiiu x y^tu.iiv|u.tiy v^^i-woov^v* ■ 

1 sequence ^^L-'iv I o 1 J 3iZ/^, iTii^ i 


XTNyf AlAAOA 


I iiOnio sapiens jvin/\ oinaing motii pioicui / \p>jDiyi.i Liu\x\r\. i 


NM 013306 


1 Homo sapiens sorting nexin 15 (SNX15), mRNA 


XT\ JS A 1 O O iCO 

NM_Ulo3o2 


riomo sapiens iikeiy onnoiog oi mouse j_/1in-/v-^, mammauan j_*j-ln-/ piuLcui j 

1 n rNT n mUXTA 1 


NM 018300 


Homo sapiens zinc finger protein 83 (HPFl) (ZNF83), mRNA 1 


XTA A A 1 /l < /I 

NM 


riomo sapiens pnospnatiayisenne synxnase i yr luooi mrviN-rv 


NM__UUOi4U 


riomo sapiens colony stimulating lacior z receptor, aipna, low-aiimity \ 
1 \^granuiocyie-macropnagc^ ^v-^oTzxs-fxj, mjviN/x i 




1 Womo cnni^nc nm»tvlc<»rf4tnniri O-mptHvllranQ'fpTa^e { ASl^T^ mRNA 

1 rxv/IllvJ Sa|Jldlo aVi/dyioCHJUJlHll v~illCtXiyiiJ.aiioXv>iaot/ yx^uxrAx t*u.vx-«^ ». 1 


NM_002414 


Homo sapiens antigen identified by monoclonal antibodies 12E7, F21 and 013 1 

(M1CT\ mRNA 


INIVJ. JL OO 


1 xxuiiio sapiens mtcricLiJviii y rct/cpiLu ^ijL/7jx.^, iijx\j.^x*v i 




1 "PTrtTVirt cani^mc lianc intrincif* TnpmViTSinp nTrtfi^'iri 9 1 1 QlvFil lLTnfl2) HiRTn A. 


NM 014349 


1 Homo sapiens apolipoprotein L, 3 (APOL3), mRNA 1 


xnvr (\oo^f^f\ 

iNlVi KjZ^^Dkjkj 
"MlVf (\0(M01 


j noiTiQ Sapiens mesuuex in cieveiupineiiL L^aiiLxiuate x ^xvij&oj_/v^i nuxx'^.t*- i 
1 nomo oapicns zmL/ linger proxcm ^y<j y/Lji^r jy ixuvi^rx i 


TSJTVyT 019074. 
iNivi V 1 1 *+ 


1 TJrtrvirt CQT^-i^no r*mr—t^A. fmf\itc'^\ \^f\fmf\\/'\cr ( f ^ l-i' W 1 TinU'NrA 1 

1 nomo sapiens ccr-a'T \^mouse^ ntrnioitig ^*^xij\jL-''T^, xixiNa^/x i 




1 HfriTVin caTMf*tic Tiic'f'ciTTmTi^ Te^c*(^T\\c\v TTl i rTP rTl l TTlK^JA I 
j iTLLFixxu oajjicixo ixxoiaxxxxxxe xcL'Cpiui xjl 1 ^jrxxvj-xx ^5 ih.lvj.^x». i 


NM 006273 


Homo sapiens small inducible cytokine A7 (monocyte chemotactic protein 3) 
(SCYA7), mRNA 


NM 002395 


Homo sapiens malic enzyme 1, NADP(+)-dependent, cytosolic (MEl), mRNA 1 


NM 024165 


Homo sapiens PHD finger protein 1 (PHFl), transcript variant 2, mRNA 1 


NM 002636 


Homo sapiens PHD finger protein 1 (PHFl), transcript variant 1, mRNA 1 


NM 001082 


1 Homo sapiens cytochrome P450, subfamily IVF, polypeptide 2 (CYP4F2), | 
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mRNA 


NM_007253 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 8 (CYP4FS), 
mRNA 


NM_000779 


Homo sapiens cytochrome P450, subfamily IVB, polypeptiae 1 QUYi'4±5ij, 
mRNA 


NM 001514 


Homo sapiens general transcnption lactor lib luirzli), mKiNA 


NM 004127 


Homo sapiens G protem pathway suppressor i ^Lirb i;, mx^N-^ 


NM 024423 


Homo sapiens desmocollin 3 (DSC3), transcript variant Dsc3b, mRNA 


NM 001941 


Homo sapiens desmocollin 3 (DSC3),transcript variant Dsc3a, mRNA 


NM 004949 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2b, mRNA 


NM 024422 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2a, mRNA 


NM 004948 


Homo sapiens desmocollin 1 (DSCl), transcript variant Dsclb, mRNA 


NM 024421 Homo sapiens desmocoUin 1 (DSCl), transcnpt variant Dscla, mRNA 


NM 001 923 1 Homo saoiens damage-specific DNA binding protein 1 (127kD) (DDBl), mKNA 


NM_000425 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
Svlvius 1, MAS A (mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1) (LICAM), transcript variant 1 , mRNA 


NM_024003 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of j 
Sylvius 1 , MAS A (mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1) (LICAM), transcript variant 2, mRNA 


NM_0041 10 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 2, nuclear gene j 
encoding mitochondrial protein, mRNA 


NM_024417 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 1, nuclear gene 
encoding mitochondrial protein, mRNA 


NM 023944 


Homo sapiens cytochrome P450 isoform 4F12 (CYP4F12), mRNA 1 


NM_022845 


Homo sapiens core-binding factor, beta subunit (CBFB), transcript variant 1 , 1 
mRNA 


NM 022041 


Homo sapiens giant axonal neuropathy (gigaxonin) (GAN), mRNA 


NM_021187 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 1 1 (CYP4F1 1), 
mRNA 


NM 019599 


Homo sapiens taste receptor, type 2, member 1 (TAS2R1), mRNA 


NM_017579 


Homo sapiens deleted in malignant brain tumors 1 (DMBTl), transcript variant 1 
3, mRNA 


NM 015670 


Homo sapiens sentrin/SUMO-specific protease 3 (SENP3), mRNA 


NM_0 12096 


Homo sapiens adaptor protein containing pH domain, PTB domain and leucine 
zipper motif (APPL), mRNA 


NM 005392 


Homo sapiens PHD finger protein 2 (PHF2), mRNA 1 


NM_000896 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 3 (leukotriene B4 
omega hydroxylase) (CYP4F3), mRNA 


NM 022661 


Homo sapiens SPANX family, member C (SPANXC), mRNA 1 


NM 022573 


Homo sapiens TSPYql (TSPYQl), mRNA 1 


NM 022089 


Homo sapiens putative ATPase (HSA9947), mRNA 1 


NM 025228 


Homo sapiens hypothetical protein dJ434014.3 (DJ434014.3), mRNA 1 


NM 025013 


Homo sapiens KIAA103 1 protein (KIAA103 1), mRNA 1 


NM 025027 


Homo sapiens hypothetical protein FU14260 (FLJ14260), mRNA 1 


NM 022102 


Homo sapiens hypothetical protein FLJ20958 (FLJ20958), mRNA 1 


NM_021724 


Homo sapiens nuclear receptor subfamily 1, group D, member 1 (NRIDI), 
mRNA 


NM 030570 


Homo sapiens hypothetical protein MGC10902 (MGC10902), mRNA 


NM 025135 


Homo sapiens hypothetical protein FLJ22297 (KIAA1695), mRNA 


NM 024317 


Homo sapiens immimoglobulin-like transcript 10 (BLTIO), mRNA 


NM 021822 


Homo sapiens phorbolin-like protein MDS019 (MDS019), mRNA 
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MM 017509 


Homo sapiens ACO for serine protease homologue (HSRNASPH), mRNA 


MM 005583 


Homo sapiens lymphoblastic leukemia denved sequence 1 (LYLl), mRNA 


NM 020070 


Homo sapiens immunoglobulin lambda-like polypeptide 1 (IGLLl), mRNA 


NM_002383 


Homo sapiens MYC-associated zmc finger protein (punne-bmding transcnption 

factor) (MAZ), mRNA 


NM 016944 


Homo sapiens taste receptor, type 2, member 4 (TAS2R4), mRNA 


NM 016943 


Homo sapiens taste receptor, type 2, member 3 (TAS2R3), mRNA 


NM 000378 


Homo sapiens Wilms tumor 1 (WTl), trans&ript variant A, mRNA 


NM 024426 


Homo sapiens Wilms tumor 1 (WTl), transcript variant D, mRNA 


NM 024425 


Homo sapiens Wilms tumor 1 (WTl), transcript variant C, mRNA 


NM 024424 


Homo sapiens Wilms tumor 1 (WTl), transcript variant B, mRNA 


NM_000765 


Homo sapiens cytochrome P450, subfamily DIA, polypeptide 7 (CYP3 A7), 
mRNA 


NM 021570 


Homo sapiens BarH-like homeobox 1 (BARXl), mRNA 


NM_000068 


Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha 1 A subunit 
(CACNAIA), transcript variant 1, mRNA 


NM 030574 


Homo sapiens hypothetical protein MGC10327 (MGC10327), mRNA 


NM 030573 


Homo sapiens hypothetical protein MGC10963 (MGC10963), mRNA 


NM 024867 


Homo sapiens hypothetical protein FLJ23577 (FU23577), mRNA 


NM 002739 


Homo sapiens protein kinase C, gamma (PRKCG), mRNA 


NM_020548 


Homo sapiens diazepam binding inhibitor (GABA receptor modulator, acyl- 
Coenzyme A binding protein) (DBI), mRNA 


NM 025176 


Homo sapiens KIAA0980 protein (KIAA0980), mRNA 


NM 003789 


Homo sapiens TNFRSFl A-associated via death domain (TRADD), mRNA 


NM 017541 


Homo sapiens crystallin, gamma S (CRYGS), mRNA 


NM 006891 


Homo sapiens crystallin, gamma D (CRYGD), mRNA 


NM 020989 


Homo sapiens crystallin, gamma C (CRYGC), mRNA 


NM 005210 


Homo sapiens crystallin, gamma B (CRYGB), mRNA 


NM 014617 


Homo sapiens crystallin, gamma A (CRYGA), mRNA 


NM_002396 


Homo sapiens malic enzyme 2, NAD(+)-dependent, mitochondnal (ME2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 025268 


Homo sapiens hypothetical protein MGC4659 (MGC4659), niRNA 


NM 025244 


Homo sapiens testis specific, 10 (TSGAIO), mRNA 


NM 025240 


Homo sapiens B7 homolog 3 (B7-H3), mRNA 


NM 025237 


Homo sapiens sclerostin (SOST), mRNA 


NM 025236 


Homo sapiens HZFwl protein (HZFWl), mRNA 


NM 025235 


Homo sapiens tankyrase 2 (TNKL), mRNA 


NM 025233 


Homo sapiens nucleotide binding protein (NBP), mRNA 


NM 025232 


Homo sapiens hypothetical protein FU22246 (FLJ22246), mRNA 


NM 025218 


Homo sapiens UL16-binding protein 1 (ULBPl), mRNA 


NM 025217 


Homo sapiens UL16-binding protein 2 (ULBP2), mRNA 


NM 025215 


Homo sapiens pseudouridine synthase 1 (PUSl), mRNA 


NM 025214 


Homo sapiens CTCL tumor antigen se57-l (SE57-1), mRNA 


NM_025212 


Homo sapiens Dvl-binding protein BDAX (inhibition of the Dvl and Axin 
complex) (ID AX), mRNA 


NM 025210 


Homo sapiens type 1 protem phosphatase inhibitor (1-4), mKJN A 


NM 025209 


Homo sapiens enhancer of polycomb 1 (EPCl), mRNA 


NM 025205 


Homo sapiens hypothetical protein DKFZp434N185 (DKFZP434N185), mRNA 


NM 025198 


Homo sapiens transcription termination factor-like protein (LOC80298), mRNA 


NM_025193 


Homo sapiens 3 beta-hydroxy-delta 5-C27-steroid oxidoreductase (C(27)- 
3BETA-HSD), mRNA 


NM 025180 


Homo sapiens hypothetical protein FLJ13386 (FLJ13386), mRNA 
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NM 025161 



NM 025158 



NM 025148 



Homo sapiens hypothetical protein FLJ22175 (FLJ2217S), mRNA 



Homo sapiens hypothetical protein FLJ22251 (FLJ22251). mRNA 
Homo sapiens hypothetical protein FU12986 (FLJ12986). mKNA 



NM 025137 



Homo sapiens hypothetical protein FLJ21439 (FLJ21439), mRNA 



NM 025116 



Homo sapiens hypothetical protein FLJ12781 (FLJ12781), mRNA 



NM 025114 



Homo sapiens hypothetical protein FLJ13615 (FIJI 3615). mRNA 



NM 025083 



Homo sapiens hypothetical protein FLJ21 128 (FLJ21 128), mRNA 



NM 025054 



Homo sapiens hypothetical protein FLJ23132 (FLJ23132). mRNA 



NM 025017 



Homo sapiens hypothetical protein Fm3892 (FU13892), mRNA 



NM 025011 



Homo sapiens hypothetical protein FLJ13744 (FLJ13744), mRNA 



NM 024995 



Homo sapiens hypothetical protein FLJ12616 (FLJ12616), mRNA 



NM 024987 



Homo sapiens hypothetical protein FLJ12345 (FLJ12345), mRNA 



NM 024900 



Homo sapiens hypothetical protein FLJ22479 (FLJ22479). mRNA 



NM 024874 



Homo sapiens hypotfietical protein FIJI 4225 (FLJ14225). mRNA 



NM 024873 



Homo sapiens hypothetical protein FLJ21162 (FIJ21 162), mRNA 



NM 024861 



Homo sapiens hypothetical protein FU22671 (FLJ22671), mRNA 



NM 024836 



Homo sapiens hypothetical protein FIJ22301 (FIJ22301), mRNA 



NM 024822 



Homo sapiens hypothetical protein FIJ22601 (FIJ22601), mRNA 



NM 024819 



Homo sapiens hypothetical protein FLJ22955 (FLJ2295S), mRNA 



NM 024816 



Homo sapiens hypothetical protein FLJ23282 (FLJ23282), mRNA 



NM 024803 



NM 024795 



Homo sapiens hypothetical protein FIJ21665 (FIJ21665), mRNA 



Homo sapiens hypottietical protein FLJ22800 (FU22800), mRNA 



NM 024767 



Homo sapiens hypothetical protein FLJ21 120 (FLJ21 120), mRNA 



NM 024760 



Homo sapiens hypothetical protein FLJ14009 (FLJ14009), mRNA 



NM 024741 



Homo sapiens hypothetical protein FIJ12827 (FIJ12827), mRNA 



NM 024723 



Homo sapiens hypothetical protein FIJ23471 (FLJ23471). mRNA 



NM 024720 



Homo sapiens hypothetical protein FIJ23510 (FLJ23510). mRNA 



NM 024698 



Homo sapiens hypothetical protein FLJ13044 (FIJI 3044), mRNA 



NM 024692 



Homo sapiens hypothetical protein FIJ21069 (FLJ21069), mRNA 



NM 024689 



Homo sapiens hypothetical protein FLJ14103 (FIJ14103), mRNA 



NM 024687 



Homo sapiens hypothetical protein FLJ23049 (FU23049), mRNA 



NM 024648 



Homo sapiens hypothetical protein FLJ22222 (FLJ22222), mRNA 



NM 024622 



Homo sapiens hypothetical protein FLJ21901 (FIJ21901), mRNA 



NM 024611 



Homo sapiens hypothetical protein FIJI 1896 (FU11896). mRNA 



NM 024591 



Homo sapiens hypothetical protein FLJl 1749 (FLJl 1749). mRNA 



NM 024561 



Homo sapiens hypothetical protein FIJ22054 (FLJ22054), mRNA 



NM 024540 



Homo sapiens hypothetical protein FLJ20917 (FLJ20917), mRNA 



NM 024518 



Homo sapiens UL16-binding protein 3 (ULBP3), mRNA 



NM 024515 



Homo sapiens hypothetical protein MGC4645 (MGC4645), mRNA 



NM 024504 



Homo sapiens PR domain containing 14 (PRDM14), mRNA 



NM 024501 



Homo sapiens homeo box Dl (HOXDl), mRNA 



NM 006821 



Homo sapiens peroxisomal long-chain acyl-coA thioesterase (ZAP 128), mRNA 



NM 006680 



Homo sapiens malic enzyme 3, NADP(+)-dependent, mitochondrial (ME3), 
mRNA 



NM 001944 



NM 001943 



NM 001942 



Homo sapiens desmoglein 3 (pemphigus vulgaris antigen) (DSG3), mRNA 
Homo sapiens desmoglein 2 (DSG2), mRNA 



NM 024500 



Homo sapiens desmoglein 1 (DSGl), mRNA 



Homo sapiens likely ortholog of mouse polydom (POLYDOM). mRNA 



NM 024498 



Homo sapiens zinc finger protein 117 (HPF9) (ZNFl 17), mRNA 



NM 018943 



Homo sapiens tubulin, alpha-like 2 (TUBAL2), mRNA 



NM 015640 



Homo sapiens PAI-1 mRNA-binding protein (PAI-RBPl). naRNA 
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NM 015332 


Homo sapiens JvlAAlOob protein (KlAAlUoo), mKJNA 


NM 022001 


Homo sapiens SMAD in the antisense orientation (DAMS), mRNA 


NM_021708 


Homo sapiens leukocyte-associated Ig-like receptor 1 (LAIRl), transcript variant 

d, mKJNA 


NM__02170o 


Homo sapiens leukocyte-associated Ig-like receptor 1 (LAIRl), transcript variant 

0, mKJNA 


JNM_UUz2o/ 


Homo sapiens leukocyte-associated Ig-like receptor 1 (LAIRl), transcript variant 
a, mKJNA 


iNlVl UU^W-Z*f 


riomo sapiens jmr transcnpuon lacior i ^^Jti'U* i mKJNA 




nomo sapiens matnn d ^vlai-K^j, mivLNA 


NM 017830 


Homo sapiens ovarian carcinoma immunoreactive antigen (OCIA), mRNA 


INIvl UUoyZo 


Homo sapiens surfactant, pulmonary-associated protein A2 (SFTPA2)5 mRNA 


jNJVI UUD41 1 


Homo sapiens surtactant, pulmonary-associated protein Ai (oJr iJrAi ), mKJNA 


XTA /f AO /I /I AO 


Homo sapiens apoJipoprotem (^a) reJatea gene U (AFUAKOC), mKNA 


NM 024491 


Homo sapiens plO-binding protein (BITE), mRNA 


"KTk A1^>IT^ 

NM_0 15472 


Homo sapiens transcnptional co-activator with PDZ-bindmg motii (TAZ) 
(1 AZ,), mKJNA 


NM 017797 


Homo sapiens BTB (POZ) domain containing 2 (BTBD2), mRNA 


NM 002826 


Homo sapiens quiescm Qo (QSCN6), mRNA 


NM_024010 


Homo sapiens 5-mefhyltetrahydrofolate-homocysteine methyltransferase 
reductase (MTRR), transcript variant 2, mRNA 


NM 004972 


Homo sapiens Janus kinase 2 (a protein tyrosine kinase) (JAK2), mRNA 


NM_000761 


Homo sapiens cytochrome P450, subfamily I (aromatic compound-inducible), 
polypeptide 2 (C YPl A2), mRNA 


NM_000104 


Homo sapiens C3^ochrome P450, subfamily I (dioxin-inducible), polypeptide 1 
(glaucoma 3, primary infantile) (CYPIBI), mRNA 


TwTK /f AAA /I A A 

NM_000499 


Homo sapiens cytochrome P450, subfamily I (aromatic compound-inducible), 
polypeptide 1 (UYrlAlj, mRIMA 


NM 024318 


Homo sapiens immunoglobulin-like transcript 8 (ILT8), mRNA 


NM Uzlouo 


Homo sapiens 2.19 gene (2.19), mRNA 


NM_006208 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 1 (ENPPl), 

mKJNA 


JNJVI UU /U/o 


Homo sapiens Huntmgtin interacting protein £ (HYPE), mKJNA 


XTA ^ A 1 O 1 
NJV1_U 1 O J / 1 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate Z tAl^ozCKz), mKJNA 


JN jyi_u 1 jU4y 


riomo sapiens atnyotropnic lateral sclerosis Z (juvenile) cnromosome region, 

candidate 3 (ALS2CR3), mRNA 


jNJVL UzJU3d 


Homo sapiens dynem intermediate chain 2 (DJNA12}, mKJNA 


INJVl Uzzl / 1 


Homo sapiens 1-cell leukemia translocation altered gene (ICIA), mKJNA 


JNJVL UiulZo 


Homo sapiens coat protein gamma-cop 1137), mKlNA 


JNJVL uzjyyy 


Jriomo sapiens integral membrane protein 2H (llJvlzH), mKJNA 


jNjVL_uziyyz 


Homo sapiens tnymosin, beta, identiiied m neuroblastoma cells (iJ\4.i>N13), 
rnjt\jN/\ 


NM 021994 


Homo sapiens zinc finger protein 277 (ZNF277), mRNA 


XTN/I" AA'70C7 


Homo sapiens paraneoplastic antigen JVLAz (r JNJVLAZ), mKNA 


NM 021972 


Homo sapiens sphingosine kinase 1 (SPHKl), mRNA 


XTN/f A9107/^ 
iNlVl UZiy/O 


nomo sapiens rennoiQ receptor, oeia ^xvAjtvt5 jy inj\jN/v 


NM 021963 


Homo sapiens nucleosome assembly protein 1-like 2 (NAP1L2), mRNA 


NM_021978 


Homo sapiens suppression of tumorigenicity 14 (colon carcinoma, matriptase, 
epithin) (ST14), mRNA 


NM_021977 


Homo sapiens solute carrier family 22 (extraneuronal monoamine transporter), 
member 3 (SLC22A3), mRNA 
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NM 021964 



NM 021966 



NM 012186 



Homo sapiens zinc finger protein 148 (pHZ-52) (ZNF148), mRNA 
Homo sapiens T-cell leukemia/lymphoma 1 A (TCLIA), mRNA 

Homo sapiens forkfaead box E3 (FOXE3), mRNA 

Homo sapiens forkhead box Bl (FOXBl), mRNA 



NM 012182 

NM_006893 | Homo sapiens ligatin (LGTN), mRNA 



NM 021955 



Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 1 (GNGTl), mRNA 



NM 021959 



Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1 1 
(PPPlRll),mRNA 



NM 021951 



Homo sapiens doublesex and mab-3 related transcription factor 1 (DMRTl), 
mRNA 



NM 021960 



Homo sapiens myeloid cell leukemia sequence 1 (BCL2-related) (MCLl), 
mRNA . 



NM 021952 



Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 (Hu 
antigen D) (ELAVL4), mRNA 



NM 021949 



Homo sapiens ATPase, Ca++ transporting, plasma membrane 3 (ATP2B3), 
mRNA 



NM 021953 I Homo sapiens forkhead box Ml (FOXMl), mRNA 



NM_021956 Homo sapiens glutamate receptor, ionotropic, kainate 2 (GRIK2), mRNA 



NM 004886 



Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 3 
(XI Mike 2) (APBA3), mRNA 



NM 006557 



Homo sapiens doublesex and mab-3 related transcription factor 2 (DMRT2), 
mRNA . 



NM 002253 



Homo sapiens kinase insert domain receptor (a type IE receptor tyrosine kinase) 
(KDR), mRNA 



NM 002178 



NM 003850 



Homo sapiens insulin-like growth factor binding protein 6 (IGFBP6), mRNA 
Homo sapiens succinate-CoA ligase, ADP-forming, beta subvmit (SUCLA2), 
mRNA 



NM 003802 



NM 006958 



Homo sapiens myosin, heavy polypeptide 13, skeletal muscle (MYH13), mRNA 
Homo sapiens zinc finger protein 16 (KOX 9) (ZNF16), mRNA 



NM 006852 



NM 021229 



xiomo sapiens zmc imger protem lo ^js^^^s. \^^rHr j 
Homo sapiens tousled-like kinase 2 (TLK2), mRNA 

TT :^ A /VTrKT/l\ •^"DXT A 



Homo sapiens Tousiea-iiKe Kinase ^ 1 
Homo sapiens netrin 4 (NTN4), mRNA 



NM,015718 I Homo sapiens NADPH oxidase 3 (NOX3), mRNA 



NM^Ol 5003 I Homo sapiens golgin-67 (KIAA0855), mRNA 



NM 006178 



NM 003116 



Homo sapiens N-ethylmaleimide-sensitive factor (NSF), mRNA 
Homo sapiens sperm associated antigen 4 (SPAG4), mRNA 



NM_0 18724 I Homo sapiens interleukin 20 (IL20), mRNA 



NM_019083 I Homo sapiens hypothetical protein (FLJ10287), mRNA 



NM_003114 Homo sapiens sperm associated antigen 1 (SPAGl), mRNA 



NM 021097 



Homo sapiens solute carrier family 8 (sodium/calcium exchanger), member 1 
(SLC8A1), mRNA 



NM_021 102 I Homo sapiens serine protease inhibitor, Kunitz type, 2 (SPINT2), mRNA 



NM_021 101 I Homo sapiens claudin 1 (CLDNl), mRNA 



NM 021095 



Homo sapiens solute carrier family 5 (sodium-dependent vitamin transporter), 
member 6 (SLC5A6), mRNA 



NM 021076 



NM 001751 



Homo sapiens neurofilament, heavy polypeptide (200kD) (NEFH), mRNA 
Homo sapiens cysteinyl-tRNA synthetase (CARS), nciRNA 



NM 021074 



Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 2 (24kD) 
(NDUFV2), mRNA 



NM 020998 



Homo sapiens macrophage stimulating 1 (hepatocyte growth factor-like) 
(MSTl), mRNA 



NM_003 147 I Homo sapiens synovial sarcoma, X breakpoint 2 (SSX2), mRNA 
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XTTi X A 1 C O 


xlonio sapiens neurai proiiicraiion, amcrcnaaiioii auu. ^uxiuuiy i \r\s:\j\^\)^ 
mRNA 


XTTViT AOA/lOO 


fiomo sapiens acuvaior oi L/iv-cjvx m lesns ^rvv-^ i ^, ituvln/a. 


NM Ul4DUy 


rionio sapiens KraKen-JiKe (^rjjviZDxDH^.i iTirvj.N/\ 


NjVl_005132 


rlomo sapiens ixecop, a meionc recomDUiauon ana sisier cnrouiaua concsiuii 
phosphoprotein of the rad21p family (REC8), mRNA 


XTliiT AIOOA^ 

NM_01ooyo 


rlomo sapiens calcium cnannei, voitage-aepenacni, aipna lo suounii 

(CACNAIG), mRNA 


JNM U05izy • 


rlomo sapiens nyaiuronan syntnase o ^riAo^ ^, iukin/v 


NM 015193 


Homo sapiens activity-regulated cytoskeleton-associated protein (ARC), nnRNA 


XTX X At ZT'^ AO 

NM_0I6203 


rlomo sapiens protem Kinase, AJVir-activatea, gamma z non-caiaiync suDunii 
(PRKAG2), mRNA 


■V nv jT AAA T 

NM_000627 


Jtiomo sapiens latent transtormmg growtn lactor oeta Dinaing proiein i ^juiDn^, 

mKJNA 


XTlV>r AAO/1C/I 

NM_0u2454 


rlomo sapiens j-metJiyitetranyaroioiaie-nomocysieme meLnyiirausierdse 
reauctase ^jvli jvKj, uranscnpt vanani i, iiijkjlna 


NM_001091 


Homo sapiens amiloride binding protein 1 (amine oxidase (copper-containing)) 


JNJVL Uz4Ul0 


rlomo sapiens nomeo dox r>o ^^rivjAJDoj, niKiN/v 


xnv>r AO/1 A 1 < 


riomo sapiens nomeo dox v^Jti^-/-AJt>'f miviN a 


XTTV/T Al COOT 


riomo sapiens jSaj\j\sj^jo proiem \jsjj\jt\\3zfO^}y mxvTNrv 


IN JVl_Uz443 U 


riomo sapiens proiine-senne-xnreonine pnospnaiase uiierauung pruicin ^ 
(PSTPIP2), mRNA 


JNM 


rlomo sapiens cuiiin 415 ti^ui^4r>j, miuNiv 


NM 016059 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 1 (PPDLl), mRNA 


NM 014432 


Homo sapiens interleukm 20 receptor, alpJia (ULZUKA;, mKJNA 


NM 000270 


Homo sapiens nucleoside phosphorylase (NP), mRNA 


NM_003021 


Homo sapiens small glutamine-nch tetratncopeptiae repeat I'K^-contaming 
(SGT), mRNA 


XTN if AAOAOO 

NM_u02U3o 


Homo sapiens mterleron, alpna-mauciDle protem ^cione Lri-o-ioj yyjVrD)^ 
transcript variant 1 , mRNA 


XT\>r AO 0 00*3 

JNM_U22o /3 


rlomo sapiens mterieron, alpna-mauciDie protem (.clone tri-o-io^ ^urijro^, 
transcript variant 3, mRNA 


XTX>r AOOOOO 

NM_022o72 


Homo sapiens interieron, aipna-mduciDle protem ^cione JLri-o-ioj ^oiro^, 
transcript variant 2, mRNA 


NM_022803 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant snort, nuclear gene encoding mitocnonanai protein, mrUNA 


NM_003356 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant long, nuclear gene encoding mitocnonanai proiem, mKiNA 


NM_022810 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
^oJLL*zjA14J, transcript variant snort, nuclear gene encoaing miiocnonoriai 
protein, mRNA 


NM_003355 


Homo sapiens uncoupling protein 2 (mitochondrial, proton carrier) (UCP2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_021833 


Homo sapiens uncoupling protein 1 (mitochondrial, proton carrier) (UCPl), 

nuclear gene encoding mitochondrial protein, mRNA 




T-TrxrY^^ oanianc l^ot^rroi 1 /^p^lr^T^*•^ec^ATl A^ "hlTYlATI Oi^TllOl"!^/ ^ T^rACtoi"^* CTjRy JITTflO^CTI 

nijrno sapiena Kdngai i \^supprcoonjii ui luiiiijiigciiiL/iiy u, pivjouiic, v^-l-'o^ aixLi^v.^ii 
(R2 leukocyte antigen, antigen detected by monoclonal and antibody IA4)) 
(KAIl), mRNA 


NM_004967 


Homo sapiens integrin-binding sialoprotein (bone sialoprotein, bone sialoprotein 
n) (ffiSP), mRNA 


NM 000490 


Homo sapiens arginine vasopressin (neurophysin U, antidiuretic hormone. 
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diabetes insipidus, neurohypophyseal) (AVP), mRNA 


NM_022877 


Homo sapiens survival of motor neuron 2, centromenc (bMNzj, transcnpt 
variant c, mRNA 


NM_022876 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant b, mRNA 


NM_022875 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant a, mRNA 


NM_017411 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant d, mRNA 


NM 005474 


Homo sapiens histone deacetylase 5 (HDAC5), mRNA 


NM 006037 


Homo sapiens histone deacetylase 4 (HDAC4), mRNA 


NM_003474 


Homo sapiens a disintegrin and metalloprotemase domam 12 (meltrm alpha; 
(ADAM 12), transcript variant 1, mRNA 


1SIM_000344 


Homo sapiens survival of motor neuron 1, telomeric (SMNl), transcript variant 
d, mRNA 


MM_022874 


Homo sapiens survival of motor neuron 1, telomeric (SMNl), transcript variant 
b, mRNA 


NM 006400 


Homo sapiens dynactin 2 (p50) (DCTN2), mRNA 


NM_021969 


Homo sapiens nuclear receptor subfamily 0, group B, member 2 (NR0B2), 
mRNA 


NM 021967 


Homo sapiens small EDRK-rich factor lA (telomeric) (SERF 1 A), mRNA 


NM_001515 


Homo sapiens general transcription factor IIH, polypeptide 2 (44kD subunit) 
(GTF2H2), mRNA 


NM_003951 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
(SLC25A14), transcript variant long, nuclear gene encoding mitochondrial 
protein, mRNA 


NM_004277 


Homo sapiens uncoupling protein 4 (UCP4), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 004536 


1 Homo sapiens baculoviral LAP repeat-containing 1 (BIRCl), mRNA 


NM_000346 


Homo sapiens SRY (sex determining region Y)-box 9 (campomelic dysplasia, 
1 autosomal sex-reversal) (SOX9), mRNA 


NM_003645 


Homo sapiens fatty-acid-Coenzyme A ligase, very long-chain 1 (FACVLl), 
mRNA 


NM 024409 


Homo sapiens natriuretic peptide precursor C (NPPC), mRNA 


NM 024410 


Homo sapiens outer dense fibre of sperm tails 1 (ODFl), mRNA 


NM_004180 


Homo sapiens TRAP family member-associated NFKB activator (TANK), 
mRNA 


NM 024332 


1 Homo sapiens c6.1A (C6.1A), mRNA 


NM 024324 


Homo sapiens hypothetical protem MGCl 1256 (MGCl 1256), mRNA 


NM 024315 


Homo sapiens hypothetical protein MGC4175 (MGC4175), mRNA 


NM 024311 


Homo sapiens hypothetical protem ET (ET), mRNA 


NM 024309 


1 Homo sapiens hypothetical protein MGC4289 (MGC4289), mRNA 


NM 024306 


Homo sapiens fatty acid hydroxylase (FAAH), mRNA 


NM 024300 


Homo sapiens hypothetical protem MGC2217 (MGC2217), mRNA 


NM 024296 


Homo sapiens hypothetical protein MGCl 203 (MGCl 203), mRNA 


NM 024294 


Homo sapiens hypothetical protein MGC4614 (MGC4614), mRNA 


NM 024292 


Homo sapiens ubiquitin-like 5 (UBL5), mRNA 


NM 024012 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 5 A (HTR5A), mRNA 


NM 024123 


1 Homo sapiens putative Ly-6 superfamily member (G6E), mRNA 


NM_021904 


1 Homo sapiens gamma-aminobutyric acid (GAB A) B receptor, 1 (GABBRl), 
transcript variant 3, mRNA 


NM 021903 


1 Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBRl), 
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NM 001470 



transcnpt variant 2, mRNA 



Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBRl), 
transcript variant 1 , mRNA 



NM 00 1 85 S Homo sapiens collagen, type XIX, alpha 1 (COL 1 9 A 1 ), mKNA 



NM 015071 



Homo sapiens GTPase regulator associated with the focal adhesion kinase 
PP125CFAK); KIAA0621 protein (KIAA0621), mRNA 



NM 007329 



Homo sapiens deleted in malignant brain tumors 1 (DMBTl), transcript variant 
2, mRNA 



NM_023004 Homo sapiens nogo receptor (NOGOR), mRNA 



NM 005371 Homo sapiens methyltransferase-like 1 (METTLl), transcript variant 1, mRNA 



NM 
NM 
NM 



.023033 
.023032 
014289 



NM 
NM 
NM 



.023089 
023088 
023087 



Homo sapiens methyltransferase-like 1 (METTLl), transcript variant 3, mRNA 
Homo sapiens methyltransferase-like 1 (METTLl), transcript variant 2, mR NA 
Homo sapiens calpain 6 (CAPN6), mRNA 



Homo sapiens calpain 10 (CAPNIO), transcript variant 7, mRNA 
Homo sapiens calpain 10 (CAPNIO), transcript variant 6, mRNA 
Homo sapiens calpain 10 (CAPNIO). transcript variant 5, mRNA 



NM 
NM 



023086 
023085 



Homo sapiens calpain 10 (CAPNIO), transcript variant 4, mRNA 
Homo sapiens calpain 10 (CAPNIO), transcript variant 3. mRN A 

• • _ _ ~ ^^^^^^^^^^^^^^^^^^^^^ •'^•^^^^^^^^m^^^^-^r^^^^^^-^^^r^.^^^i^^^^m^^am^mmmr-ma^m^^^^ 



NM 023084 



NM 023083 



Homo sapiens calpain 10 (CAPNIO), transcript variant 2, mRNA 
Homo sapiens calpain 10 (CAPNIO), transcript variant 1, mRNA 



NM_021251 Homo sapiens calpain 10 (CAPNIO), transcript variant 8> mRNA 



NM 005083 



Homo sapiens U2 small nuclear ribonucleoprotein auxiliary factor, small subunit 
1 (U2AFlRSl\mRNA 



NM 023031 



NM 023030 



Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 13, mRNA 

Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 12, mRNA 



NM 023028 



— J — — ^- — 

Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinoc3^e growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 

variant 10, mRNA 



NM 022976 



NM 022975 



NM 022974 



Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 9, mRNA 

Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 8, mRNA 

Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 7, mRNA 



NM 022973 



NM 022972 



Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 6, mRNA 

Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase. 
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keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 

variant 5, mRNA 


NM_022971 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 4, mRNA 


NM_022970 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 3, mRNA 


NM_022969 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 2, mRNA 


1SIM_015850 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 2, mRNA 


NM_023 1 1 1 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 9, mRNA 


NM_023110 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 8, mRNA 


NM_023109 


Homo sapiens fibroblast growth factor receptor 1 (fnis-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 7, mRNA 


NM_023029 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 1 1, mRNA 


NM_023108 


Homo sapiens fibroblast growtli factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 6, mRNA 


NM[_000141 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 1, mRNA 


NM_023107 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 5, mRNA 


NM_023106 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 4, mRNA 


NM_023105 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 3, mRNA 


NM_000604 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 1, mRNA 


NM 024018 


Homo sapiens butyrophilm, subfamily 2, member A3 (BTN2A3), mRNA 


NM 017614 


Homo sapiens betaine-homocysteine methyltransierase 2 (BHMT2), mRNA 


NM 005434 


Homo sapiens BENE protein (BENE), mRNA 


NM_000351 


Homo sapiens steroid sulfatase (microsomal), arylsulfatase C, isozyme S (STS), 
mRNA 


xnv/T no>i 1 AC 
WJVl \}Zh\.\jd 


Homo sapiens nypotnetical protein jyiCjC313o (M(jC313o), mJKJNA 


NM 024098 


Homo sapiens hypothetical protein MGC2574 (MGC2574), mRNA 


NM 024096 


Homo sapiens hypothetical protein MGC5627 (MGC5627), mRNA 


NM 024095 


Homo sapiens hypothetical protein MGC5540 (MGC5540), mRNA 


NM 024091 


Homo sapiens hypothetical protein MGC5297 (MGC5297), mRNA 


NM 024089 


Homo sapiens hypothetical protein MGC5302 (MGC5302), mRNA 
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NM_024082 


Homo SHpiens transmembrane ^amma-carboxvclutamic acid nrntp-in rTJiACrX\ 
mRNA 


NM_024081 


Homo sapiens transmembrane eamma-carboxvelutamic acid nrotein 4 (T'tiACrd\ 
mRNA 


NM_024079 


Homo sapiens hypothetical protein MGC2840 similar to a Dutative 
glucosyltransferase OVIGC2840), mRNA 


NM 024078 


Homo sapiens hypothetical protein MGC3162 fMGC31621 mRNA 


NM 024075 


Homo sapiens LENG5 protein (LENG5), iriRNA 


NM 024073 


Homo sapiens hypothetical protein MGC2875 rMGC2S75y mRNA 


NM 024060 


Homo sapiens hypothetical protein MGC5395 (MGC5395) mRNA 


NM 024056 


Homo sapiens hypothetical protein MGC5576 (TVIGCSSye'i mRNA 


NM 024054 


Homo sapiens hypothetical protein MGC2821 fMGC2821^ mRNA 


NM 024051 


Homo sapiens hypothetical protein MGC3077 (MGC3077), mRNA 


NM 024047 


Homo sapiens hypothetical protein MGC3037 rMGC3037'> mRNA 


NM 024044 


Homo sapiens hypothetical protein MGC5178 fMGC5178) mRNA 


NM 024043 


Homo sapiens hypothetical protein MGC3101 fMGC310n mRNA 


NM 024035 


Homo sapiens hypothetical protein MGC31 13 CMGCBl 13'i mRNA 


NM_024034 


Homo sapiens hypothetical protein MGC3129 similar to canelioside-induced 
differentiation-associated protein (MGC3129), mRNA 


NM 024009 


Homo sapiens gap junction protein, beta 3, 31kD fconnexin \ TGIB^V mRNA 


NM 024013 


Homo sapiens interferon, alpha 1 (IFNAl), mRNA 


NM 000521 


Homo sapiens hexosaminidase B Cbeta polvDeptide") fHEXBV mRNA 


NM 000520 


Homo sapiens hexosaminidase A (alpha polypeptide) fHEXA) mRNA 


NM 006044 


Homo sapiens histone deacetylase 6 (HDAC6), mRNA 


NM 003883 


Homo sapiens histone deacetylase 3 (HDAC3), mRNA 


NM 004964 


Homo sapiens histone deacetylase 1 (HDACl), mRNA 


NM 001492 


Homo sapiens growth differentiation factor 1 TGDFl'i mRNA 


NM 018486 


Homo sapiens histone deacetylase 8 (HDAC8), mRNA 


NM_005089 


Homo SanienS LJ2 small nuclear rihftnnclpffcnrrfcfMn aiiTfiliarvf faofrti- ervicin oiiVkii-n-ii- 

2 (U2AF1RS2), mRNA 


NM_004285 


Homo sapiens hexose-6-nhosDhate dehvdroo'ena<5P Tcrliimcf* l-/^^*Vl\/^^T/^o•^»•n^so<a^ 
(H6PD), mRNA 


NM_007210 


Homo sapiens UI3P-N-acetvl-alnha-T^-ffalflctoQaTnirif»"r»r\l"m>f»r»'riHi»xr- 
acetylgalactosaminvltransferase 6 rGalNAc-T6'> CGALNTfi'i mRNA 


NM_003774 


Homo sapiens UOl:*-N-acetvl-alDha-r)-ffalacto«?arnirip'nrilvnpritiHp TsJ- 

acetylgalactosaminyltransferase 4 rGalNAc-T4'i fGALNT4'> mRNA 


NM_020474 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminvltransferase 1 fGalNAc-Tn CGAT.NTn mRNA 


NM 015507 


Homo sapiens EGF-like-domain, multiple 6 (EGFL6), mRNA 


NM 004942 


Homo sapiens defensin, beta 2 (DEFB2V mRNA 


NM 005218 


Homo sapiens defensin, beta 1 QDEFBl), mRNA 


NM_002474 


Homo sapiens mvosin. heaw nolvnentide 1 1 <5month miiQplp /'ivrvTTi i ^ 
transcript variant SMI, mRNA 


NM_022870 


Homo sapiens mvosin. heaw polvnentide 11 smooth mii<;rlf» ^'IV/TNTTI n 
transcript variant SM3, mRNA 


NM_022844 


Homo sapiens myosin, heaw polvoeptide 1 1 smooth mu<;cle rMVWl ^^ 
transcript variant SM2, mRNA 


NM_001755 


Homo sapiens core-binding factor, beta subunit (CBFB), transcript variant 2, 
mRNA 


NM 016458 


Homo sapiens hypothetical protein (LOC51236), mRNA 


NM 020836 


Homo sapiens KIAA1446 protein (KIAA1446), mRNA 


NM 015407 


Homo sapiens DKFZP5640243 protein (DKFZP5640243), mRNA 
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NM 015062 


Homo sapiens KIAA0595 protein (KIAA0595), mRNA 


NM 019100 


Homo sapiens DNA methyltransferase 1-associated protem 1 (DMAPl), mRNA 


NM 015442 


Homo sapiens hypothetical protein FLJ12890 (FLJ12890), mRNA 


NM_023948 

• 


Homo sapiens hypothetical protein AF053356_CDS3 (AF053356_CDS3), 
mRNA 


NM_022036 


Homo sapiens G protem-coupled receptor, family C, group 5, member C 
(GPRC5C), transcript variant 1 , mRNA 


NM_0 18653 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 1 
(GPRC5C), transcript variant 2, mRNA 


NM 000707 


Homo sapiens arginine vasopressin receptor IB (AVPRIB), mRNA 1 


NM 000706 


Homo sapiens arginine vasopressin receptor 1 A (AVPRIA), mRNA 


NM 021923 


Homo sapiens fibroblast growth factor receptor-like 1 (FGFRLl), mRNA 1 


NM_002011 


Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant 1, 1 
mRNA 


NM_022963 


Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant 2, 

mRNA 


NM_022965 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 1 
dwarfism) (FGFR3), transcript variant 2, mRNA 


NM_000142 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 1 
dwarfism) (FGFR3), transcript variant 1, mRNA 


NM 022336 


Homo sapiens ectody splasin 1 , anhidrotic receptor (EDAR), mRNA 


NM_0 18654 


Homo sapiens G protein-coupled receptor, family C, group 5, member D 1 

(GPRC5D), mRNA 


NM_002534 


Homo sapiens 2*,5'-oligoadenylate synthetase 1 (40-46 kD) (OASl), transcript 
variant El 6, mRNA 


NM_016816 


Homo sapiens 2*,5'-oligoadenylate synthetase 1 (40-46 kD) (OASl), transcript | 
variant El 8, mRNA 


NM 014501 


Homo sapiens ubiquitin carrier protein (E2-EPF), mRNA 


NM 000595 


Homo sapiens lymphotoxm alpha (TNF superfamily, member 1) (LTA), mRNA 


NM 007040 


Homo sapiens ElB-55kDa-associated protein 5 (E1B-AP5), mRNA 1 


NM 001232 


Homo sapiens calsequestrin 2 (cardiac muscle) (CASQ2), mRNA 


NM_001231 


Homo sapiens calsequestnn 1 (fast-twitch, skeletal muscle) (CASQl), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 003925 


Homo sapiens methyl-CpG binding domain protein 4 (MBD4), mRNA 


NM 002059 


Homo sapiens growth hormone 2 (GH2), transcnpt variant 1, mRNA 


NM 022558 


Homo sapiens growth hormone 2 (GH2), transcript vanant 3, mRNA 


NM 022557 


Homo sapiens growth hormone 2 (GH2), transcnpt vanant 2, mRNA 


NM 022556 


Homo sapiens growth hormone 2 (GH2), transcnpt vanant 4, mRNA 


NM 022562 


Homo sapiens growth hormone 1 (GHl), transcnpt vanant 5, mRNA 


NM 022561 


Homo sapiens growth hormone 1 (GHl), transcript variant 4, mRNA 1 


NM 022560 


Homo sapiens growth hormone 1 (GHl), transcript variant 3, mRNA 1 


NM 022559 


Homo sapiens growth hormone 1 (GHl), transcript variant 2, mRNA 1 


NM 000515 


Homo sapiens growth hormone 1 (GHl), transcript variant 1, mRNA 1 


NM 021801 


Homo sapiens matrix metalloproteinase 26 (MMP26), mRNA 1 


NM_022718 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript variant 2, 1 
mRNA 


]SIM_022468 


Homo sapiens matrix metalloproteinase 25 (MMP2D), transcnpt variant 1, 
mRNA 1 


NM_006690 


Homo sapiens matrix metalloproteinase 24 (membrane-inserted) (MMP24), 
mRNA 


NM 004771 


Homo sapiens matrix metalloproteinase 20 (enamelysin) (MMP20), mRNA 


NM 002423 


Homo sapiens matrix metalloproteinase 7 (matrilysin, uterine) (MMP7), mRNA 
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1 NM_002422 


Homo sapiens matrix metalloproteinase 3 (stromelysm 1, progelatinase) 
(MMP3), mRNA 


NM_005941 


Homo sapiens matrix metalloproteinase 16 (membrane-mserted) (JVlMFlb), 1 
transcript variant 1, mRNA 


NM_022564 


Homo sapiens matnx metalloprotemase 16 (membrane-mserted) (MMP16), 
transcript variant 2, mRNA 


NM_002421 


Homo sapiens matnx metalloprotemase 1 (mterstitial coUagenase) (IVIMPl), 
mRNA 


NM_004995 


Homo sapiens matnx metalloprotemase 14 (membrane-mserted) (MMP14), 
mRNA 


NM 002427 


Homo sapiens matrix metalloproteinase 1 3 (coUagenase 3) (MMP 1 3), mRNA 


NM 005940 


Homo sapiens matrix metalloproteinase 1 1 (stromelysin 3) (MMPl 1), mRNA | 


NM_022792 


Homo sapiens matrix metalloproteinase 19 (MMP 19), transcript variant rasi-y, 
mRNA 


NM_022791 


Homo sapiens matrix metalloproteinase 19 (MMP 19), transcript variant rasi-6, 

mRNA 


NM_022790 


Homo sapiens matrix metalloproteinase 19 (MMP 19), transcript variant rasi-3, 
mRNA 


NM_002429 


Homo sapiens matrix metalloproteinase 19 (MMPl 9), transcript variant rasi-1, 
mRNA 


NM_004530 


Homo sapiens matrix metalloproteinase 2 (gelatinase A, 72kD gelatinase, 72kD 
type IV coUagenase) (MMP2), mRNA 


NM[_004994 


Homo sapiens matrix metalloproteinase 9 (gelatinase B, 92kD gelatinase, 92kD 
1 type IV coUagenase) (MMP9), mRNA 


NM 004142 


Homo sapiens matrix metalloproteinase-like 1 (MMPLl), mRNA 


NM_002424 


Homo sapiens matrix metalloproteinase 8 (neutrophil coUagenase) (MMP8), 
mRNA 


NM_002428 


Homo sapiens matrix metaUoproteinase 15 (membrane-inserted) (MMP 15), 

mRNA 


NM_002426 


Homo sapiens matrix metalloproteinase 12 (macrophage elastase) (MMP 12), 
mRNA 


NM 002425 


1 Homo sapiens matrix metalloproteinase 10 (stromelysin 2) (MMPIO), mRNA 


NM_022804 


Homo sapiens SNRPN upstream readmg frame (SNURF), transcnpt vanant 2, 
1 mRNA 


NM_005678 


Homo sapiens SNRPN upstream readmg frame (SNURF), transcnpt vanant 1, 
1 mRNA 


NM_003097 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 1 , mRNA 


NM_022808 


Homo sapiens small nuclear nbonucleoprotem polypeptide N (SNRPN), 
transcript variant 5, mRNA 


NM_022807 


Homo sapiens small nuclear nbonucleoprotem polypeptide N (SNRPN), 

transcript variant 4, mRNA 


NM_022806 


Homo sapiens small nuclear nbonucleoprotem polypeptide N (SNRPN), 
transcript variant 3, mRNA 


NM_022805 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 2, mRNA 


NM_022717 


Homo sapiens Ul-snRNP bmdmg protein nomolog ^/ujsJUJ ^^u i^iNKiNrur;, 
transcript variant 2, mRNA 


NM 006759 


Homo sapiens UDP-glucose pyrophosphorylase 2 (UGP2), mRNA 


NM_001400 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 1 (EDGl), mRNA 


1 NM 005586 


Homo sapiens MyoD family inhibitor (MDFI), mRNA 
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NM 022978 


Homo sapiens small EDRK-rich factor IB (centromeric) (SERF IB), mRNA 


NM 023947 


Homo sapiens hypothetical protein MGC3234 (MGC3234), mRNA 


NM 023942 


Homo sapiens hypothetical protem MGC3036 (MGC3036), mRNA 


NM 023933 


Homo sapiens hypothetical protein MGC2494 (MGC2494), niRNA 


NM 005471 


Homo sapiens glucosamine-6-phosphate isomerase (GNPI), mRNA 


NM 023925 


Homo sapiens hypothetical protein FLJ22569 (FLJ22569), mRNA 


NM 004076 


Homo sapiens crystallin, beta B3 (CRYBB3), mRNA 


NM 015717 


Homo sapiens Langerhans cell specific c-type lectin (LANGERIN), mRNA 


NM_012329 


Homo sapiens monoc3^e to macrophage differentiation-associated (MMD), 
mRNA 


NM_007020 


Homo sapiens Ul-snRNP binding protein homolog (70kD) (UlSNRNPBP), 
transcript variant 1 , mRNA 


NM_006465 


Homo sapiens dead ringer (Drosophila)-like 2 (bright and dead ringer) (DRIL2), 
mRNA 


NM_000015 


Homo sapiens N-acetyltransferase 2 (arylamine N-acetyltransferase) (NAT2), 
mRNA 


NM 000496 


Homo sapiens crystallin, beta B2 (CRYBB2), mRNA 


NM 001886 


Homo sapiens crystallin, beta A4 (CRYBA4), mRNA 


NM 023080 


Homo sapiens hypothetical protein FLJ209S9 (FLJ20989), mRNA 


NM 023039 


Homo sapiens ankyrin repeat, family A (RFXANK-like), 2 (ANKRA2), mRNA 


NM_021905 


Homo sapiens gamma-aminobutyric acid (GAB A) B receptor, 1 (GABBRl), 
transcript variant 4, mRNA 


NM_020554 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6dl, 
mRNA 


NM_020553 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6cl, 
mRNA 


NM_020552 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6bl, 
mRNA 


NM_020550 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6a3, 
mRNA 


NM_0 12468 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6al, 
mRNA 


NM_014418 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6a2, 
mRNA 


NM 016730 


Homo sapiens folate receptor 1 (adult) (FOLRl), transcript variant 3, mRNA 


NM 016729 


Homo sapiens folate receptor 1 (adult) (FOLRl), transcript variant 4, mRNA 


NM 016725 


Homo sapiens folate receptor 1 (adult) (FOLRl), transcript variant 1, mRNA 


NM 016724 


Homo sapiens folate receptor 1 (adult) (FOLRl), transcript variant 7, mRNA 


NM 016025 


Homo sapiens CGI-81 protein (DREVl), mRNA 


NM_004406 


Homo sapiens deleted in malignant brain tumors 1 (DMBTl), transcript variant 
1, mRNA 


NM 000197 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 3 (HSD17B3), mRNA 


NM_001220 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) n 
beta (CAMK2B), mRNA 


NM 019071 


Homo sapiens inhibitor of growth family, member 3 (ING3), mRNA 


NM 016731 


Homo sapiens folate receptor 1 (adult) (FOLRl), transcript variant 8, mRNA 


NM 023018 


Homo sapiens hypothetical protein FLJ 13052 (FLJ13052), mRNA 


NM 023016 


Homo sapiens hypothetical protein FLJ21870 (FLJ21870), mRNA 


NM 022911 


Homo sapiens solute carrier family 26, member 6 (SLC26A6), mRNA 


NM 021071 


Homo sapiens ADP-ribosyltransferase 4 (ART4), mRNA 


NM 022113 


Homo sapiens kinesin family member 13A (KIF13A), mRNA 


NM 012449 


Homo sapiens six transmembrane epithelial antigen of the prostate (STEAP), 
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mRNA 


NM 016 513 


Homo saniens MAK-related kinase fKIAA0936), mRNA 


NM 014920 


Homo sapiens MAK-related kinase (KIAA0936), mRNA 


MlV/f 

XNiVX Vl*TV/00 


Homo saniens related to the N terminus of tre fRNTRE), mRNA 


IM iVl V/ V/ U WtW 


Homo saniens MLL sentin-like fusion fMSFV mRNA 




Homo saniens TRK-fused eene CTFG'y mRNA 


NM 004809 


Homo sapiens stomatin-like 1 (STOMLl), mRNA 




Wrtmrfc car»i#»nc r^rfclvrvotir Irirlnev rlisease 9 ^autosomal dominant^ rPKJD2\ 

mRNA 




Hrkmn cani*»nQ nairf^fl rplatpd ViomeoV>OX orotein rPRX2\ mRNA 


IN iVl UU J 2^-^*t 


Hrfctnrt cnnieriQ njiirpd mesoderm homeobox 2b rPM!X2B\ mRNA 


IN iVl_UU O^rUZ 


WrtTYirt cQT^i<»nc nair^H m<*sodf»rm bompo box 1 ^P^MXl'^ transcrint variant nmx- 


NM_022716 


Homo sapiens paired mesoderm homeo box 1 (PMXl), transcript variant pmx- 

IVi mT?>JA 


MM 000916 


Homo sapiens oxytocin receptor (OXTR), mRNA 


jNJVi uuuyo 


xxomo sapiens oxyiouin, prcpiu- ^iicLiiopiiyoiii l) \\jy\.x iiix>j.^-f^ 


NM 006 188 


Homo sapiens oncomodulin (OCM), mRNA 


iNJVl_UZzow 


XJrNrv%/N ois-vxiA-rkc? o-vh-or'/^Uiilor mafri'v nTTifpin 1 ^~Pr^AAl^ frflnsprint vaTiant 2, 
riomo sapiens exuaceiiuiai maLiiA piDicixi i ^xiv-^ivxi^, ucuiDwupu vaiiani. 

TnPXTA 

rrLrsJ-N/v 


NM_004092 


Homo sapiens enoyl Coenzyme A hydratase, short chain, 1, mitochondrial 

/"pr^WQI^ riiirlppr o-prip pnroHino^ rnitocbondTial nrotein mRNA 


iNIVl_UZZO J z 


WrtTYin caniATic rliisil cnprifiritv nbnsnhatase 6 rDUSP6^ transcrint variant 2. 
mRNA 


IN IVl UU*t*f 1 Z7 




NM_004425 


Homo sapiens extracellular matrix protein 1 (ECMl), transcript variant 1, 

mJVLN/Y 


NM 004418 


Homo sapiens dual specificity phosphatase 2 (DUSP2), mRNA 


IN JVl_UU4y 0 1 


jriomo sapiens gainrna-a.minot/uiyirn^ duiu. \\jx\Dr\.) r\. ic>u&pti/i, ^poxiv/ii 
(GABRE), transcript variant 1, mRNA 


XTTV/f no 1 QOA 


XJr\rYii^ ooi-virfine rrdt-n-ma-QTriinr^V*! it\n*ir* nniri ^OARA'^ A rPfiPOtOT* COsilon 

(GABRE), transcript variant 4, mRNA 


INiVl_UZ 1 jro / 


T-Ti^rvtrk oo'Tk-iiSkric fTqmmq^anniT'iffcbiiiArrif* apiH ^{^Al^A I A feCPOtOT Cnsilon 
xiUmO SopiCna K»IX"*X<* «'XX*»*X"LI***'jrXl^/ civiu \ \jr\Ajr\.j i^iww^i>\/A, v^oixvu 

/^riAT^PP^ trancr'rirfct variant mR'WA 


NM_021984 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, epsilon 

\\j£\HMSJ2t)^ IXcillowIipt Vilixalll IilXVJ.^.riL, 


IN iVl_UUHU irU 


TJ/\r«r* co-ni^^c Hvisil cTiPf'ifini'K/ TiViricnbsitjiQP % ^vapfiinia virus nhosnhatase vxxl- 
xxomo sapienb titidi opc^iiiwiiy piiuopiiaiooc j yv<xv/Vi*xiii<* vixwo i^xxv/o^xioi^iaw v^aa. 

rClCtlCUy \JLJ\J%JX D )y IIJUVX^^ 


"NTM 001 


Homo snniens pnovl Coenzvme A bvdratase 1 neroxisomal fECHl), mRNA 


ISTM 001Q46 


Homo samens dual snecificitv nhosnhatase 6 fDUSP6\ transcript variant 1, 
mRNA 


NM 001 9S2 


Homo saniens E9F transcrintion factor 6 (E2F6\ mRNA 


NM 001 QSO 

i^lVA \J\J VZf J\f 


Homo saniens F9F transcrintion factor 4 Dl07/ol30-bindine rE2F4), mRNA 


>JM 001 Q49 


Homo saniens F2F transcrintion factor 3 rE2F3'i mRNA, complete cds 




Homo saniens F9F transcrintion factor 1 rE2Fl^ mRNA 




Hrfcmo saniens fattv-arid-r^oenTvme A liffase lonff-chain 4 rFACL4\ transcript 

variant 2, mRNA 


NM 004457 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 3 (FACL3), mRNA 


NM 021122 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 2 (FACL2), mRNA 


NM 002473 


Homo sapiens myosin, heavy polypeptide 9, non-muscle (M^TI9), mRNA 


NM 001926 


Homo sapiens defensin, alpha 6, Paneth cell-specific (DEFA6), mRNA 


NM 005217 


Homo sapiens defensin, alpha 3, neutrophil-specific (DEFA3), mRNA 
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NM_021912 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 3 1 
(GABRB3), transcript variant 2, mRNA 


NM_021911 


Homo sapiens gamma-aimnobutyric acid (GABA) A receptor, beta 2 
(GABRB2), transcript variant 1 , mRNA 


NM_000S14 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 3 1 
(GABRB3), transcript variant 1 , mRNA 


NM_000812 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 1 | 
(GABRBl),mRNA 


NM_022650 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 1 1 
(RASAl), transcript variant 2, mRNA 


MM 003259 


Homo sapiens intercellular adhesion molecule 5, telencephalm (ICAM5), mRNA 


NM_022377 


Homo sapiens intercellular adhesion molecule 4, Landstemer-Wiener dIooq 
group (ICAM4), transcript variant 2, mRNA 


NM_001544 


Homo sapiens intercellular adhesion molecule 4, Landstemer- Wiener blood 
group (ICAM4), transcript variant 1, mRNA 


NM 002162 


Homo sapiens intercellular adhesion molecule 3 (ICAM3), mRNA 1 


MM 000873 


Homo sapiens intercellular adhesion molecule 2 (ICAM2), mRNA 1 


NM_022308 


Homo sapiens islet cell autoantigen 1 (69kD) (ICAl), transcript variant 3, 

mRNA 


NM_022307 


Homo sapiens islet cell autoantigen 1 (69kD) (ICAl), transcript variant 1, j 

mRNA 


NM_022581 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHLl), 1 
transcript variant 5, mRNA 


NM_022580 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHLl), 1 
transcript variant 4, mRNA 


]SIM_022579 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHLl), 1 
transcript variant 3, mRNA 


NM_022578 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHLl), 1 
transcript variant 2, mRNA 


NM_001318 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHLl), 
transcript variant 1 , mRNA 


NM_022646 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 4, mRNA 


NM_022645 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 1 
variant 3, mRNA 


NM_022644 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 1 
variant 2, mRNA 


NM_020991 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 1 
variant 1, mRNA 


NM_022642 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 1 
(CSHl), transcript variant 4, mRNA 


NM_022641 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 1 
(CSH 1 ), transcript variant 3 , mRN A 


NM_022640 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 1 

(CSHl), transcript variant 2, mRNA 


NM_001317 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSHl), transcript vanant 1, mRNA 


NM_002371 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant a, 
mRNA 


NM_022440 


Homo sapiens mal, T-cell differentiation protein (MAL), t anscript variant d, 
mRNA 


NM 022439 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant c. 
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mKNA 


JNiVL^UZZ^ J O 1 


Wnmn cani<>n« mal T-rcll HifFerp.nh'ation nrotein (MAL\ transcriDt variant b. 
mKNA 


injvi uu 1 /yv \ 


T-Tnmrk ci»T^iF»nc rpll HiviciAn rvrlp ^SP rCDC25Ci transcnDt Variant 1. mKNA 


NM 022809 


Homo sapiens cell division cycle 25C (CDC25C), transcnpt vanant 2, mRNA 


XTTV A 11/11 1 

iNjVl_U-^l 141 


xj^*^i-w oo-t-kirf^kTic "y^_T"?»i/ fOT^oi'T r»/\TYnr\lf»mf»nf'inor Hf^fipptivp fPAaiT in PHincsc liamstcr 
xiomo Sapiens yv-ray rcpiiir L/ompiciiiciiLiiig ucxc^tivt/ i^j^aix m v^iiiiiv.^ow xicniiofcv»x 

cells 5 (double-strand-break rejoining; Ku autoantigen, 80kD) (XRCC5), mKNA 


IN jVI__UZZ J J U 


'U'/\m/% co-ni^nc Y-T^x/ -TAnair f*rtmr*l^TYipntino' Hpfpntive renair iTi diinesc hamster 
cells 4 (XRCC4), transcript variant 3, mRNA 




TJi-k-rvii-w cof\i/a-nc "V^-TOT/ 'r#>rvai'r r»nmr\lpmPnH'nO' HpfpffHvP TPAJ41T in C^ninCSC Iiamster 

riomo sapiens yv~rd.y rcpdir uuiiipidiidiiui^ viwiw^wtivw icri^au. iai v-^xmiwow i.ac»xawi.wa 

r»pkllc /I ^V^?f^^^4.^ trancprint variflnt 9 mRNA 


NM_005432 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
ceiis J \r^js\^\^^ J, nuMN/v 


XTNyf fM^'XAfW 1 
JN JVL^UU j4U 1 


TJTrvTv-ir* eoT*i<=»ric "V^-T^A/ rpr»5iir pnmnlpiTiPTifino Hpfpcitive renaii" in Ohinese hamster 

r^p^llc A rYT?P*P4^ tmriQrrint variant 1 mRTSJA 


xnv/T nooAf\^ 1 

JNiVi UZZ^UD 1 


Wnrrirfc co-nipnc "V tmnonArtpr nrAfpin % fXT'^^ transcriot variant 2 mRNA 


JN jvi_u 101 


TJrtTvirfc c«»T>ipnc frnnQtnpmhrflnp nrAtPin witVl T^CrP-lilce and two follistatin-lUce 

HnmainQ ? rTlVTFFF'^'^ mRNA 




MAmA <5anipnc: nrotensin 2 (UTS'^^ transcriDt variant 2, mRNA 


Knur 09 1 QQS 


"HAmA ^anipnQ iirnten<5in 2 n'JTS2'i transcrint variant 1. mRNA 


MM 003353 


Homo sapiens urocortin (UCN), mRNA 


xnvyf no 1 QQ 1 
iNivi UjLiyyi 


T-Tr^mri coT>ipnc innpfinn nlalrAalAhin rTTIP^ transcrint variant 2- mRNA 


JNJVl UZ 1 / J / 


xj^rnrk cQr^if^nc pVilnriHp pViannpl (C^^ CNfi^ tran«;crint variant dC-6d mRNA 


NM 021736 


Homo sapiens chloride chaimel 6 (CLCN6), transcript variant ClC-6c, mRNA 


XTK if AO 1 C 
INM. UZI/JJ 


1 XJ^-mrx oo-nio-no oKoriTiial f\ fC^'[ f'TSl^^ frar\Qprint variant PIP-fiH TnRNA 

1 riomo sapiens cniorioe unannei o voi_/v^i>u^, udiibciipL vdiiauL kju, 111*^-^^ 


1SIM_006536 


Homo sapiens chloride channel, calcium activated, family member 2 (CLCA2), 


NM 004000 


Homo sapiens chitinase 3 -like 2 (CHI3L2), mRNA 


JNlVl_UUzo4 1 


1 Ur^-rvtrx c>or^-t^-nc< -nVi/^c-nliofi f^x/linrkci tnl crlvpfin piflcc rnarAWQinsil nACtUTTlRl 
1 riomo sapiens pnOSpnotlUyiinOoltUl giyuaxi, v^iaoa r\. y^<xi\jj\,yoma.i iii^iwf Luiixax 

V^p^TY-irko-lriKirmTisi^ ^PTO tranQprint variant 1 mRNA 

1 nCIIlvgiUUlIILIl id/ xyjJ^jf tidlioV/iipL vaiiani. i, iiij.xj."izt. 


iNlVl_UZU*t /-5 


1 TTr»TY-ir\ ccinipnc nVincnHatirivlinAQitAl crlvcan class A TnarOXVSmal noctumal 

1 XrVJIIiLf odLliwilo lJll\J&L/ilaLllJ.y illlVJOlvVl gl^rvtlil, Vyicioo .tx. yj-^c*x v/vjr ijxxxfcxx xxw/vmx.xama 

Vlpmna^rfcl^imlria^ TPTrrA^ tran<;firint variant 3 mRNA 

1 llCiiil-l^iUCf iiiUl id/ ^JL iVJx^y, LI clllowl l|^l vctlltxlii. xixx.N-L^xx. 


NM_020472 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal noctumal 

I VipmrKylnViimiria^ rPmA^ tranQprint variant 2 mRN^A 

1 IlCIIlvl^iULyiiilli id/ ^JTJLVJxi./, U.dIIoWix|^L VdlxCUlt IIULVJ.^**- 


NM 001699 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcript variant 2, mRNA 


JNJm. UZii/lJ 


1 TJr/\TY-»#-k ccmip-nc A VT rf*nf>nfr\r twmcinp Vina CP t A YT ^ tranccrint variant 1 mRNA 

1 XxOlI lO SdpiCllo /AWJ_» ICCrCpiOI tyUJoiliC KJlIdoC^ \^xT.^f\ 1 #y, IJ.<HJLowJlx|-/t vciiicxiii. x, xxxxvx'^i^x. 


INlVl U 10 loo 


1 JnLOrnO bdpiCllo di/LlIl-llJVC 0 yrXK^Ll^SJJy liiX^Ni^ 


NM_000509 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 

A "iTiR N A 


NM_021870 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant ganima- 
1 0, mxsj.NA 


NM 005141 


1 Homo sapiens fibrinogen, B beta polypeptide (FGB), mRNA j 


XTA/f AO 1 1 

INJVl__UZ 1 0 / 1 


1 XJ/^-rv^i-\ cot-ti^no "fil V»T~iT»r%rr<»-r« A olt^lio T\<^lTn*iPT»'fiHp / H A I trancprmt vanant ainna 

xiomo sapiens iionnugen, /\ aipna poiypcputic ^i/vj-rvy, uaii;av,/iipt voiiaiiL ai^na, 
mRNA 


XnWiT AAA C AO 

IMM__UUUdUo 


1 TT-..— ^ rian'ior'ie -PiVk-ri-n/NrrxkM A olnVio ■nrtlim^nt'iH^ / hYT- A^ tranQprint Variant alnVia— F 

1 xiomo sapiens iiormogen, J\ aipna poiypcpuac yrKjr^j^ udii^uiipL vdiidiii dipiid 

1 -ml? XT A 


NM 000920 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant A, mRNA 


NM_022172 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
1 protein, transcript variant 2, mRNA 


NM 004358 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 1, mRNA 


NM 021874 


1 Homo sapiens cell division cycle 25B (CDC25B), transcript variant 4, mRNA 
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1 NM 021873 


Homo sapiens cell division cycle 25B (CDC25B), transcnpt vanant 3, mRNA 


NM 021872 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 2, mRNA 


NM_020990 


Homo sapiens creatine kinase, mitochondnal 1 (ubiquitous) (CKMTl), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 021962 


Homo sapiens active BCR-related gene (ABR), transcript vanant 1, mRNA 


NM 001092 


Homo sapiens active BCR-related gene (ABR), transcript variant 2, mRNA 


NM_021794 


Homo sapiens a disintegnn and metalloproteinase domain 30 (ADAM30), 
transcript variant 1, mRNA 


NM_001464 


Homo sapiens a disintegrin and metalloproteuiase domain 2 (lertilin beta) 
(ADAM2). mRNA 


NM_021780 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 2, mRNA 


NM_021779 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 3, mRNA 


NM_014269 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 1, mRNA 


NM_021723 


Homo sapiens a disintegrin and metalloproteinase domain 22 (AJDAMZ2), 
mRNA 


NM_021722 


Homo sapiens a disintegrin and metalloprotemase domam 22 (ADAM22), 
mRNA 


NM_021721 


Homo sapiens a disintegrin and metalloprotemase domam 22 (ADAM22), 
mRNA 


NM_016351 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM_021832 


Homo sapiens a disintegrin and metalloproteinase domain 17 (tumor necrosis 
factor, alpha, converting enzyme) (ADAM 17), transcript variant 2, mRNA 


NM_0031S3 


Homo sapiens a disintegrin and metalloproteinase domain 17 (tumor necrosis 
factor, alpha, converting enzyme) (ADAM 17), transcript variant 1, mRNA 


NM_003815 


Homo sapiens a disintegrin and metalloprotemase domam 15 (metargiam; • 
(ADAM 15), mRNA 


NM_021641 


Homo sapiens a disintegnn and metalloproteinase domam 12 (meltrin alpna; 

(ADAM 12), transcript variant 2, mRNA 


NM_021612 


Homo sapiens a disintegrm and metalloprotemase domain 11 (ADAM 11), 
transcript variant 2, mRNA 


1 NM_006437 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 1 (ADPRTLl), mRNA 


NM_001618 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-nbose) polymerase) 
(ADPRT), mRNA 


NM_021738 


Homo sapiens super\allm (S VIL), transcnpt vanant 2, mRNA 


NM 003174 


Homo sapiens supervillin (SVIL), transcript variant 1, mRNA 


NM_002505 


Homo sapiens nuclear transcnption factor Y, alpha (NFYA), transcnpt vanant 1, 
mRNA 


NM_021705 


Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant 2, 
mRNA 


NM_000832 


Homo sapiens glutamate receptor, lonotropic, N-methyl D-aspartate 1 (UKINI), 
transcript variant NRl-1, mRNA 


NM_000673 


Homo sapiens alcohol dehydrogenase 7 (class IV), mu or sigma poiypeptiae 
(ADH7), mRNA 


NM_000671 


Homo sapiens alcohol dehydrogenase 5 (class HI), chi polypeptide (ADH5), 
mRNA 


NM_000670 


Homo sapiens alcohol dehydrogenase 4 (class II), pi polypeptide (ADH4), 
mRNA 
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NM 001832 


Homo sapiens colipase, pancreatic (CLPS), mKNA 


NM_021795 


rlomo sapiens lii^lv4, x^iD-uoinain proicin v^^Jxr accessory proLcin v) ysisijssj^)^ 
transcnpi vanani d, nuviN/v i 


NJVl UZ 1 /{jy 


Jtioino sapiens k^xJJL /-uinaing \^oivaj protein ^oi v/yj, Lranscnpi. vanaiit iiuvln/y i 


INM {JKJOHZ I 


rlomo sapiens v_^JL'Z/-Dinaing v^^ivaj proicin ^oi.v/^.^, uaxiaL/iipi vaiiaiii i, iiuxxn/^ t 




riomo sapiens angioiensin i convening enzyme \j3epiiuyi*-u.ipcpu.uabc r\.) 
(ACE2), mRNA 




riomo sapiens vv Lranspuricr proLciii j ucuiocripi vaiieuit iiuxj.^.r\. i 


NM 021030 


Homo sapiens zinc finger protein 14 (KOX 6) (ZNF14), mRNA 1 


iNM 02U4oj 


Homo sapiens ivnesus diooq group, L^ciie antigens ^^ivri\^jcij, niJtsj.N/\ i 


XTTViT AliCOOO 


Jtlomo sapiens interieuKin i recepior*-iiKe i v.iJ^i-L>JL>i nutsjiN/v i 


hM_001680 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), j 
transcript variant a, rnKJN a | 


NM_021603 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), I 
transcript variant b, mKJNA 


NM 005387 


Homo sapiens nucleoporin 98kD (NUP98), mRNA 1 


NM__021602 


Homo sapiens 0137913 antigen (immunoglobulm-associatea oetaj lyj^)^ 
transcript variant 2, mRNA 


-V TTv /T f\r\f\ ^ /' 

NM_000626 


Homo sapiens CD /9B antigen (^immunogloDulin-associatea oetaj tcjj/yi5j, 
transcript variant 1, mRNA 


NM_021601 


Homo sapiens CD79A antigen (immunoglobulin-associatea alpna; (CU/9Aj, 
transcript variant 2, mRNA 


NM_021599 


Homo sapiens a dismtegrin-like and metalloprotease (reprolysin type; witn 
thrombospondin type 1 motif, 2 (ADAMTS2), transcript variant 2, mRNA 


NM_006988 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 1 
tnrombosponain type 1 motii, 1 QAJJAMloi ), mKJNA 


XTA/f AA/IA/CA 


xiomo sapiens adaptor-reiatea protein complex z, sigma i suounii v^ajtzo i ;, i 
transcript variant AP 1 7, mRNA 


XTKif A01C7C 

lNiyi_02lD /D 


Jtlomo sapiens aaaptor-reiatea protein complex z, sigma i suounu ^Arzoi;, 
transcript variant AP 1 7delta, mRNA 


XTXyf AO 1 ^1 A 


rlomo sapiens oreaicpoint cluster region (^oi^xs.;, transcnpi vananx z, iiirNj.\A 


XTAvr AA/IOOO 

JNM UU4i27 


rlomo sapiens breaicpoint cluster region ^xiCKj, transcnpi vanani i, iiikjna 


XTX4" AATOOT 

jNM__U07327 


Homo sapiens giutamate receptor, lonotropic, JN-meinyi Lz-aspanaxe i v,^jJK-un i i 
xranscripi variant injivI-j, mtsJNA 


XTTVyf no 1 </CO 


jiomo sapiens giuiamate receptor, lonotropic, iN-meinyi ly-aspariiiic i ^^oxnjlini^, i 

+T"aTicr*i'iT^'f" ■\7flin5iTTf' "MT? 1 _0 Tnl?"^! A 1 
LlalloUiipL VculcUlL INlVi— IliX\JlN/~\. | 




TTATYirt cani^nc nVirtliri** ^m^t^/l'tT5l■ncf^prnc<» ^(^t-IAnr"^ trflTiQPTirit VJiTiflTlt rnTi"WA 
JTlvlIllv o<t|Jieilo ^lliJlllie ctWCLjrlU.alioXeiaoC ^v^xl.cOh.x )^ Uoiiowii|jL vaiiaiJii, JLVy iiixxx^,z^ | 




TTattia cnni^Tic pVinl-Jri#» sm^fvlfr'Si'nc'flpmcf* rf^TTA'T*'^ tmnccTiTit vsnoflilt "Ml mT^N^A 1 
xxiyliivj oci|Jidio ^liuxiiie ad/dyiUoXloXi^i daw y^\w>'XxnLjL ^, uaiidt^ixjjt vcuiaiit, a^Ij xiiixx^i^ | 




T-tAmr^ cnnif^nc nVirklin** c^c>e^^r\i\^rr'Ax\^^f^TC^^f^ (C^W^'W \t^kx\*^cx\v\\ VflTiPint 1V4^ mRNA 1 
oapidlo L/ilvJllIie tlL'djr ILl alloiCl doC \^v>xxri. X ^, Liuiiowii^L vaiiaiiL i-vx, iiixvx^z^ \ 


XNiVl \J\} 1 D 1 0 


Wr\TY\c\ cnni^nc ar'f~i"n crciTnm a 9 crvirkA+Vi tyiiicpIp pnfpnf* i A f ^ 1 '^^^ 1 mRNTA 1 
xxC^lIHJ oajJlCIio dULlII, galllllld jL^ oXllLiUtii lllU&oxc, C/iitc^iiO \rw^ x\^£m)^ iiXLvi^irA. | 


NM 020986 


Homo sapiens choline acetyltransferase (CHAT), transcript variant N2, mRNA j 


JNIVl Uio002 


xiomo sapiens aisrupteo in scnizopnrenia i v.a-'aov^ i ;, xiuvln a i 


NM 018406 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 1 


NM 0177o3 


rlomo sapiens nypotnetical protein rUZU^D / \r\^3JL\j:!ij i ), noKiNA i 


NM 004532 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 1 


NM_012215 


Homo sapiens meningioma expressed antigen D tnyaiuronidasej (MCjiiA!) 

mRNA 

lllXV-LN.fTL 1 


NM_020326 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 1 
transcript variant 5, mRNA 


NM_020325 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 1 
transcript variant 4, mRNA 


NM 020324 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), | 
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transcript variant 3, mRNA | 


NM_020323 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 1 
transcript variant 2, mKNA 


NM_02029S 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 1 
(ABCC9), transcript variant SUR2 A-delta- 1 4, mRNA 


N1VI_020297 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 | 
(ABCC9), transcript variant SUR2B, mRNA 


NM_021270 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LAIR2), transcript variant 1 
2, mRNA 


NM_002288 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LAIR2), transcript variant 
l,mRNA 


NM 020983 


Homo sapiens adenylate cyclase 6 (ADCY6), transcript variant 2, mRNA 


1 NM_0 15270 


Homo sapiens adenylate cyclase 6 (ADCY6), transcript variant 1, mRNA 1 


1 NM_020987 


Homo sapiens ankynn 3, node of Ranvier (ankynn G) (ANK3), transcnpt vanant 
l.mRNA 


NM 020977 


Homo sapiens ankynn 2, neuronal (ANK2), transcnpt vanant 2, mRNA 


NM 001148 


Homo sapiens ankynn 2, neuronal (ANK2), transcnpt vanant 1, mRNA 


NM 020481 


Homo sapiens ankynn 1, erythrocytic (ANKl), transcnpt vanant 8, mRNA 


NM 020480 


Homo sapiens ankyrin 1 , erythrocytic (ANKl), transcript variant 7, ixiRNA 


NM 020479 


Homo sapiens ankyrin 1, erythrocytic (ANKl), transcript variant 6, mRNA 1 


NM 020478 


Homo sapiens ankyrin 1, erythrocytic (ANKl), transcript variant 5, mRNA 1 


NM 020477 


Homo sapiens ankyrin 1, erythrocytic (ANKl), transcript variant 2, mRNA 1 


NM 000037 


Homo sapiens ankyrin 1, erythrocytic (ANKl), transcript variant 3, mRNA 1 


NM 020476 


Homo sapiens ankyrin 1, eiythrocytic (ANKl), transcript variant 1, mRNA 


NM 020475 


Homo sapiens ankyrin 1, erythrocytic (ANKl), transcript variant 4, mRNA 1 


NM 021056 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 3, mRNA 1 


NM 021055 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 2, mRNA 1 


NM 000548 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 1 , mRNA 1 


NM 004041 


Homo sapiens arrestin, beta 1 (ARRBl), transcript variant 1, mRNA 1 


NM 020251 


Homo sapiens arrestin, beta 1 (ARRBl), transcript variant 2, mRNA 1 


1 NM_000872 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 1 
coupled) (HTR7), transcript variant a, mRNA 


NM_0 19860 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 1 
coupled) (HTR7), transcript variant b, mRNA 


NM_0 19859 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 1 
coupled) (HTR7), transcript variant d, mRNA 


NM_004228 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 1 
2) (PSCD2), transcript variant 2, mRNA 


NM_0 17457 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 1 
2) (PSCD2), transcript variant 1 , mRNA 


NM_004302 


Homo sapiens activin A receptor, type IB (ACVRIB), transcript variant 1, 1 
mRNA 


NM_020328 


Homo sapiens activin A receptor, type IB (ACVRIB), transcript variant 3, 
mRNA ' 


NM_020327 


Homo sapiens activin A receptor, type IB (ACVRIB), transcript variant 2, 
mRNA 


NM 012082 


Homo sapiens Fnend of GATA2 (FOG2), mRNA 


NM_000578 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 1 (SLCllAl), mRNA 


NM_021094 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 

(SLC21A3),mRNA 


NM 003739 


Homo sapiens aldo-keto reductase family 1, member C3 (3 -alpha hydroxysteroid 
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NM 000735 


Homo sapiens glycoprotein hormones, alpha polypeptide (CGA), mRNA 


IN 1YI_U IH^/Z, 


thrombospondin type 1 motif, 7 (ADAMTS7), mRNA 


iNjyi_u 1 yoOj 


T^/^■r«/^ cdT^ipnc orko cmlatinn "far^trM" \/ III T\rf\c*c\^0'i'\\ckV\\ f*f\'Tii\t\t\T\^T\\ iVlPTTlftTlrlllia A 1 

(F8), transcript variant 2, mRNA 




T-Ir\-mrf^ ooT^i^ric /*rkoornlc»'f"ir\n fQf^fTir \I\ 1 1 tirrtOAJKnilciTil' PrtTYTnoTiPrit InPTTnf^T^ni IlJl A 1 
irXUinU bdUiCnb LfvdKUlaLlUIl laL/ltJI V XXX) ^JLUwUd^LLlallL WV^lii^ViilwilL y^iiwiiiVij^iiAiia 

^X^O^y IXctllai/IipL VdlldilL Xy IIL^XN/A. 


IN1V1_U i 5f O X O 


lT/\*vi/\ cckT^i<»nc cnila'firk'n foi^trtt* \/TT ^CPniTii ■n'mtl^T'rtTYiV^iti PrtTlVPTQIfiTl 
JTLv/IXli^ odpiCna Cfi/dgUldULfll Idwlvl VXX ^oCItUll pidLiUl/llllJlii L^UilVvloiUll 

ci<^r*plpr5ifr»T^ CX*^\ iTan cPT*iT^f vafi nnl" 9 tyi'R'WA 




T-Frn-no C5*nip"nc f*r»5icnilatinTi "fnpff^r \/ 1 1 /cptiityi "nTntViTOiYiHiTi fionver^lOTl 

XX(.IIllvJ Odpidio \j\J€x^\AtOXl\Jl.\. LClX/WJl. VXX y^^^^U^-*' ^i.VJlXU. wlliurlil \f\Jl.M.Y\^xO»\JXi. 

anneleTatoT*^ rF7^ traTwscrint variant I mRNA 


NM 007219 


Homo sapiens ring finger protein 24 (RNF94), mRNA 


"MM 091010 


T-Tmnn canipnc; HefenQin alnlifl S Paneth cell-*?r>ecific rOEFAS'^ mRNA 


NM 016250 


Homo sapiens N-myc downstream-regulated gene 2 (NDRG2), mRNA 




Wnmrt QaniPTiQ intprleiilrin 99 HT 99^ mRNA 


NM 006774 


Homo sapiens indolethylamine N-methyltransferase (INMT), mRNA 


JNiVl_U i H J 1 u 


riom.o sapiens simiiar to mouse ivab, ucAdincLndiSoiiC'-iiiuuv./Cu. i \]sj\*^xj v )y 

mRNA 


xT\>f nonioo 


xxomo sapiens amiioricie-sensiiivc wduun wndiuici tcatid y^/^v.^v^iNj^) udiiouiii^L 
variant 3, mRNA 


XTA/f nOA'iOl 


rxomo sapiens arniioii(xe'*scnsiiive oduon cnaTuici icoiib \^/xv.^v^i^j^) umiaLriiijL 
variant 2, mRNA 




jnomo sapiens a Gismiegim ana meuuiupruicindbc uumdiii ju ^r\x-/r\j.vx-7v;y, 
transcript variant 2, mRNA 


lNiVl_U X 7 J D y 


xxomo sapiens coagulation lacior .aj. ^idomd uiruinuupidoLui diiicucuciiL^ ^^x* a 
transcript variant 2, mRNA 


XTNyf Anni 


xxomo sapiens coagulation lacior .ajl ^^idomd LnioixiuupidoLiii diiicucuciit^ ^x^ *- ''ji 
transcript variant 1, mRNA 


IN1V1_UUU'*^0 


xiomo sapiens /viJr-Dinuing casseixe, suo-iamiiy is \^ivijL/j\y i/\jr^, mcniucr *t 
(ABCB4), transcript variant A, mRNA 


JN1V1__V/ i O o J U 


xiomo sapiens a i x -umamg casseue, buo-iaiiuiy i> ^ivxi-^xsj xr\x iiicuiuci *t 
(ABCB4), transcript variant C, mRNA 


iNivi__v 1 oo^y 


xxomo sapiens /\ix-Dmu.ing caddeiic, v>UL/~idiniiy o yiyixjisj L£\jl iiiciixucx *t 
(ABCB4), transcript variant B, mRNA 


Xnvf 0900*^8 


jnnjiiio odpiciio -rt-X X "'Diriu.iiig L/ddoCiic, oLiu-idiiiiiy \^ \ \^'S, xxv/ivxxvxy, iii^iiiL/wi j 

(ABCC3), transcript variant MRP3B, mRNA 




T-IrfcTnr\ can-tpnc AnTP-Vii-nrli'ncr pacQPt+P Qiil^-fnTnilv ^(^T^TR /IV/TR mPtTlVlPr 

XxOiAlO odpiCllo .AVXX UlllUlIlg wdooCLLCj oUU'Xdllllljr ^V^X^ XXVfXVXXXX lll&lllii/wl J 

(ABCC3), transcript variant MRP3 A, mRNA 


MM 00'^7R^ 
XNIVX \J\jD I 0\j 


T-Trimr* ca-nipnc AnrP-Kinrli-no- piaccpttp QiiH-fiamilv rr^T^nrR/lVTRP^ mPTTlViPT 

XXOlIiU odpiCIlo XI. X X UlllUlllt vdooCLLC, OLIU iCUlLLijr w ^V^-X^ XXV/lVXXvX iil^lXlL/Wl J 

(ABCC3), transcript variant MRP3, mRNA 


MM A 10^94 


xxumij odpiens /\Xx -Dinuixig cdoociLC} oixu'Xdiiiiiy ^ivxx./xsy li\x )y iiiviiiud ^ 

(ABCB9), transcript variant 2, mRNA 


MM A1Qf=i9S 


xxuiiiLi bdpicnb /\ 1 X -omcimg cdbaCLiCj ouu-idiiiiiy jd yjyxxjjisj x.r\x )^ iiidiii^d 

(ABCB9), transcript variant 1, mRNA 


MM AA^OQ^ 
iNivx \t\j'-tyy\j 


1-Tr*mn conipnc AnTP-V^iTiHiricr osiccpt+p Qiil^— "Pflinil'v/ ( W i'M. f\A P"\ mPTnViPT 1 

XXViillvJ odpiCllo /A.XJr "UmUing UdO&wtLVx^ OUU*'Xa.ililijr ^%^X^ XXX/XVXX\^^) liidllUwl 1 

fABCCl) transcrint variant 1 mRNA 


NM:_0 19902 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCCl), transcript variant 7, niElNA 


NM_0 19901 


Homo sapiens ATP-binding cassette, sub-family C (CFTRyMRP), member 1 
(ABCCl), transcript variant 6, mRNA 


NM 019900 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
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(ABCCl), transcript variant 5, mRNA 1 


NM_0 19899 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCCl), transcript variant 4, mRNA 


NM_0 19898 

• 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCCl), transcript variant 3, mRNA 


NM_0 19862 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCCl), transcript variant 2, mRNA 


NM 019903 


Homo sapiens adducin 3 (gamma) (ADD3), transcript variant 2, mRNA 1 


MM 001640 


Homo sapiens N-acylammoacyl-peptide hydrolase (APEH), mRNA 


NM 019858 


Homo sapiens protein A (A), transcript variant A-2, mRNA 1 


NM 000407 


Homo sapiens glycoprotein lb (platelet), beta polypeptide (GPIBB), mRNA 1 


NM_0 15675 


Homo sapiens growth arrest and DNA-damage-inducible, beta (GADD45B), 1 
mRNA 


NM 016824 


Homo sapiens adducin 3 (gamma) (ADD3), transcript variant 1 , mRNA | 


NM_020039 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
transcript variant 1 , mRNA 


NM 005388 


Homo sapiens phosducin-like (PDCL), mRNA 1 


NM_017585 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 6 1 

(SLC2A6), mRNA 


NM_020238 


Homo sapiens inner centromere protein antigens (135kD, ISSkD) (INCENP), 
mRNA 


NM_006908 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 1 
binding protein Rac 1 ) (RAC 1 ), transcript variant Rac 1 , mRNA 


NM_018890 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 1 
binding protein Rac 1 ) (RAC 1 ), transcript variant Rac lb, mRNA 


NM_0 18891 


Homo sapiens laminin, gamma 2 (nicein (lOOkD), kalinin (105kD), BM600 1 
(lOOkD), Herlitz jvmctional epidermolysis bullosa)) (LAMC2), transcript variant 
2, mRNA 


NM_0 13430 


Homo sapiens gamma-glutamyltransferase 1 (GGTl), transcript variant 3, 1 
mRNA 


NM_0 13421 


Homo sapiens gamma-glutamyltransferase 1 (GGTl), transcript variant 2, 1 
mRNA 


NM 004954 


Homo sapiens ELKL motif kinase (EMKl), transcript variant 2, mRNA 


NM 017490 


Homo sapiens ELKL motif kinase (EMKl), transcript variant 1, mRNA 


NM_004105 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 1 
(EFEMPl), transcript variant 1, mRNA 


NM_002403 


Homo sapiens microfibrillar-associated protein 2 (MFAP2), transcript variant 2, 
mRNA 


NM_017459 


Homo sapiens microfibrillar-associated protein 2 (MFAP2), transcript variant 1, 
mRNA 


NM 005115 


Homo sapiens major vault protein (MVP), transcnpt variant 2, mRNA 


NM 017458 


Homo sapiens major vault protein (MVP), transcript variant 1, mRNA 


NM_0 18894 


Homo sapiens EGF-contaming fibulin-like extracellular matrix protein 1 
(EFEMPl), transcnpt variant 2, mRNA 


NM 016519 


Homo sapiens ameloblastin, enamel matrix protein (AMBN), mRNA 


NM 017492 


Homo sapiens ataxin 2 related protein (A2LP), transcript variant 2, mRNA 


NM 007193 


Homo sapiens annexm AlO (ANXAIO), mRNA 


NM 019102 


Homo sapiens homeo box A5 (HOXA5), mRNA 


NM 018971 


Homo sapiens G protein-coupled receptor 27 (GPR27), mRNA 


NM 003379 


Homo sapiens villin 2 (ezrin) (VIL2), mRNA 


NM_0 16830 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 
(VAMPl), transcript variant VAMP-IB, mRNA 
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IN M_U 14231 


xjr^-»-Mrx ooT\i*»Tic ir/»oi/*ip»-occrvf*i !af'i=»H mpTYilrrjjnp TTPotftin 1 fsvnantobirevin 1 1 

rlOmO sapiens VCalClC'"<ioSOL/lcllCLi llldllUiail^ piwit^m A vf *y 

(VAMPl), transcript variant VAMP- 1 A, mRNA 


JNJVl_U 1 /4iSy 


'UTi^rvtrk comVnc ti»lrfcTn*»rir r**nMt HinHinff factor fNlMA-uiteractinfi) 1 ( l£RFl), 
transcript variant 1, mRNA 


JNJVl_UU3id 1 o 


TJrArr^r* cotAi^iTic t*»lrvm<=»rio rp-npflt Kinflin(y factor fNTMA-interactinB^ 1 iTERFl )• 
iranscnpi variant iiuviNwrv 


XTTV A AIT/I^^ 1 

NM_U1/4Dj 


xxrvrr>r\ co-nionc ctTTfcmal opll Hi»rivf»H factnr rcccntor 1 TSDFRIV transcriot variant 

XlOmO sapiens SlXOmal OCn uciivcvi lai/tv/i a. ^uj-^x x^vxyj vi.«***ow*.*.j^v T«MA*MA«> 

aipna, inivLN/\ 


NM_007098 


Homo sapiens clathrin, heavy polypeptide-like 1 (CLTCLl), transcript variant 2, 
mRNA 


NM 017451 


Homo sapiens BAH -associated protein 2 (BAIAP2), transcript vanant 2, mRNA 


NM 017450 


Homo sapiens BAH -associated protein 2 (BAIAP2), transcript variant 1, mRNA 


NM 001617 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-1. mRNA 


NM 017488 1 Homo sapiens adducin 2 (beta) (ADD2), transcript vanant beta-4, mRNA 


NM 017487 


Homo sapiens adducin 2 (beta) (ADD2), transcript vanant oeta-oD, mKJN a 


NM 017486 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-6a, mRNA 


NM 017485 


Homo sapiens adducm 2 (beta) (ADD2), transcript vanant beta-^a, mKJNA 


NM 017484 


Homo sapiens adducm 2 (beta) (ADD2), transcript variant beta-3b, mRNA 


NM 017483 


Homo sapiens adducm 2 (beta) (ADD2), transcnpt vanant beta-3a, mRNA 


NM 017482 1 


Homo sapiens adducin 2 (beta) (ADD2), transcript vanant beta-2, mRNA 


MM 018561 


Homo sapiens DKFZP586D2223 protem (DKFZP586D2223), mKMA 


NM 018413 


Homo sapiens chondroitin 4-sulfotransferase (C4ST), mRNA 


NM 017835 


Homo sapiens chromosome 21 open reading frame 59 (C210RF59), mRNA 


NM_0 18226 


Homo sapiens arginyl aminopeptidase (aminopeptidase B)-like 1 (RNPEPLl), 
mRNA 


NM 018204 


1 Homo sapiens cytoskeleton associated protein 2 (CKAP2), mRNA 


NM 018200 


Homo sapiens high-mobility group 20A (HMG20A), mRNA 


NM 017595 


Homo sapiens I-kappa-B-interacting Ras-like protein 2 (KBRAS2), mRNA 


NM 017613 


Homo sapiens downstream neighbor of SON (DONSON), mRNA 


NM 017596 


Homo sapiens KIAA0449 protein (KIAA0449), mRNA 


NM_0 17456 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin 1) 
(PSCDl), transcript variant 2, niRNA 


NM_0 16829 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcript variant 2e, mRNA 


NM_0 16828 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcript variant 2d, mRNA 


NM_0 16827 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcript variant 2c, mRNA 


NM_0 16826 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
1 mitochondrial protein, transcript variant 2b, mRNA 


NM_0 1 682 1 Homo sapiens 8-oxoguanine DN A glycosylase (OGG 1 ), nuclear gene encoding 

1 mitochondrial protein, transcript variant 2a, mRNA 


NM_016820 Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 

1 mitochondrial protein, transcript variant Ic, mRNA 


NM_016819 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcript variant lb, mRNA 


NM 002197 


Homo sapiens aconitase 1, soluble (ACOl), mRNA 


NM_0 16841 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 4, 
mRNA 


NM_0 16835 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 1, 
mRNA 


NM 016834 


1 Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 3, 
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mRNA 


]SIM_016938 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 2 
(EFEMP2), mRNA 


NM 005569 


Homo sapiens LIM domain kinase 2 fLIMK2), transcript variant 2a, mRNA 


MM 016733 


Homo sapiens LIM domain kinase 2 (LIMK2), transcript variant 2b, mRNA 


NM 002314 


Homo sapiens LIM domain kinase 1 (LIMKl), transcript variant 1, mRNA 


NM 016735 


Homo sapiens LIM domain kinase 1 (LIMKl), transcript variant dLIMK, mRNA 


NM_006855 


Homo sapiens BGDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 3 (KDELR3), transcript variant 1, mRNA 


NM_016657 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 3 (KDELR3), transcript variant 2, mRNA 


NM_002101 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 
l,mRNA 


NM_016815 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 
2, mRNA 


NM 005242 


Homo sapiens coagulation factor n (thrombin) receptor-like 1 (F2RL1), mRNA 


NM_016818 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 1 
(ABCGl), transcript variant 2, mRNA 


NM_004915 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 1 

(ABCGl), transcript variant 1, mRNA 


NM_002542 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcript variant la, mRNA 


NM_000665 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcript variant 
E4-E6, mRNA 


NM 013999 


Homo sapiens mesenchyme homeo box 1 (MEOXl), transcript variant 2, mRNA 


NM_003927 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
l,mRNA 


NM_015832 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
testis-specific, mRNA 


NM_002384 


Homo sapiens methyl-CpG binding domain protein 1 (MBDl), transcript variant 

4, mRNA 


NM_015847 


Homo sapiens methyl-CpG binding domain protein 1 (MBDl), transcript variant 
PCMl,mRNA 


NM_0 15846 


Homo sapiens methyl-CpG binding domain protein 1 (MBDl), transcript variant 
LmRNA 


NM_015845 


Homo sapiens methyl-CpG binding domain protein 1 (MBDl), transcript variant 
2, mRNA 


NM_015844 


Homo sapiens methyl-CpG binding domain protein 1 (MBDl), transcript variant 
3, mRNA 


NM_002311 


Homo sapiens ligase HI, DNA, ATP-dependent (LIG3), transcript variant beta, 
mRNA 


NM_0 13975 


Homo sapiens ligase HI, DNA, ATP-dependent (LIG3), transcript variant alpha, 
mRNA 


NM 014190 


Homo sapiens adducin 1 (alpha) (ADDl), transcript variant 3, mRNA 


NM 014189 


Homo sapiens adducin 1 (alpha) (ADDl), transcript variant 2, mRNA 


NM 001119 


Homo sapiens adducin 1 (alpha) (ADDl), transcript variant 1, mRNA 


NM_015831 


Homo sapiens acetylcholmesterase (YT blood group) (ACHE), transcript variant 

E4-E5, mRNA 


NM 016572 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM 016388 


Homo sapiens T-cell receptor interacting molecule (TRIM), mRNA 


NM 016272 


Homo sapiens transducer of ERBB2, 2 (TOB2), mRNA 


NM 016135 


Homo sapiens transcription factor ets (TEL2), mRNA 
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NM_U 1 Oz4 / 


Jrlomo SEpicns interpnoioreccpior mairiA proicogiycmi ^uu ^^otrvv^ivv^-rMN 

ml? XT A 


NM 016334 


Homo sapiens putative G-protein coupled receptor (SH120), mRNA 


NM 01ol24 


xiomo sapiens KJiesus oiooa group, u anngen i^ivjnuL'j, rmvLN/\ 


NM_015865 


Homo sapiens solute carrier family 14 (urea transporter), member 1 (Kidd blood 
group) (oLd4AlJ, mKNA 


NM 016112 


Homo sapiens polycystic lacmey aisease z-iiKe i ^^irjsjjzi-»i j, niiviN/\ 


NM_016318 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 

mKNA 


NM_01oo53 


rlomo sapiens stenle-aipna motit ana leucine zipper coniaining Kinase /\za^ 
(ZAK), mKNA 


NM 01o55o 


Homo sapiens Cji lyo, complete (jKr (riUMvji lyoA^, itukjn a 


NM_0 16431 


Homo sapiens rmtogen-activated protem ianase o interacting protein z 

(MAris^olrZ), mKJNA 


NM 016377 


Homo sapiens A Kinase v^kisAJ ancnor proiem / ^^ArkAr miNj.N/\. 


NM__0 16346 


Homo sapiens nuclear receptor suDiamiiy z, group xi, memoer j ^jNKzxi^^, 

vmUXT A 
mJtsJNA 


NiVl UIOjZD 


riomo Sapiens zmc nnger proiem z/'f ^^z-riNr'^/H-^, niJviN/\ 


NM 016324 


Homo sapiens zinc finger protein 274 (ZNF274), mRNA 




rlomo sapiens Driagmg iniegraior z ^i>jllnzj, ihivlna 


NM oijyoy 


Homo sapiens neuroDiastoma-ampiiiiea protem \ju\jk^d iDyH), miviN/^. 


XTAyf A1 coon 


Homo sapiens sponoyioepipnyseai ayspiasia, laie, pseuQogene x^iDc^LJi^r jy iiixvi>/\ 


NM 015885 


Homo sapiens PCFl Ip homolog (PCFll), mRNA 


NM_0 15991 


Homo sapiens complement component l, q suocomponent, aipna poiypepuae 
(CIQA), mKNA 


NM 016201 


Homo sapiens Leman coiled-coil protem ^LCUr'), mKNA 


NM 016157 


Homo sapiens trophinin (TRO), mRNA 


NM_015869 


Homo sapiens peroxisome pro literati ve activated receptor, gamma ^jTrAKOj, 

mKJNA 


NM_0iOOl-) 


Homo sapiens soiuie carrier lamiiy o ^neuroiransmiiier transponer, 
memoer u ^oi-/v-^o/\i mjKjN/v 


XNivx u 1 o J oy 


Xxomo sapiens iNoi-Dmaing proicin ^^iNoi-jDjry, huvina 


INIVI U 1 OO^o 


Jtxomo sapiens JtiJL/^ivLr\.iox protein \^iij->'i^ivjL/\iojr imviM/^ 


XTN/T mA<CO'7 
INIVI UIODZ/ 


xiomo sapiens nyaroxyacia oxiaase z ^long cnain^ v^rj-tv^zy, iiixsj.N/\ 


XTTV/T m /^O/^'i 
INlVl UIOZOj 


riomo sapiens Fzri protein ^x^Z/ivi misJN/v 


JNM U 1 ODOZ 


Homo sapiens vj protein'COupieu receptor z ^^vjx^jxz^j mi\j.N/\ 


MM 015892 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 


JNivl UlOlo/ 


Homo sapiens on aging iniegraior z (^idiinzj, itunjn/y 


NM 003373 


Homo sapiens vinculin (VCL), transcript variant VCL, mRNA 


NM 01400U 


Homo sapiens vmculin ^vcLyj, transcript variant meta- v\^i^, nuviNA 




Homo sapiens pairea oox gene o ^jr/\-<\.oj, transcnpi van am x^/v^voxi, iiixNJ.NrTL 




Homo sapiens rarianson disease ^autosomal recessive, juveniie^ z, par ion 
v^Jr Ai\j5k.z^, transcnpi variant j, itunjn/v 




Homo sapiens x^aricinson aisease ^autosomal recessive, juvcmic^ z, parKiii 
^Jr/\j\j\.zj, transcript Vanant z, iiiivin/\ 




Xiomo sapiens neureguiin z ^^injvvjz^, iiaiibuiipi va.ii<nii u, nixviNr^ 


NM 013984 


Homo saniens neureenlin 2 rNRG2'^ transcrint variant 5, mRNA 


NM 013983 


Homo sapiens neureguiin 2 (NRG2), transcript variant 4, mRNA 


NM 013982 


Homo sapiens neureguiin 2 (NRG2), transcript variant 3, mRNA 


NM 013981 


Homo sapiens neureguiin 2 (NRG2), transcript variant 2, mRNA 


NM 013964 


Homo sapiens neureguiin 1 (NRGl), transcript variant HRG-alpha, mRNA 


NM 013962 


Homo sapiens neureguiin 1 (NRGl), transcript variant GGF2, mRNA 



417 



BNSOOCID: <WO ^03074654A2_L> 



wo 03/074654 



PCTAJS03/05028 



NM 013961 


Homo sapiens neuregulin 1 (NRGl), transcript variant GGF, mRNA 


NM 013960 


Homo sapiens neuregulin 1 (NRGl). transcript variant ndf43, mRNA 


MM 013959 


Homo sapiens neuregulin 1 (NRGl), transcript variant SMDF, mRNA | 


NM 013958 


Homo sapiens neuregulin 1 (NRGl), transcript variant HRG-beta3, mRNA 


NM 013957 


Homo sapiens neuregulin 1 (NRGl), transcript variant HRG-beta2, mRNA 1 


NM 013956 


Homo sapiens neuregulin 1 (NRGl), transcript variant HRG-betal, mRNA 1 


NM 013955 


Homo sapiens NADPH oxidase 1 (NOXl), transcript variant NOH-lLv, mKNA 


NM 013954- 


Homo sapiens NADPH oxidase 1 (NOXl), transcript variant NOH-1 S, mRNA 


NM_0 13995 


Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 1 
variant LAMP2B, mRNA 


NM_007334 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRDl), 1 
transcript variant 2, mRNA 


NM_002262 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRDl), 1 
transcript variant 1, mRNA 


NM_0 13976 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 1 
encoding mitochondrial protein, transcript variant 2, mRNA 


NM_015841 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 1 
ADAR-c, mRNA 


NM_015840 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 1 
ADAR-b, mRNA 


NM_001111 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 1 
ADAR-a, mRNA 


NM 014925 


Homo sapiens KIAAl 002 protein (KIAAl 002), mRNA 1 


NM 014905 


Homo sapiens glutaminase (GLS), mRNA 1 


NM 014833 


Homo sapiens KIAA06 1 8 gene product (KIAA06 1 8), mRNA 1 


NM 014863 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 1 


NM 015646 


Homo sapiens RAPIB, member of RAS oncogene family (RAPIB), mRNA 1 


NM_0 15423 


Homo sapiens aminoadipate-semialdehyde dehydrogenase-phosphopantetheinyl 1 
transferase (AASDHPPT), mRNA 


NM_0 15523 


Homo sapiens small fragment nuclease (DKFZP566E144), mRNA 1 


NM 014397 


Homo sapiens NIMA (never in mitosis gene a)-related kinase 6 (NEK6), mRNA 1 


NM_0 14249 


Homo sapiens nuclear receptor subfamily 2, group E, member 3 (NR2E3), 1 
mRNA 


NM 014361 


Homo sapiens contactin 5 (CNTN5), mRNA 


NM_014341 


Homo sapiens mitochondrial carrier homolog 1 (MTCHl), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 014556 


Homo sapiens Ellis van Creveld syndrome (EVC), mRNA 


NM 014306 


Homo sapiens hypothetical protein (HSPCl 17), mRNA 


NM 014593 


Homo sapiens CpG binding protein (CGBP), mRNA 


NM 014567 


Homo sapiens breast cancer anti-estrogen resistance 1 (BCARl), mRNA 


NM_0 14273 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 6 (ADAMTS6), mRNA 


NM_0 14244 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 2 (ADAMTS2), transcript variant 1, ndElNA 


NM 014449 


Homo sapiens protein A (A), transcript variant A-1, mRNA 


NM_007319 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSENl), transcript variant I- 
374., mRNA 


NM_007318 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSENl), transcript variant I- 
463, mRNA 


NM 013953 


Homo sapiens paired box gene 8 (PAX8), transcript variant P AX8D, mRNA 


NM 013952 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8C, mRNA 


NM 013951 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8B, mRNA 
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NM 013945 


Homo sapiens paired box gene 7 (PAX7), transcript variant 2, mRNA 


NM 013942 


TTfimo saniens rjaireH hnv o^nf* ^ r\AAaarHf*nl*>nT(T QvnHrnmp 1"^ rPA'V'^'^ trancr^rint 

variant PAX3B, mRNA 


NM 013411 


Homo ^saniens adenvlatft kinaQP 9 ^ A^<^9^ mip.lpar opnp pncoHino mitnnVirmHrinl 

protein, transcript variant AK2B, mRNA 


NM 000631 


Homo saniens neutrophil nvto<!olir "fortor 4- ^4.01vFi^ trancrrimt vaT-ianf 1 

mRNA 


NM 0n416 


Homo saniens neutronhil nvtoQolifi factor -4 ^^OVT^^ rKrr^T*/!^ fT-oricr*rir»t variant 0 

mRNA 


NM 0061'>5 


Homo QflTtipn^ l^llO rrT^SIQf!* siPfivsiHncr rtrnfpin f\ ( ii\tWC\ tk.\^f^ l-rancr^in-nt Tra-ria-nf 

3, mRNA 


NM 013427 


l.mRNA 


NM 013423 


4 mRNA 


NM 013422 


Homo ^floiens RllO CrTPaQP flntivatino' nrotPin fk ( APH(T^AP^^ tTnTicr»Tinf variant 

5, mRNA 


NM 001174 


Homo saoiens T^llO CrTTPaQP flfitivntino- "nrotpin f\ ( ARHOAT^fi'^ trancr*rint variant 

2, mRNA 


NM 013436 


Homo saniens NC!TC-a<;<?ociatpd nrofpin 1 nsir^TCAPl^ mT?7sJA 


NM 012310 


Homo sapiens kinesin fanwly member 4A (KIF4A), mRNA 


NM 013449 


jrxuiiMj odpiciio ux Liiii(juiJiiia.in dujawcm lo ^uiw imgcr domain, \^i3/\iLA£>/\.j, 

mRNA 


NM 007333 


xauiiiu bdpiciib ivxiici L/Cii icuim-iiKe reQepiur suDiamiiy nicm.Der j ^jvi-»xvv^ o 
transcript variant NKG2-H, mRNA 


NM 007328 


H^OTYIO Qanipnc Irillpr ppn 1pr*tin.1i1r^ r^r*^ntnr ciili'Fo'tvkilir -m^rviVk^r 1 fXiTT T^{~^1\ 

x±\jni\j odpAciio A^iici ^cii ici./uii~iiivc rcLrcpiur oUDiamiiy mcxnoer i ^jsj.^av^i ^, 
transcrint variant NTCCr^-'R m'RMA 

U UXlOwI. Al^li VCUXCUIL X^X^VJa* X^j AllXX±^jtV 


NM 002259 


Homo saniens killer cell lectin-like recentor ^iihfamilv memKer 1 CfCJ 
transcrint variant NECG2-A mRNA 


NM_004214 


Homo sapiens fibroblast growth factor (acidic) intracellular binding protein 

(FroP), mRNA 


NM 006350 


Homo sapiens follistatin (FST), transcript variant FST3 1 7, mRNA 


NM 013409 


Homo saniens follistatin rFST'i tran<5crint variant T^fsV^Ad mRTsTA 


NM 013324 


Homo sapiens cytokine inducible SH2-containing protein (CISH), mRNA 


NM 012486 


Homo 5Sani£n<% nrPQPnilin 9 f AWVipimpr Hic^ac^ A\ rPQT7'KrO'\ trancr^rint xro-riant O 

oapiwio pici^adiiiiii X. ^Ai^icirnci uioCdoc ^x^oi^i^^^y iranscnpi vaxidni 

mRNA 


NM 012485 


Homo saniens hvaluronan-mediated motilitv rprpntor (TRH AlVTA/T^ HTMA/TR^ 

k;?M^xs/xxo xxjr cxiux V7XXC11X AXlwvXlCiL&U. lilV/lilllrj^ 1^\^^L/IAJX 1 JEVJti.r^blVJLLVX J 1 XxJ.VJLlVxxVlj 

transcript variant 2. mRNA 


NM_0 12484 


Homo sapiens hvaluronan-mediated motilitv recentor TRHAMM'^ THMMR"^ 
transcript variant 1, mRNA 


NM 012483 


Homo sapiens granulysin (ONLY), transcript variant 519, mRNA 


NM 006433 


Homo sapiens oranulvsin TGNLYl transcrint variant NK OS mRNA 


NM 001930 


Homo sapiens deoxvhvDUsine svntlia<%e fDHPS^ tran<;crint variant 1 m"RMA 


NM 013407 


Homo sapiens deoxvHvnusine svntha^e TDHPS^ trancir^rint variant mPlNJA 


NM 013406 


Homo sapiens deoxyh^^pusine synthase (DHPS), transcript variant 2, mRNA 


NM 013229 


Homo saniens ationtotin nrotpa^p aptivatincr faptor ( APAPl ^ trancr^rint variant 1 

mRNA 


NM 013251 


Homo sapiens tachykinin 3 (neuromedin K, neurokinin beta) (TAC3), mRNA 


NM 013396 


Homo sapiens ubiquitin specific protease 25 (USP25), mRNA 


NM_0 13255 


Homo sapiens muskelin 1, intracellular mediator containing kelch motifs 
(MKLNlXmRNA 


NM 013290 


Homo sapiens GT198. complete ORF (HUMGT198A), mRNA 
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NM_005102 


Homo sapiens fasciculation and elongation protein zeta 2 (zygin II) (FEZ2), 
niRNA 


NM_004830 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 3 
(130kD) (CRSP3)3 mRNA 


NM_009588 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 
variant 2, mRNA 


NM_0 13227 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen identified by monoclonal antibody AO 122) (AGCl), 
transcript variant 2, mRNA 


MM 012475 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM_012428 


Homo sapiens stromal cell derived factor receptor 1 (SDFRl), transcript variant 

beta, mRNA 


]SIM_0 12226 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 
mRNA 


NM_0 12369 


Homo sapiens olfactory receptor, family 2, subfamily F, member 1 (OR2F1), 
mRNA 


NM 012218 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


NM_0 12324 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 2 
(MAPK8IP2), mRNA 


NM 012405 


Homo sapiens isoprenylcysteine carboxyl methyltransfefase (ICMT), mRNA 


NM 012070 


Homo sapiens attractin (ATRN), mRNA 


NM 006874 


Homo sapiens E74-like factor 2 (ets domain transcription factor) (ELF2), mRNA 


NM_007308 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACPl 12, mRNA 


NM_000345 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACP 140, mRNA 


NM 009589 


Homo sapiens arylsulfatase D (ARSD), transcript variant 2, mRNA 


NM_001158 


Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 
transcript variant 1, niElNA 


NM_005910 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 2, 
mRNA 


NM_007338 


Homo sapiens deleted in lung and esophageal cancer 1 (DLECl), transcript 
variant DLEC 1 -L 1 , mRNA 


NM_007337 


Homo sapiens deleted in lung and esophageal cancer 1 (DLECl), transcript 
variant DLEC 1 -S3 , mRNA 


NM_007336 


Homo sapiens deleted in lung and esophageal cancer 1 (DLECl), transcript 
variant DLECl -S2, mRNA 


NM_007335 


Homo sapiens deleted in lung and esophageal cancer 1 (DLECl), transcript 
variant DLEC 1 -S 1 , mRNA 


NM_005106 


Homo sapiens deleted in lung and esophageal cancer 1 (DLECl), transcript 
variant DLECl -Nl , mRNA 


NM_005002 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9 
(39kD) (NDUFA9), mRNA 


NM 003771 


Homo sapiens keratin, hair, acidic, 6 (KRTHA6), niRNA 


NM_000438 


Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 
variant PAX3 A, mRNA 


NM 007052 


Homo sapiens NADPH oxidase 1 (NOXl), transcript variant NOH-IL, mRNA 


NM 006715 


Homo sapiens mannosidase^ alpha, class 2C, member 1 (MAN2C1), mRNA 


NM_007325 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 
variant flip, mRNA 


NM 005813 


Homo sapiens protein kinase C, nu (PRKCN). mRNA 


NM 000398 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIAl), nuclear 
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gene encoding mitochondrial protein, transcript variant M, mRNA 



MM 007306 



Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl- 
exon4, mRNA 



NM 007305 



Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl - 
delta9-10-l lb, mRNA 



NM 007304 



Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl - 
deltallb, tnRNA 



NM 007303 



Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl - 
delta 11, mRNA 



NM 007302 



Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl 
delta9-10, mRNA 



NM 007301 



Homo sapiens breast canca: 1, early onset (BRCAl), transcript variant BRCAl 
deltal5-17, mRNA 



NM 007300 



Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl 
deltal4- 1 8, mRNA 



NM 007299 



Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl 
delta 14- 1 7, mRNA 



NM 007298 



Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl 
delta9-l 1, mRNA 



NM 007297 



Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl 
delta2-10, mRNA 



NM 007296 



Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl a', 
mRNA 



NM 007295 



Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAlb, 
mRNA 



NM 007294 



Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAla, 
mRNA 



NM 007322 



Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-d, 

mRNA 



NM 007321 



Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-C, 
mRNA 



NM 007320 



Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-b, 
mRNA 



NM 000754 



Homo sapiens catechol-O-methyltransferase (COMT), transcript variant MB- 
COMT, mRNA 



NM 007310 



Homo sapiens catechol-O-methyltransferase (COMT), transcript variant S- 
COMT, mRNA 



NM 000714 



NM 007311 



Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 

encoding mitochondrial protein, transcript variant PBR, mRNA 

Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR-S, mRNA 



NM 007314 



Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABL2), transcript variant b, mRNA 



NM 007313 



Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ABLl), transcript variant b, mRNA 



NM 005157 



Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ABLl), transcript variant a, mRNA 



NM 006325 



Homo sapiens RAN, member RAS oncogene family (RAN), mRNA 



NM 000902 



Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinasc, CALLA, CD 10) (MME), transcript variant 1, mRNA 



NM 007289 



Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 2b, mRNA 
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NM_007288 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA. CD 10) (MME), transcript variant 2a, mRNA 


NM_007287 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant Ibis, mRNA 


NM_006481 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 
factor (TCF2), transcript variant b, mRNA 


NIVI_006884 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant swuAza, 
mRNA 


NM_003030 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant ^bWUAZO, 
mRNA 


NM_OO3O05 


Homo sapiens selectin P (granule membrane protein 140kD, antigen CD62) 1 
(SELF), mRNA 


NM_006718 


Homo sapiens pleiomorphic adenoma gene-like 1 (PLAGLl), transcript variant 1 
2. mRNA 


NM_005888 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier), | 
member 3 (SLC25 A3), nuclear gene encoding mitochondrial protein, transcript 
variant la, mRNA 


NM_006491 


Homo sapiens neuro-oncological ventral antigen 1 (NOVAl), transcript vanant 

3, mRNA 


NM_006489 


Homo sapiens neuro-oncological ventral antigen 1 (NOVAl), transcript vanant 
2, mRNA 


NM_007088 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcnpt vanant 1 
CALB2C, mRNA 


NM_007087 


Homo sapiens calbindin 2, (29kD, calretimn) (CALB2), transcnpt vanant 
CALB2b, mRNA 


NM_001740 


Homo sapiens calbindin 2, (29kD, calretmm) (CALB2), transcnpt variant 
CALB2, mRNA 


NM_007292 


Homo sapiens acyl-Coenzyme A oxidase 1 , palmitoyl (ACOXl), transcript j 
variant 2, mRNA 


NM_004035 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyl (ACOXl), transcnpt 
variant 1, mRNA 


NM_000632 


Homo sapiens integnn, alpha M (complement component receptor 3, alpha, also 
known as CDl lb (pi 70), macrophage antigen alpha polypeptide) (il OAM), 
mRNA 


NM ^^1^91 


Homo sapiens clathnn, light polypeptide (Lcb) (CLio), mKJNA 


NM 007099 


Homo sapiens acid phosphatase 1, soluble (ACirl), transcnpt variant o, misjN/\ 


NM 007177 


Homo sapiens TU3 A protein (TU3A), mRNA 


NM 007245 


Homo sapiens ataxin 2 related protein (A2LP), transcript variant 1, mRNA 1 


NM 006487 


Homo sapiens flbulm 1 (FBLNl), transcnpt vanant A, mKiN A 


NM 006486 


Homo sapiens fibulin 1 (FBLNl), transcript variant D, mRNA 1 


NM 006485 


Homo sapiens fibulm 1 (FBLNl), transcnpt vanant B, mRNA 


NM 006721 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-long, mRNA 1 


NM_006132 


Homo sapiens bone morphogenetic protem 1 (BMPl), transcnpt vanant BMPl- 
4, mRNA 


NM_006131 


Homo sapiens bone morphogenetic protein 1 (BMFl), transcnpt vanant BMr l- 
5, mRNA 


NM_006130 


Homo sapiens Done morpnogeneuc proiein i ^i^ivuri^, ucuibuiipL v<iii<iuLx>ivij: i 
6, mRNA 


NM_006129 


Homo sapiens bone morphogenetic protein 1 (BMPl), transcnpt vanant BMPl- 
3, mRNA 


NM_00612S 


Homo sapiens bone morphogenetic protein 1 (BMPl), transcnpt variant BMPl- 
2, mRNA 
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MM 002516 


Homo sapiens neuro-oncological ventral antigen 2 (NOVA2), mRNA 


INlVl UU/UUo 


xiomo Sapiens rciicuion h ^^iviinhJj injvrN/\ 


JNiVl UU /u^O 


riomo Sapiens cxasnn microiioni inicriace locaicQ proiein ^^iZfivLLLriiN^, iiijxin/\ 


NM_007037 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
inroniDOSponQin lype i moui, o ^/vjj/vlviioo^, iiijkjna 


xTNvT nmn'ic 
iNJVl_UU /U^o 


xiomo sapiens a Qisiniegnn-iiKe ana mciaiioproiease ^reproiysm i-ypcy wiui 
inromuosponain type i moui, o ^aggrcconabc-^ j ^/\jl>'/\iviioj^, iijjvin^ 


iNivi sjuo/^y 


nonio sapiens proiease, scnne, ^lesusinj ^irivoozi^, nitviN/v 




jtxoniQ sapiens proieasonie ^rosome, macropainj mniuiior sudluiii i ^jtio i j 
(PSMFl), mRNA 




nomo sapiens pairea oox gene o v^jt/v/vo^, iransvi/ripL vdndiiL jt /vA.or\, iiixviNrv 


xnv/f nni^^on 


xxomo Sapiens uiin inununogioDuim aomain proLcm ^^myoiiiuiy yx xxx^jy iiuxi^rv 


"KTN/r nn^7R9 

INiVl VUO / 


jnumo sapiciio ctiiiG xingci pruicin iitwc i yz^m^i )^ imviN/A. 


INIYI uuo / yD 


XxUmO bapicns I_#xx UUIIlalll ^Uniainillg 1 \x-iL\jLJ 1 iriX\JLN/\ 


NM_00658S 


Homo sapiens sulfotransferase family, cytosolic, IC, member 2 (SULT1C2), 


IN IVl V U OOjr'f 


fiomo sapiens J umpmg iransiocauon ureaKpouiL jljdj, miviM-rv 




riomo sapiens neai snocK /uku proiein o ^^^rioJr/vojj injKJN/v 


NM 006708 


Homo sapiens glyoxalase I (GLOl), mRNA 


iNJVl_UUo /U3 


xiomo sapiens nudix ^nucieosiue aipnospnate iinKea moiety a. ^-type motii d 

^NUi-ll JJ, mJvIN/\ 


INiVi UUUODj 


xiomo sapiens seiecnn i-» ^^lympnocyie aunesion moiccuie i ) ^^oxu-zi-rj, nijt\j.N/\ 


XNJVl UUOHOO 


xiomo sapiens KeionexoKinase ^irucLOKinasej ^jsJnLivj, Lranscripi vanani inx\j.N/\ 


NM_006297 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 1 (XRCCl), mRNA 




xiomo sapiens nign-moDiiiiy group zur> ^xiiVLijzux5 ^, ituvin/v 


NM 006469 


Homo sapiens NSl -binding protein (NSl-BP), mRNA 


JNM U0oi4U 


Homo sapiens BAll -associated, protein 2 (Jt>AiAr2), transcript variant 3, mKJNA 


XTlVVr AA1 OCI 

JNJVl_uUi J33 


Homo sapiens aldo-keto reductase family 1, member CI (dihydrodiol 
dehydrogenase 1; 20-alpha (3 -alpha)-hydroxy steroid dehydrogenase) (AKRICI), 

wiT?XT A 
mKJNA 


INlVl._UUUZUZ 


Xiomo sapiens louronate z-suiiatase ^xiunter synorome ) {jlU%^ )^ transcript variant 

1 mPMA 
X, miVLNr\ 




T-TATinA cani^tic crrAw+Vi aif^ci"— cn^r*i"fir* 7 /'f7rAQ7^ +rancf*i*iT\'f ■vaTiairf' nnT^^^A 
xi^iiiu oa^ldlo gliJWl.ll allCol— ol^Cv.'lllih/ / f u.ailoli/ll}JL vaiiaiiv Uy iiuxjL^ii^ 


NM_006123 


Homo sapiens iduronate 2-sulfatase (Himter syndrome) (IDS), transcript variant 

jLy IIIXSJIN/A. 


NM 006053 


Homo sapiens T-cell, immune regulator 1 (TCIRGl), mRNA 




xiomo sapiens senne/tnreonine Kinase lu ixviu^, nix\jN/\ 


NM 006019 


Homo sapiens T-cell, immune regulator 1 (TCIRGl), mRNA 


TOAyf A AAA/11 


xiomo sapiens neparan suiiate (^giucosamme^ 3-vj-suiiotransierase 3x5 1 
(HS3ST3Bl),mRNA 


XfA/T AA#?A/17 


Jtiomo sapiens Heparan sultate (^glucosamine^ j-vj-suliotransierase oAi 

(HS3ST3A1), mRNA 


XnV/T AA/^iAzl'^ 


xiomo sapiens neparan sultate ^glucosamine^ 3-iJ-stutotransierase z ^xii33oizj. 


NM_000557 


Homo sapiens growth differentiation factor 5 (cartilage-derived morphogenetic 
nrotein-H rGDF5^ m'RNA 


NM_005847 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 2 
(SLC23A2), mRNA 


NM 005751 


Homo sapiens A kinase (PRKA) anchor protein (yotiao) 9 (AKAP9), mRNA 


NM_005691 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A, mRNA 
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NM_005688 


Homo sapiens ATP-binding cassette, sub-family C (CFTRyMRP), member 5 
(ABCC5), mRNA 


NM 005730 


Homo sapiens conserved gene amplified in osteosarcoma (OS4), mRNA 


NM_005562 


Homo sapiens laminin, gamma 2 (nicein (lOOkD), kalinin (105kD), BM600 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 
l,mRNA 


NM_005534 


Homo sapiens interferon ganmia receptor 2 (interferon gamma transducer 1) 
(IFNGR2), mRNA 


NM 005682 


Homo sapiens G protein-coupled receptor 56 (GPR56), mRNA 


NM 005666 


Homo sapiens H factor (complement)-like 3 (HFL3), mRNA 


NM_005503 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
(XI 1 -like) (APBA2), mRNA 


NM_005431 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 2 (XRCC2), mRNA 


NM_005465 


Homo sapiens v-akt murine thymoma viral oncogene homolog 3 (protein kinase 
B, gamma) (AKT3), mRNA 


NM_005446 


Homo sapiens purinergic receptor P2X-like 1, orphan receptor (P2RXL1), 
mRNA 


NM_005336 


Homo sapiens high density lipoprotein binding protein (vigilin) (HDLBP), 
mRNA 


NM_005265 


Homo sapiens gamma-glutamyltransf erase 1 (GGTl), transcript variant 1, 
mRNA 


NM_005243 


Homo sapiens Ewing sarcoma breakpoint region 1 (EWSRl), transcript variant 

EWS, mRNA 


NM_005236 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 4 (ERCC4), mRNA 


NM_005075 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21 A3), mRNA 


NM_005050 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 1, mRNA 


NM_005006 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 1 (75kD) 
(NADH-coenzyme Q reductase) (NDUFSl), mRNA 


NM_005135 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
6(SLC12A6),mRNA 


NM_004968 


Homo sapiens islet cell autoantigen 1 (69kD) (ICAl), transcript variant 2, 
mRNA 


NM_005114 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 1 (HS3ST1), 
mRNA 


NM_004958 


Homo sapiens FK506 binding protein 12-rapamycin associated protein 1 
(FRAPl), mRNA 


NM_001478 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:(N-acetylneuraminyl)- 
galactosylglucosylceramide N-acetylgalactosaminyltransferase (GalNAc-T) 
(GALGT), mRNA 


NM 004031 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant d, mRNA 


NM 004030 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript vanant c, mRNA 


NM 004029 


Homo sapiens mterferon regulatory factor 7 (IRF7), transcript vanant b, mRNA 


NM 004034 


Homo sapiens annexm A7 (ANXA7), transcript vanant 2, mRNA 


NM 001156 


Homo sapiens annexin A7 (ANXA7), transcript variant 1, mRNA 


NM 004033 


Homo sapiens annexin A6 (ANXA6), transcript variant 2, mRNA 


NM 001155 


Homo sapiens annexin A6 (ANXA6), transcript variant 1, mRNA 


NM 004629 


Homo sapiens Fanconi anemia, complementation group G (FANCG), mRNA 


NM 004738 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 
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iNiVJL \)\J^ / /*♦■ 


Wrwmn <inm>n<! PPAR bindins orotein fPPARBPy mRNA 




Womn canipTiQ Qvmnlelon* Wuntinetin interacting Drotein I fSPKY niRNA 


NM 004169 


Homo sapiens serine hydroxymethyltransferase 1 (soluble) (SHMTl), mRNA 


JN1V1_UU4 1 oO 


XJ/-*rv»rt ooT^i<»T1c ci»Trt<» HrkTYicjin imTniinrfcO"! aHiiIiti HATTlfilTI Tiff 1- SilOrt Da.SiC QOmdin. 
JXOITIO SoplCTio oCIIla UUIIlcllIl) llIllIllUHJglWlL;u.ilii uvJiiiaiAi yx^jy ijiivxt. *-'"-»-»-*^ 

cArtfoforl /'o/»TYic»'r»Virk'riTi'\ ^^PA/TA'^P^ ml^N^A 


NM 004730 


Homo sapiens eukaryotic translation termination factor 1 (KlFl), mRNA 


NM 0041 61 


jiomo sapiens Ix/vdi, memocr ivrvo oncogene idiiniy ^in-t^jjij, iij*>j.^r^ 


NM_004762 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin 1) 
(r^oUUij, transcript variant i, nuxiN/v 


1 TvTTVyT AA/IO^I 


U/xTvii^ coni^-nc •rtTnrtCT>l-ir\lirfci*ci» A9«.npt"i"vfiri"no "nrAteiA rPLAA.1 mR-NA 
XlomO sapiens pilOapnoiipabC /V&»~a.L/iJ.V<iiiiig piutwui x-»,r^-r-vy5 -^.i^ 


jNM._UU4DOZ 


U/^-mrk oo-vft-t^ne 'PoY'irtYicrkn Hici>ac^ ^mitocAftml rpf^e^^^ive iuvcnilc^ 2. narkin 

XlOmO sapiens X^cUlvlilSOIl UloCoOC ^<lULvloVllllc&i lwV/&aoiv^j jur^i'ixixv'y i^uxxwuA 
^PA'P'K''5^ fruncnrir^t variant 1 TYlT^N^A 


rNJVl_UU4/Uj 


TTr^rnr* cQT»i<»nc ■nrntpin-Vinfl Qp intprfprAn-iTifiucihle doiible strandcd RNA 
HmpnHpTit inhihitor renressor of CP58 renressor) fPRKRIR), mRNA 




tlnmr* caniptic Tipiirpaiilin 7 nvn^O'?^ tran<>crint variant 1. mRNA 


1 iNiVl UUHDDy 


Wrvmrx car^ipTiQ mirlpnQP QPTiQitivp element V)indinff orotein 1 fNSEPlV mRNA 


1 XNlVt UU^O^O 


Wnmr* c?ir»ipnc nenlimQiQ 1 r ATI oenital FiTinisH tvoc TneDlirinl fNPHSl), mRNA 


1 TvTTVif nAAC07 


Wrtmrk cnnipriQ TYiiiltinlp iriAQitAl nAlvnho<;nhate nhosnhatase 1 fMINPPiy mRNA 


XTAVf f\c\A^on 
\ iNXvi UU'fjZ/ 


Wrkmr* canipnc mpQenrVivme bnmen box 1 HVIEOXl'i transcrint Variant 1, mRNA 


TsJA/T (\{\AQ^O 
j INiVl UU*+!7lZ 


T-TrkTYio csinipnc fprpHral r a vptn Ai 1 <; mal formations 1 TCC^^IV mRNA 


1 JNiVi UU ID / jL 


TTntno cfl-nipAQ intprfpron repiilatorv factor 7 fIRF7^ transcriot variant a, mRNA 


1 NM 004516 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


1 TVTTV>r AA/KA^ 

1 JNJVl UU4jUj 


XSIrvw*yf\ oo-n'i £>-n o iiVktnnitiYi CT^^r^ifir* T\mtP?iQP 6 /'TrP-'^ ATlAAO'enel iXJSPoi TTl rv iN A 
JlOmO sapiens UOlCIUlLin opCOlHL' piOLCaoC U ^xic- ^ yjii\^\j^^i±\*j \^w»jx vf/, xxu^^xx 


1 JNJVl UU4/01 


Xlrtr-ny-i or»T^toT-»o T? A"R9 mpTYi V»pr "P A^ rvnpAcrpnp familv-lilre fRAB^L'^ mRNA 
JtlOmO sapiens Xv/vDZ., mciIlDCr XS-rxO Ullv^ugeiio xaiiinjr iiiwb y^xxx^x^A»x-f/, iiix-Nx^^x 


NM 004495 


Homo sapiens neuregulin 1 (NRGl), transcript variant HRG-gamma, mRNA 


NM 004821 


rlomo sapiens nean ano neurai crest uerivaiives exprebbcu i yrxT^i^i^ l iixixx^-rv. 


NM_004458 


Homo sapiens latcy-acio-v-'Oenzyme /\ iigase, long-diain t yrs^\^±^^jf uaixdv/upt 
variant 1, mRNA 


JNM UU4Uyi 


xiomo sapiens nzr* transcription, lacior ^ yc^Arz,)^ huvl^/a. 


JNJVI_UU4/14 


xjTi^-mA oo-n-iAVK? i^iiol c?«p»r»'i-fir't'K/ 'K/rrkc-iT>p_rv^-nlir»cnViArvlfltiAn reffulatcd Icmase IB 
jtiomo sapiens Quai-speciiiciiy Lyroonic-^ i ^-piwjapiiuijria.ti\jii x^jguiaL^u. Axxxat^w xx.* 

(DYRKIB), transcript variant a, mRNA 


JNJVl UU4o^y 


xiomo sapiens ciatnim, ncavy poiypcpuuc v-"-^/ w^i-t uuxi^-n. 


JNJVl_UU4yZl 


Tj<-st-»-i/^ cot-i-i^r-ie c>'\\\ r\r\ Ae* r^Vidrin^*! r'cilf^inm artivjitpH fjamilv member 3 rC^LC^A-3^» 
riomo sapiens cniooQc undnnci, odioiuiii ctoLivaiC'Vi) xaxuiij nxwxixi-rw^x ^ y^^x-fv-'^ x-^yj 

mRNA 


JNJVl UU4344 


xiomo sapiens centnnj ri/jr-nanQ proiciu, ^ ^\-/x:»jLi>i^^, iiuxi^r^ 


JNJVl_UU4J32 


xj r\-nf%r\ oo-r^-i^-Mo T-k-i-rxVirfafixjl Vii.//lT'rtlsi CP— IiItp ^cptitip IivHtaIsi ^p* breast eoitbelial mucin- 
riomo sapiens oipnenyi nyoroiase-iiitc \^beiiiie xiyviiwi<*ot^, ux^xiot ^pxi.ix^ixa.A xaxuwxxx 

associated antigen) (BPHL), mRNA 


1 JNJVl UU4o4Z 


Ui^m/^ oo¥^i<3nc A VinQo** /^>^?1^A^ 5»nr»bAr -nrAtPin 7 rAPCAP7^ mRNA 

jtromo sapiens j\ Kmase \rtsjt^j\.) anwiior piuLcxii / ^/Txv-rvx i xxxxvi-^-t-v 


NM_004194 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 

•mPXTA 

mXvJNA 


NM 004300 


Homo sapiens acid phosphatase 1, soluble (ACPI), transcript variant a, mRNA 


JNJVl_UU4/oy 


jiomo sapiens amiioriuc-sensitive caiion onamici j, t&ouo yrw^K^L^jj^ uanouxx^b 
variant i, misjN/\ 


1 "KTAiT AA/IAO"? 
JNJVl_UU4U2/ 


\Jrwtfsr\ Ponior^c -inrfceifrtl T-fcrkl\mVir\CTkViatP-.4-"nb ACnbata QC tVOC I 1 OTlcF) i'TNPP4AV 

Xiomo sapiens inositol poiypnospnaic*''T-piiuapii<iui2>^> •■/p^ irsx^ ^xi-^x x -rr^j^ 
transcript variant a, mRNA 


NM 00400'^ 


Homo saoiens carnitine acetvltransferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant peroxisomal, mRNA 


NM 004028 


Homo sapiens aquaporin 4 (AQP4), transcript variant b, mRNA 


NM_ 001650 


Homo sapiens aquaporin 4 (AQP4), transcript variant a, mRNA 


NM_002390 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (ADAMl 1), 
transcript variant 1, mRNA 
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NM 001604 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 1 


NM_003995 


Homo sapiens natriuretic peptide receptor B/guanylate cyclase B (atrionatriuretic 1 
peptide receptor B) (NPR2), mRNA 


NM 003994 


Homo sapiens KIT ligand (KITLG), mRNA 


NM 001063 


Homo sapiens transferrin (TF), mRNA 


NM 003990 


Homo sapiens paired box gene 2 (PAX2), transcript variant e, mRNA 1 


NM 003989 


Homo sapiens paired box gene 2 (PAX2), transcript variant d, mRNA 1 


NM 003988 


Homo sapiens paired box gene 2 (PAX2), transcript variant c, mRNA 1 


NM 003987 


Homo sapiens paired box gene 2 (PAX2), transcript variant a, mRNA 1 


NM 000278 


Homo sapiens paired box gene 2 (PAX2), transcript variant b, mRNA 1 


NM 000221 


Homo sapiens ketohexokinase (fructokinase) (KHK), transcript variant a, mRNA 1 


NM 000115 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 1, mRNA 


NM_000755 


Homo sapiens carnitine acetyltransferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant mitochondrial, mRNA 


NM 001292 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3/ 152, mRNA 


NM 001291 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2/ 139, mRNA 


NM_001282 


Homo sapiens adaptor-related protein complex 2, beta 1 subunit (AP2B1), 
mRNA 


NM 001272 


Homo sapiens chromodomain helicase DNA binding protein 3 (CHD3), mRNA 


NM 001268 


Homo sapiens chromosome condensation 1-like (CHCIL), mRNA 


NM 000734 


Homo sapiens CD3Z antigen, zeta polypeptide (TiT3 complex) (CD3Z), mRNA 


NM_000657 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant beta, mRNA 


NM_000633 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant alpha, mRNA 


NM 000055 


Homo sapiens butyrylcholinesterase (BCHE), mRNA 


NM_003594 


Homo sapiens transcription termination factor, RNA polymerase EL (TTF2), 
mRNA 


NM_003722 


Homo sapiens tumor protein 63 kDa with strong homology to p53 (TP63), 
mRNA 


NM 003856 


Homo sapiens interleukin 1 receptor-like 1 (ILIRLI), mRNA 


NM 003140 


Homo sapiens sex determining region Y (SRY), mRNA 


NM_003615 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
7 (SLC4A7), mRNA 


NM_003759 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
4 (SLC4A4), mRNA 


NM 002980 


Homo sapiens secretin receptor (SCTR), mRNA 


NM_002890 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 1 
(RASA 1 ), transcript variant 1 , mRNA 


NM_003624 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-a, 
mRNA 


NM_002817 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 13 
(PSMD13),mRNA 


NM_000447 


Homo sapiens presenilin 2 (Alzheimer disease 4) (PSEN2), transcript variant 1, 
mRNA 


NM_000021 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSENl), transcript variant I- 
467, mRNA 


NM 002768 


Homo sapiens procollagen (type IH) N-endopeptidase (PCOLN3), mRNA 


NM 002752 


Homo sapiens mitogen-activated protein kinase 9 (MAPK9), mRNA 


NM_002656 


Homo sapiens pleiomorphic adenoma gene-like 1 (PLAGLl), transcript variant 

1, mRNA 


NM 002635 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier). 
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TTiemHer rST_^C25A'^^ nuclear crene encoding iTiitocliondrisil Drotein transcri'Dt 
variant lb, mRNA 




T-fnTno car>ipnQ nfliTpH Hnv qptip 7 rPA^7^ fran^inri'nt variant 1 ml^MA. 


NM 000280 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 




TJ/\m/\ canipnc c/\1nf'p r»cinri^T* ■fo'TYi-Jlx/ 99 f r\ToctT\\/* t*Ckftt\n tTSmcriATtpr^ nnP*TnV%Pi* 1 — 
XlUIlxlJ odpilCllo olJlULC L>dITICr LcLiHHy ZtZt ^(JlgdlliO udllUXl U. alXopUl Iwl^j iilClllLICi X~ 

like rST P92A1T ^ mRMA 


MM 000Q07 


XX\JlLl\J OOLIX&XXO IXalX XLLX wLXO lJwL/LlU& IwV/WL/tCrX XJI ^lACLlkj XOKX* wJrwXCidW JLJ y^au AV/XXCXU tUX wUw 

nentide recentor B'k nSJPR2^ mRNA 

|^w|^kX\Aw XV«WW|i^LV/X f yJL^X Jj XXX1A_L^^^ 


1SIM_002515 


Homo sapiens neuro-oncological ventral antigen 1 (NOVAl), transcript variant 
1 mRNA 

Xj XXXXvX^X&. 


NM 003204 


Homo sapiens nuclear factor (erythroid-derived 2)-like 1 CNFE2L1), mRNA 




xxviixiu oapiciiis liijrUiiiCoiix ^ivx~pruiciiij 4* \ i.\30da^ ) \iyx xKJiy±^)j xxxxvi^i^ 


NM 000899 


Homo sapiens KIT ligand (KITLG), mRNA 




xiomo Sapiens soiuie earner lamiiy o ^acuvaiors ui u.iud.siC/ diiu iicuud.! aiiiiiiu 
acid transport), member 2 (SLC3 A2), mRNA 


rNivi uu 1 o / y 


xxumo sapiens manndn~DinQing iccim serine proicaoc i ^\^h/v^z> duiivaLiiig 
component of Ra-reactive factor) (MASPl), mRNA 




rxUTIlO SdpiCnS LLlII10x~dC>bUUldlwvi LrdiUlUIIl oiglldi lidllbUUWCI ^ y^L rW^ij L LJ^j^ 

mRNA 


NM_002341 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 

vaiitiHL 1, iii£\J-Njrv 


MM 009904 


TToTYio cnnipnc I'v/crkcrfcmal-Qccr^r'iatp^l iripml^'rjinp r^mtPiTi 9 (\ AlV^ P9^ fratl^fiTlT^t 

XXLIIliv odpiCllo IjrolioVJllxdl doo\JV«ldlCvX lllwilXUldllW ^XV/LCXiX ^ \JLt£\iyXX ^tj^ LXCUiOwXX^b 

variant LAMP2A, mRNA 


TsJM 0099^^4 


nV/IIKJ odpiCllo Jvdl y OpilCl 111 dipila 1 ^lilxpUILlil dipixd J ) ^X^hJT IN/^l )^ Xx\r\Arir\. 


MM 009961 


T-I/xTYirt cot^i^nc V~in^"f* /»^n lrf>r*i^T^_liV'^ t"^r*ATx1"rtT ciir>*r?aTVi'il^f ty^pttiTipt* *\ iiC T Rl^H I 

xxwiiiL; odpicns iviiicr ocii icwnn'iiii.c xcucpiur ouuidixuxy iiidiiud d \^xvjl»xv^j^, 
transcript variant NKG2-E, mRNA 


MM 0099*^0 


TT/^TYirt C5iT^iP»T»c "1 1 iTir*'!'! r>l Si 1/"/^ frl *^V*i n /'III tTori Ci^T*iT\"t" "\/5J"i*i5»Tl't 1 TTl'R'^JA 
XxtJIliLF octpidlo J lillvllOll picLivUglUUlll \J\JSl )y ILdlloUlipL VdliCllAl X, illI\J.>i.rV 


NM_001566 


Homo sapiens inositol polyphosphate-4-phosphatase, type I, 107kD (INPP4A), 

tXdxXo^iipi Vdlidlil U, iXUVlN/^ 


NM 002164 


Homo sapiens indoleamine-pyrrole 2,3 dioxygenase (INDO), mRNA 




xxUxiiu odpicns iiuuicdr receptor SLiuidiiiiiy «j, giutip xIl, xiidiiuci z. \x\rs.jjr\^j^ 
ml^MA 


NM_000836 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2D 

^'nRTM9TS'^ mRMA 


NM_000828 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 

van an f flon nnP^JA 


NM 002056 


T-Tnmo ^anipriQ 0"liitaTiiiTip-'finif»tricp«^\-Tilir*CT>Vin1'p trail cniTriinsiQp 1 rCrPPnTl"^ mT^"MA 
xxv/xxAVj ocij^i&xxo gxuicLXXXiiiC XI Uwiuoc \^*'pxi\/opxxc*i& IX ClXiOClXXXXXXaDW X ^VJX X X X^j XXXXvX^^^ 


NM_000161 


Homo sapiens OTP cyclohydrolase 1 (dopa-responsive dystonia) (GCHl), 
mRNA 

X1XX.>>X ^ 


NM_000159 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 

pncodinp" mitopHnndrial nrAtpin trariQp.rint variant 1 mRMA 

WXXWWVXXXXg XXXX kWWXXV/XXUX XAX I^XwlwXXX, LXAlXDwll^l. VdlXCXXXI. A, XXIXVX^^^ 


IsTM 00'^644 


l-Tomo ^anien<? ornwtVi arrpQt-cinppifir' 7 (C^^S^I^ tran<!crint variant a ml^MA 


NM 000817 


TTonrio sanien^ cliitamafp HpnarKnifvlaQP 1 /'Virain fi71cT^^ /'OAT^l^ tran^snrint 

XXWlXXVr OO^XVi/lXO gilXlcLillCLl^ udii/ulX LI^A. YXCXdw X lUXaiXX, V / XWX/y \ vJxjlJL/ X 1, IXCUXOwXJUL 

variant GAD67, mRNA 


MM 000813 


T-Tomo ^anipn^ camma—aminnHiitvrip npiH ^{T^ATi A^ A rpcpntor Vipta 9 

XXV^lllV-r oCi|^lVi/110 ^uXXLLXid^dlXXIXlULIUiyi Iw CLwlU \\j£^JJ£»,J XVmwk^piVX, U^LCl ^ 

(GABRB2), transcript variant 2, mRNA 


NM 000146 


Homo sapiens ferritin lieht nolvoeotide (TTL), mRNA 


NM 001996 


Homo sapiens fibulin 1 (FBLNl), transcript variant C, mRNA 


NM_001995 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 1 (FACLl), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001973 


Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), 
transcript variant a, mRNA 
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MM 003991 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 2, mRNA 


NM 001925 


Homo sapiens defensin, alpha 4, corticostatin (DEFA4), mRNA 


NM_001359 


Homo sapiens 2,4-dienoyl CoA reductase 1, mitochondrial (DECRl), nuclear 

gene encoding mitochondnal protem, mRNA 


NM- 001337 


Homo sapiens chemokine (C-X3-C) receptor 1 (CX3CR1), mRNA 


NM;_001835 


Homo sapiens clathnn, heavy polypeptide-like 1 (CLTCLl), transcript variant 1, 
mRNA 


NM_001S34 


Homo sapiens clathrin, light polypeptide (Lcb) (CLTB), transcript variant 
nonbrain, mRNA 


NM 003992 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclkB, mRNA 


NM 003993 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2, mRNA 


NM 001286 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-ea, mRNA 


NM_001285 


Homo sapiens chloride channel, calcium activated, family member 1 (CLCAl), 
mRNA 


NM_001825 


Homo sapiens creatine kinase, mitochondrial 2 (sarcomeric) (CKMT2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 003465 


Homo sapiens chitmase 1 (chitotnosidase) (UHI l 1), mKJSiA 


NM_001783 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 

transcript variant 1, mRNA 


NM_001199 


Homo sapiens bone morphogenetic protein 1 (BMPl), transcript variant BMPl- 

l,mRNA 


NM 001669 


Homo sapiens arylsulfatase D (ARSD), transcript variant 1, mRNA 


NM 001170 


Homo sapiens aquaporin 7 (AQP7), mRNA 


NM_001 160 


Homo sapiens apoptotic protease activating factor (APAFl), transcript variant 2, 
mRNA 


NM_001 149 


Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcript variant 
2, mRNA 


NM_001625 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 

protein, transcript variant AK2A, mRNA 


NM_001135 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen identified by monoclonal antibody A0122) (AGCl), 

transcript variant 1, mRNA 


NM 001123 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-short, mRNA 


NM_003812 


Homo sapiens a disintegrin and metalloproteinase domain 23 (ADAM23), 
mRNA 


NM_001095 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
transcript variant 2, mRNA 


NM_016184 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 6 (CLECSF6), mRNA 


NM 003186 


Homo sapiens transgelin (TAGLN), mRNA 


NM 004084 


Homo sapiens defensm, alpha 1, myeloid-related sequence (DEFAl), mRNA 


NM 022908 


Homo sapiens hypothetical protein FLJ12442 (FLJ12442), mRNA 


NM_022906 


Homo sapiens hypothetical protein FLJ13195 similar to stromal antigen 3 

(FLJ13195), mRNA 


NM 022903 


Homo sapiens hypothetical protein FLJ12S00 (FLJ 12800), mRNA 


NM 022902 


Homo sapiens hypothetical protein FLJ12496 (FLJ12496), mRNA 


NM 022900 


Homo sapiens hypothetical protein FLJ21213 (FLJ21213), mRNA 


NM 022895 


Homo sapiens hypothetical protein FLJ12448 (FLJ12448), mRNA 


NM_006997 


Homo sapiens transforming, acidic coiled-coil containing protein 2 (TACC2), 
mRNA 


NM_020979 


Homo sapiens adaptor protein with pleckstrin homology and src homology 2 
domains (APS), mRNA 
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^T'RP1^^ mRMA 


In iVl U 1 *T2f 1 


WrfcTTirk coT^i<»ric lf»rtnrn^Hm-9 HiCTA AnS91'^ m'RMA 1 


>jTv/f nidi 19 


TTi^rvin cami/anc frir'l-inrViinri'nVialaTiO'i^al cvnHTriTn^ T OPTIP TTTiPST^ rn'R^JA 1 

XXUmO odpiCllb LLlL/IllJIIllIlljpjlCtlCUlgCai OjrllUlUllXV i gdlC ^XXXX OX^^ l,IUXXN/~V 1 




Wnmn cflr>ipric rVioHrtr>cin ^rniQin 9 TfiH niompnt^ ^TPtiniti^J niornftritosa 4 t 
oiifncnmal Hnminnnt^ ^RT-TO^ TnT^M^A 1 


TsTM m94S9 


TTnmrfc Qnr»if*nQ trflnompmhTanp np-tivator and {^A1V4T^ interactor rTACI^ rnRNA 1 




T-Tnmn C5iTiif*nc tri^nccrpliTi 9 ^HTAf^T "^9"^ TnTi"MA 1 

XXLIiliW odpiCrllo Ll diio^C'ilil ^ X xvVJX-fX^^y^ 1XU.XX^^& 1 




TTmnn Qar^ipnc PontaptiTi n^QoniatpH TiTotPin 1 ( (TN I'MAPl ^ TTlRMA 1 

XXvrlllVJ oA^l^llo L'\JilLcLl/l.XIi dSOvlwlClC&U |^X\^bwlXl A yV^J.^ XJ.^X>-L X 1au.vx^.a& | 




Wrkmrt C5ir»ipnc P A^ -^91 nrntpin nrtivfltnr 9 rP ASA9^ mPMA 1 


TsJA/f mdJ.97 


T4^rfcTY^r* csmii^nc r»r\r*inR \/TT ( ^P'M IP7'^ mP^JA 1 

Xxi/IIlU Od.piCiId i^UpiIiC V JJl ^V^ITiNJjr/ )^ 11XlNJ.>I/^ I 


iNiVi \j\jyj\jjZ. 


T-To"rti/^ oor**T<»nc rrvcwxip "VTT f n<=»i iTnTiQ I i i l^PXjP^ I TTlPnJA 1 

xxoniL) ddpiciib ^✓upiric vi \^iicuruiidiy \ v\lj\j )^ vi\s\x\r\. i 


NM 005338 


Homo sapiens huntingtin interacting protein 1 (HIPl), mRNA 1 




xxonio sapiens nearx anci neurai cresi cienvaLivco cxprcbocu z. v^xxrviNx-/^^, iixr\j.Ni^ i 


MM nn^'^'^o 


nonio sapiens nuniingiin xnieracniig proicin z ^xixir^^) liiivLx/^ i 


MM A9109n 


xiomu sapiens secrcLin ^^ov_^i ^, itix\j.>j/\ 


MM n 1 /^4Q 1 


xj.omo sapiens miiOL-nontiridi riuooomdi proLciii i yyti^^ / /j iixlno.^/^ i 


MM 01491 1 


T-Ir\mr\ co-ni^nc ociTnTYm— QTTiitinl^n'fArrir' c»r»irl rr^AT^A"\ A T^c*f*T\fcw T\\ IItARRPi t 
X1.IJI11U odpiCIlo gdIiiXIld**dllUllUUULjrX iU dWXU. \ \JtJr)Lljr\j t\. x^L^^ptv^x^ pi ^vj^^jl^xxj. y, i 

TTlPMA 


MM n04^^^R 


TTnmrk Q^^r^ipn?; P nrntpin ^cf\\r^\ctr lilrp 1 fTrAPl lilce"^ rRASAT^l^ mRNA 1 


MM 004R07 


T-Ir\rrirk cciTiip»nc ViPnQTQTi ciilfntp ^-0-Qiilft\fTflTicfpT5lQP ^TTSlfiST"^ TTlPMA 1 

XX.V/111U Od|Jidlo liC|Jdldll OUlXdlC vl'\^ dLtiXUiXCUxOXwXCt9& yXXkJvFU X ixlAVX^X^ | 


MM 009^^99 


l-T/^Tinr\ c5»TM<*nc T»T#^f<r\lHTn 1 iPh* 1 1^0*1 i triPT^A 1 

XxOlilLI Odpidlo piCXUlU-lli X \^JrX^X.^l> X iiXKVXNr^ 1 


MM OOSlSfi 


"HrtTTirt cQTiif^nc r'alTiQiTi 1 /"Tnii/T^ laTorp ciiViiinit ^(^AP^Jl i mP'WA 1 

XxUKIlU Sd.piCIlo UdipdlXl ^lliU/X/ Idl^C DULIUlllL ^V^.rVr XN X llXXVXN^ 1 


MM nm 74R 


T-Tr^mr^ cQ-r\if^Tic nciln'ai-n 9 {^m/TV\ ^c^r'CTf^ ciiV\imi+ /'r~^APT^9^ mP'NJA 1 

noiiio odpiciio L/dipdin yiiu llj idig,c oiiuuiiii l^^j^ iiix\_lnx^ i 


MM 014900 


T-Tr^mr* C5»T\'i<*Tic T^f/Mn/^Hi^mQiTi-f^r^TitniTiiTiCT 4 ( t^P 1^4 i TTtP A 1 
XJL(Jll.iU odpidio L/I \JiIlLIUVJilldlIl''L'V.llildlillil^ " y±JX\J^^ lXlXVX^.r^ | 


MM 00790R 


l-Tr^mr^ caTii^tic mitr*r*lir»TiHTial riV^ncr^'mal T*Tr*1"PTn T 7 f^A P PT 7 i TnP'NA 1 

XXUllliJ odpiClxO llliLLIIa/llLIXlviildl 1 iUl^o\Jilldl piLJLC^lli A^u y^XVXXvJ- l^-Jjy lllXVX^x^ 


NM 022838 


Homo sapiens hypothetical protein FLJ12969 (FLJ12969), mRNA 


MM 099R'^7 


TTriTnrk cnr^ipnc V»\n-ir\tV»f*firal r\rntpin PT T99R77 TFT T99R'^'^^ mPMA 1 

xiomo sapiens nypoinciiudi piuiciii r x^j z,^od d \ js x-iJ^z^od d iiuviNjrY i 


NM 022830 


Homo sapiens hypothetical protein FLJ22347 (FLJ22347), mRNA 


Xnv/T 099C10 


Jtiomo sapiens pnospnonpase group 1.1 r ^r^i_j/vz,vjzjr ^, itixxin/\ i 


NM 020245 


Homo sapiens tubby super-family protein (TUSP), mRNA 1 


XTTVif nOAA^l 
JNJVl_UZUUOl 


xiomo sapiens opsm i ^cone pigments ^, long-wave-sensiuve v^coior Diinaness, 
prolan^ A-L^ vv niKjN/\ i 


"MTV/f OOO^T^ 


xiomo sapiens opsin i (^cone pigments meQium-wave-sensitive ^coior Diinuiicss, i 

H*»iitan^ /'OPMIA/TAAA mPMA 1 


MM 001 70R 


xxiJirivi Sapiens upsm i ^cunc pigiiicnis snuxt-wdvc—&cii&ii.ivc ^vv/iui uixxxuxxc^oa, i 
tritan"! rOPNl SsVJ^ mPNA 


NM 016363 


Homo sapiens glycoprotein VI (platelet) (GP6), mRNA 1 




T-TriTnri QflTiipnc r^T^MTP "fciTnilv TPf*pr\tnT alTiVia 4. ^(^PP A4^ ttiPM^A 1 


MM 0094RS 


T^ATTIO Qar\i'p"nc "TsJiiTnF»crf*n \\rp'C\\rc\<yf^ cvTiH"rr»mp 1 ('Tlll^TlTi'^ ^M^Sll ^ TnPM^A 1 


NM 006052 


Homo sapiens Down syndrome critical region gene 3 (DSCR3), mRNA 1 


>JM 00^R^7 


AAumo sapiens j-zown synorome cnucai region, gene t v^jl/ov^ivh-^j iiii\j.n/tl 


MM OO^OS7 


xiomo sapiens iragiie -A. meniai reiaraanony auiosomai nomoiog i ^r^vivi 
itiKNA 


NM 004403 


Homo sapiens deafness, autosomal dominant 5 (DFNA5), mRNA 1 


MXif OOO/l'^'^ 


Xxomo sapiens neuLropmi cyxosoiic lacior ^ ^o«?kx^, uxironic grdnuiurndLuus 
disease autosomal 2"^ rMCF2'i mRNA 

v»A»J^fc*»jWy CAV*l>w*3VXXXOX J \X.^\^jL ^ /) XXXX-X^ ^^^^ J 


NM 000111 


Homo sapiens solute carrier family 26, member 3 (SLC26A3), mRNA 


NM_000044 


Homo sapiens androgen receptor (dihydrotestosterone receptor; testicular 
feminization; spinal and bulbar muscular atrophy; Kennedy disease) (AR), 
mRNA 


NM 000333 


Homo sapiens spinocerebellar ataxia 7 (olivopontocerebellar atrophy with retinal 
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degeneration) (SCA7), mKNA 


NM_003776 


Homo sapiens nuclear locali2ation signal deleted in velocardiofacial syndrome 1 
(NLVCF), mRNA 


NM 003941 


Homo sapiens Wiskott-Aldrich syndrome-like (W ASL), mRNA 1 


MM 020680 


Homo sapiens N-terminal kinase-like (NTKL), mRNA 1 


NM 022789 


Homo sapiens interleukin 17E (IL17E), mKNA 1 


NM_022787 


Homo sapiens NMN adenylyltransferase; nicotinamide mononucleotide adenylyl 
transferase (NMNAT), mRNA 


NM 022786 


Homo sapiens likely ortholog of yeast ARV 1 (ARV 1 ), mRNA 1 


NM 022785 


Homo sapiens hypothetical protein FU23588 (FU23588), mRNA 1 


NM 022775 


Homo sapiens hypothetical protein FU22 1 27 (FLJ22 1 27), mRNA 1 


NM 022773 


Homo sapiens hypothetical protein FU 12681 (FLJ 12681), mRNA 


NM 022772 


Homo sapiens hypothetical protein FLJ21935 (FU21935), mRNA 


NM 022761 


Homo sapiens hypothetical protein FLJ23499 (FU23499), mRNA 1 


NM 022756 


Homo sapiens hypothetical protein FLJl 1 730 (FLJl 1 730), mRNA 1 


NM 022739 


Homo sapiens E3 ubiquitin hgase SMURF2 (SMURF2), mRNA 


NM 022725 


Homo sapiens Fanconi anemia, complementation group F (FANCF), mRNA 1 


NM 017646 


Homo sapiens tRNA isopentenylpyrophosphate transferase (IPT), mRNA 1 


NM_005443 


Homo sapiens 3*-phosphoadenosine 5'-phosphosulfate synthase 1 (PAPSSl), 1 
mRNA 


NM_004670 


Homo sapiens 3'-phosphoadenosine 5 -phosphosulfate synthase 2 (PAPSS2), 1 
mRNA 


NM_001084 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase 3 (PLOD3), 1 
mRNA 


NM 022720 


Homo sapiens DiGeorge syndrome critical region gene 8 (DGCR8), mRNA 1 


NM 007331 


Homo sapiens Wolf-Hirschhom syndrome candidate 1 (WHSCl), mRNA 


NM_007123 


Homo sapiens Usher syndrome 2A (autosomal recessive, mild) (USH2A), 1 
mRNA 


NM 000553 


Homo sapiens Werner syndrome (WRN), mRNA 


NM_006531 


Homo sapiens Probe hTg737 (polycystic kidney disease, autosomal recessive, in) 
(TG737), mRNA 


NM 018962 


Homo sapiens Down syndrome critical region gene 6 (DSCR6), mRNA 1 


NM 018848 


Homo sapiens McKusick-Kaufman syndrome (MKKS), mRNA | 


NM_0 17424 


Homo sapiens cat eye syndrome chromosome region, candidate 1 (CECRl), 1 
mKNA 


NM 015889 


Homo sapiens TPA inducible gene-1 (TIG-1), mRNA 


NM 016430 


Homo sapiens Down syndrome critical region gene 5 (DSCR5), mRNA | 


NM 004414 


Homo sapiens Down syndrome critical region gene 1 (DSCRl), mRNA j 


NM 013441 


Homo sapiens Down syndrome critical region gene 1-like 2 (DSCRl L2), mRNA 1 


NM 012436 


Homo sapiens sperm associated antigen 8 (SPAG8), mRNA 1 


NM 012227 


Homo sapiens Pseudoautosomal GTP-binding protein-like (PGPL), mRNA 


NM 007173 


Homo sapiens protease, serine, 23 (SPUVE), mRNA 1 


NM_000501 


Homo sapiens elastin (supravalvular aortic stenosis, Williams-Beuren syndrome) 1 
(ELN), mRNA 


NM 006025 


Homo sapiens protease, serine, 22 (PI 1), mRNA 1 


NM_005609 


Homo sapiens phosphorylase, glycogen; muscle (McArdle syndrome, glycogen 1 
storage disease type V) (PYGM), mRNA 


NM 004991 


Homo sapiens myelodysplasia syndrome 1 (MDSl), mRNA 1 


NM_004600 


Homo sapiens Sjogren syndrome antigen A2 (60kD, ribonucleoprotein 1 
autoantigen SS-ATRo) (SSA2), mRNA 


NM_004380 


Homo sapiens CREB binding protein (Rubinstein-Taybi syndrome) (CREBBP), 1 
mRNA 1 
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MM 000551 


Homo sapiens von Hippel-Lindau syndrome (VHL), mRNA 


NM__UU04oz 


XlOlllO Sapiens liDli^Ullill prUlCin il^aac XJJ-TV papiiiv^iiio. vaauo x^\j i 

associated protein, Angelman syndrome) (IIBE3 A), mRNA 


NiM UU1U04 


JtxOmO sapiens trSUlolveiUlcloC ^ vvCiillL/rkC~iv\jioaivv7±x ^yxv\AX.\3i.xi\*} ^xA'K.x/j &AuvA'«-x^ 1 


NM 000356 


Homo sapiens Treacher Collins-Franceschetti syndrome 1 (TCOFl), mRNA | 


-v TTV Jf l\t\l\AC.C 

NM_000455 


xlomo sapiens senne/uireonine Kinase 1 1 v^rcuiz.-jcgudb ayuuiuincy y^uAxvi x^, i 
mRNA 


NM_002351 


Homo sapiens oJtlz domain protem ia, jjuncans aiscdbc ^lyiiipiiopujiiidauvc i 
syndrome) (SH2D 1 A), mRNA 


]S1M_000336 


Homo sapiens sodium cnannei, nonvoiiage-gaieu i, ueia ^i^iauic byiiuiumc^ ■ 
(SCNNIB), mRNA 


NM_000335 


Homo sapiens sodium cnannei, voitage-gaiea, type v , aipnd poiypcpuuc v.*"i*b 
(electrocardiographic) QT syndrome 3) (SCN5A), mRNA 


NM_000318 


Homo sapiens peroxisomal memorane protein j \^jjkj_^, zAsiiwcgci byiiuium^^ 
(PXMP3), mRNA 


NM_000311 


Homo sapiens prion protein (pz/-juj v.^reuizieiu-jaKOD uibc<i£>c, vjci£»iniaiui 
otrausler-ocneinKer syndrome, laiai lamiiiai insomnia^ ^^xrjviNjr^, nuvixi-^. 


NM_000299 


Homo sapiens plakophilin 1 (ectodermal dysplasia/skin fragility syndrome) 1 
(r jsJr 1 ) , ITlKJN A 


NM_Q00283 


Homo sapiens pnospnodiesierase ou, cvriYLr-speciiiv,/, rou, ucia v^uungcimai i 
stationary nignt Diinoness ^, auxosomai aoriuriciiii^ xjiiajd )^ imvi^iT. 


NM 003731 


Homo sapiens Sjogren's syndrome nuclear autoantigen 1 (SSNAl), mRNA | 


NjyL_00u2o0 


riomo sapiens myosin vjua ^^usner synuromc ix> ^auiuduiiiai icL»t/i>aivs^, ot-wxv/yy 
(MY07A), mRNA 


i Xm >r AA'3'70A 


riomo sapiens uown synQrome criLicai rcgiuii gciic ^ ^j^ov^xn— iiu.vo.'^-n. 


1 NM 000195 


Homo sapiens Hermansky-Pudlak syndrome (HPS), mRNA j 


NM_000194 


Homo sapiens nypoxantnine pnospnonoosyiiransierase i ^j^cbi^ii-iNyiKiii 
syndrome J (HrKi i }, mrUNA 


NM_000171 


Homo sapiens glycine receptor, alpha 1 (startle disease/hyperekplexia, stiff man 1 
syndrome} (LrJ^KAi j, mKJNA 


NM_003494 


Homo sapiens dysferlin, limb girdle muscular dystrophy 2B (autosomal 1 
recessive ) \}J i or j, mKiN a 


1 "KTIV >r AAAA0 1 

NM_OOUUol 


Homo sapiens uneaiaK-Higasni syndrome i v.^rioi^, nuviN/^. 


JNM__UUUUDZ 


riomo sapiens aix ase, \j\jn • transpoixuig, dipiid puiypcpuuc ^xvx&iu^bo 
syndrome ) \j\ i r / aj, miviN a 


NM_001635 


Homo sapiens amphiphysin (Stiff-Mann syndrome with breast cancer 128kD 1 
auioanxigenj v^aiyixjij, niJcsj.N/\ i 


1 JNJVl UZZOOO 


T4"/\i-ri/x eo-r\i<»r»e r^Am? 1 nrot#»'in /T'T A rrP-l TTlPNA 1 

jtiomo sapiens v_^i avju-i proicm ^^i-rv^jn-ij, huvin^ ■ 


j JNiVi UZZOOZ 


xiomo sapiens meiouu C/nct/KpouiL icguiaLui v.-i*-*-^-*^ xv^, iAixvx^.r>. ■ 


NM 022658 


Homo sapiens homeo box C8 (HOXC8), mRNA 1 


1 TvTA A AAA</CO 

JNM__UUUjOy 


riomo sapiens pc uagmeni oi igo, low aiiimiy xixa, iCL^cpiui iua ^v-rx^xw^ i 
rpr^mj^A^ TYiPMA 1 

^JTV^VJivJ AJ, inJKJNA 


1 XTAA C\(\(\Sl(\1 
1 iNiVl UUUOtfZ 


PTr^mn cQT^ij^nc "T/^latp rp'<^(^r\\c\r 1 TaHiilt^ TFOT P 1 ^ tran^crint variant 2. mRNA 1 




TTrvm/-k co-rki^-nc 'TiTir* finfrpr "TMTitpin 1 07 /^TT^TPl 0*7*^ TTlRN^A. 1 
XxOmO Sapiens ^lllu illlgcr piOlClII \.y l v:7 i }^ tiixxj.'N.r-i. 1 


NM_0 18946 


Homo sapiens N-acetylneuraminic acid phosphate synthase; sialic acid synthase 1 


NM 003979 


Homo sapiens retinoic acid induced 3 (RAI3), mRNA 1 


NM 021785 


Homo sapiens retinoic acid induced 2 (RAI2), mRNA 1 


NM 001436 


Homo sapiens fibrillarin (FBL), mRNA 1 


NM_012151 


Homo sapiens coagulation factor VDI-associated (intronic transcript) (F8A), 1 
mRNA 


NM 007170 


Homo sapiens testis-specific kinase 2 (TESK2), mRNA 
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NM 006285 


Homo sapiens testis-specific kinase 1 (TESKl), mRNA 


NM_0 16424 


Homo sapiens cisplatin resistance-associated overexpressed protein (LUC7A), 
mRNA 


NM_012152 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protem- 
coupled receptor, 7 (EDG7), mRNA 


NM_007360 


Homo sapiens DNA segment on chromosome 12 (unique) 2489 expressed 
sequence (D 1 2S2489E), mRNA 


NM 004924 


Homo sapiens actinm, alpha 4 (ACTN4), mRNA 


NM 001102 


Homo sapiens actimn, alpha 1 (ACTNl), mRNA 


NM_012128 


Homo sapiens chlonde channel, calcium activated, family member 4 (Ci-CA4j, 
mRNA 


NM 014551 


Homo sapiens hypothetical protein 384D8 6 (384D8-2), mRNA 


NM 018977 


Homo sapiens neuroligin 3 (NLGN3), mRNA 1 


NM 001103 


Homo sapiens actinin, alpha 2 (ACTN2), mRNA »- 


NM 022569 


Homo sapiens N-deacetylase/N-sulfotransferase 4 (NDST4), mRNA | 


NM 005892 


Homo sapiens formin-like (FMNL), mRNA | 


NM 016370 


Homo sapiens RAB9-like protein (RAB9L), mRNA 


NM_012135 


Homo sapiens DNA segment on chromosome 6(unique) 2654 expressed 
sequence (D6S2654E), mRNA 


NM_007161 


Homo sapiens DNA segment on chromosome 6 (unique) 49 expressed sequence, 1 
NK cell triggering receptor, p30 (D6S49E), mRNA 


NM_006114 


Homo sapiens DNA segment on chromosome 19 (unique) 1 177 expressed 1 

sequence (D19S1177E), xnRNA 


NM_006014 


Homo sapiens DNA segment on chromosome X (unique) 9879 expressed 
sequence (DXS9879E), mRNA 


NM_004699 


Homo sapiens DNA segment on chromosome X (umque) 9928 expressed 
sequence (DXS9928E), mRNA 


NM_003683 


Homo sapiens DNA segment on chromosome 21 (unique) 2056 expressed 

sequence (D21S2056E), mRNA 


NM 015484 


Homo sapiens GCIP-mteracting protein p29 (P29), mRNA 


NM 013263 


Homo sapiens bromodomam-containing 7 (BRD7), mRNA 


NM 022157 


Homo sapiens Rag C protem (GTR2), mRNA 


NM 014604 


Homo sapiens Tax interaction protein 1 (TIP-1), mRNA 


NM 001915 


Homo sapiens cytochrome b-561 (CYB561), mRNA 


NM 012188 


Homo sapiens forkhead box 11 (FOXIl), mRNA 


NM 016148 


Homo sapiens somatostatin receptor-interacting protein (SSTRIP), mRNA | 


NM 022482 


Homo sapiens hypothetical protein FLJ2 1 794 (FLJ2 1 794), mRNA 


NM 022493 


Homo sapiens hypothetical protein FLJ21988 (FLJ21988), mRNA 


NM 022489 


Homo sapiens hypothetical protein FLJ22056 (FLJ22056), mRNA 


NM 022485 


Homo sapiens hypothetical protein FLJ22405 (FLJ22405), mRNA 


NM_022464 


Homo sapiens endoplasmic reticulum chaperone SELl, homolog of yeast (SILl), 1 
mRNA 


NM_022456 


Homo sapiens hypothetical protein FLJ22548 similar to gene trap PAT 12 1 
(FLJ22548), mRNA 


NM_022450 


Homo sapiens hypothetical protein FLJ22357 similar to epidermal growth factor 
receptor-related protein (FLJ22357), mRNA 


NM 022443 


Homo sapiens myeloid leukemia factor 1 (MLr 1 ), mKJN A 


NM_022136 


Homo sapiens SAM domain, SH3 domain and nuclear localisation signals, 1 1 
(SAMSNl),mRNA 


NM 012217 


Homo sapiens mast cell tryptase (TPSDl), mRNA 1 


NM_020366 


Homo sapiens retinitis pigmentosa GTPase regulator interacting protein 1 1 
(RPGRIPl), mRNA 1 
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ryivi_u 1 ODH 1 j 


Watma car^ipnc mianinf» Tiiir»l#»AtiHp WnHinff nrotein 13 earnina TGNGl 3^ mRNA 


NM 004204 


Homo sapiens phosphatidylinositol glycan, class Q (PIGQ), mRNA 


KIA/f niAQAA 1 
JN iVl__U 1 H^HO I 


TTr^-rt-irt ccir\i«knc cr*!JcHr* -rkOT5»T^l*>cri5» A ^ailtAQATVial Hnmi'nfl'nt* J5l5astl'ni ^SPCr^"^ 1 
jnomO SdpiCIld o^aoLIU palapiCgla *t ^aULvloVJilicil uwiiiiiioiiL) o^a^^xxxj 1 


xnvyf n09 1 4/\ 1 


WAmA csiTiipnc np^iirAnPAtiilp PT? 1 • TiPami de-related "nentide recentor rOT7X022^. 1 
mRNA 




TTattia QnniPTiQ ripiirATipnHde O nrotpin-counled receotor* neurODeDtidc FF 2 1 
nsTPOPR^ mRNA 


TsJlVyf nn70^R 1 


TTattia QnnipTiQ RVTiT rf*rentor-lilce tvro^ine Icinasc fRYK^ mRNA 1 


XTK/f 0090'^ 1 
iNivi yjyj^yo i ] 


TTattia cnnipriQ riTicr firictPT "nrntpin 1 rRTN^Crl 1 mRNA 1 


MM 09 1111 


TTAmA Q5»nipnQ rpvpr^i on -in diicinfr-cvsteine-ricH nrotein witli Ica^al motifs 
(RECK), mRNA 


MN/1 nni^%ss 


TTattia QnniPTiQ sirt'Vifli'n 1 TARCTMl'^ TTlRNA 1 

XX.VJXilVy oci^XwXlO CU wild ill X ^xxx.x.>^x^ X aaixxx^x^ i 


NM 016639 


Homo sapiens type I transmembrane protein Fnl4 (FN14), mRNA 1 


XNiVi UUOOoO I 


TT/^m^k cariipnc nntin-liWp 7R ( AC^J 1V(\ mRNA 1 


NM 006687 


Homo sapiens actin-like 7A (ACTL7A), mRNA 1 




xiomo sapiens receptor ^^cmciioninj aciivity mouiiymg proLciii d ^ivr\iYj-r j^, 
mRNA 


XT\ iT A A C O C /I 1 

NM_U05o!)4 


riomo sapiens receptor ^calcitonins acii viiy moui.iying proLcm ^ \ j\r\iyur^jy i 

IXUKJNiV 


xnv/r nn^c^^ 1 
jNivi_y u J o J J 


TTrk-rrtrt conipnc -rpr^PT^trtT /'r*alpitATitTi'\ nptivitv TTiAdi'f^miy "nroteiTi 1 rRAl^Pl^ 1 
XlOmO Sdpicno xCvCptUx ^^al(./llUxlllly <iwiivxijr xxi\jvxxxjf xxig ^xvtwiix X ^xvnj.v.u. xy, i 

niRNA 


JNJLVA_UUU^ / D 

— 1 


TT/^rvirk oiiniPTic TiimlpsiT Tpr*pAi"AT QiihFflmilv 0 oTOiiTi T\ memher 1 rNROBl i 1 

XlUlllU odpiCIl^ IxUV^Xwai LX^i^s^^LKJL oUL/XallXlijr \J) gxv/u^ ±jy xixwxxxi^wx x y^x^xwx-* xy^ i 

nxivi>i.r\. 1 


MIV/T 00*540'^ 


TTattia Qqnipnq R AM hindina nrotein 9 rRANBP9^ mRNA 1 

JTHJlllL' odpiCllo XViVXN l^lliLIlXXg |^Xwt^XlX ^ y^xNJxX^X^X ^ /y liXt^x^XT. I 


INiVl UU*tDJ>H 


TTr^Tnri cqt^ipmc KrAmAHAmnin and T^TTD finorer containinc^ 1 rBR^Fl'^^ mRNA t 

Xx.LflllLi odjJidlo Ul vllxXv7UUixlalii aixu xxxj-^ xiixg^x (./vriitaxAi-iiigj x \^x^x^^ x xy^ i.xxk,>iXiax ■ 




TT r\mr\ cQT\ipT»c "fpTTrmViplpfaQP /^ATAtAAAmTivriji^ ^FFC^TT^ niiclcar cene encoding 1 

XXOIllU odUlCllo ACil Ut^lldtflLo.oC ^^.IXV^tvl^UX^iXjrX ICLy ^x l^\^xxjy ixuv/xv^^cxx ^\^xx^ \^i.i.\^\js^±i.±^ i 

i TnitAf ViAndrial nrAtpin mRMA 1 

I X XXX I.U wXXvXXIXX ICtL ^JL\JlX^llLy XlXXVX^Xv 1 


NM 000031 


Homo sapiens aminolevulinate, delta-, dehydratase (ALAD), mRNA j 




TTattia cnTiipnQ n«marfvl all icn^aminida<?e r AG A'^ mliN^A I 

XXw IXXx./ dClLflwilO ASLJCLX l> Y 1 c^I IXwwOCAlXXXXXXVXOOW ^^xv^X^^j XXULtk^^^^ \ 


NM 000026 


1 Homo sapiens adenylosuccinate lyase (ADSL), mRNA 1 




TTrfcTTir* cqt^iptic cidTPTiPToip Vipta-.'^— TPPPntAT* f AT^RR3 » mR^^A 1 


NM 000020 


Homo sapiens activin A receptor type Il-like 1 (ACVRLl), mRNA 1 


xnvyf onAfkiQ 


1 TJ[ r^-rvsr^ oon-iano o/^A^T/l i^/^^nTXm^f* A ar*P't\/1iT'SaTICTPTSt CP 1 f nr*Pf'ASI APtV/l l^APnTVTne A t 

1 xiOmo sapiens acciyi-v^ocni6yTnc j\. duciyiuctxis>id<ioc i \cL\^\^i\ja\^\^ty i v_-v>t*xx^jrxixfc* .r^ ■ 
thiolase) (ACATl), nuclear gene encoding mitochondrial protein, mRNA 


iNjyi_uuuu 1 o 


1 U/^»-*-i/^ e<o-niAY^c> o/^x/l (^r\^r%n^rmf^ A rl^^VwrHTi^orPTiQCP VPTV IatiO" pVijiiti 1 A A T^A/^T - 1 1 

1 ■Uomo sapiens acyi-v-*^ocnz«yme j\ u.cnyur\jgcxid.i>c5 vciy xuii^ vxxaxxi y ±^jy i 
1 nuciear gene cnuuuiiig iiiiivi^iiuiiuiiai pividii^ iiuxx^^^ i 




1 TTrtTvirt c*Q-ni0Tic or»^7l_/*^/\^nT\/nnp A dpViVATAO'PTiSlQP f^— 9 tA I — T QrlOrt Criam 1 
1 XxOlIlU SapieUd dWryi V--'\>CXxZ*jrIllC X*. UCIljrUHJgCXXeloWj \_^"Af lAJ oxiuxv v/ii»xxx i 

/'Ar^AT^^^ TinnlpnT o^ptip pnPAdincr TnitApViAnHrial nrntein mRN^A 1 

1 ^,/TLV_yXlJL/0^5 IIUUICOX ^V^llw WXXV/WUXXi^ llillVJVllV/ll\-lX ICXl JJXV^LWllX, XXlXVX^.fT. 1 


MM OOOOl^i 


TTr»TTir* c5iT*iPTic apvl-r^APnTvmp A dpVivdrofxena^e C-4 to C-12 straight chain 1 
1 rf'ACADM'^ niirlear ffene encoding mitochondrial nrotein. mRNA 


NM 000476 


TTomn sanien^ adenvlate Icinase 1 TAKl'^. mRNA 

1 XX\/XXXv OC»|^^XWXXO CXVXwXXJr AMl>W a^aaauuw A xx^ x a ix & i 




TTAmA «:anipn<; rViloride channel 4 rC!LCN4^ mRNA 


NM 022365 


Homo sapiens hypothetical protein similar to mouse DnajU (DNAJLl), mRNA 1 




1 TTAmA Gsinipnc nminAneritidaQe (1 OG641fi7^ mRNA 


NM 022335 


Homo sapiens hypothetical protein PR02849 (PR02849), mRNA 1 


NM 005259 


1 Homo saniens growth differentiation factor 8 fGDFSl, mRNA 


NM 001789 


Homo sapiens cell division cycle 25 A (CDC25A), mRNA 1 


NM_022006 


Homo sapiens FXYD domain-containing ion transport regulator 7 (FXYD7), 
mRNA 


NM_022003 


Homo sapiens FXYD domain-containing ion transport regulator 6 (FXYD6), 
1 mRNA 
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NM 020655 


Homo sapiens jimctophilin 3 (JPH3), mRNA 


NM_002855 


Homo sapiens poliovinis receptor-related 1 (herpesvirus entry mediator C; 
nectin) (PVRLl), mRNA 


NM_0 12340 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 2 (NFATC2), mRNA 


NM_006599 


Homo sapiens nuclear factor of activated T-cells 5, tonicity-resonsive (NFAT5), 
mRNA 


NM_006162 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 1 (NFATCl), mRNA 


NM 022061 


Homo sapiens nbosomal protein LI 7 isolog (LOC63875), mKIMA 


NM_022095 


Homo sapiens hypoflietical C2H2 zmc finger protein FLJ22504 (FLJ22504), 

T>'X.T A 

mRNA 


NM 022091 


Homo sapiens dJ467Nl 1 . 1 protein (DJ4o7N 11.1), mKN A 


NM 022084 


Homo sapiens hypothetical protem dJ102Hiy.4 (DJlOzHiy.4), mKJNA 


NM 022077 


Homo sapiens hypothetical protein dJ1141E15.2 (DJ1141bl5.2), mRNA 


NM 022098 


XT 1 j-t J." 1 J. ' T i^/~^zro/^OA /T /^/^^OAOA"\ -.-^^TilvTA 

Homo sapiens hypothetical protein LOC63929 {LOCo3929), mRNA 


NM 022081 


Homo sapiens hypothetical protein bK1048E9.5 (BK104Sb9.5)5 mRJNA 


NM 021081 


Homo sapiens growth hormone releasmg hormone (GHRH), mRNA 


NM 022168 


Homo sapiens melanoma differentiation associated protem-5 (MDA5), mRNA 


NM 022165 


T-r T ♦ ^-n 1^ fr TX. T ' J 1 >N T^'X.T A 

Homo sapiens Lm-Tb protein (LIN-7B), mRNA 


NM 022161 


Homo sapiens livin mhibitor-of-apotosis (LIVIN), mRNA 


NM 022159 


Homo sapiens ETL protem (ETL), mRNA 


NM 022156 


Homo sapiens PP3 111 protein (PP31 11), mRNA 


NM 022151 


TT * 1< K K f\ ■% ^ ' fK Jt A "1 \ T>'XT A 

Homo sapiens MAP-1 protem (MAP-1), mRNA 


NM 022150 


Homo sapiens RFamide-related peptide precursor (RFRP), mRNA 


NM 022149 


Homo sapiens MAGEFl protein (MAGEFl), mRNA 


NM 022144 


TT * J 1* J. * /TP /^^^^ ^ 1 - -T'fc'VT A 

Homo sapiens myodulm protein (LOC64102), mRNA 


NM 022141 


TT /~r\ A T*» T T^ T A 

Homo sapiens gamma-parvm (PARVG), mRNA 


NM 022134 


Homo sapiens glycoprotem beta-Gal 3 -sulfotransferase (GP3ST), mRNA 


NM 022131 


Homo sapiens calsyntemn-2 (CS2), mRNA 


NM 022129 


Homo sapiens MA WD bmdmg protein (MAWBP), mRNA 


NM 022123 


Homo sapiens basic-helix-loop-helix-PAS protein (NFAS3), mRNA 


NM 022121 


Homo sapiens p53-mduced protein PIGPCl (PIGPCl), mRNA 


NM 022120 


Homo sapiens hypothetical protem FKSG25 (F1J00030), mRJNA 


NM 022114 


TT * _ T^T* J * * 1 /TTlTl T^A Jf 1 ^\ .r.r. 'ff>'>t T A 

Homo sapiens PR domain contammg 16 (PRDM16), mRNA 


NM 022112 


Homo sapiens p5 3 -regulated apoptosis-mducmg protem 1 (P53A1P1), mRNA 


NM 022111 


Homo sapiens homolog of Xenopus Claspm (CLASPIN), mRNA 


NM 022101 


Homo sapiens hypothetical protem FLJ22965 (FLJ229o5), mRNA 


NM 022087 


TT 1 J.1 J • 1 j_ • T~»T T^ < ^ /TT^T T^ 1 >l\ - - T^'V T A 

Homo sapiens hypothetical protein FLJ21634 (FLj21634), mRNA 


NM 022083 


TT-_ "1 J. * /Tc TTT~» A 'XTX T^ "V T A 

Homo sapiens niban protein GnIBAN), mRNA 


NM 022078 


TT 1 J-* T^T T 1 r\ A C C /TT^T T 1 ^ A C C\ Ti "X T A 

Homo sapiens hypothetical protem FLJ12455 (FLJ12455), mRNA 


NM 022076 


TT 1 J.1 1 X ' TTV If A T~* t f\f\f\'\ A /T i^i^^"^ AA^\ T^T^-T A 

Homo sapiens hypothetical protem IMAGE 109914 (LOCo3904), mRNA 


NM 022072 


Homo sapiens hypothetical protem FLJ22609 (FLJ22o09), mRNA 


NM 022067 


Homo sapiens hypothetical protein FLJ12707 (FLJ12707), mRNA 


NM 022049 


Homo sapiens G-protem coupled receptor 88 (GPR88), mRNA 


NM 022044 


Homo sapiens stromal cell-derived factor 2-like 1 (SDF2L1), mRNA 


NM_022042 


Homo sapiens solute carrier family 26 (sulfate transporter), member 1 
(SLC26A1), mRNA 


NM_022u3y 


riomo sapiens split iiana/ioot maiiormanon ^^ectroaactyiyj type o ^orurivi^j, 
mRNA 


NM 021173 


Homo sapiens polymerase (DNA-directed), delta 4 (POLD4), mRNA 


NM 016371 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 7 (HSD17B7), mRNA 
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NM_000023 


Homo sapiens sarcoglycan, alpna v,->UKlJ aystropnin-associatca glycoprotein^ 
(bCjCAjj mKJN A 


NM_005099 


Jblonio sapiens a oismtegnn-UKe ana meiaiioproiease ^icpiuijraui lypc^ wiui 
tnTomuOSponain type i motii, *^ \j\±jj\yiyL^*^)^ miviNrv 


NM 016590 


rlomo sapiens prostate anarogen-reguiaiea iran&uripi i ^jt rvrs.x ly, nirviN^ 


NM 014223 


Homo sapiens nuclear transcription lacxor i , gamma ^^iNr i v^^, iiiiNaN^ 


NM 006166 


Homo sapiens nuclear transcription factor Y, beta (NFYB), mRNA 


NM 002268 


Homo sapiens karyopnenn alpha 4 (importin aipna d) ^JSjrrsAHj, miviN/A. 


NM 005229 


Homo sapiens xiJLJvl, memoer oi cio oncogene laimiy nuviNr^. \ 


NM 021796 


Homo sapiens placenta-speciiic i ^Jri^Av^ij, miviN/v i 


NM 015596 


Homo sapiens Kailiicrein ^jsajs^id), mtuN/v 


NM_003553 


Homo sapiens oliactory receptor, lamiiy i, suoiamiiy n, mcraocr i ^v-'xs.ixii^, 
mKJNA 


NM 021926 


Homo sapiens aristaless-like homeobox 4 (ALX4), mRNA 1 


NM 021957 


Homo sapiens glycogen synthase 2 (liver) (oib-i), irueiNA 


NM 020980 


Homo sapiens aquaporin 9 (AQP9), mRNA 


NM 001614 


Homo sapiens actm, gamma 1 (ACTul), mKJNA 


NM 018690 


Homo sapiens apolipoprotein B4b receptor tArUr>4bKj, rnKJNA 


NM_005230 


Homo sapiens ELKS, ETS-domain protein (SRF accessory protein 2) (ELK3), 

T» "VTA 

mRNA 


NM_003816 


Homo sapiens a disintegnn and metalloproteinase aomam y ^meitnn gamma^ 

/ A "¥~N A Tl >rA\ T"* "X T A 

( ADAM9), mRNA 


NM 000847 


Homo sapiens glutathione S-transferase A3 (GSTA3), mRNA 


NM_021814 


Homo sapiens homolog of yeast long chain polyunsaturated tatty acia elongation 
enzyme 2 (HELOl), mRNA 


NM 021628 


Homo sapiens arachidonate lipoxygenase 3 (Ai^U-?sJi J ), mKJN a 


NM 012419 


Homo sapiens regulator of G-protein signalling 17 (RGS17), mRNA 


NM_0 14685 


Homo sapiens nomocysteme-inauciDle, enaopiasmic reticulum stress-maucioie, 
uDiquitm-like domain member i (risLtsJruui ), mKJN/v 


NM 005705 


Homo sapiens pan-hematopoietic expression (PHEMX), mRNA 


"x. Tn. K r\.r\ A f\f\ ^ 

NM 004906 


Homo sapiens Wilms tumour l -associating proiem {^]S^u\j\kj i\jz> mjviN/v 


NM_003101 


Homo sapiens sterol O-acyltransferase (acyl-Coenzyme A cholesterol 
acyltransferase) 1 (SUAl 1), mKJNA 


NM 021965 


Homo sapiens pnosphoglucomutase 5 (ruMj;, mKJNA 


NM_003555 


Homo sapiens olfactory receptor, lamily 1, sublamiiy vj, memoer i i^UKioi^, 
mRNA 


NM_003552 


Homo sapiens oliactory receptor, lamiiy i, suoiamiiy xj^ memoer ^ \\jts.nj^j9 

mKJNA 


NJVL UU134!> 


rlomo sapiens aiacyigiyceroi Kinase, aipna ^ovkl/^ ^i^yvjiv^^^, nuvi^r^. 


JNM U21ozU 


xlomo sapiens r^Jv uomain coniammg i j ^^risjuiviio^, iiixnj.n^ 




xiomo sapiens neurogemn d {^L>ixi>\jrsxj\jj), nuviN-rv 


NM 02U227 


Homo sapiens aomam containing y ^^rivL^iviyy, imviNi^ 


NM U2U220 


rlomo sapiens rts, aomain coniaining o {^rssjuivLoj, nuviN^r^ 


NM 020229 


Homo sapiens PR domain containing 1 1 (PRDMl 1), mRNA 


NM 020228 


Homo sapiens PR domain containing 10 (PRDMIO), mRNA 


NM 016412 


Homo sapiens msulm-like growth lactor 2, antisense {^iyjrz,j\z>), niKiNA 


JNiVl UUOlOl 


nomo sapicna neurogemn i ^injz»vjj\.\-/vj i^, 


NM 005734 


Homo sapiens homeodomain-interacting protein kinase 3 (HiFK3), mRNA 


NM_001818 


Homo sapiens aldo-keto reductase family 1, member C4 (chlordecone reductase; 
3 -alpha hydroxysteroid dehydrogenase, type I; dihydrodiol dehydrogenase 4) 
(AKR1C4), mRNA 


NM 004363 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 5 
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(CEACAM5), mRNA 



NM 002841 



NM 002716 



Homo sapiens protein tyrosine phosphatase, receptor type, G (PTPRG), mKNA 
Homo sapiens protein phosphatase 2 (formerly 2A), regulatory submit A (PR 
65)> beta isoform (PPP2R1B). mRNA 



NM 001785 



Homo sapiens cytidine deaminase (CPA), mRNA 



NM 003554 



Homo sapiens olfactory receptor, family 1, subfamily E, member 2 (OR1E2), 

mRNA 



NM 021961 



Homo sapiens TEA domain family member 1 (SV40 transcriptional enhancer 
factor) (TEADl), mRNA 



NM 002847 



Homo sapiens protein tyrosine phosphatase, receptor type, N polypeptide 2 
(PTPRN2), mRNA 



NM 002778 



Homo sapiens prosaposin (variant Gaucher disease and variant metachromatic 
leukodystrophy) (PSAP), mRNA 



NM 000934 



Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 2 (SERPINF2), mRNA 
Homo sapiens phospholipase C, beta 3 (phosphatidylinositol-specific) (PLCB3), 
mRNA 



NM 000932 



NM 000709 



Homo sapiens branched chain keto acid dehydrogenase El, alpha polypeptide 
(maple syrup urine disease) (BCKDHA), mRNA 



NM 001666 



Homo sapiens Rho GTPase activating protein 4 (ARHGAP4), mRNA 



NM 021815 



Homo sapiens solute carrier family 5 (choline transporter), member 7 (SLC5 A7), 
mRNA 



NM 014885 



Homo sapiens anaphase-promoting complex 10 (APCIO), mRNA 



NM 021948 



Homo sapiens chondroitin sulfate proteoglycan BEHABA)revican (BCAN), 
mRNA 



NM 021946 



Homo sapiens hypothetical protein FUl 1362 (FIJI 1362), mRNA 



Homo sapiens hypothetical protein FIJ12716 (FLJ12716), mRNA 



NM 021942 



NM 021940 



Homo sapiens hypothetical protein FLJ13159 (FIJI 3 159), mRNA 

Homo sapiens Fanconi anemia, complementation group E (FANCE), mRNA 

XTrxvvtr^ r<«>-i-k«A-no •nAl-«m-io<r-irk '■■m'mii-nr^rr1/%V\ll1-iTl -r/^O^T^-frk-r ^T*T^^1?^ ■mlJMA 



NM 021922 



NM 002644 



NM 002470 



Homo sapiens polymeric immunoglobulin receptor (PIGR), mRNA 
Homo sapiens myosin, heavy polypeptide 3, skeletal muscle, embryonic 
(MYH3), mRNA 



Homo sapiens azurocidin 1 (cationic antimicrobial protein 37) (AZUl), mRNA 
Homo sapiens hxmtingtin-associated protein 1 (neuroan 1) (HAPl), mRNA I 



NM 001700 



NM 003949 



Homo sapiens syntrophin, beta 1 (dystrophin-associated protein Al, 
component 1) (SNTBl), mRNA 



NM 021021 



59kD, basic 



Homo sapiens homeo box C5 (HOXC5), mRNA 

CD2-associated protein (CD2AP), mRNA 

GiiVi-fsimilv 1 ormiin TT ttipi 



NM 018953 



NM 012120 



Homo sapiens CD2-associated protein (CD2AP), mRNA 

Homo sapiens nuclear receptor subfamily 1, group H, member 2 (NR1H2), 
mRNA 



NM 007121 



mRNA 

Homo sapiens surfeit 6 (SURF6), mRNA 

Homo sapiens proprotein convertase subtilisin/kexin type 5 (PCSK5), mRNA 
Homo sapiens dihydropyrimidinase-like 4 (DPYSL4), mRNA 

Wnmo sa-nif^ns ftnilp.nsv nrnoTPSsive ---^^ « 4^^^ o t 



NM 006753 



NM 006200 



NM 006426 



NM 005670 



Homo sapiens epilepsy, progressive myoclonus type 2, Lafora disease (laforin) 
(EPM2A), mRNA . 



NM 006S77 



Homo sapiens guanosine monophosphate reductase (GMPR), mRNA 



NM 004619 



Homo sapiens TNF receptor-associated factor 5 (TRAF5), mRNA 



NM 002627 



Homo sapiens phosphofructokinase, platelet (PFKP), mRNA 



NM 002433 



Homo sapiens myelin oligodendrocyte glycoprotein ^OG), mRNA 



NM 002207 



Homo sapiens integin. alpha 9 (ITGA9), mRNA 



NM 002113 



Homo sapiens H factor (complement)-like 1 (HFLl), mRNA 



NM 002074 



Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 1 
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IN IVl UU J / J J 


Momn cnnipnQ 7'-S'nlianaHpnvlate ^vnthetase-like TOASL^ mRNA 


IN iVl V/U^ J ^ 1 


T4nmr\ cnnipnc nlfflrtnrv rpr.entnr fkmilv 3 suHfamilv A. memlDCr 2 fOR3A2\ 

mRNA 


IN IVl yJKJZj o> 


Wnmo car*if»nc TriPTVil^mrK* f'rt'fact'rtr ■nrotplil ^{^1^46 trO'Dlloblast— IVTTlonOCVtC CrOSS— 

reactive antigen) (MCP), mRNA 


xjiv/i nnnR7n 

iNiVl \J\J\JO/\J 


TTnmn car»ii»nQ S-hvHrnvvtrvntflrnine ^^erotonin^ recentor 4 rH 1 R4V mRNA 


IN iVl UUU O i J 




NM:_000377 


Homo sapiens Wiskott-Aldrich syndrome (eczema-thrombocytopenia) (WAS), 

II1XV1N/-V 




WrkTYir* csirMPnc Tnirlpar rf»f*p"ntnr Qiilifflmilv 4 OTOllTi A memlier 3 rNnR4A3'^. 
mRMA 


NM 000368 


Homo sapiens TSCl gene (hamartin) (TSCl), mRNA 


XIAA n 1 74 1 /> 
INiVl Ul /*TiU 


Wr\-mr% caniRnc i-ntprlfiilrin 1 rprpntnr arrp^QHTV Tirntein-lilce 2 riLlRARL2V 

mRNA 




TTrt-mrk C5ir%ipnc frtr*fiiQrtTnprsiQP ^TYWA^ T ^TOPl^ iTlRMA 


IN IVx V\J 1 V DO 


HniTin QnniPTiQ tnnniqoTnera<;e niNA'i IT beta H SOkD'^ rTOP2B^ mRNA 




TTomn cn-nipnQ "niitativp tTan<;mpiTiHTaTip nroteiTt* bomolop of veast Golffi 
mpmliranp nrotein Yifln rv^inln-interactinff factor"^ f54TM^. mRNA 


]SIM_006562 


Homo sapiens transcription factor similar to D. melanogaster homeodomain 

nrntpi-n Ifldv bird late fT RXl mRNA 


NM 017545 


Homo sapiens hydroxyacid oxidase (glycolate oxidase) 1 (HAOl), mRNA 


XnV/f 007Q9^ 
INiVX UUZ^ZJ 


TJrxmrk c*aT\i<anc re»cr^^^':if^^\r rk'f (T--.r»mfPin Qionallincy 10 ^TRtT-SllO^ TTlRM^A 
inOiriU oujJlCIlb ICgLiidLVJi \JL vJ^IJUJldll oi^idiiiii^ i.yJ ^xx.vj kj 1 vy^5 xxxxN-fH-r^ 


NM 012263 


Homo sapiens tubulin tyrosme ligase-iike 1 (1 Al^J^i)* mRNA 


JNiVl_U V iJLlJL 


jtiomo sapiens compicmcnx componcni ij *4 buuuuiiipvuiciii uuiuiii^ piutdii 
(CIQBP), nuclear gene encoding mitochondrial protein, mRNA 




xiomo sapiens cuiiipierndii ouiixpunciiL i, ou.L/L»*jiii|juixdiL, uwlo. ^\jiyy^j^\.i\j\^ 


MM 00il7?0 


Wr%Tno cat^iRTiQ ptiHrt+Viplinl HtffprpntifltioTi Iv^onbo^nbatidic acid G-nrotein- 

XxvlllV oaL/ldlo dlUUUldicu uixx^i^iiuciLivjxi, ijrov/^xxvjoj^xxcxkxuxw cxwxu >j ^xvbwxxx 

pmiTilpH rpfipntor 4 ^PF)G4^ mRMA 




TTrvmn «;flnipn<; <sPrinp Tor cv<steine'^ Droteinase inhibitor, clade I (^neuroseroinX 

member 2 (SERPINI2), mRNA 




T-Tnmo ^anipn^i atavin '^-Hindinff "nrotein 1 rA2BPl^ mRNA 

XXvXXXw OCX|^XwXXO CXtOAXXX M lyXlXUXXXg^ |^X\/l>wXXX X y^Xl ti^M.WM. X. ^x ^ 




T-Trkmo Qar>ipTi^ TipHiilin rNT*T^^ mRMA 

XXVrlxlV/ OCl|^lKfX10 XXbl^lXXllX yL^JL^XJ Jy XXXXxX^x^ 


NM 016151 


Homo sapiens prostate derived STE20-like kinase PSK (PSK), mRNA 


MM 01 ^^^98 


T-Tr*mr\ Qanipnc VivHrowapiH oviHaQP rmpHiiirn-nbain'^ rTTA03^ nrRNA 

XXUxlA^/ Ovi|Ji^Xlo lljr Ui UvcVjrawlU UAiVJaow J ^xxiw\xikxxxx v^xxcxxxxy \^xxu^\^^ jj xxxxvx^x^ 


MM 0001 8S 


TTrtmo QanipriQ qptHtip few pv^tpinp^ "nroteitia^e inhibitor clade H) rhenann 

cofactor) member 1 fSERPINDl) mRNA 


NM 005410 


Homo saniens selenonrotein P nlasma 1 TSEPPl), mRNA 


NM_005226 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receotor 3 fEDGS'i mRNA 


TMM 005172 


Homo saniens atonal bomolop 1 fDrosonhila^ f ATOHl^ mRNA 

XXV/XXXV/ OdI^iV*XXO UbV^XXCXX XXV/XXXV/X\y X 1 X-'l V/kj V J-^X A»-*y y-i »- -"• ^—^■t.-t. i. jy J.xj^x^ A. 


MM OOSIOQ 


T-Tomr* ^aniPTi<; n>n"fla"rivp-«:lTP^<i rp^noTi^ive 1 (OSRl i mRN^A 

XXv/XXXv7 OcX|JlwX10 V^XVXCILI V ^ O LL X t'O J./ V/XltJl V W X yv^i-'XX.x jy xxux^^xx. 


MM 0014QR 


TTnmo saniens crliitamatp-f'v<itpinp lioase catalvtic subunit TGCLC^ mRNA 

XXwXllV/ OCX|^XVXX0 j^AIXtdHlCxl'^ V/ Y OIpwXx X^ XX^uOWj V/ti.i.c*ij' ».xw o wi-' XI V yvj^-^x-^v-'yj xxxAVX^^x. 


MM 00^^090 


Womo saniens Vippt rViomoloaniis to the E6-AP rUBE3A^ carboxvl terminus^ 
domain and RCCl TCHClVlike domain fRLD) 1 fHERCl) mRNA 


NM 002061 


Homo sapiens glutamate-cysteine ligase, modifier subunit (GCLM), mRNA 


NM 001088 


Homo sapiens arylalkylamine N-acetyltransferase (AANAT), mRNA 


NM 021828 


Homo sapiens heparanase-like protein (HPA2), mRNA 


NM 021826 


Homo sapiens hypothetical protein FLJ13149 (FLJ13149), mRNA 


NM 021823 


Homo sapiens hypothetical protein MDS018 (MDS018), mRNA 


NM 021820 


Homo sapiens MDS024 protein (MDS024), mRNA 
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NM 021819 


Homo sapiens ERGL protein (ERGL), mRNA 


NM 021818 


Homo sapiens WW Domam-Contaming Gene (WW45), mRNA 


NM:_021812 


Homo sapiens blepharophimosis, epicanthus inversus and ptosis, candidate 1 
(BPESCl), mRNA 


NM 021809 


Homo sapiens TGF(beta)-induced transcription factor 2 (TGIF2), mRNA 


NM 021805 


Homo sapiens single Ig EL-lR-related molecule (SIGIRR), mRNA 


NM 021803 


Homo sapiens mterleukin 21 (IL21), mRNA 


NM 021798 


Homo sapiens mterleukin 21 receptor (IL21R), mRNA 


NM 020982 


Homo sapiens claudm 9 (CLDN9), mRNA 


NM 006657 


Homo sapiens formiminotransferase cyclodeammase (FTCD), mRNA 


NM 021784 


Homo sapiens hepatocyte nuclear factor 3, beta (HNF3B), mRNA 


NM 014375 


Homo sapiens fetum B (FETUB), mRNA 


NM 021032 


Homo sapiens fibroblast growth factor 12 (FGF12), mRNA 


NM 019595 


Homo sapiens intersectin 2 (rrSN2), mRNA 


NM 018991 


Homo sapiens DKFZp434A0131 protein (DKFZP434A0131), mRNA 


NM 014574 


Homo sapiens nuclear autoantigen (GS2NA), mRNA 


NM 021002 


Homo sapiens interferon, alpha 6 (IFNA6), mRNA 


NM_001676 


Homo sapiens ATPase, H4-/K+ transporting, nongastric, alpha polypeptide 
(ATP12A), mRNA 


NM_0 19886 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 7 
(CHST7), mRNA 


NM_017581 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 9 (CHRNA9), 
mRNA 


NM_001695 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
42kD (ATP6C), mRNA 


NM 006303 


Homo sapiens JTVl gene (JTVl), mRNA 


NM 014413 


Homo sapiens heme-regulated initiation factor 2-alpna kinase (HRI), mRNA 


NM 012149 


Homo sapiens double homeobox, 5 (DUX5), mRNA 


NM 012146 


Homo sapiens double homeobox, 1 (DUXl), mRNA 


NM 021733 


Homo sapiens testis-specific kinase substrate (TSKS), mRNA 


NM_004339 


Homo sapiens pituitary tumor-transforming 1 interactmg protein (PTTGIIP), 
mRNA 


NM 004219 


Homo sapiens pituitary tumor-transformmg 1 (PTTGl), mRNA 


NM_003860 


Homo sapiens Breakpoint cluster region protem, utenne leiomyoma, 1; barrier to 

automtegration factor (BCRPl), mRNA ' 


NM 007281 


Homo sapiens scrapie responsive protein 1 (SCRGl), mRNA 


NM 006618 


Homo sapiens putative DNA/chromatin binding motif (PLU-1), mRNA 


NM 005797 


Homo sapiens epithelial V-iike antigen 1 (EVAl), mRNA 


NM 005508 


Homo sapiens chemokine (C-C motif) receptor 4 (CCR4), mRNA 


NM 005283 


Homo sapiens chemokine (C motif) XC receptor 1 (CCXCRl), mRNA 


NM 002547 


Homo sapiens oligophrenin 1 (OPHNl), mRNA 


NM_020056 


Homo sapiens major histocompatibility complex, class n, DQ alpha 2 (HLA- 
DQA2), mRNA 


NM_001085 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 3 (SERPINA3), mRNA 


NM 013974 


Homo sapiens dimethylargmme dimethylaminohydrolase 2 (DDAH2), mRNA 


NM_001756 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 6 (SERPINA6), mRNA 


NM 000450 


Homo sapiens selectin E (endothelial adhesion molecule 1) (SELE), mRNA 


NM 006228 


Homo sapiens prepronociceptin (PNOC), mRNA 


NM 001319 


Homo sapiens casein kinase 1, gamma 2 (CSNK1G2), mRNA 


NM 000444 


Homo sapiens phosphate regulating gene with homologies to endopeptidases on 
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the X chromosome (hypophosphatemia, vitamm D resistant nckets) (PHEX), 
mRNA 


NM_021183 


Homo sapiens hypothetical protein similar to small G proteins, especially RAP- 

2A (LOC57826), mRNA 


NM 021179 


Homo sapiens hypothetical protein LOC57821 (LOC57821), mRNA 


NM 002744 


Homo sapiens protem kinase C, zeta (PRKCZ), mRNA 


NM_000624 


Homo sapiens senne (or cysteme) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 5 (SERPINA5), mRNA 


NM_000602 


Homo sapiens senne (or cysteine) proteinase inhibitor, clade E (nexm, 
plasminogen activator inhibitor type 1), member 1 (SERPINEl), mRNA 


NM 020422 


Homo sapiens hypothetical protein from clone 24796 (LOC57 146), mRNA 


NM 020183 


Homo sapiens transcription factor BMAI.2 (LOC56938), mRNA 1 


NM 019598 


Homo sapiens kalhkrem 12 (KLK12), mRNA 


NM 019103 


Homo sapiens hypothetical protein (LOC55954), mRNA 1 


NM_012397 


Homo sapiens senne (or cysteine) proteinase inhibitor, clade B (ovalbumin), 

member 1 3 (SERPINB 1 3), mRNA 


NM_000527 


Homo sapiens low density lipoprotein receptor (familial hypercholesterolemia) 
(LDLR), mRNA 


NM_0 16200 


Homo sapiens U6 snRNA-associated Sm-like protem LSmS (LOC5 169 1), 
mRNA 


NM 014766 


Homo sapiens KIAAO 1 93 gene product (KIAAO 193), mRNA 


NM 014309 


Homo sapiens RNA binding motif protem 9 (RBM9), mRNA 


NM 014080 


Homo sapiens dual oxidase-like domains 2 (DUOX2), mRNA 


NM 014516 


Homo sapiens CCR4-NOT transcription complex, subunit 3 (CNOT3), mRNA 1 


NM 015032 


Homo sapiens KIAA0979 protem (KIAA0979), mRNA 


NM 014656 


Homo sapiens KIAA0040 gene product (KIAA0040), mRNA 


NM 015383 


Homo sapiens hypothetical protein (DJ328E19.C1 .1), mRNA 


NM 012407 


Homo sapiens protein kinase C, alpha binding protein (PRKCABP), mRNA 1 


NM_002208 


Homo sapiens mtegrm, alpha E (antigen CD103, human mucosal lymphocyte 
antigen 1 ; alpha polypeptide) (ITGAE), mRNA 


NM_002309 


Homo sapiens leukemia inhibitory factor (cholinergic differentiation factor) 
(LBF), mRNA 


NM_006919 


Homo sapiens senne (or cysteine) proteinase inhibitor, clade B (ovalbuimn), 
member 3 (SERPINB3), mRNA 


NM_006220 


'w'v * * *T'1 1 J A / 1 1 1 

Homo sapiens senne (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsm), member 2 (SERPINA2), mRNA 


NM_006215 


Homo sapiens senne (or cysteme) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 4 (SERPINA4), mRNA 


NM 006021 


Homo sapiens deleted in lymphocytic leukemia, 2 (DLEU2), mRNA 


NM 005887 


Homo sapiens deleted in lymphocytic leukemia, 1 (DLEU 1), mRNA 


NM 005603 


Homo sapiens ATPase, Class I, type 8B, member 1 (ATP8B1), mRNA 


NM 005232 


Homo sapiens EphAl (EPHAl), mRNA 


NM_005024 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 10 (SERPINB 10), mRNA 


NM 004779 


Homo sapiens CCR4-N0T transcription complex, subunit 8 (CNOT8), mRNA 


NM_004155 


Homo sapiens senne (or cysteine) proteinase inhibitor, clade B (ovalbumm), 
member y (oiiKrlJNlDyj, mKJNA 


NM_004568 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 

member 6 (SERPINB6), mRNA 


NM 004408 


Homo sapiens dynamin 1 (DNMl), mRNA 


NM 004409 


Homo sapiens dystrophia myotonica-protein kinase (DMPK), mRNA 


NM 004717 


Homo sapiens diacylglycerol kinase, iota (DGKI), mRNA 



439 



BNSDOCID: <WO. 



.03074654A2_L> • 



wo 03/074654 



PCT/US03/05028 



MM 000214 


Homo sapiens jagged 1 (Alagille syndrome) (JAGl), mRNA 


MM 001347 


Homo sapiens diacylglycerol kinase, theta (llOkD) (DGKQ), mRNA 


NM 003454 


Homo sapiens zinc finger protein 200 (ZNF200), mKNA 


NM_003334 


Homo sapiens ubiquitin-activating enzyme El (A1S9T and BN75 temperature 
sensitivity complementing) (UBEl), mRNA 


NM_000354 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 7 (SERP1NA7), mRNA 


NM_000945 


Homo sapiens protein phosphatase 3 (formerly 2B), regulatory subunit B (19kD), 
alpha isoform (calcineurin B, type I) (PPP3R1), mRNA 


NM 000305 


Homo sapiens paraoxonase 2 (PON2), mRNA 


N1VI_000928 


Homo sapiens phospholipase A2, group IB (pancreas) (PLA2G1B), nuclear gene 
encodine mitochondrial protein, mRNA 


NM_000295 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antioroteinase* antitrvosin), member 1 (SERPBSfAl), mRNA 


NM_002640 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumm), 
member 8 (SERPINB8), mRNA 


NM_002639 


\ f ■ ■■ — ; — ~ 

Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 5 (SERPINB5), mRNA 


NM_002615 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 1 (SERPINFl), mRNA 


NM_002575 


i ' ^ — — * ■ — — ■ ■ ■- / 

Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 

member 2 (SERPINB2), mRNA 


NM_000220 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 
(KCNJl), mRNA 


NM_000191 


Homo sapiens 3-hydroxymethyl-3-methylglutaryl-Coenzyme A lyase 
(hydroxymethylglutaricaciduria) (HMGCL), mRNA 


]SIM_001978 


Homo sapiens erythrocyte membrane protein band 4.9 (dematin) (EPB49), 
mRNA 


NM 003646 


Homo sapiens diacvlelvcerol kinase, zeta (104kD) (DGKZ), mRNA 


NM 001346 


Homo sapiens diacylglycerol kinase, gamma (90kD) (DGKG), mRNA 


NM 003647 


Homo sapiens diacylglycerol kinase, epsilon (64kD) (DGKE), mRNA 


NM_001235 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
protein 47), member 2 (SERPINH2), mRNA 


NM_001694 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
16kD (ATP6L), mRNA 


NM_000488 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade C (antithrombin), 
member 1 (SERPINCl), mRNA 


NM 021156 


Homo sapiens hypothetical protein (DJ971N18.2), mRNA 


NM 000875 


Homo sapiens insulin-like growth factor 1 receptor (IGFIR), mRNA 


NM 000605 


Homo sapiens interferon, alpha 2 (IFNA2), mRNA 


NM 021647 


Homo sapiens KIAA0626 gene product (KIAA0626), mRNA 


NM 021645 


Homo sapiens KIAA0266 gene product (KIAA0266), mRNA 


NM 021109 


Homo sapiens thymosin, beta 4, X chromosome (TMSB4X), mRNA 


NM_021642 


Homo sapiens Fc fragment of IgG, low affinity Ha, receptor for (CD32) 
(FCGR2A), mRNA 


NM 021240 


Homo sapiens testis-specific protein (LOC58524), mRNA 


NM 021189 


Homo sapiens hypothetical protein FU10698 (LOC57863), mRNA 


NM_021129 


Homo sapiens pyrophosphatase (inorganic) (PP), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 015140 


Homo sapiens KIAA0153 protein (KIAA0153). mRNA 


NM 021635 


Homo sapiens UC28 protein nJC28), mRNA 


NM 021631 


Homo sapiens apoptosis inhibitor (FKSG2), mRNA 
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NM_021615 


Homo sapiens carbohydrate (N-acetylglucosaimne o-\J) suliotransierase o 1 
(CHST6), mRNA 


NM 012334 


Homo sapiens myosin X (M YOl 0), mKJNA 


NM 020363 


Homo sapiens aeletea in azoospermia /. (UAZ/z;, mKJNA 


NM 020364 


Homo sapiens aeletea m azoospermia 5 (l>j\z.d mKJNA 


NM 017445 


Homo sapiens H2B histone family, member S (H2BFS), mRNA 1 


NM_021132 


Homo sapiens protem phosphatase 3 (formerly 2B), catalytic subunit, beta 
isoform (calcineurin A beta) (PPP3CB), mRNA 


NM 021016 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 3 (PSG3), mRNA 


NM 015705 


Homo sapiens hypothetical protein (DJ1042K10.2), mRNA 1 


NM_021572 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative 
function) (ENPP5), mRNA 


NM_021216 


Homo sapiens endothelial zinc finger protem induced by tumor necrosis lactor 
alpha (EZFIT), mRNA 


NM_001332 


Homo sapiens catenin (cadherm-associated protein), delta 2 (neural plakopnilin- 
related arm-repeat protem) (CTNND2), mRNA 


NM_021185 


Homo sapiens hypothetical protem DKFZp434A1022 (DKrZ.r434AiUzZ>, 
mRNA 


NM 018955 


Homo sapiens ubiquitin B (UBB), mRNA 


NM 017533 


Homo sapiens myosin, hea\^ polypeptide 4, skeletal muscle (MYH4), mRNA 1 


NM 014621 


Homo sapiens homeo box D4 (HOXD4), mRNA 


NM 000618 


Homo sapiens insulin-like growth factor 1 (somatomedia C) (IGFl), mRNA 


NM 021571 


Homo sapiens ICEBERG caspase-1 inhibitor (ICEBERG), mRNA 


NM 000045 


Homo sapiens arginase, liver (ARGl), mRNA 1 


NM_005692 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 2 
(ABCF2), mRNA 


NM_001090 


Homo sapiens ATP-bmding cassette, sub-family F (GCN20), member 1 

(ABCFl), mRNA 


NM_002S58 


Homo sapiens ATP-bmdmg cassette, sub-family D (ALD), member 3 (ABCD3), 
mRNA 


NM_001172 


Homo sapiens arginase, type n (ARG2), nuclear gene encoding mitochondnal 

J- * T^"V T A 1 

protein, mRNA 


NM_001117 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) 1 
(ADCYAPl), mRNA 


NM 004036 


Homo sapiens adenylate cyclase 3 (ADCY3), mRNA 


NM 019843 


Homo sapiens eIF4E-transporter (4E-T), mRNA I 


NM 006454 


Homo sapiens Mad4 homolog (MAD4), mRNA 


NM_002355 


Homo sapiens niannose-6-phosphate receptor (cation dependent) (M6PR), 

T^ "VTA 1 

mRNA 


NM 014287 


Homo sapiens pM5 protem (PM5), mRNA 


NM_004102 


Homo sapiens fatty acid binding protein 3, muscle and heart (mammary-derived 1 
growth inhibitor) (FABP3), mRNA 


NM 000134 


Homo sapiens fatty acid binding protem 2, intestinal ABrz), mKJNA 


NM 005354 


Homo sapiens jun D proto-oncogene (JUND), mRNA 1 


NM 005159 


Homo sapiens actin, alpha, cardiac muscle (ACTC), mRNA 


NM 019848 


TT ' T^ A. • T»0 /T^*! \ T^TwT A 1 

Homo sapiens Protein P3 (P3), mRNA 


JNiVl_UU J> y*fo 


riomo sapiens cycim-aepenuent Kinase-iiKe z v,i^UL^z-reiaiea Kinase^ \ y^iJr^^)f 
rhlOsrA 


NM_021131 


Homo sapiens protein phosphatase 2A, regulatory subunit B' (PR 53) (PPP2R4), j 
mRNA 


NM 021268 


Homo sapiens interferon, alpha 17 (IFNA17), mRNA 1 


NM 002339 


Homo sapiens lymphocyte-specific protein 1 (LSPl), mRNA I 
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NM 001166 j 


Homo sapiens baculoviral lAP repeat-containing 2 (BiKK^Z), mKJNA 


NM_003399 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P) 2, membrane-bound 1 
PCPNPEP2), mRNA 


NM 000541 


Homo sapiens S-antigen; retina and pmeal glana (arrestm) i^Aoj, mKJNA 


NM 013262 


Homo sapiens myosin regulatory light chain mteractmg protem CMlKj, mKlN A 


NM 005393 


Homo sapiens plexin B3 (PLXNB3), mRNA 


NM_021098 


Homo sapiens calcium channel, voltage-depenaent, alpha Iti suounit 

/■ A. T A < T X\ "VTA 1 

(CACNAIH), mRNA 


NM_021257 


Homo sapiens neuroglobm (NGB), mRNA 


NM 021253 


Homo sapims ring finger protein 23 {RNF23), mRNA 


NM 021247 


Homo sapiens protamme 3 (PRM3), mRJNA 


NM 021242 


Homo sapiens hypothetical protein STRAITl 1499 (blRAil 1 1499;, mKJNA 


NM 021238 


Homo sapiens TERA protem (TERA), mRNA 


NM 021223 


Homo sapiens myosin light chain 2a (LOC58498), mRNA 


NM 021221 


Homo sapiens G5b protem (G5B), mRNA 


NM 021210 


Homo sapiens MUM2 protein (MUM2), mRNA 


NM 021208 


Homo sapiens EST-YDl protein (EST-YDl), mRNA 


NM 021200 


Homo sapiens PH domain containmg protem m retina 1 (PHREl 1), mKJMA 


NM_021199 1 


Homo sapiens CGI-44 protein; sulfide dehydrogenase like (yeast) (CGI-44), 
mRNA 


NM 021198 


Homo sapiens nuclear LIM mteractor-mteracting lactor (JNJLl-il:'), mKJNA 


NM 021193 


Homo sapiens homeo box D12 (HOXD12), mRNA 


NM 021192 


Homo sapiens homeo box Dl 1 (HOXDl 1), mRNA 1 


NM 021188 


Homo sapiens clones 23667 and 23775 zmc finger protein (LUC57oo2), mKJNA 


NM 021184 


Homo sapiens G4 protein (G4), mRNA 


NM 021177 


Homo sapiens U6 snRNA-associated Sm-like protem (LSM2), mRNA 


NM 021174 


Homo sapiens p30 DBC protem (LOC57805), mRNA 


NM_021167 


Homo sapiens hypothetical protein WUGSC:H_RG083M05 .2 (LOC57798), 
mRNA 


NM 021159 


Homo sapiens RAPl, GTP-GDP dissociation stimulator 1 (RAPIGDSI), mRNA 1 


NM 021155 


Homo sapiens CD209 antigen (CD209), mRNA 


NM 021147 


Homo sapiens uracil-DNA glycosylase 2 (UNG2), mRNA 


NM_021140 


Homo sapiens ubiquitously transcribed tetratricopeptide repeat gene, X 1 
chromosome (UTX), mRNA 


NM_021139 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B4 (UGT2B4), 
mRNA 


NM 021138 


Homo sapiens TNF receptor-associated factor 2 (TRAF2), mRNA 


NM_021I37 


Homo sapiens tumor necrosis factor, alpha-induced protein 1 (endothelial) 1 
(TNFAIPl), mRNA 


NM 021136 


Homo sapiens reticulon 1 (RTNl), mRNA 


NM_021135 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 2 (RPS6KA2), 
mRNA 


NM_021133 


Homo sapiens nbonuclease L (2',5*-oligoisoadenylate synthetase-dependent) 
(RNASEL), mRNA 


NM 021130 


Homo sapiens peptidylprolyl isomerase A (cyclophilin A) (PPIA), mRNA 


NM_021120 


Homo sapiens discs, large (Drosophila) homolog 3 (neuroendocnne-dlg) 


NM 004239 


Homo sapiens thyroid hormone receptor interactor 1 1 (TRIPI 1), mRNA 


NM 004238 


Homo sapiens thyroid hormone receptor interactor 12 (TRIP 12), mRNA 


NM_004745 


Homo sapiens discs, large (Drosophila) homolog-associated protein 2 
CDLGAP2), mRNA 


NM 004687 


1 Homo sapiens myotubularin related protein 4 (MTMR4), mRNA 
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TTomo saniens runt-related transcrlDtion factor 2 fRU[NX2), mRNA 


NM 021096 


Homo saniens calcium channel, voltace-dependent, alpha 11 sub unit 
rCACNAin. niRNA 


NM 021105 


Homo saoiens DhosDholinid scramblase 1 (PLSCRl), mRNA 


NM 002957 


Homo saniens retinoid X receotor, alpha fRXRA), mRNA 


NM 006268 


Homo saniens reouiem. aooDtosis response zinc finger gene (REQ)^ mRNA 


NM 001106 


Homo sapiens activin A receptor, type IIB (ACVR2B), mRNA 


NM 001616 


Homo <sameri«; activin A recentor tvne U f ACVR2\ mRNA 


NM 001 lOS 

l>iVl \J\} i 


Homo <;anien^ activin A recentor tvne I fACVRlV mRNA 


NM 005570 


Homo sapiens lectin, mannose-binding, 1 (LMANl), mRNA 


xfM n9inR'^ 


Hnmn canii*nc TCf^ll HlooH oroiin nrecur55or fMcLeod ohenotVDC^ OQCk mRNA 




Hnmn c?ini«*nQ flrmntrfcQiQ-aQQnciated sneck-like nrotein containing a CARO 

(AS^C\ mRNA 


NM 0065 IS 


Homo sapiens small proline-rich protein 2C (SPRR2C), mRNA 


MM nn^so7 

INIYI UwOjv / 


Hr\Tnr» cnnipnQ rpfreneratinp^ i^let-derived 1 beta Tnancreatic stone Drotein. 

nanrrpatir thread nrotein^ rRECrlB^ mRNA 


MM 006^^^*^ 


Hnmrv canipn<5 IC runnel -like factor 1 rervthroid"^ nCT.F1 V mRNA 


MM n067SR 

IN iVX \J\J UZ. J O 


Homo <;flnipn<; nrotein kinase cGMP-denendent. tVDC I (TRKGlV mRNA 




Homn Qflnipn«3 Viicrb-mobilitv croun ^^nonhistone chromosomal^ nrotein 17-like 3 

rHMG17L3^ mRNA 


NM 005987 


Homo sapiens small proline-rich protein lA (SPRRl A), mRNA 


INIVA \J\J ^ ^ -J ^ 


Homo <;aniens metallothionein IX fMTlXV mRNA 


MM OOSQSO 


Homo <janiens metallothionein IG rMTlGV mRNA 


MM 00569Q 


Hnmn c;aniens interleukin 18 bindinfi nrotein flLlSBP^, mRNA 


MM 004618 


Homo <ianiens tonoisomerase fDNA"^ HI alnha rTOPBAV mRNA 


NM_001136 


Homo sapiens advanced glycosylation end product-specific receptor (AGER), 
mRNA 

XXXXXX^Ix^ 


MM 000S66 


Homo «;aniens 5-hvdroxvtrvDtamine fserotonin^ recentor IF (HTRIF), mRNA 


NM 000637 


Homo sapiens glutathione reductase (GSR), mRNA 


MM nno6'^6 


TTnmn csi-nipnc QimprnviHp HiQmntflQp 9 mitochondrial CSOD2^. mRNA 


NM__000635 


Homo sapiens regulatory factor X, 2 (influences HLA class n expression) 
n^FX^'i mRNA 


MM 00069 Q 


Homo Qflnien^ interferon Talnha beta and omeea^ recentor 1 fIFNARl), mRNA 


MM 00069^ 


Hnmn Qanipn*? nitric ovidp «ivntha^e 2A (^inducible heoatOCVteS^ rNOS2Ay 

XilJllHJ ocXL'XWXxo XJXI.XXW vr^XUv' OYXXI>XXu^w a«xl ^xxxviiivxi/x^i/, xxv^^^-wwjr ^^'•-'y ■» -s-^ v^^^ 

mRNA 

1 liX vX ^ Xx. 


NM_003998 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
1 fnlOS'k fNFKBn mRNA 


"MM 0006'? 1 


Hnmn QanipnQ S-hvrfroxvtrvntamine T^serotonin^ recentor 2A rHTR2A\ mRNA 


NM 000620 


Homo sapiens nitric oxide synthase 1 (neuronal) (NOSl), mRNA 


MM 00061 Q 


Hnmn cnnipnc intPi^PTfin cram ma ( 1 FMG^ mRN^A 
xnuillvl aa|jiCxlo iiiirwX x^i i/xx, gcixxxxxxcx ^^^-^z) xxxxvx^x^ 


NM_000617 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 

frnnQnnrter*;^ mpmher 2 fvST PIT A2^ mRNA 


MM OOOfilfi 


Homo Qflnien*; PD4 antiffen Cn55'i (CTyA^ mRNA 

XX-WlllLI oCl|Jldlo v>-j_-'~T cixxi.xg\^xx y^Y''^"^/ \^^'-^^jy xxxj.xj."<x^ 


NM_00061 1 


Homo sapiens CDS 9 antigen pi 8-20 (antigen identified by monoclonal 
antibodies 16 3A5 EJ16 EJ30 EL32 and G344) fCD59), mRNA 


]SIM_000610 


Homo sapiens CD44 antigen (homing function and Indian blood group system) 
rCD44V mRNA 


NM 000603 


Homo sapiens nitric oxide synthase 3 (endothelial cell) (NOS3), mRNA 


NM_000597 


Homo sapiens insulin-like growth factor binding protein 2 (36kD) (IGFBP2), 
mRNA 


NM_000594 


Homo sapiens tumor necrosis factor (TNF superfamily, member 2) (TNF), 
mRNA 
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NM 000585 


Homo sapiens interleukin 15 (ELI 5), mRNA 


MM 000586 


Homo sapiens interleukin 2 (IL2), mRNA 1 


NM 000577 


Homo sapiens interleukin 1 receptor antagonist (ILIKN), mRNA 1 


NM 000576 


Homo sapiens interleukin 1, beta (ELIB), mRNA 1 


NM_000574 


Homo sapiens decay accelerating factor for complement (CD55, Cromer blood 1 

group system) (DAF), mRNA 


NM 000572 


Homo sapiens interleukin 10 (ILIO), mRNA 1 


NM_000570 


Homo sapiens Fc fragment of IgG, low affinity Dlb, receptor for (CD 1 6) 1 
(FCGR3B), mRNA 


NM 000567 


Homo sapiens C-reactive protein, pentraxin-related (CRP), mRNA | 


NM_000566 


Homo sapiens Fc fragment of IgG, high affinity la, receptor for (CD64) 
(FCGRl A), mRNA 


NM 000564 


Homo sapiens interleukin 5 receptor, alpha (IL5RA), mRNA 


NM 000561 


Homo sapiens glutathione S-transferase Ml (GSTMl), mRNA 


NM_000555 


Homo sapiens doublecortex; lissencephaly, X-linked (doublecortin) (DCX), 
mRNA 


NM_000298 


Homo sapiens pyruvate kinase, liver and RBC (PKLR), nuclear gene encoding 

mitochondrial protein, mRNA 


NM 000259 


Homo sapiens myosin VA (heavy polypeptide 12, myoxin) (MY05A), mRNA 


NM_000525 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 1 
(KCNJll),mRNA 


NM 021090 


Homo sapiens myotubularin related protein 3 (MTMR3), mRNA 


NM 021077 


Homo sapiens neuromedin B (NMB), mRNA 


NM 021068 


Homo sapiens interferon, alpha 4 (IFNA4), mRNA 


NM 006512 


Homo sapiens serum amyloid A4, constitutive (SAA4), mRNA 


NM 006607 


Homo sapiens pituitary tumor-transforming 2 (PTTG2), mRNA 


NM_021075 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 3 (lOkD) 

(NDUFV3), mRNA 


NM 005951 


Homo sapiens metallothionein IH (MTIH), mRNA 


NM 000330 


Homo sapiens retinoschisis CX-linked, iuvenile) 1 (RSI), nciRNA 


NM_005597 


Homo sapiens nuclear factor I/C (CCAAT-binding transcription factor) (NFIC), 
mRNA 


NM 005268 


Homo sapiens gap junction protein, beta 5 (connexin 31.1) (GJB5), mRNA 


NM_004268 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 6 
(77kD) (CRSP6), mRNA 


NM_004355 


Homo sapiens CD74 antigen (invariant polypeptide of major histocompatibility 
complex, class n antigen-associated) (CD74), mRNA 


NM 002760 


Homo sapiens protein kinase, Y-linked (PRKY), mRNA 


NM_002520 


Homo sapiens nucleophosmin (nucleolar phosphoprotein B23, numatrin) 
(NPMl), mRNA 


NM_002167 


Homo sapiens inhibitor of DNA binding 3, dominant negative helix-loop-helix 
protein (JD3\ mRNA 


NM 002028 


Homo sapiens famesyltransferase, CAAX box, beta (l^IM lli), mtOsIA 


NM_003491 


Homo sapiens N-acetyltransferase, homolog of S. cerevisiae ARDl (ARDl), 
mRNA 


NM 001770 


Homo sapiens CD 19 antigen (CD 19), mRNA 


NM 001664 


Homo sapiens ras homolog gene family, member A (ARHA), mRNA 


NM 003919 


Homo sapiens sarcoglycan, epsilon (SGCE), mRNA 


NM_003841 


Homo sapiens tumor necrosis factor receptor superfamily, member 10c, decoy 
without an intracellular domain (TNFRSFIOC), mRNA 


NM 003455 


Homo sapiens zinc finger protein 202 (ZNF202), mRNA 


NM 003452 


Homo sapiens zinc finger protein 189 (ZNF189), mRNA 
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NM 003316 


TTmnffc Qa"niRnQ tptratripn'nP'ntiHf* TM^pnt Hnmain % CV" vC^'K\ ml? XT A 


NM_003166 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
3 fSULTlA3'> mRNA 


NM 003117 


TTomn Q^mipriR ^zriprrn fiHTi^cion mr^l^piilp 1 /T^T-T.'7A'li'\/a1iir/Mnir1aci» Trvna 'nollno^/lo 
xxKfxiiKi oa|^J.v^iio o|^v^iAii auii^oi\/ii lllUJC^UiC X \ir XJL ^\/ lljrclllUUlllUclaC, ^UHd pcllUdCla 

bindinel fSPAMH mRNA 


NM 002222 


Homo saniens inositol 1 4 5-trinho«>nhate recentor tvne 1 ^^^PT?1^ mPMA 


NM_001532 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 2 
rSLC29A2'^ mRNA 

^■xJUp'XxAa^xXMy, xxxxxX^x& 


NM 001437 


Homo sanien^; e^jtrnaen reef*ntftr {V*Tl V>*»ta^ ^FSP9^ mP'MA 


NM 001331 


Homo saniens catenin rcadhprin-a^«;nriatpfl nrnfpin^ Helta 1 /T^TTsTMT^ 1 ^ mT^TsJA 


NM 001307 


Homo <5ar>iens claudin 7 TCT DIM?"^ mPMA 


NM 001194 


H^OTTlfl ^JimCn^ VlVTiPmnljll'iy-iltlrtTl 5lf*ttVflfpH Pvolir* Tiiir*lprt'H/1p_CTatpH rtrxtdccin-m 
•■•-■•vxxxw oaj^AwAxo xxjr^bl uwiAl l^iAlxXTXl a^LlvcllCU wywllw* xm^lOv> HUw «l<x»wU UVJl£loolUxIl 

channel 2 (HCN2y mRNA 


NM 001175 


Homo saniens Rho GDP dissociation inhibitor TGDn beta /"ARHGDTR^ ml^NA 


NM 000936 


Homo saDiens nancreatic linase fPNT.TP^ mRNA 


NM 000641 


Homo saniens interleulcin 1 1 (Ti 1 1^ mRN^A 

A'&X'XXXXr ^n^XXwXXO xxxtx^x xwurvxxx X X ^JJuX X y, XXLXxX^xV 


NM 000640 


Homo saniens interleukin 13 recentor alnha 9 ^TT 1 '^R A?^ mR"MA 

■*--»>vr*xxw k9cx|^iwxxki xxxivX/x Xwun^xx X X x^XrWi^ix/x , CLxyfLlc^ ^ \ ' ' ^' } i IXXIXX^xx. 


NM 000615 


Homo ^anien^ npiiral npll aHViPQinn mnlpmlp 1 nsir^AA/fl^ mRT^JA 


NM 000609 


Homo ^anipn^ Qtromal ppll-HprivpH faptor 1 ^^T^^71^ ml^'MA 


NM 000600 


Homo saniens interleulcin 6 ^interferon beta 9^ TTT fi'^ mP"MA 

AAwAXXw OUj^XWXXiS XXX IrX/X XV«UniXXX V/ y^XXXLwX XwX vXX, \J\^\iOL \^U^\J 1XXXXJ.^XX, 


NM 000599 


Homo <»anien^ in^lllin-liVp orowtTi fnrtor KinH-i-no- -nrrfctpin nrirP"RP^^ Tn'R'MA 


NM 000590 


Homo saoiens interleulcin 9 TTT.Q^ mRT^A 


NM 000584 


Homo sapiens interleukin 8 (IL8), mRNA 


NM 000581 


Homo ^anipnQ uliitatliionp riprovirlacp 1 ^frP^I^ tnl^'WA 

XXV#XXXXr oa|^lwXXO |gXUlclLXXX\/XXW ^CXv7XXU<ldC X ^Sjxyvx Jj XXXJ^J.NxA. 


NM 000560 


Homo ^ar»ipn<i f^TlS'^ anriaen ^f^T>S'^^ mPTsJA 

XXVJXXl^ oa|^X&XXo \^-JU^J J aixix^cxx ^\_/>X-/*^^ ^, XXXIxlN/^ 


NM 000528 


Homo 9ariipnQ mannoQiHacp alr»V»a r*lacc mpmKpr 1 /TVyf AlVTOT^I ^ -ml? "MA 
xx\jxii\j ^ayfiK^iii^ ixiaiAixuoiU£ioC, aipild, V,/icloo ^JO^ XllClIlLlCX 1 ^^XVa/VLN^O i J, IlLCviNxx 


NM 000404 


Homo sapiens galactosidase, beta 1 (GLBl), mRNA 


NM 001275 


xxsjiiiKj oa^xcxxo wxxx vixxxv/gx ctxixxx x\. ^^arainyruiu occrciory proicin i j ^x^xxVjta), 

mRNA 


NM 006768 


Homo sar»ien^ TiRGAl a«?«sOPiatpH nrntpin AP^ mPTsJA 

xx\j±AL\j ocx|-riwiio X^XW_^xx. X Cloo^^WXa.LC^VI l^ivJLC'Xll ^ij rv /-\ 1 llXXVXNz^ 


NM 003469 

^ V tear • 


Homo saniens secretoeranin IT ^cbrnmncrrpmn C*^ f^C^Cr'?^ mPTsJA 


NM 012326 


Homo sat^iens microtubule-associated nrntein RP/PR familv mprnVipr 

0M^xwxxo xxxxwx wbUWU'XVf uOOx/wAAkwU LfkxIL^lkly XxX I A^MJ XuXXJXXV, XlXwXXXLIwX J 

(MAPRE3), mRNA 


NM 021057 


Homo saniens interferon alnha 7 TTFMAV^ mRNA 


NM 021062 


Homo saoiens H'^B bi«stone familv member F ^H9RFT^^ mPTsJA 

»3**|-rxwi'Xio aAmX./ 11101WXX& AAXxXXXjr, XXXV/XlxUwX X ^XX^X-JXTXT XXXxvlNxV 


NM 021063 


Homo saniens H2R hi^tone familv memKer R ^1^91^171^^ mPKTA 

AAwXXXW aa-|jAXrXX£7 X 1 fim.L.w XXXaLV/XX& AClXXXXXjr, XXXwXlJlL7CX JD ^ ^- ' * ' '* XlXxVXNx^ 


NM 021065 


Homo saniens H2A hi^tone familv member Ct /TF9 APTt^ mPTsJA 

*--*-vXxxv ocx^xv^xxo AX^xx. XXXOI.xflXX' AoXXXXljr, lilV/XllUCX xJ \xl.JL»^*S^\JJf IXXIxXNxA. 


NM_004146 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 7 (18kD, 
BIS'^ flSfDUFB7'i mRNA 

X— » ^ Kj J V ^""^ ■•^ ' y S IXXXXX^zx 


NM 001746 


Homo sapiens calnexin (CANX), mRNA 


NM 003661 

Jk ^ -i. ▼ -X- XX XX XX Vx X 


Homo ^anien^ anolmonrntein T f APOT ^ •m'P'NrA 

xxvfxxxxr oaj^xvxxo a^J\Jli^J\j^±\Jl.ClLL l-i \X\X^KJi^Jj IXXxxJ.N.r\. 


NM 02105'^ 


l-Tomo ^anien^ W9A bictrmp ^fc^m^^\r -nnpmVK^r A ^TT9 AT^A^ TYiPXTA 
xx*jxxi\-r oapx&ixo X x^i^ XlJbLVJllC XaXIlliy, mCITlucr -Tx yn.^T\Srx\Jy I IlXviN r\. 


NM 020988 

X ^XT«L \Jf ^^\0 JF 


T^OmO saniens OliaTiinP nnr*lp/^+ir?p biTi<^mrr ■r*T*/%1'PtTi (C^ T^fo+Pim^ ol*^l-io or»<-<^F<»+»«r» 
xxvjxxiw ocx|^iwxxa ^ixaiixxic xlllL/lCLILiUC uillUlIlg piCllCXXx \VJ piULdlX), aipna aCLlVaunS 

activitv oolvneotide O TGT^JAOl'^ mRNA 


NM 000133 

X ^XT A XX XX Xx X «x 


H^omo saniens CoaDiilation factor PiT ^T^lacma fViromVionl actio Prtmrkr^rioTit 

AXwxxxx/ iacx^Awxxo wVrcxgUXCllXVFli xa^Wlx. XxX ILrXOoXlXA IXXX VJXXXI^VJ^XtlOlXW wUXXXLIUtldxl. 

Christmas disease hemonhilia fFQ^ mRNA 

w**-»JX», IXwXXlWl^lXlXXu XJ J \X -7 J i llXXX-l^Xv 


NM 000130 


Homo sapiens coagulation factor V (proaccelerin, labile factor) (F5), mRNA 


NM 001993 


Homo sapiens coagulation factor HI (thromboplastin, tissue factor) (F3), mRNA 


NM 020689 


Homo sapiens sodium calcium exchanger (NCKX3), mRNA 


NM 021033 


Homo sapiens RAP2A, member of RAS oncogene family (RAP2A), mRNA 


NM 021023 


Homo sapiens complement factor H related 3 (FHR-3), mRNA 


NM 021026 


Homo sapiens ret finger protein-like 1 (RFPLl), mRNA 
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NM_021008 p 


Homo sapiens suppressin (nuclear defonned epidermal autoregulatory tactor-i 
CDEAF-l)-related) (SPN). mRNA 


NM 020993 


Homo sapiens B-cell CLL/lymphoma 7 A (BCL7A), mRNA 


NM 020994 


Homo sapiens cancer/testis antigen 2 (Ci AG2), mRNA J 


NM 021000 


Homo sapiens pituitary tumor-transformmg 3 (Fl 1Cj3), mKJN a 


NM 020997 


Homo sapiens left-right determination, factor B (LEFTB), mRNA 


NM 021014 


Homo sapiens synovial sarcoma, X breakpomt 3 (bSX3), mKJNA 


NM 021015 


Homo sapiens synovial sarcoma, X breakpomt 5 (bbX5), mKJN a i 


NM_021007 

• 


Homo sapiens sodium channel, voltage-gated, type H, alpha 2 polypeptide 
(SCN2A2), mRNA 


NM_021012 


Homo sapiens potassium inwardly-rectifying channel, subiamily J, memoer iz 
(KCNJ 12), mRNA 


NM 020995 


Homo sapiens haptoelobin-related protein (HPR), mRNA 


NM_000347 


Homo sapiens spectrin, beta, erythrocytic (mcludes sphCTOcytosis, cumcal type l> 

(SPTB), mRNA J 


NM 007032 


Homo sapiens putative nuclear protein (HRim*B2122), mKJN A 1 


NM 001320 


Homo saoiens casein kinase 2, beta polypeptide (CSNK2B), mKNA 


NM_0 13252 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 

lectin, superfamily member 5 (CLECSF5), mRNA 


NM 020978 


Homo sapiens amylase, alpha 2B; pancreatic (AMY2B), mRNA 


NM 020636 


Homo sapiens zinc finger protein 275 (ZNF275), mRNA 


NM 020547 


* . — _ . - ^ ■»_ TT /AX >rT"m o\ ..M^'D'KT A 1 

Homo sapiens anti-MuUenan hormone receptor, type U (AlVUiKZ). huuna 


NM 020974 


Homo sapiens CEGP 1 protein (CEGPl), mRNA 1 


NM 020681 


Homo sapiens HTO 1 8 protein (HTO 1 8), mRNA 1 


NM 020676 


Homo sapiens lipase protein (LOC57406), mRNA 


NM 020672 


Homo sapiens SlOO-type calcium binding protein A14 (LUU^ mRNA 


NM 020661 


Homo sapiens activation-induced cytidine deaminase (AICDA), mKJN A 


NM 020657 


Homo sapiens zinc finger protein 304 (ZNF304), mRNA 


NM 020654 


Homo sapiens sentrin/SUMO-specific protease (SENP7), mRNA 


NM 020646 


Homo sapiens reserved (ASCL3), mRNA 1 


NM 020640 


Homo sapiens RP42 homolog (RP42), mRNA 


NM 020639 


Homo sapiens ankyrin repeat domain 3 (ANKRD3), mKJN A 


NM_020632 


Homo sapiens ATPase, H(+)-transporting, lysosomal, noncatalytic accessory 
protein IB (ATP6N1B), mRNA 


NM 020648 


Homo sapiens twisted gastrulation (TSG), mRNA J 


NM 018970 


Homo sapiens G protein-coupled receptor 85 (GPR85 ), mKJN A 


NM 003901 


Homo sapiens sphingosine-1 -phosphate lyase 1 (SUFLl), mKJNA | 


NM 014292 


Homo sapiens chromobox homolog 6 (CBX6), mRM A 


NM 006735 


Homo sapiens homeo box A2 (HOXA2), mRNA 1 


NM_0 19041 


Homo sapiens similar to prokaryotic-type class I peptide chain release factors 
(XOC54516),mRNA . 


NM 014428 


Homo sapiens tight junction protein 3 (zona occludens 3) (1J1:':5J, mKJNA 


NM 020466 


Homo sapiens hypothetical protein dJ12208.2 (DJ12208.2), mRNA 


NM 020448 


Homo sapiens hypothetical protein dJ462023.2 (DJ462023.2), mKNA 


NM_020425 


Homo sapiens hypothetical protein DKFZp586E1923 (DKFZP586E1923), 
mRNA 


NM 020424 


Homo sapiens hypothetical protein A-2i ICo. 1 / i^y j, mruN/\ 


NM 020317 


Homo sapiens hypothetical protein dJ465N24,2.1 fDJ465N24.2.n, mRNA 


NM 020315 


Homo sapiens hypothetical protein dJ37E16.5 (DJ37E16.5), mRNA 


NM 020313 


Homo sapiens hypothetical protein (LOC57019), mRNA 


NM_019897 


Homo sapiens olfactory receptor, family 2, subfamily S, member 2 (OR2S2), 
mRNA 
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NM 019605 



Homo sapiens hypothetical protein (DJ667H12.2), iiiRNA 



NM 019601 



NM 018433 



Homo sapiens Sushi domain (SCR repeat) containing (BK65 A6.2), mRNA 
Homo sapiens putative zinc finger protein (LOC55818)> mRNA 



NM 019095 



Homo sapiens hypothetical protein (LOCS4675), mRNA 



NM 019089 



Homo sapiens hairy and enhance of split (Drosophila) homolog 2 (HES2), 
mRNA 



NM 018982 



Homo sapiens hypothetical protein (DJ167A19.1), mRNA 



NM 018974 



Homo sapiens unc93 (C.elegans) homolog A (UNC93 A), mKNA 



NM 014499 



NM 020530 



Homo sapiens putative purinergic receptor (P2Y10), mRNA 
Homo sapiens oncostatin M (OSM), mRNA 



NM 020529 



Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor, alpha (NFKBIA), mRNA 



NM 014204 



Homo sapiens BCL2-related ovarian killer (BOK)> mRNA 



NM 020527 



Homo sapiens HUGl gene (HUGl), mRNA 



NM 006093 



Homo sapiens proteoglycan 3 (PRG3), mRNA 



NM 020533 



NM 007345 



Homo sapiens mucolipin 1 (MCOLNl), mRNA 

Homo sapiens zinc finger protein 236 (ZNF236), mKNA 



NM 002217 



NM 018693 



Homo sapiens pre-alpha (globulin) inhibitor, H3 polypeptide (ITIH3), mRNA 
Homo sapiens vitiligo-associated protein VIT-1 (VITl), mRNA 



NM 006777 



Homo sapiens Kaiso (ZNF-kaiso), mRNA 



NM 020436 



NM 020142 



Homo sapiens similar to SALLl (sal (Drosophila)-like (LOC57167), mRNA 



Homo sapiens NADH:ubiquinone oxidoreductase MLRQ subunit homolog 
(LOCS6901),mRNA 



NM 020123 



Homo sapiens endomembrane protein emp70 precursor isolog (LOC56889), 
mRNA 



NM 018845 



Homo sapiens stromal cell protein (LOC55974), mRNA 



NM 018842 



NM 018841 



Homo sapiens insulin receptor tyrosine kinase substrate (LOC55971), mRNA 
Homo sapiens G-protein Ramma-12 subunit (LOC55970), mRNA 



NM 018839 



Homo sapiens p47 protein (LOC5S968), mRNA 



NM 016352 



Homo sapiens carboxypeptidase A3 (LOC51200), mRNA 



NM 016302 



Homo sapiens protein x 0001 (LOC5 1 1 85), mRNA 



NM 014332 



NM 018948 



Homo sapiens small muscle protein, X-linked (SMPX), mRNA 
Homo sapiens Gene 33/Mig-6 (MIG-6), mRNA 



NM 014587 



NM 005745 



NM 001094 



Homo sapiens SRY (sex determining region Y)-box 8 (SOX8), mRNA 
Homo sapiens accessory proteins BAP31/BAP29 (DXS1357E), mRNA 
Homo sapiens amiloride-sensitive cation channel 1, neuronal (degenerin) 
(ACCNl), mRNA 



NM 019609 



NM 018844 



Homo sapiens metallocarboxypeptidase CPX-l (CPX-1), mRNA 

Homo sapiens B-cell receptor-associated protein BAP29 (BAP29), mRNA 



NM 017572 



NM 016418 



Homo sapiens G protein-coupled receptor kinase 7 (GPRK7), mRNA 
Homo sapiens clone FLB5214 (LOC51219), mRNA 



NM 016301 



Homo sapiens protein x 0004 (LOC5 1 1 84), mRNA 



NM 013387 



Homo sapiens ubiquinol-cytochrome c reductase complex (7.2 kD) (HSPC05 1), 
mRNA 



NM 020469 



Homo sapiens ABO blood group (transferase A, alpha 1-3-N- 
acetylgalactosaminyltransferasei transferase B, alpha l-3-galactosyltransfer£ise) 
(ABO). mRNA 



NM 020445 



Homo sapiens actin-related protein 3-beta (ARP3BETA). mRNA 



NM 020435 



Homo sapiens connexin46.6 (CX46.6), mRNA 



NM 020426 



NM 020379 



Homo sapiens lysozyme homolog (LOC57151), mRNA 
Homo sapiens l^Z-alpha-mannosidase IC (HMIC), mRNA 



NM 020407 



Homo sapiens Rh type B glycoprotein (RHBG), mRNA 
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MM 020406 I Homo sapiens polycythemia rubra vera 1 ; cell sxirface receptor (PRV l). mKNA 
Nm2,020377 Homo sapiens cystebiyl leukotriene CysLT2 receptor; cDNA PSEC0146 from 

clone PLACE1006979 (LOCSVIOS). mKNA 



NM 020355 I Homo sapiens HRPAP20 short form rLOC57090\ roRNA 



MM 020350 Homo sapiens ATRAP protein (ATRAF). mRNA 
mA 020380 Homo sapiens AFlSq 14 protein (AF15014). mRNA 



NM_020368 | Homo sapiens disrupter of silencing 10 (SASIO). mRNA 



NmI020344 Homo sapiens solute carrier family 24 (sodium/potassium/calcium exchanger). 



NM 020396 Homo sapiens BCL2-like 10 (apoptosis facilitator) (BCL2L10), mRNA 


MM 070184 1 Homo saniens claudin 2 ('CLDN2), mRNA 1 


NM 007260 


Homo sapiens lysophospholipase EL (LYPLA2), mRNA 


NM 000390 


Homo sapiens choroideremia (Rab escort protein 1) (CHM), mRNA 


NM 001994 


Homo sapiens coagulation factor XIH, B polypeptide (F 1 3B), mRNA 1 


NM 000129 


Homo sapiens coagulation factor XHI, Al polypeptide (Fl 3A1), mRNA .1 


NM 000505 


Homo sapiens coagulation factor XII (Hageman factor) (F12), mRNA 


NM 000504 


Homo sapiens coagulation factor X (FIO), mRNA 


NM 005509 


Homo sapiens Dmx-like 1 (DMXLl). mRNA 


NM 001300 1 


Homo sapiens core promoter element binding protein (COPEB), mRNA 


NM_0 12089 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 10 1 
(ABCBIO), nuclear gene encoding mitochondrial protein, mRNA 


NM_007188 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 8 
(ABCB8), nuclear gene encoding mitochondrial protein, mRNA 


NM_005689 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 6 
(ABCB6). nuclear eene encoding mitochondrial protein, mRNA 


NM 001216 


Homo sapiens carbonic anhydrase IX (CA9), mRNA 


NM 000717 


Homo sapiens carbonic anhydrase IV (CA4), mRNA 


NM 001218 


Homo sapiens carbonic anhydrase XII (CA12), mRNA 


NM 001217 


Homo sapiens carbonic anhydrase XI (CAl 1), mRNA 


NM_006384 


Homo sapiens calcium and integrin binding protem (DNA-dependent protem 
kinase interacting protein) (SIP2-28), mRNA 


NM_0 16734 


Homo sapiens paired box gene 5 (B-cell lineage specific activator protein) 
(PAX5), mRNA 


NM 000687 


Homo sapiens S-adenosylhomocysteine hydrolase (AHCY), mRNA 


MM_004482 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosammyltransferase 3 (GalNAc-T3) (GALNT3), mRNA 


NM_004481 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 2 (GalNAc-T2) (GALNT2), mRNA 


NM_000512 


Homo sapiens galactosamine (N-acetyl)-6-sulfate sulfatase (Morquio syndrome, 
mucopolysaccharidosis type IV A) (GALNS), mRNA 


NM 000403 


Homo sapiens galactose-4-epimerase, UDP- (GALE), mRNA 


NM 020310 


Homo sapiens MAX binding protein (MNT), mRNA 


NM 006250 


Homo sapiens proline-rich protein HaelH subfamily 1 (PRHl), mRNA 


NM_005164 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 2 (ABCD2), 
mRNA 


NM 020300 


Homo sapiens microsomal glutathione S-transferase 1 (MGSTl), mRNA 


NM 000728 


Homo sapiens calcitonin-related polypeptide, beta (CALCB), mRNA 


NM 020127 


Homo sapiens tuftelin 1 (TUFT 1 ), mRNA 


NM 020040 


Homo sapiens tubulin, beta polypeptide 4, member 0 (TUBB4Q), mRNA 


NM 020126 


Homo sapiens sphingosine kinase type 2 isoform (SPHK2), mRNA 


NM_020203 


Homo sapiens matrix, extracellular phosphoglycoprotem with ASARM motif 
(bone) (MEPE), mRNA 
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NM 020231 


Homo sapiens x 010 protein (MDSOlO), mRNA 


NM 020132 


Homo sapiens lysophosphatidic acid acyltransferase-ganunal (LPAAT- 
gamma 1 ), mRNA 


NM 020246 


Homo sapiens cation-chloride cotransporter-interacting protein (LOC56996), 
mRNA 


NM 020243 


Homo sapiens mitochondrial import receptor Tom22 (LOC56993), mRNA 


NM 020240 


Homo sapiens non-kinase Cdc42 effector protein SPEC2 (LOC56990), mRNA 


NM 020184 


Homo sapiens ancient conserved domain protein 4 (LOC56939), mRNA 


NM 020178 


Homo sapiens Carbonic anhydrase-related protein 10 (LOC56934), mRNA 


NM 020155 


Homo sapiens chromosome 1 1 hypothetical protein ORF4 (LOC56834), mRNA 


NM 020179 


Homo sapiens FN5 protein (FN5), mRNA 


NM 020187 


Homo saoiens DC12 protein (DC12), mRNA 


NM 020156 


Homo sapiens corel UDP-galactose:N-acetylgalactosamine-alpha-Rbeta 1,3- 
galactosyltransferase (ClGALTl), mRNA 


NM 00035^^ 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 8 
(ABCC8), mRNA 


NM 000374 


Homo sapiens uroporphyrinogen decarboxylase (UROD), mRNA 


NM_002872 


Homo sapiens ras-related C3 botulinum toxin substrate 2 (rho family, small GTP 
binding protein Rac2) (RAC2), mRNA 


NM 004152 


Homo sapiens omithine decarboxylase antizyme 1 (OAZl), mRNA 


NM 002527 


Homo sapiens neurotrophin 3 (NTF3), mRNA 


NM 002295 


Homo sapiens laminin receptor 1 (67kD, ribosomal protein SA) (LAMRl), 
mRNA 


NM 002293 


Homo sapiens laminin, gamma 1 (formerly LAMB2) (LAMCl), mRNA 


NM 002292 


Homo sapiens laminin, beta 2 (laminin S) (LAMB2). mRNA 


NM 002290 


Homo sapiens laminin, alpha 4 (LAMA4), mRNA 


NM 006192 


Homo sapiens paired box gene 1 (PAXl), mRNA 


NM 019896 


Homo sapiens DNA polymerase epsilon pl2 subunit (PI 2), mRNA 


NM_000583 


Homo sapiens group-specific component (vitamin D binding protein) (GC), 

mRNA 


NM_0 19891 


Homo sapiens endoplasmic reticulum oxidoreductin 1-Lbeta (ER01-L(BETA)), 
mRNA 


NM_006705 


Homo sapiens growth arrest and DNA-damage-inducible, gamma (GADD45G), 
mRNA 


NM_001924 


Homo sapiens growth arrest and DNA-damage-inducible, alpha (GADD45 A), 
mRNA 


NM_0 19844 


Homo sapiens solute carrier family 21 (organic anion transporter), member 8 
(SLC21 A8), mRNA 


NM_0 19644 


Homo sapiens testis-specific ankyrin motif containing protein (LOC563 1 1), 
mRNA 


NM 019842 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 5 
(KCNQ5), mRNA 


NM 012281 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 
2 (KCND2), mRNA 


NM 019857 


Homo saniens CTP synthase n (CTPS2), mRNA 


NM_019839 


Homo sapiens seven transmembrane receptor BLTR2; leukotriene B4 receptor 
BLT2 (BLTR2), mRNA 


NM__005757 


Homo sapiens C3H-type zinc finger protein; similar to D. melanogaster 
muscleblind B protein (MBLL), mRNA 


NM_004299 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 7 
(ABCB7), nuclear gene encoding mitochondrial protein, niRNA 


I NM 004683 


Homo sapiens regucalcin (senescence marker protein-30) (RGN), mRNA 
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NM 019618 


Jtioino Sapiens iiiierieuiaii-i numuiug i v-"-*-' xaw.^-.*.. 


NM 018950 


Homo sapiens major histocompatibility complex, class I, F (HLA-F), mRNA 


NM 019610 


rlomo sapiens nypomencai proicm xjyjy yi^yjv^^yj'^yj f jt ixix^nj.^^ 


NM 000523 


Homo sapiens nomeo Dox uij ^^riu^vu i ^j, iiixsj>na _^ 


NM 019607 


Homo sapiens nypometicai proiein rjuj i i^o / ^x-i^j i i^u / nuxx^x^ 


NM_0 19604 


Ti^— ^ /->ir>oo T Ayinr^ -r^efripffkH T rfA\ a<;ROciated molecule fCRl AM^« 
jj^omo sapiens ciass-'i ivxxiv-^-rcstrictcu i ucix aoow/iat^u. iiiwi^vuiw y^-^x-^.j.^u.To.^, 

mKJNA — ^ 


NM 012328 


TTrx^-.-.j-. «n«%«A<Mc< -r*-»</»fMToer»iiiQr <='nHntViplial Hifferentiation &ene 1 ^MJDGIV mRNA 1 
jtiomo sapiens microvascular ciiuuLiiciiai uixj.^ifci/i.xucnj.\/ii gwi.Av» x ^^^^ . — ■ 


NM 013303 


TT««,y% r^<^t^-:A-no -fo+ol V»'irt-»r\tVi<ai-i/*5i1 «rntein rFTSTJ84971^ mRNA 1 

Homo sapiens leiai nypoincnwai yruicm vjj.o^o"t.7/ iaixxa^j-*. 1 


NM 013298 


Homo sapiens hypothetical protein (HSU79252), mRNA 1 


NM 013386 


TT ^ i***-*-^.*!-****;*^^! «»-/^fi»ir» /T^l^PT'-n^IRf^r^ni 7*^^ mRNA 1 

Homo sapiens nypouieiicai proxein \^ijr%jrzjpDo\jyj\ji^jji uu-vx^-rv j 


NM 013313 


Homo sapiens nypotneticai proiein v^/vruouoDz.^, irixvi><^ 1 


NM 019116 


Homo sapiens similar to UDiquitm omamg proicm {^KjDrrx), nuKi^r^ — 


NM_0 18961 


Homo sapiens ubiquitin associated and SH3 domain containing, A (UBASH3A), j 

mRNA 


NM 018968 


Homo sapiens syntrophin, gamma 2 (SNTG2), mRNA 


NM 018967 


Homo saoiens syntrophin, gamma 1 (SNTGl), mRNA 


1 NM ni SQfiQ 1 Homo saniens suoer conserved receptor expressed in brain 3 (SRtB3), mKNA 


NM_0 18964 


Homo sapiens solute carrier family 37 (glycerol-3-phosphate transporter), 
member 1 (SLC37A1), mRNA 


NM 018945 


Homo sapiens phosphodiesterase 7B (PDE7B), mRNA 1 


NM 019066 
NM 019060 


Homo sapiens MAGE-like 2 (MAGEL2), mRNA 


Homo sapiens NICE-1 protein (NICE-1), mRNA 1 


NM 019099 


Homo sapiens hypothetical protein (LOC5 5 924), mRNA 1 


NM 019003 


Homo sapiens spindlin-like (LOC54466), mRNA 


NM 018952 


Homo sapiens homeo box B6 (HOXB6), mRNA 


NM 018951 


Homo sapiens homeo box AlO (HOXAIO), mRNA 1 


NM 018942 


Homo sapiens homeo box (H6 family) 1 (HMXl), mRNA 


NM 019109 


Homo sapiens beta-1,4 mannosyltransferase (HMT-1), mRNA | 


NM 019052 


Homo sapiens HCR (a-helix coiled-coil rod homologue) (HCR), mRNA j 


NM 018985 


Homo sapiens hypothetical protein (HCGIV.9), mRNA 1 


NM 019096 


Homo sapiens GTP binding protein 2 (GTPBP2), mRNA 1 


NM 018949 


Homo sapiens G protein-coupled receptor 14 (GPR14), mRNA 1 


NM 019048 


Homo sapiens hypothetical protein (FLJ20752), mRNA 1 


NM 019086 


Homo sapiens hypothetical protein FLJ20674 (FU20674), mRNA 


NM 019040 


Homo sapiens hypothetical protein (FLJ20498), mRNA 1 


NM 018988 


1 Homo sapiens hypothetical protein (FLJ20330), mRNA 1 


NM 019005 


Homo sapiens hypothetical protein (FLJ20323), mRNA 


1 m/f 010027 1 Homo saoiens hvDothetical protein (FLJ20273), mRNA 


NM 019008 


Homo sapiens hypothetical protein (FLJ20232), mRNA 


NM 019000 


Homo sapiens hypothetical protein (FLJ20 152), mRNA 1 


NM 019087 


Homo sapiens hypothetical protein FLJ2005 1 (FLJ2005 1), mRNA 1 


NM 018996 


1 Homo sapiens hypothetical protein (FLJ20015), mRNA 


NM 019021 


Homo sapiens hypothetical protein (FLJ20010), mRNA 1 


NM 019018 


Homo sapiens hypothetical protein (FLJl 1 127), mRNA 


NM 019084 


1 Mnmo saniens hvoothetical nrotein FLJ10895 CFU10895), mRNA 1 


1 NM 019070 Homo sapiens hypothetical protem (PLJ10432), niRNA J 


1 MN/f moORS 1 Homo saniens hvDothetical OTOtein F23 149 1 (F23149_ 1). mRNA 1 


NM 019002 


Homo sapiens ETAA16 protein (ETAA16), mRNA 


NM 019114 


Homo sapiens EHM2 gene (EHM2), mRNA 


NM_0 18973 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 3 (DPM3), 
1 mRNA - J 
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NM 018959 I Homo sapiens PAZ associated protein 1 (DAZAPl)^ mRNA 



NM 019098 I Homo sapiens cyclic nucleotide gated channel beta 3 (CNGB3), mKNA 



NM 018958 



NM 000379 



Homo sapiens chromosome 15 open reading frame 2 (C150RF2), mRNA 
Homo sapiens xanthene dehydrogenase (XDH), mRNA 



NM 000552 Homo sapiens von Willebrand factor (VWF), mRNA 



NM_000362 Homo sapiens tissue inhibitor of metalloproteinase 3 (Sorsby fundus dystrophy, 

pseudoinflammatory) (TIMP3), mRNA 



MM 003255 



NM 003001 



MM 003000 



Homo sapiens succinate dehydrogenase coniplex, subunit C, integral membrane 

protein, ISkD (SDHC). nuclear gene encoding mitochondrial protein. mRNA 

Homo sapiens succinate dehydrogenase complex, subunit B, iron sulfur C^) 
(SDHB), nuclear gene encoding mitochondrial protein, mRNA 



MM 006745 | Homo sapiens stCTol-C4-methyl oxidase-like (SC4MOL), mRMA 



MM 006860 



Homo sapiens putative GTP-binding protein similar to RAY/RABIC (RAYL), 
mRNA 



MM 000531 



Homo sapiens ornithine carbamoyltransferase (OTC), nuclear gene encoding 
mitochondrial protein, mRNA 



MM 000607 



MM_002538 I Homo sapiens occludin (OCLN), mRMA 



NM 002301 



MM 017448 



NM 000892 



MM 002193 



MM 002191 



Homo sapiens lactate dehydrogenase C (LDHC), transcript var iant 1, mRNA 
Homo sapiens lactate dehydrogenase C qPHC). transcript var iant 2. mRNA 
Homo sapiens kallikrein B, plasma (Fletcher factor) 1 (KLKBl), mRNA 
Homo sapiens inhibin, beta B (activin AB beta polypeptide) dKETOB), mRNA 
Homo sapiens inhibin, alpha (INHA), mRNA 



MM 002015 I Homo sapiens forkhe ad box Ol A (rhabdomyosarcoma) (FOXOl A), mRNA 



NM 004473 Homo sapiens forkhead box El (thyroid transcription factor 2) (FOXEl), mRNA 



NM_^000804 Homo sapiens folate receptor 3 (gamma) (FOLR3), mRNA 
NM 000803 I Homo sapiens folate receptor 2 (fetal) (FQLR2), mRNA 



NM 004742 



NM 004925 



Homo sapiens BAH -associated protein 1 (BAIAPl), mRNA 
Homo sapiens aquaporin 3 (AQP3), mRNA 



NM_007182 Homo sapiens Ras association (RalGDS/AF-6) domain family 1 (RASSFl), 

mRNA 



NM 018941 



Homo sapiens ceroid-lipofuscinosis, neuronal 8 (epilepsy, progressive with 
mental retardation) (CLN8), mRNA 



NM_016936 Homo sapiens ubinuclein 1 (UBNl), mRNA 



NmIq 12406 Homo sapiens PR domain containing 4 (PRDM4), mRNA 
NmIo 18728 I Homo sapiens myosin 5C (MY05C), mRNA 



MM 017540 



Homo sapiens hypothetical protein DKFZp586H0623 (DKFZp586H0623), 
mRNA . 



NM 018651 Homo 



]SIM _017503 I Homo sapiens surfeit 2 (SURF2), mRNA 



NmI018419 Homo sapiens SRY (sex determining region Y)-box 18 (SOX18). mRNA 
NM O 18427 I H'-'""^ cgnieng PNA nnlvmerase I transcription f actor RRN3 (RRM3), 



NM 018545 



NM 018525 



NmIo 1 8520 Homo sapiens hypothetical protein PR02268 (PR02268). mRNA 



NMIo18605 Homo sapiens hypothetical protein PR01777 (PR01777), mRMA 



NM 018573 



NM 018572 



Homo sapiens hypothetical protein PRO 1068 (PRO 1068), mRMA 
Homo sapiens hypothetical protein PRO 1051 (PRO 1051). mRNA 



NM .0 1 85 69 I Homo sapiens hypothetical protein PRO097 1 (PRO097 1 ). mRNA 
NM 01 8592 Homo sapiens hypothetical protein PRO0800 (PROOSOO)rmRNA 



MM 018563 1 Homo sapiens hypothetical protein PRO0758 (PRO0758). mRNA 
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NM 018699 1 


Homo sapiens PR domain contaming 5 (PKDM5), mKNA 


NM_0 17534 


Homo sapiens myosin, heavy polypeptide 2, skeletal muscle, adult (MY wz;, 
mRNA 


NM_0 18461 


Homo sapiens uncharactenzed hematopoietic stem/progenitor cells protem 
MDS026 (MDS026), mRNA 


NM. 018559 


Homo sapiens lipopolysacchande speciiic response- / protein nusjNA 


NM 018694 


Homo sapiens HSVI Dinamg protem (I^uuddv i J;, niKJN/v 


NM 018663 


Homo sapiens 22kDa peroxisomal membrane protein-like (LOC55895), mRNA 


NM_0 18640 


Homo sapiens neuronal specific transcription lactor L>A1 1 ^j^ui^ddoodj, niKJNA 


NM 018639 


Homo sapiens CS box-containing WD protem (LUCd5554), mKiNA 


NM 018449 


Homo sapiens AD-012 protem (LOC55833), mRNA 


NM_018658 


Homo sapiens potassium mwardly-rectifymg channel, subiamily J, memoer lo 
{KCNJ16), mRNA 


NM 018671 


Homo sapiens hypothetical protem (IRO039700), mKJN A 


NM 018439 


Homo sapiens hypothetical protein IMPACT (IMP AC 1 ), mKNA 


NM_017521 


Homo sapiens FEV protein (HSRNAFEV), mRNA 


NM 017526 


Homo sapiens leptin receptor gene-related protem (HbUBKOKr), mKJNA 


NM 017513 


Homo sapiens metaphase chromosome protem 1 tHbiVLOK-JUj, hikina 


NM 017532 


Homo sapiens p65 protein (HSAJ2425), mRNA 


NM 018682 


Homo sapiens hypothetical protein HDCMC04r (JtllJCJViuu4r), itlkp<j/v 


NM 018680 


Homo sapiens hypothetical protem HDCGC21P (HlJUOeziF), mKJNA 


NM 018428 


Homo sapiens hepatocellular carcmoma-associated antigen oo (Jtn^AOo}, mKJNA 


NM_0 17528 


Homo sapiens putative methyltransierase (HAbJ4442), mKJNA 


NM 017964 


Homo sapiens hypothetical protein FLJ20837 (rUzUlSi /), mKJNA 


NM 017952 


Homo sapiens hypothetical protem FLJ20756 (I^LJzU/doJ, mKJNA 


NM 017936 


— 1 A.1 ^ 1 T?T T1ATAT /TTT TOA'7m\ ♦v^'D'KTA 

Homo sapiens hypothetical protein FLJ20707 (rLJzU /U /), mKNA 


NM 017933 


v-r t a1 ^ 1 T7T T'^ATAI /TjT T0A'7A1'\ t-fc-iT^TvTA 

Homo sapiens hypothetical protein FU20701 (JhLJ2U/Ulj, mKJNA 


NM 017931 


Homo sapiens hypothetical protem FLJ20o9y (JbLJzUoyy), mKJNA 


NM 017911 


Homo sapiens hypothetical protem FLJ20635 (FLJ20635), mRNA 


NM 017898 


1 Homo sapiens hypothetical protein FLJzUoUd trLJZUoUDj, mKJN/\ 


NM 017888 


1 Homo sapiens nypotheticai protem FUzOdoI (rLJZUDoi;, mKJNA 


NM 017865 


1 Homo sapiens hypothetical protein FLJ20531 (Fi.J2U!)3 1), mKJNA 


NM 017855 
NM 017849 


TT -L j.'L, A.' "CT TO AC IT /TTT TOACI ty-iTJTvTA 

1 Homo sapiens hypothetical protein rLJ2UM3 (ri^JzUDu;, mKiNA 


1 Homo sapiens hypothetical protem FLJ20507 (JbLJZUDO /), mKNA 


NM 017845 


1 TT • t J.* 1 X ■ T?T y^ACAO /CT TOACAO\ w^'D'KTA 

Homo sapiens hypothetical protem FLJ20502 (FU203U2), mKNA 


NM 017842 


Homo sapiens hypothetical protein FLJ20489 (rl^J2046yj, mKNA 


NM 017820 


1 Homo sapiens hypothetical protein r JLJ2U4ii (rLJ/u^j^j, misJNA 


NM 017806 


I TT -L CT TOA/IA/C /CT TOA/lA/r^ mTJTsIA 

Homo sapiens hypothetical protem FU 20405 (i:*l^JzU4Uoj, mtUNA 


NM 017800 


1 Homo sapiens hypothetical protein FLJzOiyi {tLJZUiy^)^ mKJNA 


NM 017795 


1 TT -1 j.t_ 1 CT TO AO TO /CT TOAnC\ •rv^'D^TA 

1 Homo sapiens hypothetical protein FLJ203 /o (rJLJzU^ /oj, mKJNA 


NM 017794 


1 Homo sapiens hypothetical protein FLJ 20375 (ri^JzU3 /d), mKJNA 


NM 017768 


1 TT • i_ ^^i^^Ml^^X ^^^4.^Z^ CT T'^AIIl /CT TOA1'J1'\ tviT?XTA 

1 Homo sapiens hypothetical protem FLJ2U331 (rLJzU33 1 j, mKiNA 


NM 017757 


1 TV • < A"! J.* 1 T^T TOA'5A^ /CT TOATAT^ «-v*T5"NTA 

Homo sapiens hypothetical protem FLJ20307 (rLJ 20307), mKNA 


NM 017749 


1 TT 1 a1 J-' 1 _A - T7T TOAOA/I /CT TO AO A/I "\ *mT>'K'TA 

1 Homo sapiens hypothetical protein FLJ20294 (FLJ2UzV4), mKNA 


NM 017733 


1 TT t j-J 1 T7T TOAO^C /CT TOAO/CC\ ■i-*-i"DXTA 

1 Homo sapiens hypothetical protein FLJ20265 (ri^JzOzoS), mKNA 


NM 017732 


1 TT 1 1 A-^-— CT TOAO/:0 /CT TOAO/;0\ -rv^TJXTA 

1 Homo sapiens hypothetical protein FLJ20zo2 (rLJzuzo2), mKNA 


NM 017730 


TT • t At 1 CT TO AO C A /CT TOAOCn\ ♦-»-\T>XTA 

Homo sapiens hypothetical protem FLJ20z5y (r UzOz^y), mKNA 


INivl K) I / / 


Homo «;anien«; hviiothetical nrotein FLJ20245 (FLJ20245), mRNA 


NM 017720 


Homo sapiens hypothetical protein FU20234 (FLJ20234), niRNA 


NM 017715 


Homo sapiens hypothetical protein FU20216 (FU20216). mRNA 


NM 017667 
NM 017652 


Homo sapiens hypothetical protein FU20097 (FLJ20097), mRNA 


1 Homo sapiens hypothetical protein FLJ20070 (FLJ20070), mRNA 
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MM 017 635 I Homo sapiens hypothetical protein FLJ20039 (FL J20039), mRNA 



NM 0 1 7632 I Homo sapiens hypothetical protein FU20Q36 (FLJ 20036). mRNA 



NM 017624 I Homo sapiens hypothetical protein FLJ20019 (FU200 19). mRNA 



NM^ 0 1 7623 I Homo sapiens hypothetical protein FLJ200 1 8 (FLJ200T8). mRNA 



NM 018390 I Homo sapiens h ypothetical protein FLJ11323 CFLJl 1323), mRNA 



NM 0 1 8382 1 Homo sapiens hypothetical protein FLJl 1292 (FLJl 1 292), mRNA 



NM 018337 I Ho mo sapiens hypothetical protein FLJl 1 137 (FUl 1 137), mRNA 



NM 0 1 8320 I Homo sapiens hypothetical protein FUl 1099.fFUl 1099). mRNA 



NM 0183 17 I Homo sapiens hypothetical protein FLJl 1082 (FLJ11082). mRNA 



NM 018301 I Homo sa piens hypothetical protein FLJl 1016 (F LJl 1016), mRNA 



NM 0182 95 1 Homo sapiens hypothetical protein FLJl 1000 (F LJl 1000). mRNA 



NM 01 8291 I Homo sapiens hypothetical protein FU10986 (FLJ10986). mRNA 



NM 018290 I Homo sapiens hypothetical protein FLJ10983 (FU10983). mRNA 



NM 01 8280 Homo sapiens hypothetical protein FLJ10945 (FLJ10945). mRNA 



NM 018266 I Homo sapiens hypothetical protein FLJ10902 (FLJ10902). mRNA 



NM 01 8 263 I Homo sapiens hypothetical protein FU10898 (FLJ10898). mRNA 



NM 018249 Homo sapiens hypothetical protein FLJ10867 (FLJ10867), mRNA 



NM 018233 I Homo sapiens h ypothetical protein FLJl 0826 (FLJl 082 6), mRNA 



NM 0 1 8202 I H omo sapiens hypothetical protein FL J 1 0747 (FL J 1 0747 )7 mRNA 



NM 018191 



NM 018131 1 Homo sapiens hyp othetical protein FLJ10540 (FLJ10540)rniRNA 



NM 018124 I Homo sapiens hypothetical protein FLJ10520 (FLJl 0520), mRNA 



NM 0181 14 Homo sapiens hypothetical protein FLJ10496 (FL J10496), mRNA 
N M 018107 I Homo sapiens hyjpothetical protein FLJ10482 (FLJ10482). mRNA 



N M 01 8098 I Homo sapiens hypothetical protein FLJ10461 (FLJ10461), mRNA 



NM 018085 Homo sapiens hypothetical protein FU10402 (FLJ10402), mRNA 
NM 0 1 8079 Homo sapiens hypothetical protein FLJ10379 (FLJl 0379), mRNA 



NM 018063 Homo sapiens hypothetical protein FLJl 03 3 9 (FLJl 0339), mRNA 



NM 018062 I Homo sapiens h ypothetical protein FLJ10335 (FLJ10335)7mRNA 

« — — r: — ; T": t-.t Tnno/^.i /-t^t Tir\'50/i\ •*,t>xta 



Wm Rn«i9 I Homo sapien s hypothetical protein FU10324 (FLJ10324). mRNA 

■-■ . : : : --.^ n.^ rr-yx Tirkom\ ^"DXT A 



NM 018053 Homo sapiens hypothetical protein FLJ10307 (FLJ1030 7), mRNA 



NM 018046 I Homo sapiens hy pothetical protein FLJ10283 (FLJ10283), mRNA 

^ 1 : '. -r^T /^-i At\ /t-t ti /\-| Af\\ T>XT A 



NM 01 8QQ6 I Homo sapi ens hypothetical protein FLJ10140 (FLJ10140 ), mRNA 
— — "-I — — r — ti/m'^>i ^t-t ti/m-^/ix xt a 



NM 018004 1 Homo sa piens hypothetical protein FLJ10134 (FLJl 01 34), mRNA 

— 1 : 1 ~1 ~. : : vt 1 1 1 /tt't t 1 /M 1 1 \ n»^T>XT A 



NmI017999 Homo sapiens hypothetical protein FLJIOI 1 1 (FLJIO 1 1 1), mRNA 



NM 017992 I Homo sapiens hypo thetical protein FLJl 0083 (FLJl 0083), mRNA 

= *— : :: ~ — : \ : -r^rv/xr^-i >^t T-irvrvoi\ t>tvT a 



NM 017991 1 Homo sapiens hypothetical protein FU10081 rFLJlOOSl), mRNA 



NM 01 7979 I Homo sapiens hypot hetical protein FLJ10043 (FLJ10043). mRNA 

=" : : \ : -r- ^r^^ ^ r^-r Tir\m/r\ ZI^xt a 



NM 017975 I Hnmn saniens hypothetic al protein FLJ10036 (FLJ10036). mRNA 
= — ■ : — — ; : : -.^t -.-.i^^'^a rrrr f\c\i\iA\ ~.t>tvt a 



NM 017973 Homo sapiens hypothetical protein FLJ10034 (F LJ10034). mRNA 



NM 017610 I Homo sapie ns hypothetical protein DKFZp761D081 (DKFZp761D081);inRNA 

=- 1-— — - ^ ^„ : /-r^T.-T-r^TirzrylTI CTN w»r>XT A 



N M 018457 I Homo sapiens DKFZp564J157 protein (DKFZP564J157), mRNA 

NM_0 17590 Homo sapiens hypothetical protein DKFZp434K0920 (PKFZp434K0920), 

mRNA 



NM_017566 I Homo sapiens hypothetical protein DKFZp434G0522 (DKFZp434G0522), 

mRNA 



NM_0 17612 I Homo sapiens hypothetical protein DKFZp434E2220 (DKFZp434E2220), 

mRNA 



NM 018641 Homo sapiens chondroitin 4-O-sulfotransferase 2 (C4S-2), mRNA 



NM 018659 I Homo sapiens cytokine-like protein C17 (C17), mRNA 
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NM 018656 



NM 018702 



NM 014160 



NM 004288 



NM 004060 



NM 006521 



NM 007035 



NM 000546 



Homo sapiens bladder cancer overexpressed protein (BLOVl), mRNA 

Homo sapiens double-stranded RNA specific adenosine deaminase (ADAR3), 
mRNA 



Homo sapiens HSPC070 protein OHSPC070). mRNA 



Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains, binding 
protein (PSCDBP), mRNA 



Homo sapiens cyclin Gl (CCNGl), niRNA 



Homo sapiens transcription factor binding to IGHM enhancer 3 (TFE3), mRNA 



NM 003015 



NM 003012 



NM 017414 



NM 016525 



NM 017442 



NM 016937 



NM 016931 



NM 017433 



NM 016946 



NM 005536 



NM 017410 



NM 017409 



NM 015922 



Homo sapiens keratocan (K£RA), mRNA 

Homo sapiens tumor protein p53 (Li-Fraumeni syndrome) (T P53)> mRNA 



Homo sapiens secreted frizzled-related protein 5 (SFRP5)> mRNA 



Homo sapiens secreted frizzled-related protein 1 (SFRPl), mRNA 



Homo sapiens ubiquitin specific protease 18 (USP18), mRNA 



Homo sapiens ubiquitin associated protein (UB AP), mRNA 



Homo sapiens toll-like receptor 9 (TLR9)> mRNA 



Homo sapiens polymerase (DNA directed), alpha (POLA), mRNA 
Homo sapiens NADPH oxidase 4 (NOX4), mRNA 



Homo sapiens myosin KLA (MY03A), mRNA 



Homo sapiens jimctional adhesion molecule (JAM), niRNA 



Homo sapiens inositol(myo)-l(or 4)-monophosphatase 1 (IMPAl), mRNA 



Homo sapiens homeo box C13 (HOXC13), mRNA 
Homo sapiens homeo box CIO (HOXCIO), mRNA 



Homo sapiens NAD(P) dependent steroid dehydrogenase-like; H105e3 
(H10SE3),mRNA 



NM_004129 1 Homo sapiens guanylate cyclase 1, soluble, beta 2 (GUCY1B2), mRNA 



NM 017423 



Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 7 (GalNAc-T7) (GALNT7), mRNA 



NM 016947 I Homo sapiens G8 protein (G8), mRNA 



NM 


012143 


Homo sapiens tuftelin-interacting protein (TIP39), mRNA 


NM 


017418 


Homo sapiens deleted in esophageal cancer 1 (DECl), mRNA 


NM 


016929 


Homo sapiens chloride intracellular channel 5 (CLIC5), mRNA 


NM 


017413 


Hnmn sapiens apelin; peptide heand for APJ receptor (APELIN), mRNA 


NM 


000477 


Homo sapiens albumin (ALB), mRNA 


NM_ 


007235 


Homo sapiens exportin, tRNA (nuclear export receptor for tRNAs) (XPOT), 
mRNA . - 


NM_ 


_0045S5 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 3 
(RARRES3), mRNA 


NM 


002134 


Homo sapiens heme oxygenase (decy cling) 2 (HMOX2), mRNA 


NM 


002100 


Homo sapiens glycophorin B (includes Ss blood group) (GYPB), mRNA 


NM 


002099 


Homo sapiens glycophorin A (includes MN blood group) (GYP A), mRNA 


NM 


005708 


Homo sapiens glypican 6 (GPC6), mRNA 


NM. 


013280 


Homo sapiens fibronectin leucine rich transmembrane protein 1 (FLKTi), 
mRNA 


NM 001304 


Homo sapiens carboxypeptidase D (CPD), mRNA ._ 1 


NM. 


_013410 


Homo sapiens adenylate kinase 3 (AK3), nuclear gene encoding mitochondrial 
protein, mRNA . 


NM. 


_002161 


Homo sapiens isoleucine-tRNA synthetase (lARS), transcript variant short, 
1 mRNA 



NM 013417 



mRNA 



"NM 015836 1 Homo sapiens tryptophanyl tRNA synthetase 2 (mitochondrial) (WARS2). 
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nuclear gene encoding mitochondrial protein, mRNA 



NM 004992 Homo sapiens methyl CpG binding protein 2 (Rett syndrome) (MECP2), mRNA 

NM 003926 Homo sapiens methyl-CpG binding domain protein 3 (MBD3), mRNA 

NM 006150 Homo sapiens LIM domain only 6 (LM06)> mRNA 

NM_0 13431 I Homo sapiens killer cell lectin-like receptor subfamily C, member 4 (KLRC4), 

mRNA 



NM 001427 1 Homo sapiens engrailed homolog 2 (EN2), mRNA 



NM 001426 Homo sapiens engrailed homolog 1 (EN1)> mRNA 

NM 003445 Homo sapiens zinc finger protein 155 (pHZ-96) (a ^F155), mRNA 

NM 016220 1 Homo sapiens zinc finger protein (ZFD25) (ZFD25), mRNA 

' ~ (WIT-l),mRNA 



NM 01587 3 I Homo sapiens villin-like (VILL), mRNA 

— — — I I . « « « _ A _ • ._ 



NM 016379 I Homo sapiens variable charge protein on X with eight repe ats (VCX-8r), mRNA 



NM 016378 Homo sapiens variable charge protein on X with two repeats (VCX-2r), mRNA 



NM 01 6437 1 Homo sapiens tubulin, gamma 2 (TUBG2), mRNA 



NM 016575 Homo sapiens TU12B1-TY protein (TU12B1-TY), mRNA 
NM 0 1 6089 Homo sapiens KRAB-zinc finger protein SZF 1 - 1 (SZF l), mRNA 



NM_0 13272 Homo sapiens solute carrier family 21 (organic anion transporter), member 1 1 

(SLC21A11), mRNA 



NM 015926 I Homo sapien s putative secreted protein (SIGl 1), mRNA 

= 1— . . ^ . 1 • " ^.^Z^ Ol 



NM_0 16224 Homo sapiens SH3 and PX domain-containing protein SH3PX1 (SH3PX1), 

mRNA 



NM 016276 1 Homo sapiens serum/glucocorticoid regulated kinase 2 (SGK2), mRNA 



NM 015884 Homo sapiens S2P protein (S2P), mRNA 



NM 016356 Homo sapiens RU2S (RU2), mRNA 



NM 016321 Homo sapiens Rh type C glycoprotein (RHCG), mRNA 

NM_0 15900 Homo sapiens phosphatidylserine-specific phospholipase Al alpha (PS-PLAl), 

mRNA 



NM .016533 Homo sapiens ninjurin 2 (NINJ2), mRNA 



NM 0 1 664 1 I Homo sapiens membrane interacting protein of RGS 1 6 (MIRl 6), mRNA 



NM 0143 19 I Homo sapiens integral inner nuclear membrane protein (M ANIX mRNA 
NM_0 16249 Homo sapiens melanoma antigen, family E, 1, cancer/testis specific (MAGEEl), 

mRNA _^ 



NM 016153 I Homo sapiens LW-1 (LW-1), mRNA 



NM 016551 I Homo sapiens seve n transmembrane protein TM7SF 3 (TM7SF3), mRNA 



NmTo 16529 Homo sapiens ATPase, aminophospholipid transporter-like, Class I, type 8A, 

member 2 (ATP8A2), mRNA 



NM_016432 Homo sapiens synoretin (LOC51749)> mRNA 



NM 016362 I Homo sapiens ghrelin precursor (LOC51738), mRNA 



NM_016270 Homo sapiens Kruppel-like factor (LOC5 1713)> mRNA 



NM 016243 Homo sapiens cytochrome b5 reductase 1 (B5R.1) (LOC51706), mRNA 



NM 0 1 623 1 I Homo sapiens nemo-like kinase (LOC5 1 70 1), mRNA 



NM 0 1 6225 Homo sapiens RhD type ma protein (LOC5 1 69 8) , mRNA 



NM_01 62 1 9 Homo sapiens alpha 1 ,2>mannosidase (LOC5 1 697), mRNA 



NM 016217 I H omo sapiens hHDC for homolog of Drosophila headcase (LO C51696), mRNA 



NM_016199 Homo sapiens U6 snRNA-associated Sm-like protein LSm7 (LOC5 1 690), 

mRNA 



NM 016171 Homo sapiens prothymosin al4 (LOC5 1685). mRNA 



NM_0 16447 Homo sapiens ISdAGUK protein p55T; Protein Associated with Lins 2 

(LOC51678), mRNA 



N M 016126 Homo sapiens HSPC034 protein fLOC5 1 668), mRNA 



NM 016118 I Homo sapiens NY-REN- 1 8 antigen (LOC5 1 667), mRNA 
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NM 016079 1 


Homo sapiens CGI- 149 protein (LOC51652), mRNA 


mA 016062 1 


Homo sapiens CGI- 128 protem (LOC51647), mRNA 


NM 016057 


Homo sapiens CGI- 120 protem (LOC51644), mRNA 


NM 016056 


Homo sapiens CGI-1 19 protem (LOC51643), mRNA 


j NM 016047 


Homo sapiens CGI-1 10 protem (LOC51639), mRNA 


NM 016016 


Homo sapiens CGI-69 protein (LOC51629), mRNA 


NM 016008 


Homo sapiens CGI-60 protem (LOC5 1 626), mRNA 


NM 015995 


Homo sapiens Kruppel-like factor 13 (KLF13), mRNA 


NM 015980 


Homo sapiens HMP19 protem (LOC51617), mRNA 


NM 015958 


Homo sapiens CGI-30 protein (LOC5 161 1), mRNA 


NM 015941 


Homo sapiens CGI-1 1 protem (LOC5 1606), mRNA 


NM 015937 


Homo sapiens CGI-06 protein G^OC51604), mRNA 


NM 015929 


Homo sapiens lipoyltransferase (LOC51601), mRNA 


NM 015921 


Homo sapiens divalent cation tolerant protein CUT A (LOC51596), mRNA 


NM 015908 


Homo sapiens arsenate resistance protein ARS2 (ARS2), mRJM A 


NM 015875 


Homo sapiens unnamed HERV-H protein (LOC51581), mRNA 


NM 015874 


Homo sapiens H-2K bmdmg factor-2 (LOC51580), mRNA 


NM 016283 


Homo sapiens adrenal gland protein AD-004 (LOC51578), mRNA 


NM 016644 


Homo sapiens mesenchymal stem cell protem DSC54 (LOC5 1334), mRNA 


NM 016643 


Homo sapiens mesenchymal stem cell protem DSC43 (LOC51333), mKNA 


NM 016642 


Homo sapiens beta V spectnn (BSPECV), mRNA 


NM 016638 


Homo sapiens SRp25 nuclear protein (LOC51329), mRNA 


NM 016637 


Homo sapiens ncaml (LOC51328), mRNA 


NM_0 16633 ' 


Homo sapiens EDRF protein (LOC51327), mRNA 


NM 016625 


Homo sapiens hypothetical protein (LOC51319), mRNA 


NM 016622 


Homo sapiens hypothetical protein (LOC51318), mRNA 


NM 016621 


Homo sapiens hypothetical protein (LOC51317), mRNA 


NM_0 16609 


Homo sapiens hBOIT for potent brain type organic ion transporter (LOC51310), 
mRNA 


NM 016606 


Homo sapiens SGC32445 protein (LOC51308), mRNA 


NM_0 16591 


Homo sapiens core 2 beta-l,6-N-acetylglucosaminyltransferase 3 (LOC51301), 
1 mRNA 


1 NM 016585 


1 Homo sapiens testicular haploid expressed gene (THbCj), mRiN A 


1 NM 016573 


1 Homo sapiens Gem-mteractmg protem (LOC51291), mRNA 


NM_0 16568 


Homo sapiens G-protein coupled receptor S ALPR; somatostatin and angiotensin- 

like peptide receptor (LOC5 1289), mRNA 


NM 016566 


Homo sapiens pparl (LOC51288), mRNA 


NM 016563 


Homo sapiens Ris (LOC5 1285), mRNA 


NM 016548 


Homo sapiens golgi membrane protein GP73 (LOC5 1280), mRNA 


NM 016499 


Homo sapiens hypothetical protein (LOC5 1259), mRNA 


NM 016490 


Homo sapiens hypothetical protem (LOC51252), mRNA 


NM 016466 


Homo sapiens hypothetical protein (LOC51239), mRNA 


NM 016459 


Homo sapiens hypothetical protein (LOC5 1237), mRNA 


NM 016449 


Homo sapiens hypothetical protem (LOC51233), mKJNA 


NM 016440 


i Homo sapiens VRK3 for vaccinia related kinase 3 CLOC5 123 1), mRNA 


NM_0 16427 


Homo sapiens transcription elongation factor (SIU) elongin A2 (.H-iiJBiL.;, 
mKNA 


NM 016423 


1 Homo sapiens zmc finger protem 219 (ZlNrZiy), mKJNA 


NM_0 16361 


Homo sapiens LPAP for lysophosphatidic acid phosphatase (LOC51205), 
mRNA 


NM 016353 


Homo sapiens rec (LOC51201), mRNA 


1 NM 016349 


1 Homo sapiens susceptibility protein NSG-x (LOC51 198), mRNA 
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NM 016341 I Homo sapiens pancreas-enriched phospholipase C (LQCSl 196), mRNA 
NM 016323 Homo sapiens cyclin-E binding protein 1 (LOC51 191), mRNA 



NM 0 1 63 1 7 I Homo sapiens neutral sphingomyelinase (LOC5 1 1 90), mRNA 
NM 0 16286 I Homo sapiens carbonyl reductase (LOC5 1 181), mRNA 



NM. 016269 I Homo sapiens lymphoid enhancer binding factor>l (LOC51176), mRNA 
NM_0 16245 Homo sapiens retinal short-chain dehydrogenase/reductase retSDR2 

(LOC5117Q),mRNA 



NM 016241 Homo sapiens endomucin-1 (LQC51169), mRNA 



NM_016230 Homo sapiens flavohemoprotein bS+bSR (LOGS 1 167), mRNA 
NM 016221 I Homo sapiens dynactin p62 subunit (LOC51 164), mRNA 



NM 016215 Homo sapiens NEUl protein (LOC5 1 162), mRNA 



NM 0162 10 I Homo sapiens g2Q protein (LOC51 161), mRNA 



NM 016161 



Homo sapiens alpha- 1,4-N-acetylglucosaminyltransferase (LOC51 1 46), mRNA 
Homo sapiens putative protein kinase NY-REN-64 antigen (LOC51 135), mRNA 



NM 016123 ■ . 

NM_016120 Homo sapiens putative ring zinc finger protein NY-REN-43 antigen 

(LOGS 11 32), mRNA 



NM 0 1 603 3 Homo sapiens CGI-90 protein (LOC5 1115), mRNA 
NM 0 1 6032 I Homo sapiens GGI-89 protein (LOGS 1114), mRNA 



NM_0 1 6030 Homo sapiens CGI-87 protein (LOC5 1112), mRNA 



NM 01 6028 I Homo sapiens CGI-85 protein (LOC5 1111), mRNA 



NM 016027 Homo sapiens GGI-83 protein (LOC51 110), mRNA 
NM 016022 Homo sapiens GGI-78 protein (LOGS 1 107), mRNA 
NM 016018 I Homo sapiens GGI-72 protein (LOGS 1 105), mRNA 



NM 016013 Homo sapiens GGI-65 protein (LOGS 1 103), mRNA 
NM 016011 I Homo sapiens GGI-63 protein (LOGS 11 02), mRNA 



NM 0 1 6006 Homo sapiens GGI-S 8 protein (LOGS 1099), mRNA 
NM 015999 I Homo sapiens GGI-45 protein (LOGS 1094), mRNA 



NM 015982 



NM 015963 



NM 015959 



NM 015950 



NM 015938 



NM 015916 



NM 015914 



NM 015910 



NM 015901 



NM 015893 



NM 015887 



NM 015880 



NM 015877 



NM 015863 



NM 015854 



NM 015849 



NM 016075 



NM 016074 



NM 016063 



NM 016048 



NM 016044 



NM 015947 



Homo sapiens germ cell specific Y-box binding protein (LOGS 1087), mRNA 

Homo sapiens GGI-36 protein (LOGS 1078), mRNA 

Homo sapiens GGI-31 protein (LOGS 1075), mRNA 



Homo sapiens GGI-22 protein (LOGS 1069), mRNA 



Homo sapiens CGI-07 protein (LOGS 1068), mRNA 



Homo sapiens hypothetical protein (LOGS 1063), mRNA 



Homo sapiens hypothetical protein (LOG51061), mRNA 



Homo sapiens hypothetical protein (LOGS 1057), mRNA 



Homo sapiens unknown (LOGS 1055), mRNA 



Homo sapiens preproprolactin-releasing peptide (LOGS 1052), mRNA 
Homo sapiens putative peroxisome microbody protein 175.1 (LOCSIOSI), 
mRNA 



Homo sapiens RIG-like 14-1 aOG51047), mRNA 

Homo sapiens Kruppel-associated box protein (LOGS 1045), mRNA 



nomo sapiens isjuppei-asbuuiaicu uua fjiut^m y-i^v^v-^^ ± 

Homo sapiens surfactant protein B (LOGS 1041), mRNA 

Homo sapiens retinoic acid receptor-beta associated open reading frame 
(LOGS 1036), mRNA 



V-*-^^^-* 1. v-^v/, 1^ *■ , 

Homo sapiens pancreatic elastase IIB (LOC51032), mRNA 



Homo sapiens CGM45 protein (LOC51028). mRNA 



Homo sapiens CGI-143 protein (LOC51027), mRNA 



Homo sapiens CGI-130 protein (LOC51020), mRNA 



Homo sapiens CGI-1 11 protein (LOGS 1015), mRNA 



Homo sapiens CGI- 105 protein (LOC51011), mRNA 



Homo sapiens CGI-18 protein (LOC51008). mRNA 



NM 016058 



Homo sapiens CGI-121 protein aOC51002), mRNA 
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NM 015948 1 


Homo sapiens CGI- 1 9 protein (LOC5 1 000), mRNA 1 


NM 016040 1 


Homo sapiens CGI-100 protein (LOC50999), mRNA 1 


NM_0 16571 


Homo sapiens lengsin O^GS), mRNA 1 


NM 015868 


Homo sapiens NK-receptor (KIR-023GB), mRNA 1 


NM 016281 


Homo sapiens STE20-like kinase (JIK), mRNA 1 


NM 016358 


Homo sapiens iroquois homeobox protein 4 (IRX4), mRNA 1 


NM 016291 


Homo sapiens mammalian inositol hexakisphosphate kinase 2 (IP6K2), mRNA 


NM 015848 


Homo sapiens cytokeratin 2 (HUMCYT2A), mRNA 


NM 016506 


Homo sapiens hypothetical protein (HSPC252), mRNA 1 


NM 016498 


Homo sapiens hypothetical protein (HSPC242), mRNA 1 


NM 016460 


Homo sapiens hypothetical protein (HSPC192), mRNA 1 


NM 016390 


Homo sapiens hypothetical protein (HSPC 1 09), mRNA 1 


NM 016091 


Homo sapiens HSPC025 (HSPC025), mRNA 1 


NM 016522 


Homo sapiens neurotrimin (HNT), mRNA 


NM 016258 


Homo sapiens high-glucose-regulated protein 8 (HGRG8), mRNA 


NM 016173 


Homo sapiens HEMK homolog 7kb (HEMK), mRNA j 


NM 016516 


Homo sapiens tumor antigen SLP-8p (HCC8), mRNA 1 


NM 016540 


Homo sapiens G protein-coupled receptor 72 (GPR72), mRNA 1 


NM 012196 1 


Homo sapiens G antigen 8 (GAGE8), mRNA 1 


NM 015898 


Homo sapiens HIV-1 inducer of short transcripts binding protein (FBIl), mRNA 


NM_016357 


Homo sapiens epithelial protein lost in neoplasm beta (EPLDST), mRNA 


NM_016218 1 


Homo sapiens polymerase (DNA-directed) kappa (POLK), mRNA 1 


NM 016240 


Homo sapiens CSRl protein (CSRl), mRNA 1 


NM 016073 


Homo sapiens CGM42 (CGM42), mRNA 1 


NM 016315 


Homo sapiens CED-6 protein (CED-6), mRNA | 


NM 016620 


Homo sapiens hypothetical protein (BM-005), mRNA 


NM 015896 


Homo sapiens BLu protein (BLu), mRNA 1 


NM 016426 


Homo sapiens G-2 and S-phase expressed 1 (GTSEl), mRNA 1 


NM_015928 


Homo sapiens androgen-induced prostate proliferative shutoff associated protein 
1 (AS3), mRNA 


NM 016238 


Homo sapiens anaphase-promoting complex subunit 7 (APC7), mRNA 


NM 016376 


Homo sapiens ANKHZN protein (ANKHZN), mRNA 1 


NM 016282 


Homo sapiens adenylate kinase 3 alpha like (AKL3L), mRNA j 


NM 016453 


Homo sapiens SH3 protein (AF3P21), mRNA 1 


NM 016614 


Homo sapiens TRAF and TNF receptor-associated protein (AD022), mRNA 1 


NM_015365 


Homo sapiens Alport syndrome, mental retardation, midface h>q)oplasia and 
1 elliptocytosis chromosomal region, gene 1 (AMMECRl), mRNA 


NM 007126 


1 Homo sapiens valosin-containing protein (VCP), mRNA 


NM 001059 


1 Homo sapiens tachykinin receptor 3 (TACR3), mRNA I 


NM_005963 


Homo sapiens myosin, heavy polypeptide 1, skeletal muscle, adult (MYHl), 1 
mRNA 


NM 005561 


1 Homo sapiens lysosomal-associated membrane protein 1 (LAMPl), mRNA 1 


NM 006407 


Homo sapiens vitamin A responsive; cytoskeleton related (JWA), mRNA 1 


NM 000854 


1 Homo sapiens glutathione S-transferase theta 2 (GSTT2), mRNA 1 


NM 002046 


Homo sapiens glyceraldehyde-3 -phosphate dehydrogenase (GAPD), mRNA 


NM_001953 


Homo sapiens endothehal cell growth factor 1 (platelet-derived) (ECGFl), 
mRNA 


NM__000927 


Homo sapiens ATP-bmdmg cassette, sub-family B (MDR/TAP), member 1 
(ABCBl),mRNA 


NM 015686 


1 Homo sapiens TED protein (TED), mRNA 


NM 014070 


1 Homo sapiens STG protein (STG), mRNA 


NM 014069 


1 Homo sapiens SPRl protein (SPRl). mRNA 
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NM 014068 


Homo sapiens SEEKl protein (SEEKl), mRNA 


NM 014051 


Homo sapiens PTDOl 1 protein (PTDOl 1), mRNA 


NM 014109 


Homo sapiens PRO2000 protein (PRO2000), niRNA 


NM 014107 


Homo sapiens PRO 1992 protem (PRO 1992), mRNA 


NM 014095 


Homo sapiens PRO 1600 protein (PRO 1600), mRNA 


NM 014084 


Homo sapiens PRO0806 protein (PRO0806), mRNA 


NM 014130 


Homo sapiens PRO0483 protein (PRO0483), mRNA 


NM 014082 


Homo sapiens PRO0397 protein (PRO0397);.mRNA 


NM 014125 


Homo sapiens PRO0327 protein (PRO0327), mRNA 


NM 014081 


Homo sapiens PRO0297 protein (PRO0297), mRNA 


NM 014037 


Homo sapiens JN I'l :> protem (JN 1 1 mRNA 


NM_0 15367 


Homo sapiens MDLl protem (MILl), nuclear gene encodmg mitochondnal 
protem, mRNA 


NM 014060 


Homo sapiens MCT-1 protein (MCT-1), mRNA 


NM 014892 


Homo sapiens KIAAl 1 16 protem (KIAAl 116), mRNA 


NM 014968 


Homo sapiens KIAAl 104 protein (KIAAl 104), mRNA 


NM 014915 


Homo sapiens KIAAl 074 protem (KIAA1074), mRNA 


NM 014911 


Homo sapiens KIAAl 048 protem (KIAAl 048), mRNA 


NM 014965 


Homo sapiens KIAAl 042 protein (KIAAl 042), mRNA 


NM 014947 


Homo sapiens KIAAl 041 protein (KIAAl 041), mRNA 


NM 014923 


Homo sapiens KIAA0970 protein (KIAA0970), niRNA 


NM 015310 


Homo sapiens KIAA0942 protein (KIAA0942), mRNA 


NM 015057 


Homo sapiens KIAA0916 protein (KIAA0916), mRNA 


NM 014944 


Homo sapiens KIAA09 1 1 protem (KIAA091 1), mRNA 


NM 014961 


Homo sapiens KIAA0871 protein (KIAA0871), mRNA 


NM 014941 


Homo sapiens K1AA0852 protein (KIAA0S52), mRNA 


NM 015376 


Homo sapiens KIAA0846 protein (KIAA0846), mRNA 


NM 014715 


Homo sapiens KIAA0712 gene product (KIAA0712), mRNA 


NM 014871 


V • VI V ^P A A d 4 X^ 9 A A d V ^A T A 

Homo sapiens KIAA0710 gene product (KIAA0710), mRNA 


NM 014799 


Homo sapiens hephaestin (HEPH), mRNA 


NM 014678 


^ T • ▼'A A XN ^ X^ T fe A-W3^ TT A A ^ X TIL. T A 

Homo sapiens KIAA0685 gene product (KIAA0685), mRNA 


NM 014011 


Homo sapiens KIAA0671 gene product (KIAA0671), inRNA 


NM 014741 


Homo sapiens KIAA0652 gene product (KIAA0652), mRNA 


NM 014662 


Homo sapiens KIAA0645 gene product (KIAA0645), mRNA 


NM 014838 


Homo sapiens K1AA0637 gene product (KIAA0637), mRNA 


NM 014774 


Homo sapiens KIAA0494 gene product (KIAA0494), mRNA 


NM 014870 


^ * ^p^v A A A dM 4 X^:^^r A A A ^^te Y A 

Homo sapiens KIAA0478 gene product (KIAA0478), mRNA 


NM 014856 


Homo sapiens KIAA0476 gene product (KIAA0476), mRNA 


NM 014864 


* A A A ^ -4 XT P* T A A A ^ N T A 

Homo sapiens KIAA0475 gene product (KIAA0475), mRNA 


NM 014857 


Homo sapiens KIAA0471 gene product (KIAA0471), mRNA 


NM 014812 


Homo sapiens KIAA0470 gene product (KIAA0470), mRNA 


NM 014826 


Homo sapiens KIAA045 1 gene product (KIAA045 1), mRJSfA 


NM 014675 


▼ V • T^TAA XX A A ^ ^ J T A A A A T\ T A 

Homo sapiens KIAA0445 gene product (KIAA0445), mRNA 


NM 014751 


Homo sapiens KIAA0429 gene product (iaAA0429), niRlvIA 


NM 014724 


T T *W A A XN A i*^ ^ T A A XX A ^X ✓'"N TTX ^ Y A 

Homo sapiens KIAA0426 gene product (KIAA0426), mRNA 


NM 014684 


Homo sapiens KIAA0373 gene product (KIAA0373), mRNA 


jNJVi ui4ouy 


Homo sapiens K1AA03 19 gene product tJsJLAAU3 1 y), mKlNA 


NM 014727 


Homo sapiens KIAA0304 gene product (KIAA0304), mRNA 


NM 014807 


Homo sapiens KIAA0285 gene product (KIAA0285), mRNA 


NM 014767 


Homo sapiens KIAA0275 gene product (KIAA0275), mRNA 


NM 014785 


Homo sapiens KIAA0258 gene product (KIAA0258), mRNA 
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NM 015153 


Homo sapiens KIAA0244 protein (KIAA0244), mRNA 


NM 014747 


Homo sapiens KIAA0237 gene product (KIAAU237), mRNA 


NM 014873 


Homo sapiens KIAA0205 gene product (KIAA0205), mRNA 


NM 014846 


Homo sapiens KIAA0196 gene product (iaAA0196), mRNA 


NM 014738 


Homo sapiens KIAA0195 gene product (KIAA0195), mRNA 


NM 014640 


Homo sapiens KIAA0173 gene product (KIAA0173), mRNA 


NM_0 14666 


Homo sapiens KIAA0171 gene product (KIAA0171), mRNA 


NM_014641 


Homo sapiens KIAA0170 gene product (KIAA0170), mRNA 


NM_0 14737 


Homo sapiens Ras association (RalGDS/AF-6) domain family 2 (RASSF2), 
mRNA 


NM 014770 


Homo sapiens KIAA0167 gene product (KIAA0167), mRNA 


NM 014739 


Homo sapiens KIAA0164 gene product (KIAA0164), mRNA 


NM_014865 


Homo sapiens chromosome condensation-related SMC-associatea protem l 
(KIAAO 159), mRNA 


NM 014748 


Homo sapiens K1AA0064 gene product (KIAA0064), mRNA 


NM 014876 


Homo sapiens KIAA0063 gene product (KIAA0063), mRNA 


NM 014764 


Homo sapiens DAZ associated protein 2 (D AZAP2), mRNA 


NM 014875 


Homo sapiens KIAA0042 gene product (KIAA0042), mRNA 


NM 014642 


Homo sapiens KIAA0036 gene product (KIAA0036), mRNA 


NM 015340 


Homo sapiens leucyl-tRNA synthetase, mitochondrial (KIAA0028), mRNA 


NM 014634 


Homo sapiens KIAA0015 gene product (KIAA0015), niRNA 


NM 014783 


Homo sapiens KIAA0013 gene product (KIAA0013), mRNA 


NM 014008 


Homo sapiens JMl protein (JMl), mRNA 


NM_0 14066 


Homo sapiens HT002 protein; hypertension-related calcium-regulated gene 
(HT002), mRNA 


NM 014154 


Homo sapiens HSPC056 protein (HSPC056), mRNA 


NM 014153 


Homo sapiens HSPC055 protein (HSPC055), mRNA 


NM_014150 


Homo sapiens HSPC052 protein (HSPC052), mRNA 


NM 014149 


Homo sapiens HSPC049 protein (HSPC049), mRNA 


NM 014029 


Homo sapiens HSPC022 protem (HSPC022), mRNA 


NM 014027 


Homo sapiens HSPCOl 8 protein (HSPC018), mRNA 


NM 014019 


Homo sapiens HSPC009 protein (HSPC009), mRNA 


NM 015372 


Homo sapiens hypothetical protein (HSN44A4A), mRNA 


NM 015343 


Homo sapiens hypothetical protein (HSAOl 1916), mRNA 


NM_0 14063 


Homo sapiens src homology 3 domain-containing protem Jlir-5D ^Hiro:);, 
mRNA 


NM 014052 


Homo sapiens GW128 protein (GW128), mRNA 


NM 014888 


Homo sapiens predicted osteoblast protein (GS3786), mRNA 


NM 014030 


Homo sapiens G protein-coupled receptor kinase-interactor 1 (GITl), mRNA 


NM 014077 


Homo sapiens DKFZP5 8600120 protein (DKFZP5 8600120), mRNA 


NM 015425 


Homo sapiens DKFZP586M0122 protem (DKFZP586M0122), mRNA 


NM 015456 


Homo sapiens DKPZP586B0519 protem (DKFZP586B0519), mRNA 


1 NM 015393 


Homo sapiens DKFZP5 6400823 protein (DKFZP5 6400823), mRNA 


1 NM 015421 


Homo sapiens DKFZP564K2062 protem (DKFZP564K2062), mRNA 


NM 015415 


Homo sapiens DKFZP564B167 protein (DKFZP564B167), mRNA 


NM 015527 


Homo sapiens DKFZP434P1750 protem (DKFZP434P1750). mRNA 


NM 015458 


Homo sapiens DKFZP434K171 protein (DKFZP434K171), mRNA 


1 <v f-«i r r\ t c f f\.t\ 

NM 015599 


Homo sapiens N-acetylglucosamme-pnospnaie muiase ^/\vjivii;, mcsj.M/\. 


NM 015434 


Homo sapiens DKFZP434B168 protein (DKFZP434B168), mRNA 


NM 015699 


Homo sapiens hypothetical protein (DJ159A19.3), mRNA 


NM 015697 


Homo sapiens hvpotheticaljprotein (CL640), mRNA 


! NM 015702 


Homo sapiens hypothetical protein (CL25022), mRNA 
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NM_0 1 5703 I Homo sapiens CGI-96 protein (CGI-96), mRNA 

NM 0 15380 Homo sapiens CGI-S 1 protein (CGI-5 1), mRNA 

NM 014143 Homo sapiens B7-H1 protein (B7-H1), mRNA 

NM 0 14062 Homo sapiens ART-4 protein (ART-4), mRNA 

NM_014596 I Homo sapiens zinc ribbon domain containing, 1 (ZNRDl), mRNA 

NM~0145 19 Homo sapiens zinc finger protein 232 (ZNF232), mRNA 

NM 014437 Homo sapiens zinc/iron regulated transporter-like (ZIRTL), mRNA 

NmIo 15363 Homo sapiens zinc finger, imprinted 2 (ZIM2), mRNA 

NM~0 14232 Homo sapiens vesicle-associated membrane protein 2 (synaptobrevin 2) 

(VAMP2), mRNA ^ 

NM_0 14233 Homo sapiens upstream binding transcription factor, RNA polymerase I (UBTF), 

mRNA 

NM 014235 Homo sapiens ubiquitin-like 4 (UBL4), mRNA 

NM 014383 Homo sapiens testis zinc finger protein (TZFP), mRNA 

NM 014547 Homo sapiens tropomodulin 3 (ubiquitous) (TMOD3), mRNA 
NM_0 14548 Homo sapiens tropomodulin 2 (neuronal) (TMOD2), mRNA 

NM 014464 Homo sapiens tubulointerstitial nephritis antigen (TIN-AG)> mRNA 

NM 014258 Homo sapiens synaptonemal complex protein 2 (SYCP2), mRNA 

NM^014370 Homo sapiens serine/threonine kinase 23 (STK23), mRNA 

NmI014264 Homo sapiens serine/threonine kinase 18 (STK18), mRNA 

NmIo 14467 Homo sapiens sushi-repeat protein (SRPUL), mRNA 

NM O 14230 Homo sapiens signal recognition particle 68kD (SRP68), mRNA 

NM„0 14320 Homo sapiens putative heme-binding protein (SOUL), mRNA 

NM O 14426 Homo sapiens sorting nexin 5 (SNX5), mRNA 

NM 014311 Homo sapiens single-strand selective monofiinctional uracil DNA glycosylase 





(SMUGl), mRNA 


NM_014270 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 9 (SLC7A9), mRNA 


NM_014252 


Homo sapiens solute carrier family 25 (mitochondrial carrier; ornithine 
transporter) member 15 (SLC25A15), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 014251 


Homo sapiens solute carrier family 25, member 13 (citrin) (SLC25A13), mRNA 


NM 014442 


Homo sapiens sialic acid binding Ig-like lectin 8 (SIGLEC8), mRNA 


NM 014521 


Homo sapiens SH3-domain binding protein 4 (SH3BP4), mRNA 


NM 014554 


Homo sapiens sentrin/SUMO-specific protease (SENPl), niElNA 


NM 014563 


Homo sapiens spondyloepiphyseal dysplasia, late (SEDL), mRNA 


NM_014191 


Homo sapiens sodium channel, voltage gated, type VDI, alpha polypeptide 
(SCN8A), mRNA 


NM_014139 


Homo sapiens sodium channel, voltage-gated, type XII, alpha polypeptide 
i (SCN12A), mRNA 


NM 014363 


Homo sapiens spastic ataxia of Charlevoix-Saguenay (sacsin) (SACS), mRNA 


NM_014285 


Homo sapiens homolog of Yeast RRP4 (ribosomal RNA processing 4), 3*-5*- 
exoribonuclease (RRP4), mRNA 


NM_0 14496 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 6 (RPS6KA6), 
mRNA 


NM 014245 


Homo sapiens ring finger protein 7 (RNF7), mRNA 


NM 014372 


Homo sapiens ring finger protein 1 1 (RNFl 1)-, mRNA 


NM 014314 


Homo sapiens RNA helicase (RIG-I), mRNA 


NM 014470 


Homo sapiens GTP-binding protein (RH06), mRNA 


NM 014248 


Homo sapiens ring-box 1 (RBXl), mRNA 


NM 014226 


Homo sapiens renal tumor antigen (RAGE), mRNA 


NM 014488 


1 Homo sapiens RAB30, member RAS oncogene family (RAB30), mRNA 
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NM 014353 


Homo sapiens RAB26, member RAS oncogene family (RAB26), mRNA 


NM 014410 


Homo sapiens clusterin-like 1 (retinal) (CLULl), mRNA 


NM_0 15725 


Homo sapiens photoreceptor outer segment all-trans retinol dehydrogenase 

(PRRDH), mRNA 


NM_005973 


Homo sapiens papillary renal cell carcinoma (translocation-associated; (,FKCC;, 
mRNA 


NM 014337 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 2 (PPIL2J, mRNA 


NM_0 14348 


Homo sapiens similar to rat integral membrane glycoprotem FOM121 
(POM121Ll),mRNA 


NM 015720 


Homo sapiens endoglycan (PODLX2), mRNA 


NM 014386 


Homo sapiens polycystic kidney disease 2-like 2 (PKD2L2), mRNA 


NM 014390 


Homo sapiens EBNA-2 co-activator (lOOkD) (pi 00), mRNA 


NM_014321 


Homo sapiens origin recognition complex, subunit 6 (yeast homolog)-like 
(ORC6L), mRNA 


NM_0 14566 


Homo sapiens olfactory receptor, family 1, subfamily D, member 5 (OR1D5), 
mRNA 


NM_014565 


Homo sapiens olfactory receptor, family 1, subfamily A, member 1 (ORlAl), 
mRNA 


NM 014352 


Homo sapiens POU transcription factor (OCTl 1), mRNA 


NM 014581 


Homo sapiens odorant-binding protein 2B (OBP2B), nnRNA 


NM 014582 


Homo sapiens odorant-binding protein 2A (OBP2A), mRNA 


NM_014142 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 5 

(NUDT5), mRNA 


NM_014502 


Homo sapiens nuclear matrix protein NMP200 related to splicing factor PRP19 

(NMP200), mRNA 


NM 014328 


Homo sapiens nesca protein (NESCA), mRNA 


NM_0 14222 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8 
(19kD, PGIV) (NDUFA8), mRNA 


NM 015678 


Homo sapiens neurobeachin (NBEA), mRNA 


NM 014461 


Homo sapiens contactin 6 (CNTN6), mRNA 


NM 014520 


Homo sapiens MYB binding protein (P160) la (MYBBPIA), mRNA 


NM 014221 


Homo sapiens mature T-cell proliferation 1 (MTCPl), mRNA 


NM 005927 


Homo sapiens microfibrillar-associated protein 3 (MFAP3), mRNA 


NM 014623 


Homo sapiens male-enhanced antigen (MEA), mRNA 


NM 014462 


Homo sapiens Lsml protein (LSMl), mRNA 


NM_0 14622 


Homo sapiens loss of heterozygosity, 11, chromosomal region 2, gene A 
(LOHl 1CR2A), mRNA 


NM 014240 


Homo sapiens LIM domains containing 1 (LIMDl), mRNA 


NM 014564 


Homo sapiens LIM homeobox protein 3 (LHX3), mRNA 


NM 014553 


Homo sapiens LBP protein (LBP-9), mRNA 


NM 014387 


Homo sapiens linker for activation of T cells (LAT), mRNA 


NM 014379 


Homo sapiens neuronal potassium channel alpha subunit (KV8.1), mRNA 


NM_014514 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, short 
cytoplasmic tail, 1 (KIR3DS1), mRNA 


NM_014513 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 5 (KIR2DS5), mRNA 


NM_014512 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 1 (KIR2DS1), mRNA 


NM_014511 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cvtODlasmic tail, 3 (KIR2DL3). mRNA 


NM_014219 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 2 (KIR2DL2), mRNA 
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NM_014218 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 

r'\/tor»lacfYiir tail 1 n5rTP9"nT ^^ m"PNA 


NM_014765 


Homo sapiens translocase of outer mitochondrial membrane 20 (yeast) homolog 

/HK'TA AOOl 6"^ mPNA 




xiomo sapiens poiassium large conauciance caxcium-activateci cnannei, 


NM 014407 


jTLuiiiw odLpii^/xid puidodiuiii large ooiiuuciaiiL'C C/axcium~'acnvab6Cx cnannei, 
subfamily M beta member 3 (KCNMB3), mRNA 


NM 014216 


xxuiiiii dapiciia inuoii.ui i,j,H-*Lnpnospnaic j/o Kinase ^ixr^ivi nuviN/v 




IT/^mn caniAnQ 'ir^T/^t*oin ^TMA/^Q^ fvi^^TA 

xiomu bopicns inversm y o), mtviN/iL 


NM 014714 


xiuiiiu oapiciib inooiLoiv^inyo^-i ^or H-j-monopnospnaiase z ^nvjjr/vzjj mjviN/v 


NM 014971 


nomo bapicns imericuKm i recepior accessory proiem-iiKe i ^Ji^iivr^Jri^i 

mRNA 


NM 014339 


Homo sapiens interleukin 17 receptor (IL17R), mRNA 


NM 01444"^ 

1 .1 - — . 


jiomo Sapiens micneuKin i /d ^^1-L.i /Jj), mi\iN/v 




riomo sapiens immunogioouun superiamiiy, member 4 mjor*4j, mKJNA 


NM 01 4967 


xiomo sapiens nypomencai protein ±5 v.*i^^4/i7Zoj, niKJNA. 


NM 014494 


momo sapiens neai snocK z /ku proiem lamiiy, menioer / ^caroio vascular j 

rR5sPR7^ mPNA 


NM 014473 


AlvJlliv oapiClio puialiVC iXliliCUiyiaUCIlUoinc LranbxCrd.bw ^JIo/tlI? / O l )y l\lSSAri£\. 


NM 01S370 


xxuinij odpiciid nypuuiCLiuax pruicm \^£i.o /H i Ctd,i\)y mivLN^ 


NM 01S371 


rxUIxiO oapiCllo Iiypv/LIlcllV/ai prULCin ^X1.03ZZX3i/\.J, mLtvlNA 


NM 014345 


TTmno Qnnif^Tic f**nHr>r'T~ir»f* T<*fni1c»fr\f \i TT-I K W9/l'^^'\ t**»T?'MA 
XJ-UlliU dapiCXlo CIlUUL'iiilC ICgUlaLUr ^XXXXI rUTPZH-JO )y ITlJtviNjrV 


NM 0149^S 


xxomo sapiens transmemDrane proxein h- (^liviiiiviH-^, rniviNA 


NM 0149S7 


Xiomo sapiens \^iJ^\jzf aniigen-iiKe \ miviN/v. 


NM 014?T^ 


Wnmn csi-nii>nc lir*m#»n Kov TiO /T4"0'VT^Q^ ml? XT A 

xxuiiiLi odpiciia xiLiiiicu L/UA ijy )^ mxvxN/\ 


NM 014620 


TTr\TV»n C5iT^ip*nc V»r\Tv»^»r\ l^rw C^A. (\^C^'\r(~^A\ mT?TvTA 
xT.*Jill*J oapiCIlo XlUIilCO UUA v-/*t ^n.v.yj^v^*+j5 xniviN/Y 


NM 014212 


Homo sapiens homeo box CI 1 (HOXCl 1), mRNA 


NM 014260 

X^XVX vfX'T^VJV/ 


noxiiu oapiciia ruL^/Y ciabs 11 region eApresseu gene JSJCrZ ^xiJSJCrZ j, mi\JN/\. 


NM 014*^^6 


nomo ddpicns xivjv^o.z protein v.1nJv^o.z ), miviNA 


NM 0143S4 


Hnmrk Qar»if>nc VfC^C^fi 1 1 nrrkff>in (T^C^C^f\ 1 1^ mPXTA 
noiiiu odpiciib xx^JV_^D. i . 1 piOLCin ^^XxVJv^O. 1 . 1 ^5 inJ\J.N/\ 


NM 014S71 

X>1VA v/1*tJ / X 


xiuiiio bapicns naiiy/cnnancer-oi-spiii reiateci wiin xJtvt w moiii-iiKe ^ruc>xi^j, 
ml? MA 


NM 014606 


xxviixvi oapiClio XlCul UUIIlalll allU r<t j ^ yri r-^iyt . n IIIIVXN/Y 


NM 015726 

X^XVX \J L ^ f jU\J 


TTnmn QAm>nQ TT'^9/^ n4'^9^ -mPNA 
jnLv/iiiu oapiciib xj.oz\j \^xi.jzu^5 rnj\j.>j/\ 


NM 014619 


^^^-'liA^j oapicilo ^xULalilaLC xCL^cpLUl, lOnOuOpiO, Kallid.lw *+ \\J]SaJSJ^j^ IIlIvlN.r\ 


NM 014626 


xxuiiiu oapicns vj proi.cin'-coupiea recepior jo ivoo), iniviN/v 


NM 014627 


Homo sapiens G protein-coupled receptor 57 (GPR57), mRNA 


TvJM 01440R 

X^iVX X ' 1 T J7 O 


xxuiiiu ddpicnb lype 11 oolgi meniDranc proiein \\jrr ld\))^ vcusjlsj\ 


NM_014373 


Homo sapiens putative G protein-coupled receptor (GPCR150), mRNA 


NM 0149'^6 


nomo sapiens giyceronepnospnaie vj-acyitransierase (OJNx^ai rnKJNA 


NM 015710 


nomo sapiens glioma nimor suppressor canaiaate region gene z (^LjL 1 oi^Kz), 
mRNA 


NM 01 571 1 


nomo sapiens glioma mmor suppressor canaiaate region gene 1 ^UL»loi^Jvi^, 
mRNA 


NM Ol 571 5 


nomo sapiens group ui secreted pnospnolipase Az (vjiil-oJrLAzJ, mJK_N A 


NM 014901 


nomo sapiens giycme i^-acetyitranst erase ^z-ammo-i-Ketobutyrate coenzyme A 
ligase) (GCAT), mRNA 


NM_014364 


Homo sapiens glyceraldehyde-3-phosphate dehydrogenase, testis-specific 

(GAPDS), mRNA 


NM 015714 


Homo sapiens putative lymphocyte GO/Gl switch gene (G0S2), mRNA 


NM 014489 


Homo sapiens FGF receptor activating protein 1 (FRAGl), mRNA 
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NM 014585 



Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 3 (SLC11A3). mRNA 



NM 014503 I H omo sapiens down-regulated in metastasis (PRIM), mRNA 



NM 014549 Homo sapiens DKFZp434P21 1 protein (DKFZP434P211). mRNA 

NM 014388 Homo sapiens novel putative protein similar to YIL091C yeast hypothetical 84 

kP protein from SGA1-KTR7 (DJ434014.5). mRNA 

NM_014618 Homo sapiens deleted in bladder cancer chromosome region candidate 1 

L mRNA 



NmI0148S7 I Homo sapiens hypothetical protein from BCRA2 region (C G005). mRNA 
NM 014207 Homo sapiens CDS antigen (p56-62) (CDS). mRNA 



NM_01433S I Homo sapiens chromosome IS open reading frame 3 (C 1SORF3), mRNA 

NmI014206 I Homo sapiens chromosome 1 1 open reading frame 10 (CI lorflO). mRNA 

NM 014453 Homo sapiens putative breast adenocarcinoma marker (32kD) (BC-2), mRNA 
NM_014382 Homo sapiens ATPase, Ca++ transporting, type 2C, member 1 (ATP2C1), 

mRNA 



NM_014570 I Homo sapiens ADP-ribosylation factor GTPase activating protein 1 

(ARFGAPl). mRNA 



NM 014278 Homo sapiens heat shock protein (hspl 10 family) (AP G-1). mRNA 
NM 014495 I Homo sapiens angiopoietin-like 3 (ANGPTL3), mRNA 



NM~004037 1 Homo sapiens adenosine monophosphate deaminase 2 (isoform L) (AMPD2), 

mRNA 



NM 014324 



NM 014476 



NM 014423 



NM 014590 



NM 014486 



NM 014384 



NM 014274 



NM 014444 



NM 007082 



NM 013412 



NM 005036 



NM 000793 



NM 013989 



Homo sapiens alpha-methylacyl-CoA racemase (AMACR), mRNA 



Homo sapiens alpha-actinin-2-associated LIM protein (ALP), mRNA 



Homo sapiens ALLl fused gene from 5q31 (AF5Q31), mRNA 



Homo sapiens endogenous retroviral family W, env(C7), member 1 (syncytin) 
(ERVWEl). mRNA 



Homo sapiens neuronal thread protein (AD7C-NTP). mRNA 



Homo sapiens acyl-Coenzyme A dehydrogenase family, member 8 (ACAD8), 
mRNA 



Homo sapiens Alu-binding protein with zinc finger domain (A BP/ZF). mRNA 



Homo sapiens ganrnia tubulin ring complex protein (76p g ene) (76P), mRNA 



Homo sapiens RAB, member of RAS oncogene family-like 2A (RABL2A), 
mRNA 



Homo sapiens RAB, member of RAS oncogene family-like 2 A (RABL2A), 

transcript variant 1, mRNA 

Homo sapiens peroxisome proHferative activated receptor, alpha (PPARA), 

mRNA 



Homo sapiens deiodinase, iodothyronine, type H (DI02), transcript variant 2, 
mRNA 



Homo sapiens deiodinase, iodothyronine, type H (DI02), transcript variant 1, 



mRNA 
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NM 004323 


rlomo sapiens r>v^i-»z-associaicu amanogciic \Dr^\j 


NM 000156 


JtlomO sapiens gUaniuinOaCciaie iN-rn.cuiyAUuiioiwia.ot' ^vj-£^j.vx A xau.>^'«xx 


NM 002782 


rtoiTio sapiens pregnancy spcciiic ucui-i-giycrupiULciii m v* i-»vj"/> xm.**.^^^ 


NM 005523 


Homo sapiens homeo box All (HOXAl 1), mRNA 


NM 007050 


Homo sapiens protein Tyrosine pnospnaxasc, rcocpiur lypc, x ^^^^^^^ 


NM 006249 


Homo sapiens proline-rich protein BstNI subfamily 3 (PRB3), mRNA 


NM 005529 


Homo sapiens heparan suiiate proteoglycan z ^pcnccanj \jrxor\jj:.jy nixvi^-rv 


NM_005 1 87 


Homo sapiens core-omaing lacior, runt aomam, aipna buuuiiiL ^, uoiioiv/wot^i^ w, 

3 (CBr A2 1 J), inKiNA 


NM_005565 


Homo sapiens lymphocyte cytosolic protein 2 (SH2 domain-containing 
leukocyte protem oi /oKUj IL-Crz;, miviN/v 


NM 002298 


Homo sapiens lympnocyte cyiosoiic proicm i v^i-f-piaj>iui^ v^^-*- ^J9 "aixx^** 


NM 005190 


Homo sapiens cyclin C (CCNC), mRNA 


NM_005415 


Homo sapiens solute carrier tamily zu (pnospnaie iranspon.crj, mciiiucx i 
(SLC20A1), mKNA J 


NM 001040 


Homo sapiens sex normone-Dinumg gioouim ^ojxovjj, uuvin/^ 


NM_002777 


Homo sapiens proteinase 3 (serine proteinase, neutrophil, Wegener 
granulomatosis autoantigen) (FKlJNi), mKlNA 


NM_005199 


Homo sapiens chohnergic receptor, nicotinic, gamma polypeptide (CHRNG), j 

"VTA 1 

mRNA 


NM_013936 


Homo sapiens olfactory receptor, family 12, subfamily D, member 2 (OR12D2), 
mRNA 


NM_0 13937 i 


Homo sapiens olfactory receptor, family 11, subfamily A, member 1 (ORl 1 Al), 1 
niRNA 


NM__0 13940 


Homo sapiens olfactory receptor, family 10, subfamily H, member 1 (ORl OH 1), 
mRNA 


NM_013941 


Homo sapiens olfactory receptor, family 10, subfamily C, member 1 (ORIOCI), 

1 T> 'X. T A 1 

mRNA — 


NM_013938 


Homo sapiens oltactory receptor, lamiiy lu, suoiamuy n, mcmuci d ^^wxviviTAj^, i 
mRNA — 


NM_013939 


Homo sapiens olfactory receptor, family 10, subfamily H, member 2 (OR10H2), 
mRNA 


NM 013452 


Homo sapiens variable charge, X chromosome (VCX), mRNA j 


NM 013437 


1 Homo saoiens notential tumor suppressor (ST7), mRNA 


NM 013440 1 Homo sapiens paired immunoglobulin-like receptor beta (PILR(BET A)), mKNA 


NM_013439 


Homo sapiens paired immunoglobulin-like receptor alpha (PILR(ALPHA)), 

mRNA 


NM 013446 


Homo sapiens makorin, ring finger protein, 1 (MKRNl), mRNA | 


NM 007267 


Homo sapiens expressed in activated T/LAK lymphocytes (LAK-4P), mRNA 


NM_0 13450 


Homo sapiens bromodomain adjacent to zinc finger domain, 2B (BAZ2B), 

mRNA , 


NM_0 13448 


Homo sapiens bromodomain adjacent to zinc finger domain, 1 A (BAZl A), 
mRNA 


NM_000033 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 1 (ABCDl), j 
mRNA 


NM 002593 


Homo sapiens procollagen C-endopeptidase enhancer (PCOLCE), mRNA 1 


NM 004504 


Homo sapiens HIV-1 Rev binding protein (HRB), mRNA 1 


NM_004131 


Homo sapiens granzyme B (granzyme 2, cytotoxic T-lymphocyte-associated 1 
serine esterase 1) (GZMB), mRNA 


NM 000791 


Homo sapiens dihydrofolate reductase (DHFR), mRNA 


NM 004335 


Homo sapiens bone marrow stromal cell antigen 2 (BST2), mRNA 


NM 001197 


1 Homo sapiens BCL2-interacting killer (apoptosis-inducing) (BIK), mRNA 
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NM 000487 I Homo sapiens arylsulfatase A (ARSA), mKNA 



NM[_004597 Homo sapiens small nuclear ribonucleoprotein D2 polypeptide (16.5kD) 

(SNRPD2), mRNA 



IslM 006194 Homo sapiens paired box gene 9 (PAX9), mRNA 
NM_0 13330 I Homo sapiens NME7 (NME7), mRNA 



NM 012476 1 Homo sapiens ventral anterior homeobox 2 (VAX2), mKNA 



NM 012253 I Homo sapiens transketolase-like 1 (TKTLl), mRNA 
NM 0122 68 I Homo sapiens similar to vaccinia virus Hindin K4L ORF (HU-K4), mRNA 



NM 002017 I Homo sapiens Friend leukemia virus integration 1 (FLU), mRNA 



NM 006769 | Homo sapiens LIM domain only 4 (LM04), mRNA 



NM~002260 I Homo sapiens killer cell lectin-like receptor subfamily C, member 2 (KLRC2), 

mRNA 

NM 005317 I Homo sapiens granzyme M (lymphocyte met-ase 1) (GZMM)> mRNA 



NM 004 417 I Homo sapiens dual specificity phosphatase 1 (DUSPl), mRNA 

' I — "■' . . . •! ^ Ay^TTTkX JT ^\ 1 



NM 012125 I Homo sapiens cholinergic receptor, muscarinic 5 (CHRMS)^ mRNA 

— ■ I " I I ■ n -I -v^^ T A 



NM_ 001236 Homo sapiens carbonyl reductase 3 (CBR3), nriRNA 



NM 013343 Homo sapiens NAG-7 protein (NAG-7), mRNA 
NM 0 1 3344 I Homo sapiens leucine zipper-like protein (LZLP), mRNA 



NmIo 13236 1 Homo sapiens like mouse brain protein E46 (E46L), mRNA 

^ m • £^ ^ ^^^^k. ^^^^^^^ ^^^^ ■ A 



NM 013380 Homo sapiens zinc finger protein 228 (ZNF228), mRNA 
NM O 13362 Homo sapiens zinc finger protein 225 (ZNF225), mRNA 



NM O 13398 I Homo sapiens zinc finger protein 224 (ZNF224), mRNA 



NM 013361 I Homo sapiens zinc finger protein 223 (ZNF223), mRNA 



NM 013360 I Homo sapiens zinc finger protein 222 (ZNF222), mRNA 



NM 013359 



NM 013250 



Homo sapiens zinc finger protein 221 (ZNF221), mRNA 
Homo sapiens zinc finger protein 215 (ZNF215), mRNA 



NM 013249 Homo sapiens zinc finger protein 214 (ZNF214), mRNA 

NM Q13256 1 Homo sapiens zinc finger protein 180 (HHZ168) (ZNF180), mRNA 



NM 013371 Homo sapiens interleukin 19 (IL19), mRNA 



NM 013403 



NM 013378 



NM 013270 



NM 013381 



NM 013315 



NM 013353 



NM 013390 



NM 013319 



Homo sapiens zinedin (ZIN), mRNA 



Homo sapiens pre-B lymphocyte gene 3 (VPREB3)> mRNA 



Homo sapiens testes-specific protease 50 (TSP50), mRNA 



Homo sapiens thyrotropin-releasing hormone degrading ectoenzyme (TRHDE), 
mRNA 



Homo sapiens transmembrane phosphatase with tensin homology (TPTE), 

mRNA , 



Homo sapiens tropomodulin 4 (muscle) (TMOD4), mRNA 
Homo sapiens transmembrane protein 2 (TMEM2)> mKNA 



Homo sapiens transitional epithelia response protein (TEREl), mRNA 



NM 013254 



Homo sapiens TANK-binding kinase 1 (TBKl), mRNA 



NM 013309 



Homo sapiens 
mRNA 



solute carrier family 30 (zinc transporter), member 4 (SLC30A4), 



NM 013356 



Homo sapiens monocarboxylate transporter 3 (SLC16A8), mRNA 



NM 013257 



NM 013376 



NM 013243 



Homo sapiens serutn/glucocorticoid regulated kinase-like (SGKL), mRNA 

Homo sapiens CDK4-binding protein p34SEIl (SEIl). mRNA 

Homo sapiens secretogranin HI (SCG3), mRNA 



NM 013352 



Homo sapiens squamous cell carcinoma antigen recognized by T cell (SART-2), 
mRNA 



NM 013401 



NM 013237 



Homo sapiens RAB3A interacting protein (rabin3)-like 1 (RAB3IL1). mRNA 
Homo sapiens pxl9-like protein (FX 19). mRNA 



NM 013261 



Homo sapiens peroxisome proliferative activated receptor, gamma, coactivator 1 
(PPARGCl). mRNA 
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NM 013268 I Homo sapiens placental protein 13 (PP13), mRNA 

NM 013382 Homo sapiens putative protein O-mannosylfransferase (POMT2), mRNA 
NM 013232 Homo sapiens programmed cell death 6 (PDCD6 ). mRNA 



NM 013397 I Homo sapie ns over-expressed breast tumor protein (C^ TP), mRNA 

— — — h--- . ttt: ^^rr7r~j7!!7rrr*7zrirr^i ^Ma\-i<:ir<» i / 



NM_013389 Homo sapiens NPCl (Niemaim-Pick disease, type CI, gene)-like 1 (NPCILI), 

mKNA 



NM 013 326 I Homo sapiens colon cancer-associated protein Micl (MICl), itiRNA 



NM 013238 I Homo sapiens DNAJ domain-containing (MGJ), mRNA 



NM 013269 I Homo sapiens lectin>like NK cell receptor (LLT1)> mRNA 



NM_013289 Homo sapiens killer cell immunoglobulin-like receptor, three domains, long 

■ - (KIR3DL1), 



NM_01331 1 Homo sapiens insulin upstream factor 1 (lUFl). mRNA 



NmIo13278 Homo sapiens interleukin 17C CtL17C). mRNA 



NM_0 13292 Homo sapiens (clone PWHLC2-24) myosin light chain 2 (HUMMLC2B), 

mRNA 



lapiens DNA binding protein for surfactant protein B (HUMBINDC), 

mRNA 



NM_013244 Homo sapiens UDP-N-acetylglucosanune:a-l,3-D-mannoside beta-l,4-N- 

acetylglucosaminyltransferase IV-homolog (HGNT-IV-H), mRNA 



NM 0 1 3264 Horno sapiens gonadotropin-regulated testicular RNA h elicase (GRTH) . mRNA 
NM_0 13281 I Homo sapiens fibronectin leucine rich transmembrane protein 3 (FLRT3), 

mRNA , 

NM 01323 1 I Homo sapiens fibronectin leucine rich transmembrane protein 2 (FLRT2), 

mRNA 



NM 01 3241 Homo sapiens FH1/FH2 domain-containing protein (FHOS). mRNA 

NM_0 13342 Homo sapiens TCF3 (E2A) fusion partner (in childhood Leukemia) (TFPT), 

mRNA 



NM_0 13246 Homo sapiens cardiotrophin-like cytokine; neurotropMn-l/B-cell stimulating 

factor-3 (CLC), mRNA 



NM_013372 Homo sapiens cysteine knot suparfamily 1, BMP antagonist 1 (CKTSFIBI), 

mRNA 



NM 013327 
NM 013230 



NM 013276 



NM 013399 



NM 006765 



NM 006792 



NM 000397 



NM 005098 



NM 006144 



NM 002047 



NM 004405 



NM 004371 



NM 005181 



NM 001663 



NM 001662 



NM 001660 



NM 001658 



NM 000492 



Homo sapiens CGI-56 protein (CGI-56). mRNA 

Homo sapiens CD24 antigen (small cell lung carcinoma cluster 4 antigen) 
(CD24), mRNA 



Homo sapiens carbohydrate kinase-like (CARKL), mRNA 



Homo sapiens chromosome 16 open reading frame 5 (C16orf5), mRNA 
Homo sapiens Putative prostate cancer tumor suppressor CN33), mRNA 



Homo sapiens mortality factor 4 (MORF4), mRNA 



Homo sapiens cytochrome b-245, beta polypeptide (chronic granulomatous 
disease) (CYBB), mRNA 



Homo sapiens musculin (activated B-cell factor-1) (MSG), mRNA 



Homo sapiens granzyme A (granzyme 1, cytotoxic T-lymphocyte-associated 
serine esterase 3) (GZMA), mRNA 



Homo sapiens glycyl-tRNA synthetase (GARS), mRNA 



Homo sa piens distal-less homeo box 2 (DLX2), mRNA 



Homo sapiens coatomer protein complex, subunit alpha (C OP A), mRNA 



Homo sapiens carbonic anhydrase HI, muscle specific (C A3), mRNA 



Homo sapiens ADP-ribosylation factor 6 (ARF6), mRNA 



Homo sapiens ADP-ribosylation factor 5 (ARF5), mRNA 



Homo sapiens ADP-ribosylation factor 4 (ARf 4), mRNA 



Homo sapiens ADP-ribosylation factor 1 (ARFl), mRNA 



Homo sapiens cystic fibrosis transmembrane conductance regulator, ATP- 
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binding cassette (sub-faniily C, member 7) (Cr IKJ, mKiNA 


NM_003560 


Homo sapiens phosphohpase A2, group VI ^cytosoiic, caicium-maepenaeny 
(PLA2G6), itiRNA 


NM 004004 


Homo sapiens gap lunction protem, beta 2, 2okD (connexin zoj terJJSZ), mKiM a 


NM 005198 


Homo sapiens choline kinase-like (CHKL), mKJN A 


NM 012482 


Homo sapiens zmc finger protein 281 (ZNrzbl), mKJN A 


NM 012256 


Homo sapiens zinc finger protein 212 (ZNF212), mKJN A 


NM_0 12479 


Homo sapiens tyrosine- 3 -monooxygenase/ tryptophan 5-monooxygenase 
activation protem, gamma polypeptiae (YWHAUj, mKJN A 


NM 012255 


Homo sapiens 5-3 exonbonuclease 2 (XKJN2), mKJN A 


NM 012474 


Homo sapiens undine monopnospnate kmase (^UJVLrJs.j, mKJN a 


NM 012473 


Homo sapiens thioredoxin, mitochondrial (TXN2), mKJNA 


NM 012466 


Homo sapiens tetraspanm TM4-B (TM4-B), inKJNA 


NM 012465 


Homo sapiens toUoia-liJice z (^ijLtJLZJ, iiusJNA 


NM 012464 


Homo sapiens tolloid-like 1(1 LL 1 ), mKJNA 


NM_0 12290 


Homo sapiens tousled-like kinase 1 (TLKl), mRNA 


NM 012455 


Homo sapiens SEC7 homolog (TIC), mRNA 


NM 012454 


Homo sapiens T-cell lymphoma mvasion ana metastasis z ciJiAJVi/j, mruNA 


1 NM_012251 1 


Homo sapiens transcnption factor A, mitochondrial ( 11^ AM), mKJNA 


NM_012451 


Homo sapiens synaptogynn 4 (SYNGR4), mRNA 


NM_0 12448 


Homo sapiens signal transducer and activator of transcription 5B (STAT5B), | 
mRNA 


NM_012447 


Homo sapiens stromal antigen 3 (STAG3), mRNA 1 


NM 012445 


Homo sapiens spondm 2, extracellular matrix protein (SPON2), mRNA 


NM 012443 


Homo sapiens sperm associated antigen 6 (SPAG6), mRNA 1 


NM_012244 


Homo sapiens solute earner family 7 (cationic anuno acid transporter, y+ 
system), member 8 (SLC7A8), mRNA 


NM_0 12243 


Homo sapiens solute earner family 35 (UDP-N-acetylglucosamme (UJJF- 
GlcNAc) transporter), member 3 (SLC35 A3), mRNA 


NM_0 12434 


Homo sapiens solute carrier family 17 (anion/sugar transporter), member 5 1 
(SLC17A5), mRNA 


NM 012432 


Homo sapiens SET domam, bifurcated 1 (SETDB 1), mRNA 


NM_0 12427 


Homo sapiens kallikrein 5 (KLK5), mRNA 


NM 012236 


Homo sapiens sex comb on midleg homolog 1 (SCMHl), mRNA 1 


NM_0 12424 


Homo sapiens nbosomal protein S6 kinase, 52kD, polypeptide 1 (KPi^oKCl), 
mRNA 


NM 012421 


Homo sapiens rearranged L-myc lusion sequence ^^KJ^r;, iiikjna 


NM 012415 


Homo sapiens RAD54, S. cerevisiae, homolog oi, B (KALi34i5), mKJNA 


NM__012410 


Homo sapiens type I transmembrane receptor (seizure-relatea protemj ^r:ijs.-i;, 

T» "X. T A 1 

mRNA 


NM 012409 


Homo sapiens prion gene complex, downstream (PKJND), mKJNA 


1 MM 012402 


Homo sapiens partner of RAG 1 (arfaptin 2) (PGR 1 ), mRNA 1 


NM 012400 


TT ♦ -1 -11* A'^ TTTN /TTkT A 1 T\"V ■m<%'D XT A 

Homo sapiens phosphohpase A2, group IID (PLA2G2D), mKJNA 


NM_012399 


Homo sapiens phosphotidylmositol transier protein, beta ^riiriNJo), mKJNA 


NM 012088 


Homo sapiens 6-phosphogluconolactonase (PGLS), mKNA 


NM 012395 


Homo sapiens PFTAIRE protein kinase 1 (PFTKl), mRNA 




riomo sapiens prosiaie epiuiciium-spcuiiic caj& ura.iidVi/npiiuii xawiui a-^j^x 
mRNA 


NM 012385 


Homo sapiens p8 protein (candidate of metastasis 1) (PS), mRNA 


NM 012383 


Homo sapiens osteoclast stimulating factor 1 (OSTFl), mRNA 


NM_012375 


Homo sapiens olfactory receptor, family 52, subfamily A, member 1 (OR52A1), 
mRNA 
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IN iVl__U I Z-O O O 


Wnmo saniens olfactory receptor, family 2, subfamily C, member 1 (OR2C1), 
mRNA 


IN iVLV/ 1 ^ J O V 


Homo saoiens olfactory receptor, family 1, subfamily F, member 8 (ORll-S), 
mRNA 


J.NIV1 v 1 ^ J J ^ 


Homo sapiens olfactory receptor, family 1, subfamily A, member 2 (OR1A2), 

mPMA 


XNivJ. V/ 1 


Homo saoiens olfactory receptor, family 10, subfamily J, member 1 (OKIUJ 1), 
mRNA 


"MM 019'^45 


Homo saniens nuclear fragile X mental retardation protein interacting protem 1 
rNTJFTPlV mRNA 


TNJM 01'>344 


Komo 55apiens neurotensin receptor 2 (NTSR2), mRNA 


NM 012343 


Homo sapiens nicotinamide nucleotide transhydrogenase (NNT), mRNA 


TsTM 012342 


Hnmo 55flniens nutative transmembrane protein (NMA), mRNA 


NM 019337 


Homo saoiens nasonharvnceal epithelium specific protein 1 (NESGl), mRNA 


NM 012330 


Homo sapiens histone acetyltransferase (MORP), mRNA 


"NTIVT m70f>4 


Hnmn sanien.q maior intrinsic nrotein of lens fiber (MlF), mRNA 


NM_012214 


Homo sapiens maimosyl (alpha- 1 ,3-)-glycoprotein beta- 1 ,4-N- 
ar.f»n/lalnnn<?aminvltransferase. isoenzyme A (MGAT4A), mRNA 


MM 019913 


Homo sRpiens malnnvl-noA decarboxylase fMLYCD), mRNA 


NM_012325 


Homo sapiens microtubule-associated protein, RP/EB family, member 1 

nUAPTJRTfc mRNA 1 


NM_012318 


Homo sapiens leucine zipper-EF-hand containing transmembrane protein 1 

rrPTMn mRNA 


NM 012317 


Homo sapiens leucine zipper, down-regulated in cancer 1 (LDOCl), mRNA 


1 JNiVl__U 1 1 H 


Hnmn sianienc; killer cell immunoelobulin-like receptor, two domains, short 
cytoplasmic tail, 4 (KIR2DS4), mRNA 


MM 01 931 3 


Homo saniens killer cell immunoelobulin-like receptor, two domains, short 
i-TH^/M^lncm^n tail '\ n<:rR?T>S3V mRNA 1 


MM 019319 


Homo saniens killer cell immunoelobulin-like receptor, two domains, short 
CYtonlasmi'* tail 1 n<rTR2DS2), mRNA 


MM 01'?307 


Homo sapiens differentially expressed in adenocarcinoma of the lung 1 
n<:iAA0987^. mRNA 


NM 012306 


Homo sapiens lifeguard (KIAA0950), mRNA 1 


NM 012302 


Homo sapiens latrophilin (KIAA0786), mRNA | 


NM 012295 


Homo sapiens calcineurin binding protein 1 (KIAA0330), mRNA 1 


MM 019988 


HoTno saniens TRAM-like orotein fKIAA0057), mRNA 1 


MM 012^86 


Homo saniens MORF-related eene X (KIAA0026), mRNA 1 


MM 012283 


Homo sapiens potassium voltage-gated channel, subfamily G, member 2 
(KCNG2), mRNA 


NM 012282 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1- j 
Uke (KCNEIL), mRNA 


NM 012278 


Homo saniens inteerin beta 1 binding protein (melusin) 2 (ITGB1BP2), mRNA 1 


NM 012211 


Homo sapiens integrin, alpha 1 1 (ITGAl 1), mRNA 


MM 012277 


Homo saoiens nancreatic beta cell growth factor (INGAP), mRNA I 


NM 0P275 


Homo sapiens iriterleukin-1 receptor antagonist homolog 1 (ILlHYl), mRNA ] 


NM_012259 


Homo sapiens hairy/enhancer-of-split related with YRP W motif 2 (HEY2), | 
mRNA 


NM_0 12258 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 1 (HEYl), 
mRNA 


NM_012257 


Homo sapiens HMG-box containing protein 1 (HBPl), mRNA 


NM_0 12087 


Homo sapiens general transcription factor KIC, polypeptide 5 (63kD) (Grt3C5), 
mRNA 
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NM_0 12203 


Homo sapiens glyoxyiate reQuciase/nyaroAypyiuvaic icuuuuiac v^vjjxxxrix^, i 

Tfc XT A 1 

mRNA 


NM_0 12202 


Jtiomo sapiens guanine nucieouae oinumg prutciix f»iwptv,^*iv> i 

(^vjiNvjj )y lTUvlN/\ . 1 


NM 012084 


Homo sapiens Glutamate dehydroKenase-2 (GLUD2), mRNA j 


NM 012191 


xiomo sapiens putative uimor suppressor yrKjoz.), nirsaN-rk 


NM 012185 


Homo sapiens lorKneau dox xiz \r\jj\j^^}9 nuviN/^ 


NM 012183 


Homo sapiens lorKneaa dox ud [^rKjJs^jji iiuvin/\. j 


NM 012153 


Homo sapiens lits nomoiogous lacior {^crir), xiuvin/^ 


NM_0 12080 


Homo sapiens JJJNA. segment, numerous copies, exprc^^cu piuuwd g&n&y 1 
(DXF68SIE), mRNA 


NM 012148 


Homo sapiens double nomeoDOX, 0 {^uuj^^jy misj.N/\ 


NM 012147 


Homo sapiens aouole nomeoDox, z ^uu-a^;, miviN/A. 


NM 012145 


tiomo sapiens Qeoxyxnymioyiaie Kiiid-bc ^uiyiiiiuyiaLc t^Ana^^j xirxx^y, axu.'*^^^*. 1 


NM 012144 


Homo sapiens dynein, axonemal, intermediate polypeptide, 1 ODNAIl), nnRNA 1 


NM_012140 


Homo sapiens solute earner lainiiy ^nuiocnonuridi uaxiic>i, ui^/<uuvvwjri<n.w 
transporter), memoer lu v^oi^v_,j.j/\iuj, uitun^ 


NM 012137 


Jblomo sapiens flinieinyiarginme uimeinyi^iimiiuiiy i yj^x^x~^±i.ji xm.u.^^j^*^ 


NM 012134 


Jtlomo sapiens leiomouin i ^^smooin mubv/icj y^LjivLy^x^xj, nuvi^rx i 


NM 012133 
NM 012132 


xlomo sapiens coatomer protein compicA, suuuuiL ^anuiia ^ y^v^wx s^^j^ lli^^^j. ■ 
Homo sapiens claudin 8 (CLDN8), mRNA 1 


NM 012131 


Homo sapiens clauain i / ^i^i/i^JN i /), nuviN/v 


NM 012130 


Homo sapiens claudin 14 (CLDN14), mRNA | 


NM 012129 


Homo sapiens clauam 12 tCJLJJJNlz), mKJN/v 


NM 012127 


Homo sapiens Cipl -interacting zinc linger protein ^^t^iz^i;, tiusj^m/y 


NM_012126 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 5 1 
(CHST5), mRNA 


NM_0 12075 


Homo sapiens Conserved gene teiomenc to aipna giooin ciustcr \^\^vjixixj/^^, 

1 T^ "VTA- 1 

mRNA 


NM 012122 


Homo sapiens carooxylesterase 3 lurainMCiiooj, nrusjN/\ 


NM_012116 


Homo sapiens Cas-±Jr-M. ^munnej ectropic retroviral uransiomuiig ^cquciivc u 
(CBLC). mRNA 


NM 012113 


1 Homo sapiens carbonic annyorase jsav hixsjna 


NM 012071 


1 Homo sapiens oUx' protein (^rJUr j, mKiN/\ 


NM 012110 


1 rlomo sapiens cystein-ncn nyuropnooic aomain ^ v.^-"--'-^^/' AiuviNi-v i 


NM 012109 


1 Homo sapiens Drain-speciiic memorane-ancnorctipioLCiii v,i:>oivjj-vA ni±^^r^ 


NM_012107 


Homo sapiens Dromouomain coniaimng proiem / d ju^a iiuiiiaii iiuiixvri^j^ i 
mRNA 


NM 012104 


1 Homo sapiens beta-site AJrr-cieavmg enzyme yoiw^ii^u huvin^ 


NM_012105 


1 Homo sapiens beta-site ArJr-cieaving enzyme ^^r>^v_^j-/z.^5 iiiivi>^ i 


NM 012103 


Homo sapiens ancient ubiquitous protein 1 (AUPl), mRNA 


NM 012102 


1 Homo sapiens argmine-glutaimc acia aipeptiae sjss^) rcpcd.it> yjsjz.js^)^ nixsaNrv 


NM_012099 


Homo sapiens CD3-epsilon-associated protein; antisense to ERCC-1 (ASE-1), | 
mRNA 


NM 012098 


Homo sapiens angiopoietin-like 2 (ANGPTL2\ mRNA 1 


NM_012067 


Homo sapiens aldo-keto reductase family 7, member A3 (aflatoxin aldehyde 1 
1 reductase! f AKR7A3^. mRNA 


NM 012093 Homo sapiens adenylate kinase 5 (AK5), mRNA 1 


NM 012066 Homo sapiens hypothetical protein (20D7-FC4), mRNA 1 


NM 006276 Homo sapiens splicing factor, arginine/serine-nch 7 (35kD) (SFRS7), mRNA 1 


NM 007054 Homo sapiens kinesin family member 3A (K1F3 A), mRNA 


1 NM 002201 1 Homo sapiens interferon stimulated gene (20kD) (ISG20), mRNA | 
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1 Tvnvr 007274 


Wnmn saniens cvtosolic acvl coenzvme A thioester hydrolase (HBACH), mRNA 


NM_004174 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
rvST.C9A3^. mRNA 


NM 004525 


Homo saniens low density liuODrotein-related protein 2 (LRP2), mRNA 


NM 003129 


Homo ^aniens saualene eDOxidase (SOLE), mRNA 


NM 003628 


Homo sapiens plakophilin 4 (PKP4), mRNA 


NM_003734 


Homo sapiens amine oxidase, copper containing 3 (vascular adhesion protein 1) 
(kCiC'W mRNA 


1 X>1VX \J\J J 


Homo saniens tubbv like orotein 1 (TULPl), mRNA 


TsTM 002747 


Homo <;ar»iens mitoffen-activated Drotein kinase 4 (MAPK4), mRNA 


NM_002078 


Homo sapiens golgi autoantigen, golgin subfamily a, 4 (GOLGA4), mRNA 




Homo saniens brefeldin A-inhibited guanine nucleotide-exchange protein 1 

minn mRNA 


NM 004282 


Homo sapiens BCL2-associated athanogene 2 (BAG2), mRNA 


>JlV/r OOA'^04 


Wr^mrv cnnims: nnflnlastic Ivmnhoma kinase (Ki-l") f ALK), mRNA 


^^vI_ool626 


Homo sapiens v-akt murine thymoma viral oncogene homolog 2 (AKT2), 


NM 000686 


Homo sapiens angiotensin receptor 2 (AGTR2), mRNA 


1 INIVI UUOZo / 


Hnmo Qanipn<; tiq<;ue factornathwav inhibitor flinoprotein-associated coagulation 
inhibitor) (TFPI), mRNA 


XTTVyf (\C\C\CkAA 
1 iNiVl UvUi^^Kt 


TTrkmn c9ni(>n<: nrrttein nhosnhatase 3 fformerlv 2B). catalvtic subunit, alpha 

^cnfr^rm rmlrinpiirin A alrjha^ rPPP3CAV mRNA 


NM 001 142 


Homo saniens ameloeenin fX chromosome, amelogenesis imperfecta 1) 
rAMRT.X'k mRNA 1 


NM_001171 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 6 
rAHCCfi'i mRNA 


MM 007351 


Homo saniens mul timer in (MMRN), mRNA 1 


NM 007355 


Homo sapiens heat shock 90kD protein 1 , beta (HSPCB), mRNA 


NM 007*^^4 


TTomr\ Q?^r>ipns; r\ntative CtR6 nrotein fGR6\ mRNA 1 


>JM 007'^S'^ 


Homo saniens ffuanine nucleotide binding protein (G protein) alpha 12 (GNA12), 

mRNA 1 


NM 007366 


Homo saniens nhosnholinase A2 receptor 1, 180kD (PLA2R1), mRNA 1 


NM_OO7350 


Homo sapiens pleckstrin homology-like domain, family A, member 1 1 
rPHT.DAn mRNA 1 


NM 007364 


Homo saniens integral tvoe I Drotein rP24B), mRNA 1 


NM 007342 


Homo saniens nucleooorin-like protein 1 (NLP 1), niRNA I 


NM 007361 


Homo sapiens nidogen 2 (NID2), mRNA | 


>JM 007*^41 


Homo saniens SH3 domain binding elutamic acid-rich protein (SH3BGR), 
mRNA 1 


NM 007370 

1 XN±VX \j\J 1 J 1 \J 


Homo saniens renlication factor C factivator 1) 5 f36.5kD) (RFC5), mRNA | 


NM 007348 


Homo saniens activatine transcription factor 6 (ATF6), mRNA I 


NM 004850 


Homo sapiens Rho-associated, coiled-coil containing protein kinase 2 (ROCK2), 1 
mRNA 


NM 005574 


Homo sapiens LIM domain only 2 (rhombotin-like 1) (LM02), mRNA 


NM 006094 


Homo sapiens deleted in hver cancer 1 (DLCl), mRNA 


NM 003658 


Homo saniens BarH-like homeobox 2 fBARX2), mRNA 1 


NM 004209 


Homo sapiens synaptogyrin 3 (SYNGR3), mRNA 


NM 004879 


Homo sapiens etoposide-induced mRNA (PIGS), mRNA 1 


NM 005385 


Homo sapiens natural killer-tumor recognition sequence (NKTR), mRNA 1 


NM_005957 


Homo sapiens 5 , 1 0-methylenetetrahydrofolate reductase (NADPH) (MTHFR), 1 
mRNA 


1 NM 002248 


Homo sapiens potassium intermediate/small conductance calcivim-activated | 
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rViannel suhfainilv N m#»mVif»r 1 /TTPNNI^ mT^NA 




l-TrimA caniPTiQ in ff*Tr\Vir>t'r\rf*r' pr\tnr TnatriY "nmtfACrlvp.firi 1 mVTPf^l^ mT^^JA 

XXUIliv/ DCl|Jl\.'ilO illk^i ^IIULUI CWCpiUI IIlCtUXA. ^Jl\Jl^*J^iyi.f all 1 ^XXVXJTvJX^, iiUVL^xm. 


NM 005266 


Homo sapiens gap junction protein, alpha 5, 40kD (connexin 40) (GJA5), mRNA 


NM 001874 


Homo sapiens carboxypeptidase M (CPM), mRNA 


xnv/f 007'^'^'? 

INiVl \J\J I DOjL 


xxomo Sapiciio anKyrin-iiKe wiin cransmcmuraiic uunidinb i ^/^njviivxi iiii\j.n/\. 


NM 003313 


Homo sapiens tissue specific transplantation antigen P35B (TSTA3), mRNA 




Homo sapiens yjUr dissociation innibitor z (VjI^iz^ nuKiNA 


JNJVl__UUloU/ 


Homo sapiens acetyl-Coenzyme A acyltransierase 1 (peroxisomal i-oxoacyi- 
Isoenzyme /v inioiase^ ^/w^/\/\.i ^, nuciear gene encoamg miiocnoncinai proiein, 
mRNA 


VTN jT AA-a 1 


jtiomo sapiens signal secjuence recepior, oeia ^iransiocon-associaiea proxem ocia^ 

v^ooivz^, iniviN/\. 


INIVL UU U O J Z 


xiomo sapiens giuiainione o-iransierase pi ^vjo i Jr i ^5 mivXN/v 


"MTV/T onnR'>7 


riomo sapiens giuiamaie receptor, lonocropic, /vivjjta i (^oivLrvi ^5 ini\jLN/\ 


IN iVl_UU OjLDjL 


xiomo sapiens v-ios Jrx>j murme osieosarcoma virai oncogene nomoiog \r\j^)^ 

mPMA 

rnxs-iN/Y 


xjx/f on^Ro^ 

INIVI UUJoUj 


riomo sapiens iioniiin i i^rLiJi i j, mKJNA 




nomo bdpicns iciai /\izneimer aniigen \y r\ \ ./ . )^ mjcsJLN/Y 


IN iVl U\J*tU 0 1 


xiomo sapiens ueieiea m azoospemiia nuxJN/v 


NM_004055 


Homo sapiens calpain 5 (CAPN5), mRNA 




xiomo sapiens aiyisuiiaiase r v^^tVi^^r* ), irusS\i\ 


iNlVJ. \J\JD\J0J 


xxumu bapiciio oynuC/iCui, Dcia ^oiN\^jj^5 miviN/T. 


INlYl UUUO 1 Z 


xiomo sapiens msuim-iiKe growin lacior z (^somaiomeum ^ivjrjrzj, iiijxin/\. 


iNivi uuoyyD 


xiomo sapiens Dutyropniiin, suDiamiiy z, memoer /\z (^x5irsz/\zj, mxvLNA 


NM_005739 


Homo sapiens RAS guanyl releasing protein 1 (calcium and DAG-regulated) 


INIVI UvOZO / 


riomo sapiens ivAJN Dmamg proiem z ^K/MNJDir z miviN a 


iNlVi UUZooZ 


xiomo sapiens rC/vJN Dmamg protem i ^K/UNoJr i ), niKJN/\ 


IN IVl U V J O o*f 


xiomo sapiens pjuu/L-'iDir-associaieQ lactor ^^x^i^AJr mrviNA 


IN IVl \J\JD 2LD o 


Xiomo sapiens vjri jr cycionyuroiase i leeaoacK reguiaiory protein ^ov-.xxrivj, 
mRNA 


MN/T 001 1 "^0 


TH/^TYlrt OOT^t^no OTY^Tnr^ +<i*T*rvM'tTi1 /aT^l-4o-n/^i=»T* r^"f or^li^" ( A T7d"\ -rt-i'P "K.T A 
XxUUlU oa.piCIlo d.iriIIIO-lCITniTlal CnnallCer Oi bpJllL ^/^J_/0 J, IIliNJ.N/-V 


NM 001 OQQ 


TTArnA csiTiii^nc t3kf*\A 'nVirkcrtVk^'fac^ rtirtd'of'^ ( A I"""* I^P^ mP^TA 
xliJIIliJ oapiCIlo dOlU pxiUopilalaaC, prUolalC ^.^\.^^X^x XJUU^JIN/Y 


NM 005155 


Homo sapiens palmitoyl-protein thioesterase 2 (PPT2), mRNA 


INIVI UUOOi'O 


Xiomo sapiens nomeo dox uj ^xivja-U j inisj\i a 


NM 006894 


Homo sapiens flavin containing monooxygenase 3 (FM03), mRNA 


INIVI UU'fl 1 1 


Xiomo sapiens iiap structure-speciiic endonuciease i (riirN i j, mivCsiA 


xr\/r AA1 coQ 


xiomo sapiens diarot-L»eyaen crystal protein ^ci^ux mKJNA 


XNiVl__UU / J 1 D 


xiomo sapiens signal transducer and activator or transcription i, y ijuj (.^iai ij, 


NM OOSOOS 


xiuixiu oapicns xNr\i^xi uenyorogenase ^UDiC|Uinonc^ i oeia. suDcompicx, y ^zzki^, 

R72^ rNDirFRQ^ mPNA 


NM OO'^'^fi? 


TToTTin <5aT>ienQ iimr»il-T^NA crl\/f»rtc\/lac*> rTTT^f^^ mPN^A 


NM 00S??1 


TTnTno ^anipn^ Hictal l^cc Vir^m/^n Krw ^ CVS\ mPNA 


NM 00047Q 


XXVlllV/ dopidlo allll-IVlUliCriall IlOl lilUIlC ^/^IVXXX/, IIUNJIN/V 


NM 005160 


Homo sapiens adrenergic, beta, receptor kinase 2 (ADRBK2), mRNA 


NM 001619 


Homo saoiens adrenergic beta' recentor kinase 1 fADRBJCl') mRNA 


NM 001611 


Homo sapiens acid phosphatase 5, tartrate resistant (ACP5), mRNA 


NM 003403 


Homo sapiens YYl transcription factor (YYl), mRNA 


NM 003793 


Homo sapiens cathepsin F (CTSF), mRNA 


NM_001922 


Homo sapiens dopachrome tautomerase (dopachrome delta-isomerase, tyrosine- 
related protein 2) ODCT), mRNA 
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IN IVl^UU Oh- 1 Z 


Hnmn cnnipn"! 1 -acvlBlvcerol-3-DhosDhate 0-acyltransferase 2 (lysophosphatidic 

oniH onx/ltroncfprncf* hftta^ ^AGPAT2>. luRNA 




TTnTno <;anien«? pamma-aminobutvric acid (GAB A) A receptor, alpha 5 
(GABRA5), mRNA 


IN jyi_uuu'T J V 


TTotno <:aniens nlatelet-activatine factor acetylhydrolase, isoform lb, alpha 
subunit (45kD) (PAFAHIBI). niRNA 


INiVl UU3UUO 


Wnmo canims sftle.r.tin P lipand CSELPLGV mRNA 


NM 002634 


Homo sapiens prohibitin (PHB), mRNA 


vnv>r nnoAin 
JN jVl_UUZ^ 1 U 


TTrtmn canimQ mflniinQvl ^alnVia-l 6-^-fflvcoDrotein beta-l,6-N-acetyl- 
glucosaminyltransferase (MGAT5), mRNA 




Wrkrhrk cn-nifTiQ Tnannnwl fheta-l 4-^-fflvcoDrotein beta-l,4-N- 
acetylglucosaminyltransferase (MGAT3), mRNA 


XN| JVl_UUZ*fU o 


TT/\mr* c«iT%i#»nc msinTifiQvl ^alnVia-l 6-'^-fflvcoDrotein bcta-l •2-N- 1 
acetylglucosaminyltransferase (MGAT2), mRNA 


JNJyL_UUZ4UO 


tTrtTYirk eoi-\i<»-nc -mannoQvl /'fllnVia-1 "^-^-plvCODrotein beta-l .2-N- 

ar»<>'K/l€r1iif*nc5imin"\/1tran^ferase rN4^GATl^- mRNA 1 




Wnmrfc <sanien<; mitnaen-activated Diotein kinase kinase kinase 5 (MAP3K.5), 1 


NM 002225 

1 X^XVX \J\J ^A^^^ j 


Homo sapiens isovaleryl Coenzyme A dehydrogenase (IVD), nuclear gene 1 

f»nnrkrlina Tnitfip.VinTidrial nrotein. mRNA 1 


NM_00148Q 


Homo sapiens galanin receptor 1 (GALRl), mRNA 


NM 001992 


Homo sapiens coagulation factor n (thrombin) receptor (F2R), mRNA 


\ INiVi UUUD / / 


TTnmn canipn«: aHeno<;ine A3 receotor (ADORA3\ mRNA 


NM 002969 


Homo sapiens mitogen-activated protein kinase 12 (MAPK12), mRNA 1 


NM 001526 


Homo sapiens hypocretin (orexin) receptor 2 (HCRTR2), mRNA 1 


NM 003605 


Homo sapiens O-linked N-acetylglucosamine (GlcNAc) transferase (UDP-N- | 
acetylglucosamine:polypeptide-N-acetylglucosaminyl transferase) (OGT), 

1 mRNA J 


NM 000885 Homo sapiens integrin, alpha 4 (antigen CD49D, alpha 4 subunit of VLA-4 
1 1 recentor'^ nTGA4\ mRNA 


NM_003197 


Homo sapiens transcription elongation factor B (SHI), polypeptide 1-like 
(TCEBlL),mRNA 


NM 006183 


1 Homo sapiens neurotensin (NTS), mRNA 


NM_002524 


Homo sapiens neuroblastoma RAS viral (v-ras) oncogene honiolog (NRAS), 1 
mRNA J 


NM 002478 


1 Homo sapiens myogenic factor 3 (MYODl), mRNA 


NM 002451 


1 Homo sapiens methvlthioadenosine phosphorylase (MTAP), mRNA 1 


1 NM 002436 Homo sauiens membrane orctein, palmitoylated 1 C551dD) (MPPl), mRNA 


NM 002377 


Homo sapiens MASl oncogene (MASl), mRNA 


NM_002305 


Homo sapiens lectin, galactoside-binding, soluble, 1 (galectin 1) (LGALSl), 1 
mRNA -J 


NM_000S87 


Homo sapiens integrin, alpha X (antigen GDI IC (pl50), alpha polypeptide) 
(TTGAX), mRNA 


NM_000419 


Homo sapiens integrin, alpha 2b (platelet glycoprotein lib of Hb/IIIa complex, 
antigen CD41B) (ITGA2B), mRNA 


NM_002203 


Homo sapiens integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor) 1 
aTGA2), mRNA 


NM 003637 


Homo sapiens integrin, alpha 10 (ITGAIO), mRNA 1 


NM 000843 


Homo sapiens glutamate receptor, metabotropic 6 (GRM6), mRNA 


NM_ 000838 


Homo sapiens glutamate receptor, metabotropic 1 (GRMl), mRNA 


NM 000835 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2C 
(GRIN2C), mRNA 
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NM 000834 



NM 000833 



NM 002084 



NM 000805 



NM 001940 



Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2B 
(GRIN2B), mRNA 



Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2A 
(GRIN2A), mRNA 



Homo sapiens glutathione peroxidase 3 (plasma) (GPX3), mRNA 



Homo sapiens gastrin (GAS)> mRNA 



Homo sapiens dentatorubral-pallidoluysian atrophy (atrophin-1) (DRPLA), 



mRNA 



NM 001219 


Homo sapiens calumenm (CALU), mKJNA 


NM 007155 


Homo sapiens zona pellucida glycoprotem 3A (sperm receptor) tzr^Aj, mKjNA 


NM 007136 


Homo sapiens zinc finger protein 80 (pT17) (ZNF80), mRNA 1 


NM 007250 


Homo sapiens Kruppel-like factor 8 (KLF8), mRNA 


NM 007167 


Homo sapiens zinc finger protein 258 (ZNF258), mRNA 


NM 007153 


Homo sapiens zinc finger protein 208 (ZNF208), mRNA 


NM 007152 


Homo sapiens zinc finger protein 195 (ZNF195), mRNA 


NM 007150 


Homo sapiens zinc finger protein 185 (LIM domain) (ZNFl 85), mRNA j 


NM 007147 


Homo sapiens zinc finger protein 175 (ZNFl 75), mRNA 1 


NM 007145 


Homo sapiens zinc finger protein 146 (ZNF146), mRNA 1 


NM 007127 


Homo sapiens villin 1 (VILl), mRNA 


NM_007125 


Homo sapiens ubiquitously transcribed tetratncopeptide repeat gene, Y 
chromosome (UTY), mRNA 


NM 007124 


Homo sapiens utrophin (homologous to dystrophin) (UTRN), mRNA j 


NM 007122 


Homo sapiens upstream transcription factor 1 (USFl), mRNA 


NM_007120 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B (UGT2B), 1 
mRNA 


NM 007106 


Homo sapiens ubiquitin-like 3 (UBL3), mRNA 


NM 007118 


Homo sapiens triple functional domain (PTPRF interactmg) (TRIO), mRNA 


NM 007117 


Homo sapiens thyrotropin-releasing hormone (TKH), n^iRNA 


NM_007218 


Homo sapiens patched related protein translocated in renal cancer (TRC8), 
mRNA 


NM 007233 


Homo sapiens TP53 target gene 1 (TP53TG1), mRNA 


NM 007114 


Homo sapiens TATA element modulatory factor 1 (TMFl), mRNA 


NM 007112 


Homo sapiens thrombospondin 3 (THBS3), mRNA 


NM 007111 


1 Homo sapiens transcription factor Dp-1 (TFDPl), mRNA 


NM 007109 Homo sapiens transcription factor 19 (SCI) (TCF19). mRNA 


NM 007108 Homo sapiens transcription elongation factor B (SlU), polypeptide 2 (ISkD, 

1 eloncin rTCEB2"). mRNA 


NM_007105 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1- 
like antisense (SLC22A1LS), mRNA 


NM_007163 


Homo sapiens solute carrier family 14 (urea transporter), member 2 (SLC14A2), 
mRNA 


NM 007101 

NM 007165 


Homo sapiens sarcosine dehydrogenase (SARDH), mRNA 


Homo sapiens splicing factor 3a, subunit 2, 66kD (SF3A2), mRNA 


NM 007252 


Homo sapiens Retina-derived POU-domain factor-l (RPF-1), mRNA 


NM 007273 


Homo sapiens B-cell associated protein (REA), mRNA 


NM 007195 


Homo sapiens polymerase (DNA directed) iota (POLI), mRNA 


NM_007284 


Homo sapiens protein tyrosine kinase 9-like (A6-related protein) (PTK9L), 
I. mRNA 


NM 007196 Homo sapiens kallikrein 8 (neuropsin/ovasin) (KLK8), mRNA 


NM 007171 1 Homo saniens orotein-O-mannosyltransferase 1 (POMTl), mRNA 


NM_007215 


Homo sapiens polymerase (DNA directed), gamma 2, accessory subunit 
1 (POLG2), mRNA 
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NM 007254 


Homo sauiens polynucleotide kinase 3 '-phosphatase (PNKP), mRNA 


NM 007221 


Hrktnn sflpiens polYamme-modulated factor 1 (PMFl), mRNA 


NM 007183 


Homo sapiens plakophilin 3 (PKP3), mRNA 


NM 007169 


Homo sapiens phosphatidylethanolamine N-methyltransferase (PEMT), mRNA 1 


NM_007229 


Homo sapiens protein kinase C and casein kinase substrate in neurons 2 

nPAr5;TN9V mRNA 


NM 007190 

INIVX \J\J t 1 ✓ Vf 


Knmn (^aniens Sec23 -interacting protein pl25 (P125), mRNA 


NM_007160 


Homo sapiens olfactory receptor, family 2, subfamily H, member 3 (OR2H3), 1 

ml^NA 1 


NM_007256 


Homo sapiens solute carrier family 21 (organic anion transporter), member 9 1 
rSLC21A9') mRNA 


>JM 007172 r 

I^IVA \J\J / 1 / ^ 1 


TTomo saniens nucleonorin 50kD nSfUPSO), mRNA 


NM_007103 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotem 1 (5 IkD) 

rNOTFRVn mRNA 


NM 007181 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 1 
nVT AP4K 1 V mRNA 


NM 007230 


Homo sapiens mannosidase, alpha, class IB, member 1 (MANIBI), mRNA 1 


NM 007164 

s 1 


Homo saoiens mucosal vascular addressin cell adhesion molecule 1 
(MADCAMl), mRNA 


NM 007216 


Homo saniens alnha integrin binding protein 63 (KIAA1017), mRNA 


NM 007213 


Homo sapiens JM4 protein (JM4), mRNA 1 


NM 007102 

A ^ X VX \j\J 1 l.\J 4^ 1 


Homo saniens euanvlate cyclase activator 2B (uroguanylin) (GUCA2B), mRNA 1 


NM 007227 


Homo saniens G nrotein-coupled receptor 45 (GPR45), mRNA 


NM 007275 ' 


Womo J5aniens lune cancer candidate (FUSl), mRNA 


NM 007262 


Homo sapiens RNA-binding protein regulatory subunit (DJ-1), mRNA 


NM_007166 


Homo sapiens Clathrin assembly lymphoid-myeloid leukemia gene (CLTH), 

mRNA 


NM 007186 


Homo sapiens centrosomal protein 2 (CEP2), mRNA 




1 TTnmn QanienR chaneronin containine TCPl, subunit 8 (theta) (CCT8), mRNA | 


NM 007185 

IMA/f 007990 

INlYi \J\} t jLZAj 


Homo sapiens trinucleotide repeat containing 4 (TNRC4), mRNA 1 
Homo saniens carbonic anhvdrase VB, mitochondrial (CA5B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_007100 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 1 
subunit e (ATPSI), mRNA 


NM_00723 1 


Homo sapiens solute carrier family 6 (neurotransmitter transporter), member 14 1 
1 rSLC6A14V mRNA 


>JTU 0077.0^ 1 Homo saoiens A kinase fPRKA^ anchor protein 2 (AKAP2), mKNA 


NM 007202 


Homo sapiens A kinase (PRKA) anchor protein 10 (AKAPIO), mRNA 


NM_007168 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 8 1 
(ABCA8), mRNA 


NM 000506 


Homo sapiens coagulation factor II (thrombin) (F2), mRNA 1 


NM 004343 


Homo sapiens calreticulin (CALR), mRNA 


NM 006736 


Homo sapiens heat shock protein, neuronal DNAJ-like 1 (HSJl), mRNA 1 


NM_006553 


Homo sapiens erythroid differentiation and denucleation factor 1 (HFL-EDDGl), 1 

mRNA 


NM 006984 


Homo sapiens claudin 10 (CLDNIO), mRNA 1 


NM_005502 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 1 1 
fABCAl),mRNA 


NM 005809 


Homo sapiens peroxiredoxin 2 (PRDX2), mRNA 1 


NM 006977 


Homo sapiens zinc finger protein 46 (KUP) (ZNF46), mRNA I 


NM 006965 


Homo sapiens zinc finger protein 24 (KOX 17) (ZNF24), mRNA I 


NM 006963 


1 Homo sapiens zinc finger protein 22 (KOX 15) (ZNF22), mRNA 1 
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NM 006978 



NM 006953 



NM 006951 



Homo sapiens zinc finger protein 183 (RING finger, C3HC4 type) (ZNF183), 
mRNA . — 



NM 006952 Homo sapiens uroplakin IB (UPKIB), mRNA 



NM 006950 



NM 007056 



NM 006949 



NM 006948 



Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase H. D. lOOkD (TAF2D). mRNA 



Homo sapiens stress 70 protein chaperone, microsome-associated, 60kD 
(STCH), mRNA 



NM 006946 | Homo sapiens spectrin, beta, non-erythrocytic 2 (SPTBN2), mRNA 



NM 006945 Homo sapiens small proline-rich protein 2B (SPRR2B), mRNA 



NM_006944 | Homo sapiens secreted phosphoprotein 2, 24kD (SPP2), mRNA 



NM 007009 I Homo sapiens zona pellucida binding protein (SP38), mRNA 

=— — — — _ _ I — — ^ « ^ ^ • , • • ' %r\ 1^ c /'crwc 



NM 006940 



NM 007017 



NM 



NM 



006943 
007084 



Homo sapiens SRY (sex determining region Y)-box 5 (SOXS). mRNA 
Homo sapiens SRY (sex determining region Y)-box 30 (SOX30), mRNA 
Homo sapiens SRY (sex determining region Y)-box 22 (SOX22), mRNA 
Homo sapiens SRY (sex determining region Y)-box 21 (SOX21), mRNA 



NM 006942 | Homo sapiens SRY (sex determining region Y)-box 20 (SOX20), mRNA 



NM 006941 



NM 006934 



Homo sapiens SRY (sex determining region Y)-box 10 (SOX 10). mRNA 
Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine), 
member 9 (SLC6A9). mRNA 



NM_006933 ] Homo sapiens solute carrier family 5 (inositol transporters), member 3 

(SLC5A3), mRNA 



NM 006931 



Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 3 
(SLC2A3). mRNA 



NM 006930 



NM 006925 



NM 006924 



Homo sapiens S-phase kinase-associated protein lA (pl9A) (SKPl A). mRNA 

Homo sapiens splicing factor, arginine/serine-rich 5 (SFRS5), mRNA 

Homo sapiens splicing factor, arginine/serine-rich 1 (splicing factor 2, alternate 
splicing factor) (SFRSl), mRNA 



NM 006917 



(RXRG). 



NM 006987 



NM 007055 



Homo sapiens rabphilin 3A-like (without C2 domains) (RPH3AL), mRNA 
Homo sapiens polymerase (RNA) EQ (DNA directed) (155kD) (RPC155), 
mRNA 



NM 006915 Homo sapiens retinitis pigmentosa 2 (X-linked recessive) CRP2), mRNA 



NM 006914 



NM 



Homo sapiens RAR-related orphan receptor B (RORB), mRNA 
Homo sapiens ring fmger protein 5 (RNF5); 



NM 00691 1 I Homo sapiens relaxin 1 (HI) (RLNl). niKNA 



NM 007043 



NM 007033 



(HRB2), 



Homo sapiens similar to S. cerevisiae RERl (RERl), mRNA 



NM 007081 



Homo sapiens RAB, member of RAS oncogene family-like 2B (RABL2B), 
mRNA 



NM 006905 



NM 007016 



NM_ 
NM 



007024 



007030 



NM 006901 



Homo sapiens pregnancy specific beta- 1 -glycoprotein 1 (PSGl), mRNA 



Homo sapiens protein similar to E.coli yhdg and R. capsulatus nifR3 (PP35), 
mRNA 



Homo sapiens PL6 protein (PL6). mRNA 



Homo sapiens brain-specific protein p25 alpha (p25). mRNA 



Homo sapiens myosin IXA (MY09A), mRNA 



NM 007075 



Homo sapiens JM5 protein (JM5), mRNA 



NM 007003 



Homo sapiens JM27 protein (JM27), mRNA 



NM 006899 



Homo sapiens isocitrate dehydrogenase 3 QSf AP+) beta (IDH3B), mRNA 
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U/>-rv\i^ c9Ti-if>nc li<>at cKorlf tm-ncrrintinn "factOr 2 bindlllS Drotcill fHSF2BP\ 1 
jtOTiIO SapiCIlo ilcat anUUK. Uallo^i iptlv/lX Aawi-wi ^ uxA.tuAi.Ag j^awi-waaa \m.x.\jm, ^j^a. jy i 

mPNA 1 


iNlVi UU /\J I L 


Wnmn QflTkieriQ niitafivp trari ^membrane iDrotcin (TISl*2i, mRNA. 1 


NM 006896 


Homo sapiens homeo box A7 (HOXA7), mRNA 


INIYI VK) /VhO 


WrtTYirt C5>ni«»nc POPT? 1 nnrncrpne nartner fFOP^ mRNA 1 


JNjM UU / U J 1 


TIatmo cciniRnQ "Pnc mVTR'RSFf^^ fic:<;Ariated factor 1 fFAFl\ mRNA 


NM 006979 


Homo sapiens HLA class n region expressed gene KE4 (HKE4), mRNA 1 


NM 007015 


jiomo sapiens cnonaromoouun i prccuraui v.v*^^-*- ■'•/j nuxi^rY i 


NM_00oo90 


xiomo sapiens carcmoemDrjromc <iiitigcii"iwiaicvi w^ii avuxwoiwii hiwiwwlaav # ■ 

/T*T7 A A ^vy^7^ n-iT?xi A 1 
^^\^ii/\.^/\ivi / ^5 rnixJ.>/\ j 


jNJVI UU/Uio 


jtiomo sapiens ccnirtiooiiiai pruLcm i ^vvi-zi 17$ iiuxj-^-r-k ■ 


1 XTTVyf r\f\/ZQQQ 

rsM_uuoooy 


TJTrkTvirt cQ-nif>Tic r^T^R/^ anti&m (C^Ti'7R antifren liaand 2 B7-2 antieen^ rCD86^, 1 
jnLomo sapiens v^x^ou aniigcn ys^xy^o cuitigwii ix^anu. a-» / ^ cuAu^wAAy y^^*.-*' ■ 


1 JNivi uuoyoz 


■Watma c?»r»i<»nc: r»5»rtilflap nairpd-clas^ liomeonrotein 1 rCARXl\ mRNA 1 


1 XNiVl UU /UDo 


T4^i-*nirk c5iT-»if»nc r»cilr*c»in 1 1 /T^APT^JI 1^ TTll^NA 1 
jnoniO SapiCllo Uaipdlll l l ^v>.rvi l>i A 1 ^5 iiii.vj."s.rv 1 


1 INIVl UUOooo 


UrtTvirk cemi^nc r»eilTririHiilin 1 ^riVlAQTlllATvlaSSe IciTiase dclta^ TCALl^l K mRNA 1 


JNM UU/U4/ 


TT ^ ei<k-r>-iA«^o Vkn*^rr/\T^K-ili« cnV*'Pcimil'\/ mPmV^Pr A*? f^R'T'N'^ A2 1 TTlRN^A. 1 

jiomo sapiens oiiiyropnnin, buuidniny j, iiic-aiiuc'I .rvt» ^jj Ai.^«^.r^-t#y, aaaxva^.**- ■ 


NM 007048 


Homo sapiens butyrophilin, subfamily 3, member Al (BTN3A1), mRNA 1 


NM ouoyyz 


rlomo sapiens ±5 / protein {ji / inixiN/v 


NM 006885 


Homo sapiens AT-binding transcription factor 1 (ATBFl), mRNA 1 


NM_007022 


rlomo sapiens putative tumor suppressor ^luiroj, rmvLN^ 


NM 006697 


iiomo sapiens cispiaiui resisiance a.ssocidicu \^v-.rvrYy, iiiivi>-r». i 


NM_006o2o 


rlomo sapiens tyrosine j-monooxygenasc/trypLupiidii j-iiiuiiuuA.jrgtiiaa*ii 
activation protein, theta polypeptide (YWHAQ), mRNA 


NM_00o7ol 


rlomo sapiens tyrosine jj-monooxygcnasc/irypiupiidii j-ii«jiiwuA.jrg«ia.o<i> 
activation protein, epsilon polypeptide (YWHAE), mRNA 


NM 006784 


rlomo sapiens wu repeat aomam d ^ wj^ivjj, uirsaNiA. 


NM 006846 


rlomo sapiens serine protease iimiDuor, j\.dZai lypc, j v^oruNrvj^, nuvi^r^ 


NM__006830 


xiomo sapiens uDiQUinoi-cytocnrome c rcauuutoc ^o.'taj.^^ ouuuiial ^uv^v^-x'yf, 

■r>-»'DXT A 
mKJNA. 


iNM_UUo/yo 


xjr\-»-M/-k oot-ki A»-io T rPi'P f»l'v/r»Acwl+T'ciTicfV=»r5*c6* 9 ffttnilv nolvnentide Al ^UG'l^Al 1- 
riomo sapiens KjLJsr giycosyiirdiioicidoc z< xakiLiiyy y\jiy^\^yi,kKx\^ x~%.m. \^wvj A^t^xi-Ayj 

mixiN/v 


NM_006757 


Homo sapiens troponin T3, skeletal, fast (TNNT3), mRNA 


1 JNiYl UUOcSZ/ 


rXOmO odpiCnS IXdnolIlClllUIdllC UdXxlVJViii^ \jx\jl\^a».x y^xivxx ^xjf iiLM^^^-t 


1 JNM UUOoDJ 


riomo sapiens KdiiiKrcm 1 1 ^ivi^xv 1 1 mrNJ.Nx^ 


1 NM 006811 


Homo sapiens tumor differentially expressed 1 (TDEl), mRNA 


NM_00675o 


JnLonio sapiens transcription eiongauon idoLor rv ^^'■-■'^Jy v.-i^-C'-fVA^, uuxi^r^ 


NM__006024 


rlomo sapiens laxi ^^numan i-ceii icuKcniia virus type uuiuiiig piyjix^m l 
(TAXIBPI), mRNA 


NM 006 /d2 


Homo sapiens suneii d ^oujvtdj, uiisjn/y 


NM_006oiy 


riomo sapiens stress-inQuceu-pnoopnupiutcin i ^rxsp/v/xxapi^v-wi.^aiiiz^iiig 

TM-Af*»in^ /'QTTPTN mPTsTA 

protein ) i ur i mjRj.N/\ 


1 JNJVL UUO/oU 


Wattia caT%if>nc <iTWrA'^ /'^MA'^^ mRNA 

nomo Sapiens olVLrt-? ^olvirVJ jy iiiJ\j,^r\, 


1 xTTv A nA#i'7/io 
jNM_UUo/4y 


nomo sapiens soiute Cdirici idiiuiy ^piiuopiidiC' uduopuikvi^j ihwhacfw-a ^ 
(SLC20A2), mRNA 


1 INM UUO/4/ 


TJArriA caT\-ii»nc cirmol.-inrliir*Rrt TirAllfpr?itinTl-a<;90niatpd PPTIC 1 fSIPAl^- mRNA 


NM 006873 


Homo sapiens stoned B/TFIIA-alpha/beta-like factor (SALF), mRNA 


NM 006788 


Homo sapiens ralA binding protein 1 (RALBPl), mRNA 


NM 006871 


Homo sapiens receptor-interacting serine-threonine kinase 3 (RIPK3), mRNA 


NM_006867 


Homo sapiens RNA-binding protein gene with multiple splicing (RBPMS), 
mRNA 


NM 006743 


Homo sapiens RNA binding motif protein 3 (RBM3), mRNA 
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INlVl UUOOOO 


WrtTvi/i oariii»nQ P AR'^l mem'her RAS oncoecne fatnilv fRAB31"), mRNA 




WrtTYirk Qnnipn«; inner membrane nrotein. mitochondnal (nutofilin) (IMMT). 


MM 006812 


Homo sapiens amplified in osteosarcoma (OS-9), mRNA 


1 rsiVi uudojd I 


TTriTTio Qnnipn<; <iialida<;e 3 ^membrane sialidase) (NiitJ3), mRNA 


NM 006791 


Homo sapiens MORF-related gene 15 (MRG15), mRNA 


NM UUo/oo 


TTrtTr%r\ coniATic 'Tmo "finaer nrntHn MO fZNF220^. mRNA 

riomo sapiens 2111^ luigd piuiciii ju^\f ^^i^x ^^vyj i*.**.^-^.* ». 


i TvTTvyr An/CQA/t 1 
JNJVl UUOcSW 


UTrk-mrk cQ-nipnc ct<*miHnapnir anite remilatorv nrotein related fMLN64\ mRNA 


NM_006770 


Homo sapiens macrophage receptor with collagenoiis structure (MARCO), 

mJtsJN/V 


NM_006785 


Homo sapiens mucosa associated lymphoid tissue lymphoma translocation gene 

1 ^^iVJLAJjl 1 j, mjR-lN/V 


NM 006767 


Homo sapiens leucine-zipper-like transcriptional regulator, 1 (LZTRl), mRNA 


NM_00oo40 


xjrx-M'k^ <n/^-»-vi*At-ici l«iilri^r»ir4'/» •immiin/^€r1r»biilin-lik'p rpnentor ^iibfamilv K (with IJVL 
xiomo sapiens leuitocyic iiiiiiiiuiugit>uuijj.i~iij\.vi i^v^^^j^tv/j.^ ou.ux»x*xiAjr ^ yvrxM* aata 

and rriM domains), member 5 (LILRB5), mRNA 


NM_0068o6 


iiomo sapiens leuKocyte inimunogioDuiui-iuvc rcc-cpiui, auuAaiimjr ^ v^wivii xatx 
domain), member 2 (LILRA2), mRNA 


NM_006863 


jtiomo sapiens leuKocyte immunogioDuiin-iuvc rcvcptui, auuAaiimjr r\. \^wiui x±vx 
domain), member 1 (LILRAl), mRNA 


NM_00o847 


jtiomo sapiens leuKOcyie iiiuiiunogioDuiin-iiK.c rct/cpiur, &uuiaxiuiy ^^wiui xxtx 
and liiM domains J, memoer ** \}^\y^ssj^^)^ imvi^A 


NM_006865 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (without 
XJVL aomamj, memoer j \}^\xAsjri,D )^ nuviNrv 


NM_006864 


Homo sapiens leukocyte immunoglobulin-like receptor, subfaimly B (with TM 
and lllivi Qomamsj, memoer j ^j-»jjLfjvDijjj iiixxj.>-rv 


1 NM 006738 


Homo sapiens lymphoid blast crisis oncogene (LBC), mRNA 


NM__0067o2 


jnomo sapiens JLysosomai-associaicu jiiuiiiopaiiii.ixi^ iiic;riiiuiaiiw/ piviLw^ui ^ 

1 (^-LA-r 1 JVIj miviN A 


JNM_UUo HI 


I xTr^-rv«/\ oo-nionc trill^T" r»*»ll itTimiinoorlribiilin-liVe recentor three domains. lon& 
_nomo sapiens loiier ccii iixiiiiuii^jgiviijiiiiii iiiw^ vahUw^^ uw^xwAAAk?, ava^^ 

i^T/tnTkl«»cmir fjiil 9 fK'TR'^'nT 1\ mRNA 


NM_006801 


Tj^N^-rv^A do-t-k-iA-ne i^t^ThT /t -^/c A ct-i Olii-T \ f onlfl^imic reticulum nrotein 

1 rlomO sapiens i • ^i-rys-/\op-VJiu-i-rC'ti^ Cfina*j^ia.oiiiiv/ As.»tivu.iv*4xi pivfwwxxi 
retenti An recentor 1 rKDELRl^i mRNA 


>JTV/r C\C\fSiAA 
1 INIVX vUDOH*T 


WAmA <;aniens ilvB rbacterial acetolactate svnthase)-like (DLVBL), mRNA 


mi 006858 


Homo sapiens putative T1/ST2 receptor binding protein (ILIRLILG), mRNA 


\ JNiVl UUD/OH 


TJrfcTnrk C5ir»i<*nc intprfprnn-rplated develonmental regulator 2 fltRX)2V mRNA 


"MTVyf AAAfi'21 
JNiVl UUOo J i 

JNiVl UUO/lr'f 


WrkYTirfc cnni^mc ATP/rrTP-hinHina nrotein rHEAB^ mRNA 


1 TJ/\mrfc cg-ni^nQ C\ nrnf^in-PffciinlpH rpr.entOT 7S TCtRRVSV mRN^A 


1 XTAyf AA/CTCi 
1 JNJVl UUO/oj 


1 TTrtrvir* cci-n-ipnc oaxs innpfinn nrnfpin beta 6 Tconnexin 30 1 fGJB6 1. HlRNA. 


JNJVl_UUO/33 


T-Ir\rv»r* cartipnc nrimarw rpcnnnQP ^'T RPRl rat^ bomolOff 1 (FSldLPKJil\ 

1 irxTsj-N^fv ^ ^ — _ — 




Rnmn Qaniens Fukuvama tvne congenital muscular dystrophy (FCMJL)), mRNA 


MM 006730 


Homo sapiens deoxyribonuclease I-like 1 (DNASEILI), mRNA 


\ INIVI UU4jDO 


U/%-mrt cimipnc f*bloTif1p /^liannpl 9 ii T.l!^J9i mR^N^A. 


NM 006725 


Homo sapiens CD6 antigen (CD6), mRNA 


NM OUooUo 


I xiomo sapiens x>xvj lamiiy, mcmuci j ^xj± vj-^^, nix.Nj.^.r^ 


NM UUo/Di 


1 xiOTno sapicua jjivj lamiiy, mviuuci a. ^j-> a vj.^:.^, xxxx^-x-^x-*. 


NM 006789 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide- 
like 2 (APOBEC2), mRNA 


NM:_006793 


Homo sapiens peroxiredoxin 3 (PRDX3), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 006818 


Homo sapiens ALL 1 -fused gene from chromosome Iq (AFIQ), mRNA 


1 NM 004289 


1 Homo sapiens nuclear factor (ervthroid-derived 2)-like 3 (NFE2L3), mRNA 
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NM 006526 | Homo sapiens zinc finger protein 217 fZNF217), mRNA 



NM_006523 



Homo sapiens X-prolyl aminopeptidase (aminopeptidase P)-like (XPNPEPL), 
mKNA 



NM 006537 Homo sapiens ubiquitin specific protease 3 (USP3) » mRNA 



NM 006564 Homo sapiens G protein^coupled receptor (TYMST R), mRNA 



NM_006573 



NM 001561 



Homo sapiens tumor necrosis factor (ligand) superfamily, member 13b 
(TNFSF13B),mRNA 



Homo sapiens tumor necrosis factor receptor, superfamily, member 9 
(TNFRSF9), mRNA 



NM 006528 Homo sapiens tissue factor pathway inhibitor 2 (TFPI2), mRNA 



NM 006520 Homo sapiens t-complex-associated-testis-expressed 1-like (TCTEIL), mRNA 



NM 006519 Homo sapiens t-complex>associated-testis-expressed 1-Hke 1 (TCTELl), mRNA 



NM_006602 



Homo sapiens transcription factor-like 5 (basic helix-loop-helix) (TCFL5), 
mRNA 



NM 006593 Homo sapiens T-box, brain, 1 (TBRl), mRNA 



NM_006679 



Homo sapiens putative opioid receptor, neuromedin K (neurokinin B) receptor- 
like (TAC3RL), mRNA 



NM 006682 Homo sapiens fibrinogen-like 2 (FGL2), mRNA 



NM 006558 Homo sapiens Sam68-like phosphotyrosine protein, T- STAR (T-STAR), mRNA 



NM 006603 



NM 006717 



Homo sapiens stromal antigen 2 (STAG2), mRNA 
Homo sapiens spindlin (SPIN), mRNA 



NM 006542 | Homo sapiens S-phase response (cyclin-relatcd) (SPHAR), mRNA 



NM 006654 



Homo sapiens sue 1 -associated neurotrophic factor target (FGFR signalling 
adaptor) (SNT-1). mRNA 



NM 006622 | Homo sapiens serum-inducible kinase (SNK). mKNA 



NM 006696 
NM 006516 



NM 006632 



NM 006517 



NM 006598 



NM 006515 



NM 006664 



NM 006514 



NM 006559 



NM 006511 



NM 006583 



NM 006604 



NM 006605 



NM 006505 



NM 006504 



NM 006503 



Homo sapiens thyroid hormone receptor coactivating protein (SMAP). mRNA 
Homo sapiens solute carrier family 2 (faciUtated glucose transporter), member 1 
(SLC2A1). mRNA 



Homo sapiens solute carrier family 17 (sodium phosphate), member 3 
(SLC17A3), mKNA 



Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 2 (putative transporter) (SLC16A2), mRNA 



Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
7 (SLC12A7). mKNA 



Homo sapiens SET domain and mariner transposase fusion gene (SETMAR), 
mRNA 



Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 27 

(SCYA27), mRNA — 

Homo sapiens sodium channel, voltage-gated, type X, alpha polypeptide 

(SCNIOA). mRNA 



Homo sapiens GAP-associated tyrosine phosphoprotein p62 (Sam68) (SAM68), 
mRNA 



Homo sapiens regulatory solute carrier protein, family 1, member 1 (RSCl Al), 
mRNA 



lapiens retinal pigment epithelium-derived rhodopsin homolog (RRH), 

mRNA 



Homo sapiens ret finger protein-like 3 (RFPL3), mRNA 



Homo sapiens ret finger protein-like 2 (RFPL2), mRNA 



Homo sapiens poliovirus receptor (PVR). mRNA 



Homo sapiens protein tyrosine phosphatase, receptor type. E (PTPRE), mRNA 



Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 4 
(PSMC4), mRNA 
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NM 006587 



NM 006556 



NM 006608 



NM 006661 



NM 006674 



NM 006637 



NM 006649 



NM 002532 



Homo sapiens conn (PRSC)> mRNA 



Homo sapiens phosphomevalonate kinase (PMVK), mRNA 



Homo sapiens putative homeodomain transcription factor (PHTFl), mRNA 



Homo sapiens phosphodiesterase lOA fPDElOA), mRNA 



Homo sapiens MHC class I region ORF (PSA), mRNA 



Homo sapiens olfactory receptor, family 5, subfamily I, member 1 (OR511), 
mRNA 



Homo sapiens serologically defined colon cancer antigen 16 (SDCCAG16), 
mRNA 



Homo sapiens nucleoporin SSkD (NUP88), mRNA 



NM 006702 



Ho mo sapiens neuropathy target esterase (NTE), mRNA 



NM_006693 
NM 006669 



Homo sapiens cleavage and polyadenylation specific factor 4, 30kD subunit 

(CPSF4), mRNA , 

Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and rriM domains), member 1 (LILRBl), mRNA 



NM 006533 



NM_006500 
NM 006610 



Homo sapiens melanoma inhibitory activity (MIA), mRNA 
Homo sapiens melanoma adhesion molecule (MCAM)> mRNA 



NM 006699 



Homo sapiens mannan-binding lectin serine protease 2 (MASP2), mRNA 



NM 006498 



Homo sapiens mamiosidase, alpha, class 1 A. member 2 (MA N1A2). mRNA 



Homo sapiens lectin, galactoside-binding, soluble, 2 (galectin 2) (LGALS2), 
mRNA 



NM 006547 



NM 006611 



NM 006546 



NM 006665 



Homo sapiens IGF-II mRNA-binding protein 3 (KOCl), mRNA 



Homo sapiens killer cell lectin-like receptor subfamily A, member 1 (KLRAl), 
mRNA 



Homo sapiens IGF-H mRNA-binding protein 1 (IMP>1), mRNA 



Homo sapiens heparanase (HPSE), mRNA 



NM 006497 



Homo sapiens hypermethylated in cancer 1 (HICl), mRNA 



NM 004667 



mi 006527 



NM 006658 



NM 006496 



NM 006529 



NM 006530 



NM 006581 



NM 006700 



NM 006684 



NM 004113 



NM 006495 



NM 006532 



NM 006566 



NM 006639 



NM 006586 



NM 006565 



Homo sapiens hect domain and RLD 2 (HERC2), mRNA 



Homo sapiens Hairpin binding protein, histone (HBP), mRNA 
Homo sapiens G-substrate (GSBS), mRNA 



Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 3 (GNAI3), mRNA 
Homo sapiens glycine receptor, alpha 3 (GLRA3), mRNA 
Homo sapiens glioma-amplified sequence-41 (GAS41), mRNA 



Homo sapiens fucosyltransferase 9 (alpha (1,3) flicosyltransferase) (FUT9), 
mRNA 



Homo sapiens FLN29 gene product (FLN29), mRNA 



Homo sapiens complement factor H-related 4 (FHR-4), mRNA 



Homo sapiens fibroblast growth factor 12B (FGF12B), mRNA 



Homo sapiens ecotropic viral integration site 2B (EVI2B), mRNA 



Homo sapiens ELL gene (11-19 lysine-rich leukemia gene) (ELL), mRNA 
Homo sapiens adhesion glycoprotein (DNAM-1), mRNA 



Homo sapiens cysteinyl leukotriene receptor 1 (CYSLTl), mRNA 

Homo sapiens trinucleotide repeat containing 5 (TNRC5), mRNA 

Homo sapiens CCCTC-binding factor (zinc finger protein) (CTCF), mRNA 



NM 006574 



Homo sapiens chondroitin sulfate proteoglycan 5 (neuroglycan C) (CSPG5), 
mRNA 



NM 006688 



NM 006493 



Homo sapiens Clq-related factor (CRF), mRNA 

Homo sapiens ceroid-lipofuscinosis, neuronal 5 (CLN5), mRNA 



NM 001750 



Homo sapiens calpastatin (CAST), mRNA 



NM 006624 



NM 006698 



Homo sapiens adenovirus 5 El A binding protein (BS69), mRNA 



Homo sapiens bladder cancer associated protein (BLCAP), mRNA 
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NM 006716 I Homo sa piens activator of S phase kinase (ASK), rtiRNA 



NM 006534 | Homo sapiens nuclear receptor coactivator 3 flSFCOA3) , mRNA 

NM 006670 Homo sapiens 5T4 oncofetal trophoblast gly coprotein (5T4), mRNA 

Nm1002069 Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 

activity polypeptide 1 (GNAIl), mRNA 

NM 001 165 Homo sapiens baculoviral lAP repeat-containing 3 (BIRC3), mRNA 

NM_000391 Homo sapiens ceroid-lipofuscinosis, neuronal 2, late infantile (Jansky- 

Bielschowsky disease) (CLN2), mRNA 

NM 00 5440 I Homo sapiens OTP-binding protein Rho7 (RH07), mRNA 



NM 005346 | Homo sapiens heat shock 70kD protein 1B(HSPA1B), mRNA 



NM_005345 Homo sapiens heat shock 70kD protein 1 A (HSPAl A), mRNA 
NmI003S45 Homo sapiens H4 hi stone family, member J (H4FJ), mRNA 
NM 003543 Homo sapiens H4 histone family, member H (H4FH), mRNA 

NM 003542 I Homo sapiens H4 histone family, member G (H4FG), mRNA 



NM 003540 I Homo sapiens H4 histone family, member C (H4FC), mRNA 



NM ,003539 Homo sapiens H4 histone family, memb^B (H4FB), mRNA 
NM 003538 Homo sapiens H4 histone family, member A (H4FA), mRNA 
NM_005323 1 Homo sapiens HI histone family, member T (testis-specific) (HIFT) , mRNA 
NM 003752 Homo sapiens eukaryotic translation initiation factor 3, subunit 8 (1 lOkD) 

(EIF3S8), mRNA 



NM 004929 | Homo sapiens calbindin 1, (28kD) (CALBl), mRNA 



NM 006122 I Homo sapiens m annosidase, alpha, class 2A, member 2 (MAN2A2), mRNA 
" kinase 12 (MAP3K12). 



NM 006301 



mRNA 



NM_006299 Homo sapiens zinc finger protein 193 (ZNF193), mRNA 
NM 006298 Homo sapiens zinc finger protein 192 (ZNF192), mRNA 
NM_006385 | Homo sapiens zinc finger protein 21 1 (ZNF21 1), mRNA 
= — - (VRK2), 



NmI006295 Homo sapiens valyl-tRNA synthetase 2 (VARS2),inRNA 

NmIo06447 I Homo sapiens ubiquitin specific protease 16 (USP16), mRNA 

NM]]o06294 Homo sapiens ubiquinol-cytochrome c reductase binding protein (UQCRB), 

mRNA 



NM 006293 Homo sapiens TYR03 protein tyrosine kinase (TYR03), mRNA 



NmI0063 1 1 I Homo sapiens nuclear receptor co-repressor 1 (NCORl), mRNA 
NM_006291 I Homo sapiens tumor necrosis factor, alpha-induced protein 2 (TNFAIP2), 

mRNA 



NM_006290 I Homo sapiens tumor necrosis factor, alpha-induced protein 3 (TNFAIP3), 

mRNA 



NM_006288 Homo sapiens Thy-1 cell surface antigen (THYl), mRNA 

NMJ006286 \ Homo sapiens transcription factor Dp-2 (E2F dimerization partner 2) (TFDP2), 

mRNA 



NM 006284 | Homo sapiens TATA box binding protein (TBP)-associated factor, KNA 

polymerase H, H, 30kD (TAF2H), mRNA . . 

NM_006342 | Homo sapiens transforming, acidic coiled-coil containing protein 3 (TACC3), 

mRNA 



NM_006283 | Homo sapiens transforming, acidic coiled-coil containing protein 1 (TACCl), 

mRNA . . 

NM 006282 | Homo sapiens serine/threonine kinase 4 (STK4)7 mRNA 



NM]_006280 I Homo sapiens signal sequence receptor, delta (translocon-associated protein 

delta) (SSR4), mRNA 



NM 006307 1 Homo sapiens sushi-repeat-containing protein, X chromosome (SRPX), mRNA 
NM~006415 I Homo sapiens serine palmitoyltransferase, long chain base subunit 1 (SPTLCl), 
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1 mRNA 


MM 006450 


Homo sapiens splicing factor C45kD) (SPF45), mRNA 


NM 006422 | 


Homo sapiens A kinase (PRKA) anchor protein 3 (AKAP3), mRNA 


NM_006446 1 


Homo sapiens solute carrier family 21 (organic anion transporter), member 5 
(SLC2lA6),mKNA 


NM_006278 


Homo sapiens sialyltransferase 4C (beta-galactosidase alpha-2,3- 

sialytransferase) (SIAT4C). mRNA 


NM_006378 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domam, (semaphorm) 4D (SEMA4D}, 
mRNA 


NM_006379 


Homo sapiens sema domam, immvinoglobulm domain (Ig), short basic domain, 
secreted, (semaphonn) 3C (SEMA3C), mRNA 


NM_006274 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member ly 
(SCYA19), mRNA 


NM 006453 


Homo sapiens transducin (beta)-like 3 (TBL3), mRNA 


NM 006270 


Homo sapiens related RAS viral (r-ras) oncoRene homolog (RRAS), mRNA 


NM 006269 


Homo sapiens retimtis pigmentosa 1 (autosomal dommant) (RPl), mRNA 


NM 006355 


Homo sapiens ring finger protein 1 5 (RNF 1 5), mRNA 


NM 006315 


Homo sapiens ring finger protein 3 CRNF3), mRNA 1 


NM 006394 


Homo sapiens regulated in glioma (RIG), mRNA 


NM_006263 


Homo sapiens proteasome (prosome, macropam) activator subumt 1 
alpha) (PSMEl), mRNA 


NM 006262 


Homo sapiens peripherin (PRPH), mRNA 


NM_006261 


Homo sapiens prophet of Pit 1 , paired-like homeodomain b:^nscription factor j 
(PROP 1), mRNA 


NM_006260 


Homo sapiens protein-kinase, interferon-inducible double stranded KN A 
1 dependent inhibitor (PRKRD, mRNA 


NM 006259 


Homo sapiens protein kinase, cGMP-dependent, type II (PRKU2), mRNA 


NM 006257 


Homo sapiens protein kinase C, theta (PRKCQ), mRNA 1 


NM 006255 


Homo sapiens protein kinase C, eta (PRKCH), mRNA j 


NM_006253 


Homo sapiens protein kinase, AMP-activated, beta 1 non-catalytic subunit j 
(PRKABl), mRNA 


NM_006252 


Homo sapiens protein kinase, AMP-activated, alpha 2 catalytic subunit 1 
1 (PRKAA2), mRNA 


NM_006251 


Homo sapiens protein kinase, AMP-activated, alpha 1 catalytic subunit 
1 (PRKAAl), mRNA 


NM 006247 


Homo sapiens protein phosphatase 5, catalytic subunit (PPP5C), mRNA 


NM_006246 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), epsilon 1 
isoform (PPP2R5E), mRNA 


NM_006245 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), delta isoform j 
(PPP2R5D), mRNA 


NM_006244 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), beta isoform 1 
(PPP2R5B), mRNA 


NM_006243 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), alpha isoform 1 
(PPP2R5 A), mRNA 


NM_006241 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 2 \ Yyv\)su.)^ 
mRNA 


NM_006240 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 1 (PPEFl), 1 
mRNA 


NM_006238 


Homo sapiens peroxisome proliferative activated receptor, delta (PPARD), 1 
mRNA 


NM 006237 


1 Homo sapiens POU domain, class 4, transcription factor 1 (POU4F1), mRNA | 
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1 NM 006236 T 


Homo sapiens POU domain, class 3, transcription factor 3 (POU3F3). mRNA 


NM 006235 


Homo sapiens POU domain, class 2, associating factor 1 (POU2AF1), mRNA 


NM 006231 


Homo saoiens polymerase (DNA directed), epsilon (POLE), mRNA 


NM 006358 


Homo sapiens solute carrier family 25 (mitochondrial earner; peroxisomal 
membrane protein, 34kD), member 17 (SLC25A17), mRNA 


NM 006227 


Homo sapiens phospholipid transfer protein (PLTP), mRNA 1 


NM 006226 


Homo saoiens ohosDholipase C. epsilon (PLCE), mRNA 


NM 006225 


Homo sapiens phospholipase C, delta 1 (PLCDl), mRNA 1 


NM 006224 


Homo saoiens Dhosohotidvlinositol transfer protem (PITPN), mRNA 1 


NM 006479 


Homo sapiens RAD5 1 -interacting protein (PIR5 1 ), mRNA 1 




Homo saoiens protein (peptidyl-prolyl cis/trans isomerase) MMA-interacting, 4 1 
(parvulin) (PIN4), mRNA 




Homo saoiens nrotein (peptidyl-prolyl cis/trans isomerase) NlMA-interacting 1- 1 

like rPINlLV mRNA 


NM_006221 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting 1 1 
rPINl\ mRNA 


NM_006218 


Homo sapiens phosphoinbsitide-3 -kinase, catalytic, alpha polypeptide 1 
r PIFCS C A>. mRNA 


NM 006213 


Homo saoiens ohosohorvlase kinase, gamma 1 (muscle) (PHKGl), mRNA 1 


NM_006305 


Homo sapiens putative human HLA class n associated protein I (PHAP 1), 
mRNA 


NM_006212 


Homo sapiens 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 2 j 
rPFKFB2V mRNA 


NM 006211 


Homo sapiens proenkephalin (PENK), mRNA 




Homo saoiens ectonucleotide pyrophosphatase/phosphodiesterase 2 (autotaxin) 1 
rFNPP2^ mRNA ' 


NM 006205 


Homo sapiens phosphodiesterase 6H, cGMP-specific, cone, gamma (PDE6H), 
mRNA 


NM 006204 


Homo sapiens phosphodiesterase 6C, cGMP-specific, cone, alpha prime 
(PDE6C), mRNA 


NM 006198 


Homo sapiens Purkinie cell protein 4 (PCP4), mRNA I 


NM_006197 


Homo sapiens pericentriolar material 1 (PCMl), mRNA I 


NM 006195 


Homo saoiens ore-B-cell leukemia transcription factor 3 (PBX3), mRNA 


NM 006193 


Homo saoiens paired box eene 4 (PAX4), mRNA 1 


NM 006191 


Homo saoiens proliferation-associated 2G4, 38kD (PA2G4), mRNA 1 


NM 006189 


Homo sapiens olfactory marker protein (OMP), mRNA 


NM 006186 


Homo sapiens nuclear receptor subfamily 4, group A, member 2 (NR4A2), 1 
mRNA 


NM 006185 


Homo sapiens nuclear mitotic apparatus protein 1 (NUMAl), mRNA j 


NM 006184 


Homo sapiens nucleobindin 1 (NUCBl), mRNA 1 


NM 006182 


Homo saoiens discoidin domain receptor family, member 2 (DDR2), mRNA 


NM 006180 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 2 (NTRK2), mRNA | 


NM 006372 


Homo sapiens NS 1 -associated protein 1 (NS AP 1), mRNA 1 


NM 006177 


Homo sapiens neural retina leucine zipper (NRJL), mRNA | 


NM 006176 


Homo sapiens neurogranin (protein kinase C substrate, RC3) (NRGN), mRNA 


NM 006174 


Homo sapiens neuropeptide Y receptor Y5 (NPY5R), mRNA 


NM 006170 


Homo sapiens nucleolar protein 1 (120kD) (NOLI), mRNA 


NM 006169 


Homo sapiens nicotinamide N-methyltransferase (NNMT), mRNA 


NM_006165 


Homo sapiens nuclear factor related to kappa B binding protein (NFRKB), 
mRNA 


NM 006164 


Homo sapiens nuclear factor (erythroid-derived 2)-like 2 (NFE2L2), mRNA 


NM 006163 


Homo sapiens nuclear factor (erythroid-derived 2), 45kD (NFE2), mRNA 
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1 NM 006160 I 


Homo sapiens neurogenic differentiation 2 (NEUROD2), mRNA 


NM 006158 


xj^«*.yv c^A-n^amo v><»iwrfcfil«»TYif»nf lioVit r»nlvnentiHe f681cD) fWiiFL^ mRNA 


NM 006393 


Homo sapiens neDuiette i^iNiirsi^j, misJLN/\ 


1 NM 006316 
NM 006153 


xT^->««^ o/>-rik^ A«->o T^TsJA KirkHincr tra-n crtHntinnfll activator rNCYM^ mRNA. 

J-lOmO SSpienS LyiN/\-Dinciing ir<uloL»i ll^tiwiioi a\t^Aytx.\\*x a xvxy, aaaa^^^j^ ». 


Homo sapiens NCK adaptor protein 1 (NCKl), mRNA 


NM_006424 


Homo sapiens soiuie earner lamiiy jh ^buuiuiii piiu&pnai,^^, iiK^iiiuw ^ 

(ol^i-*J*rAZj, mivlNA - 


NM 006317 


Homo sapiens brain acid-soluble protein 1 (BASPl), mRNA 


NM 006343 


Homo sapiens c-mer proto-oncogene tyrosine kinase (MERTK), mRNA 


NM_006457 


Homo sapiens LIM protein (similar to rat protein kinase C-binding enigma) 
(LBVO, mRNA 


NM 00614S 


Homo sauiens LIM and SH3 protein 1 (LASPl), mRNA 


NM 006383 Homo sapiens DNA-dependent protein kinase catalytic subunit-mteracting 
1 1 tJTotein 2 rK]P2\ mRNA 


NM_0d6459 


Homo sapiens similar to Caenorhabditis elegans protein C42C1.9 ^CE04), 
mRNA 


NM 006147 
NM 006332 


Homo sapiens interferon regulatory factor 6 (1RF6), mRNA 


Homo sapiens interferon, gamma-inducible protein 30 (IFI30). mRNA 


NM 006337 


Homo sapiens n-dcrospherule protein 1 (MCRSl), mRNA 


NM 006308 


Homo sapiens heat shock 27kD protein 3 (HSPB3), mRNA 


NM_006403 


Homo sapiens enhancer of filamentation 1 (cas-like docking; Crk-associated 
substrate related) (HEF 1 ), mRNA 


NM 006143 


Homo sapiens G protein-coupled receptor 19 (GPR19), mRNA 


NM 006302 


Homo sapiens glucosidase I (GCSl), mRNA 


NM 006478 


Homo sapiens GAS2-related on chromosome 22 (GAR22), mRNA 1 


NM_006338 


Homo sapiens glioma amphfied on chromosome 1 protein (leucine-rich) 1 

(GACl), mRNA 


NM 006360 


Homo sapiens dendritic cell protein (GA17), mRNA 


NM 006'^ ?.9 


1 Homo saniens fibulin 5 (FBLN5), mRNA 1 


NM 006404 Homo sapiens protein C receptor, endothelial (EPCR) (PROCR), mRNA 


1 NM 006304 1 Homo sapiens Deleted in split-hand/split-foot 1 region (DSSl), mRNA 


NM 001355 


Homo sapiens D-dopachrome tautomerase (DDT), mRNA 


NM 006139 


Homo sapiens CD28 antigen (Tp44) (CD28), mRNA 1 


NM 006371 


Homo sapiens cartilage associated protein (CRTAP), mRNA 


NM_006136 


Homo sapiens capping protein (actin filament) muscle Z-line, alpha 2 
(CAPZA2), mRNA 


NM 006448 


1 Homo saniens trinucleotide repeat containing 1 (TNRCl), mRNA 


1 NM 006333 1 Homo saniens nuclear DNA-binding protein (CID), mRNA 


NM_006419 


Homo sapiens small inducible cytokine B subfamily (Cys-X-Cys motif), member 
13 (B-cell chemoattractant) (SCYB13), mRNA 


NM 005453 


Homo sapiens zinc finger protein 297 (ZNF297), mRNA 1 


NM 006324 


1 Homo sapiens craniofacial development protein 1 (Cl^DPi), mRNA 


NM 006375 


1 Homo sapiens cytosolic ovarian carcinoma antigen 1 (COVAl), mRNA 1 


NM 004466 


Homo sapiens glypican 5 (GPC5), mRNA 


NM 004484 


Homo sapiens glypican 3 (GPC3), mRNA 


NM_002856 


Homo sapiens poliovirus receptor-related 2 (herpesvirus entry mediator B) 1 
(PVRL2), mRNA 


NM_001420 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 3 (Hu 
antigen C) (ELAVL3), mRNA 


NM 001634 


Homo sapiens S-adenosylmethionine decarboxylase 1 (AMDl), mRNA 


NM 000483 


Homo sapiens apolipoprotein C-II (APOC2), mRNA 


I NM 001645 


Homo sapiens apolipoprotein C-I (APOCl), mRNA 1 
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NM 000482 


Homo sapiens apolipoprotein A-IV (AP0A4), mRNA 


NM 005953 


Homo sapiens metallothionein 2A (MT2A), mRNA 


NM_005954 


Homo sapiens metallothionein 3 (growth inhibitory factor (neurotrophic)) 
(Mr3), mRNA 


NM 006007 


Homo sapiens zinc finger protein 216 (ZNF216), mRNA 


NM 006006 


Homo sapiens 2dnc finger protein 145 (KruppeUike, expressed in promyelocytic 
leukemia) (ZNF145), mRNA 


NM 006004 


Homo sapiens ubiquinol-cytochrome c reductase hinge protein (UQCRH), 
mRNA 


NM 006003 


Homo sapiens ubiauinol-cvtochrome c reductase, Rieske iron-sulfur polypeptide 
1 (UQCRFSl), nuclear gene encoding mitochondrial protein, mRNA 


NM 006088 


Homo sapiens tubulin, beta, 2 (TUBB2), mRNA 


NM 005999 


Homo sapiens translin-associated factor X (TSNAX), mRNA 


NM_006022 


Homo sapiens transforming growth factor beta-stimulated protein TSC-22 

(TSC22), mRNA 


NM 005998 


Homo sapiens chaperonin containing TCPl, subunit 3 (gamma) (CCT3), mRNA 


NM 006073 


Homo sapiens triadin (TKDN), mRNA 


NM 005997 


Homo sapiens transcription factor-like 1 (TCFLl), mRNA 


NM 006116 


Homo sapiens transforming growth factor beta-activated kinase-binding protein 
1 (TABl),mRNA 


NM 005989 


Homo sapiens aldo-keto reductase family 1, member Dl (delta 4-3-ketosteroid- 
5-beta-reductase) (AKRIDI), niRNA 


NM 005988 


Homo sapiens small proline-rich protein 2A (SPRR2A), mRNA 


NM 005986 


Homo sapiens SRY (sex determining region Y)-box 1 (SOXl), mRNA 


NM 006049 


Homo sapiens small nuclear RNA activating complex, polypeptide 5, 19kD 

(SNAPC5) mRNA 


KfM 006080 


Homo sapiens sema domain, immunoglobulin domain (le), short basic domain, 
secreted, (semaphorin) 3A (SEMA3 A), mRNA 


NM 006072 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 26 
(SCYA26), mRNA 


NM 005981 


Homo sapiens sarcoma amplified sequence (SAS), mRNA 


NM 006054 


Homo sapiens reticulon 3 CRTN3), mRNA 


NM 005977 


Homo sapiens ring finger protein (C3H2C3 type) 6 (RNF6), mRNA 


NM 005975 


Homo sapiens PTK6 protein tyrosine kinase 6 (PTK6), mRNA 


NM 005972 


Homo sapiens pancreatic polypeptide receptor 1 (PPYRl), mRNA 


NM 006112 


Homo sapiens peptidylprolyl isomerase E (cyclophilin E) (PPEE), mRNA 


NM 006107 


Homo sapiens acid-inducible phosphoprotein (OA48-18), mRNA 


NM 006067 


Homo sapiens neighbor of COX4 (NOC4), mRNA 

f^*-^ V 22 • 


NM 005969 


Homo sapiens nucleosome assembly protein 1-like 4 (NAP1L4), mRNA 


NM 006058 


Homo sapiens Nef-associated factor 1 (NAFl), mRNA 


NM 006097 


Homo sapiens myosin regulatory light chain 2, smooth muscle isoform 
(MYRL2), mRNA 


NM 005955 


Homo sapiens metal-regulatory transcription factor 1 (MTFl), mRNA 


NM 005932 


Homo sapiens mitochondrial intermediate peptidase (MIPEP), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005931 


Homo sapiens MHC class I polypeptide-related sequence B (MICE), mRNA 


NM 006081 


Homo sapiens MHC binding factor, beta (MHCBFB), mRNA 


NM_005930 


Homo sapiens meningioma expressed antigen 6 (coiled-coil proline-rich) 
(MGEA6), mRNA 


NM 005928 


Homo sapiens milk fat globule-EGF factor 8 protein (MFGE8), mRNA 


NM 005926 


Homo sapiens microfibrillar-associated protein 1 (MFAPl), mRNA 


NM 005925 


Homo sapiens meprin A, beta (MEPIB), nnRNA 
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NM 005924 



MM 005920 



NM_005919 
NM 005918 



NM 005917 



NM 005913 



NM 005912 



NM 005911 



NM 005908 



NM 005907 



NM 005898 



NM 006060 



Homo sapiens mesenchyme homeo box 2 (growth arrest-specific homeo box) 
fMEQX2). mRNA 



Homo sapiens MADS box transcription enhancer factor 2, polypeptide D 
(myocyte enhancer factor 2D) (MEF2D), mRNA 



Homo sapiens MADS box transcription enhancer factor 2, polypeptide B 

(myocyte enhancer factor 2B) (MEF2B)> mRNA ^ 

Homo sapiens malate dehydrogenase 2, NAD (mitochondrial) (MDH2), nuclear 
gene encoding mitochondrial protein, mRNA 



^^■^^^^ -w^^-^-— - ^ r . ■ 

Homo sapiens malate dehydrogenase 1, NAD (soluble) (MDHl). mRNA 



Homo sapiens melanocortin 5 receptor (MC5R), mRNA 



Homo sapiens melanocortin 4 receptor (MC4R>, mRNA 



Homo saiJiens methionine adenosyltransferase n, alpha (MAT2A), mRNA 
Homo sapiens maimosidase, beta A. lysosomal (MANB A), mRNA 



(MANlAl), 



Homo sapiens membrane component, chromosome 11, surface marker 1 
(Mil SI). mRNA 



NM 006059 



NM 006038 



NM 006084 



NM 005897 



NM 005896 



NM 006028 



NM_006120 
NM 006026 



NM 006051 



NM_006079 



NM 005894 



NM 006016 



NM_006078 
NM_006030 
NM 006085 



Homo sapiens zinc finger protein, subfamily lA. 1 (Ikaros) (ZNF Nl Al). niRNA 



Homo sapiens laminin, gamma 3 (LAMC3), mRNA 



(KIAA07S7), 



Homo sapiens interferon-stimulated transcription factor 3, gamma (48kD) 
gSGFSG), mRNA 



Homo sapiens intra cistemal A particle-promoted polypeptide (IPP), mElNA 



Homo sapiens isocitrate d ehydrogenase 1 (NADP+), soluble (IDHl), mRNA 



Homo sapiens 5-hydroxytryptamine (serotonin) receptor 3B CHTR3B) , mRNA 



Homo sapiens major histocompatibility complex, class E, DM alpha (HLA- 

DMA). mRNA ^ 

Homo sapiens HI histone family, member X (HIFX). mRNA 
Homo sapiens FE65-LIKE 2 (FE65L2), mRNA 



Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy- 
terminal domain, 2 (Cn'ED2), mRNA 



Homo sapiens CDS antigen-like (scavenger receptor cysteine rich family) 
(CD5L), mRNA 



Homo sapiens CD 164 antigen, sialomucin (CD 164), mRNA 



NM 006015 



Homo sapiens calcium channel, voltage-dependent, gamma subunit 2 

;CACNG2). mRNA 

Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 2 

(CACNA2D2), mRNA 

Homo sapiens 3'(2'), 5'-bisphosphate nucleotidase 1 (BPNTl). mRNA 



NM 006066 



NM 005891 



NM 006020 



NM 004056 



NM 005664 



NM 005662 



NM 005836 



NM 005660 



NM 005659 



Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 

chromatin, subfamily f, member 1 (SMARCFl), mRNA 

Homo sapiens aldo-keto reductase family 1, member Al (aldehyde reductase) 

(AKRIAI). mRNA 

Homo sapiens acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl Coenzyme A 

thiolase) (ACAT2), mRNA 



Homo sapiens alkylation repair; alkB homolog (ABH), mRNA 



Homo sapiens carbonic anhydrase Vin (CAS). mRNA 



(MKRN3), 



Homo sapiens voltage-dependent anion channel 3 (VDAC3), mRNA 



Homo sapiens translational inhibitor protein pl4.5 (UKl 14), mRNA 



Homo sapiens solute carrier family 35 (UDP-galactose transporter), member 2 
(SLC35A2), mRNA 



Homo sapiens ubiquitin fusion degradation 1-like (UFDIL), mRNA 
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NM 005706 
NM 005723 
NM 005727 



Homo sapiens tumor suppressing subtransferable candidate 4 (TSSC4), mRNA 



Homo sapiens tetraspan 5 (TSPAN-5), mRNA 



Homo sapiens tetraspan 1 (TSPAN-1). mRNA 



NM 005658 I Ho mo sapiens TNF receptor>associated factor 1 (TRAFl), mRNA 

- ' ■ — - ^ , A* I < I k f ^ T^TT X T* 1 



NM 005802 



NM 005749 
NM 005655 



NM 005653 



Homo sapiens tumor protein p53-binding protein (TP53BPL). mRNA 

Homo sapiens transducer of ERBB2. 1 (TOBl), mRNA 

Homo sapiens TGFB inducible early growth response (TIEG). mRNA 
Homo sapiens transcription factor CP2 (TFCP2), mRNA 



^ . _ . (NR2F1), 

mRNA [ 

Homo sapiens telomeric repeat binding factor 2 (TERF2). mRNA 



NM_005654 

NM 005652 , 

NM 005885 | Homo sapiens similar to S. cerevisiae SSM4 (TEB4). mRNA 



NM 005651 
NM 005649 



Homo sapiens tryptophan 2,3-dioxygenase (TD02), mRNA 
Homo sapiens transcription factor 17 (TCF17), mRNA 



NM 005647 Homo sapiens transducin (beta)-like 1 (TBLl), mRNA 



NM 005645 



Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase H. K, 18kD (TAF2K). mRNA 



NM_005643 
NM 005641 



NM 005679 



NM 005681 



Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 

polymerase n. I. 28kD (TAF2D. mRNA 

Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase n. E, 70/8SkD (TAF2E), mRNA 



Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase I. C, llOkD (TAFIC). mRNA 



Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase I, A, 48kD (TAFIA). mRNA 



NM 005639 Homo sapiens synaptotagmin 1 (SYTl), mRNA 



NM 005638 



NM 005635 



NM 005871 



NM 005634 



NM 005686 
NM_005629 



NM_005630 



NM_005628 



NM 005627 



NM 005877 



NM 005625 



NM 005623 



Homo sapiens synaptobrevin-like 1 (SYBLl), mRNA 



Homo sapiens synovial sarcoma, X breakpoint 1 (SSXl), mRNA 
Homo sapiens splicing factor 30, survival of motor neuron-related (SPF30), 

mRNA 

Homo sapiens SRY (sex detemiining region Y)-box 3 (SOX3), mRNA 



Homo sapiens SRY (sex detennining region y)-box 13 (SOX13), mRNA 



Homo sapiens solute carrier family 6 (neurotransmitter transporter, creatine), 
member 8 (SLC6A8). mRNA 



Homo sapiens solute carrier family 21 (prostaglandin transporter), member 2 
(SLC21A2).mRNA 



Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 
(SLC1A5), mRNA 



\ — ^7 ^ 

Homo sapiens serum/glucocorticoid regulated kinase (SGK), mRNA 



Homo sapiens splicing factor 3a, subunit 1, 120kD (SF3A1)> mRNA 



Homo sapiens syndecan binding protein (syntenin) (SDCBP), mRNA 



NM_005624 



NM 005850 



NM 005772 



NM 005614 



NM 005777 



NM 005778 



NM 005611 



NM 005704 



Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 8 
(monocyte chemotactic protein 2) (SCYA8), mRNA 



Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 25 
(SCYA25), mRNA 



Homo sapiens splicing factor 3b. subunit 4, 49kD (SF3B4). mRNA 



Homo sapiens RNA cyclase homolog (RNAC). mRNA 



Homo sapiens Ras homolog enriched in brain 2 (RHEB2), mRNA 



Homo sapiens RNA binding motif protein 6 (RBM6), mRNA 



Homo sapiens RNA binding motif protein 5 (RBM5), mRNA 



Homo sapiens retinoblastoma -like 2 (pl30) (RBL2), mRNA 



Homo sapiens protein tyrosine phosphatase, receptor type, U (PT PRU), mRNA 
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NM 005607 


_H[onio sapiens r proiein ryrosiiic iviiiaat; ^ \y. aj:^^^, hjax^-^x-x 


NM_0057S9 


TT^-Mr> oA<r<kiAv%c< -rs.rTK.i-e^.fxCfxrr^f^ /'•TirrkCATYIP tTiaCT'O'Dain 1 ^CtlVB-tOT SUDUIlit 3 (iAZo 

iiOiTiO Sapiens proceasomc iiiawivppa**v i^uv^wcai. ^ ^.^w 


NM 0U-)O/z 


ijrrkrvir\ conii»nc TirActntf* cfpTn cftll antiffcn rPSCA.V mRNA 


NM 005865 


Homo sapiens protease, serine, 16 (thymus) (PRSS16), mRNA 


NM 005729 


ur^T^^ ooni^nc r»*a.rfcfi*ri\/iTirAlvl iQnmpra«;e F ^cvcloDhilin F) fPPIF), mRNA 

xxomo sapiens pcpciQyiproiyi iDciiiicKiot/ x / 


NM 005604 


Homo sapiens POU domain, class 3, transcription factor 2 (POU3F2), mRNA 


NM 005709 


Homo sapiens PDZ,-/i protem v"JJZ/-/^/in i-v^v-f-oo;, nuviN^n. 


NM 005767 


Homo sapiens purmergic receptor viamiiy a gruup ^ ; v-t ^ x j;, nuxi^i-i. 


NM_005835 


Homo sapiens solute carrier lamiiy i / ^^soaiuiu pnobpiiaLc^, iiic>iiiuc^i ^ 
(SLC17A2),mRNA 


NM_005793 


Homo sapiens nucleoside diphosphate kinase type 6 (inhibitor of p53-mduced 
apoptosis-alpha) CNM23-H6), mRNA 


NM 005600 


Homo sapiens nitrilase 1 (NTTl), mRNA 


NM 005599 


Homo saniens nescient helix loop helix 2 (NHLH2), mRNA 


NM 005598 


Homo sap 


dens nescient helbc loop helix 1 (NHLHl), mRNA 


NM 005596 


Homo sapiens nuclear factor I/B (NFIB), mRNA 


NM 005665 


Homo sapiens ecotropic viral integration site 5 (EVI5), mRNA 


NM_005594 


Homo sapiens nascent-polypeptide-associated complex alpha polypeptide 
(NACA), mRNA 


NM 005593 


Homo sapiens myogenic factor 5 (MYF5), mRNA 


NM 005592 


Homo sapiens muscle, skeletal, receptor tyrosine kinase (.MU mKiN a | 


NM_005845 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 4 
f ABCC4"), mRNA 


NM_005874 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (wim i M 
and rriM domains), member 2 (LILRB2), mRNA 


NM 005588 


Homo sapiens meprin A, alpha (PABA peptide hydrolase) (MEPl A), mRNA 


NM_005587 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide A. 1 

(myocyte enhancer factor 2A) (MEF2A), mRNA 


NM_005810 


Homo sapiens killer cell lectin-like receptor subfamily G, member 1 (KLRGl), 1 
mRNA 


NM 005581 


Homo sapiens Lutheran blood group (Auberger b antigen mcluded) (LU), mRNA 1 


NM_005578 


Homo sapiens LIM domain-containing preferred translocation partner m Upoma | 
(LPP), mRNA 


NM 005577 


Homo sapiens lipoprotein, Lp(a) (LP A), mRNA 


NM 00557O 


Homo sapiens lysyl oxidase-like 1 (LOXLl), mRNA 


NM UU5 J /3 


Homo sapiens lamin B 1 (LMNB 1), mRNA 1 


NM 005572 


Homo sapiens lamin A/C (LMNA), mRNA 


NM 0055OO 


Homo sapiens LIM homeobox protein 1 (LHXl), mRNA 1 


NM 005780 


Homo sapiens lipoma HMGIC fusion partner (LHJeP), mRNA 1 


NM 005566 


Homo sapiens lactate dehydrogenase A (LDHA), mRNA 


NM_005564 


Homo sapiens lipocalin 2 (oncogene 24p3) (LCN2)3 mRNA 1 


NM 005558 


Homo sapiens ladinin 1 (LADl), mRNA 


-VT* iT f\f\ C C C 

NM 005556 


Homo sapiens keratin 7 (KRT7), mRNA 


NM_00555 / 


Homo sapiens keratin 16 (focal non-epidermolytic pahnoplantar keratoderma) 
(KRT16),mRNA 


NM 005553 


Homo sapiens keratin, cuticle, ultrahigh sulphur 1 (KRNl), mRNA 


NM 005552 


Homo sapiens kinesin 2 (60-70kD) (KNS2), mRNA 


NM 005551 


Homo sapiens kallikrein 2, prostatic (KLK2), mRNA 


NM 005550 


Homo sapiens kinesin family member C3 (KIFC3), mRNA 


NM_005832 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 2 (KCNMB2), mRNA 
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NM 005549 I Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 

member 10 (KCNAIO), mRNA 



NM 005548 | Homo sapiens lysyl-tRNA synthetase (KARS), mRNA 
NM 005547 | Homo sapiens involucrin (IVL). mRNA 



NM_005545 Homo sapiens immunoglobulin superfamily containing leucine-rich repeat 

aSLR\ mRNA 



NM_005853 | Homo sapiens iroquois-class homeodomain protein (IRX-2A), mRNA 
NM 005544 I Homo sa piens insulin receptor substrate 1 (IRSl), mRNA 



NM 005543 Homo sapiens insulin-like 3 (Leydig cell) (1NSL3), mRNA 
NM 005542 I Hom o sapiens insulin induced gene 1 (INSIGl), mRNA 



NM 005541 Homo sapiens inositol polyphosphate-5 -phosphatase, 145 kD (INPPSD), mRNA 
NmI005539 Homo sapiens inositol polyphosphate-5 -phosphatase, 40kD (IN PP5A), mRNA 

NM 005537 Homo sapiens inhibitor of growth 1 family, member 1 (INGl), n^A 

N M 005535 | Homo sapiens interleukin 12 receptor, beta 1 (IL12RB1), mRNA 



N M 005532 | Homo sapiens interferon, alpha-inducible protein 27 (IFI27), mRNA 



NM 005531 I Homo sapiens interferon, gamma-inducible protein 16 (IFI16), mRNA 
NM 005530 Homo sapiens isocitrate dehydrogenase 3 (NAD+) alpha (IDH3A), mRNA 
NM 005808 Homo sapiens HYA22 protein (HYA22), mRNA 



NM 005528 Homo sapiens heat shock 40kD protein 2 (HSPF2), mRNA 



NmI005526 Homo sapiens heat shock transcription factor 1 (HSFl), mRNA 

NmI005525 Homo sapiens hydroxysteroid (1 1-beta) dehydrogenase 1 (HSDl IB 1), mRNA 

NM 005522 Homo sapiens honieo box AI (HOXAl), mRNA 

NM 005521 I Homo sapiens homeo box 11 (T-cell lymphoma 3 -associated breakpoint) 

(HOXll),mRNA 



NM_005518 I Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 2 

(mitochondrial) (HMGCS2), mRNA 



NM_0055 1 5 I Homo sapiens homeo box HB9 (HLXB9), mRNA 

NmI0055 16 Homo sapiens major histocompatibility complex, class I, E (HL A-E), mRNA 
NM 005712 I Homo sa piens HERV-H LTR-associating 1 (HHLAl), mRNA 



NM _005844 Homo sapiens PERB 1 1 family member in MHC class I region (HCG IX), mRNA 
NM 005513 I Homo sapiens general transcription factor HE, polypeptide 1 (alpha subunit, 

56kD) (GTF2E1), mRNA 



NM 005683 | Homo sapiens G protein-coupled receptor 55 (GPR55), mRNA 



Nm1005684 Homo sapiens G protein-coupled receptor 52 (GPR52), mRNA 



NM~0055 12 I Homo sapiens glycoprotein A repetitions predominant (GARP), mRNA 

NM 005851 I Homo sapiens tumor suppressor deleted in oral cancer-related 1 (DOC-IR), 

mRNA 



NM_0Q5740 Homo sapiens dynein, axonemal, light polypeptide 4 (DNAL4), mRNA 
NM ,005872 Homo sapiens breast carcinoma amplified sequence 2 (BCAS2), mRNA 
NM 005671 I Homo sapiens reproduction 8 (D8S2298E), mRNA 



NmI005800 Homo sapiens highly charged protein (D13S106E), mRNA ^ 

NmI005752 j Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 

lectin, superfamily member 1 (cartilage-derived) (CLECSFl), mRNA 



NM_005507 Homo sapiens cofilin 1 (non-muscle) (CFLl), mRNA 

Nm1005825 I Homo sapiens RAS guanyl releasing protein 2 (calcium and DAG-regulated) 

(RASGRP2), mRNA 



NM_005773 Homo sapiens zinc finger protein 256 (ZNF256), mRNA 



NmI005774 Homo sapiens zinc finger protein 255 (ZNF255), mRNA 

NmI005504 Homo sapiens branched chain aminotransferase 1, cytosolic ( BCATl), mRNA 

Nm7005738 Homo sapiens ADP-ribosylation factor-like 4 (ARL4), mRNA 

NmI005731 I Homo sapiens actin related protein 2/3 complex, subunit 2 (34 kD) (ARPC2), 

mRNA 
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NM_005719 



Homo sapiens actin related protein 2/3 complex, subunit 3 (21 kD) (ARPC3), 
mRNA 



NM 005883 
mA 005858 



Homo sapiens adenomatous polyposis coli like (APCL), mRNA 



Homo sapiens A kinase (PRKA) anchor protein 8 ( AKAP8), mRNA 



N M 002023 I Homo sapiens fibromodulin (FMOD). mRNA 



NM_000108 



Homo sapiens dihydrolipoamide dehydrogenase (E3 component of pyruvate 
dehydrogenase complex, 2-oxo-glutarate complex, branched chain keto acid 
dehydrogenase complex) (DLD), mRNA 



NM 001621 



NM 001101 



Homo sapiens aryl hydrocarbon receptor (.AHR), niRNA 
Homo sapiens actin, beta (ACTS), mRNA 



N M 001 100 I Homo sapiens actin, alpha 1 , skeletal miiscle (ACTAl). mRNA 

^ ^ » A X _ _ _ "t — .Jam! 



NM_000054 



Homo sapiens arginine vasopressin receptor 2 (nephrogenic diabetes insipidus) 
(AVPR2). mRNA 



NM 005455 



NM 005433 



Homo sapiens zinc finger protein 265 (ZNF26S). mRNA 

Homo sapiens v-yes-1 Yamaguchi sarcoma viral oncogene homolog 1 (YESl), 
mRNA 



NM 005429 
NM 005499 



NM 005427 



NM 005425 



Homo sapiens vascular endothelial growth factor C (VEGFC). mRNA 
Homo sapiens SUMQ-1 activating en2yme subunit 2 (UBA2). mRNA 

Homo sapiens tumor protein p73 (TP73). mRNA 

Homo sapiens transition protein 2 (during histone to protamine replacement) 

(TNP2). mRNA 



NM_005424 

NM 005423 



Homo sapiens tyrosine kinase with immunoglobulin and epidermal growth factor 

homology domains (TIE), mRNA 

Homo sapiens trefoil factor 2 (spasmolytic protein 1) (TFF2). mRNA 



NM 005422 | Homo sapiens tectorin alpha (TECTA), mRNA 



NM 005421 



NM 005420 



NM 005418 



NM 005470 



NM 005416 



NM 005460 



NM 005412 



NM_005408 
NM 005402 



NM 005397 



NM 005395 



NM 005394 



NM 005390 



NM 005389 



NM 005450 



NM 005386 



NM 005384 



NM 005383 



NM 005382 



NM 005381 



NM 005380 



NM 005468 



Homo sapiens T-cell acute lymphocytic leukemia 2 (TAL2). mRNA 



Homo sapiens sulfotransferase, estrogen-preferring (STE). mRNA 



Homo sapiens suppression of tumorigenicity 5 (ST5), mRNA 



Homo sapiens spectrin SH3 domain binding protein 1 (SS H3BP1), mRNA 



Homo sapiens small proline>rich protein 3 (SPRR3), mRNA 



Homo sapiens synuclein, alpha interacting protein (synphilin) (SNCAD P), mRNA 
Homo sapiens serine hydroxymethyltransferase 2 (nciitochondrial) (SHMT2), 
mRNA 



Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 3 

(SCYA13),mRNA ^ . - 

Homo sapiens v-ral simian leukemia viral oncogene homolog A (ras related) 

(RALA), 



Homo sapiens podocalyxin-like (PODXL), mRNA 



Homo sapiens postmeiotic segregation increased 2-like 9 (PMS2L9), mRNA 



Homo sapiens postmeioti c segregation increased 2-like 8 (PMS2L8), mRNA 



Homo sapiens pyruvate dehydrogenase (lipoamide) alpha 2 (PDHA2), mRNA 



Homo sapiens protein-L-isoaspartate (D-aspartate) O-methyltransferase 
CPCMTlXmRNA 



Homo sapiens noggin (NOG), mRNA 



Homo sapiens neuronatin (NNAT), mRNA 



Homo sapiens nuclear factor, interleukin 3 regulated (NFIL3), mRNA 
Homo sapiens sialidase 2 (cytosoUc sialidase) (NEU2), mRNA 



Homo sapiens neurofilament 3 (ISOkP medium) (NEF3), mRNA 
Homo sapiens nucleolin (NCL), mRNA 



Homo sapiens ne uroblastoma, suppression of tumorigenicity 1 (NBL l), mRNA 



Homo sapiens N-acetylated alpha-Unked acidic dipeptidase-like; ILEAL 
DIPEPTIDYLPEPTIDASE CNAALADASEL), mRNA 
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NM 005374 



Homo sapiens membrane protein, palmitoylated 2 (MAGUK p55 subfamily 
member 2) (MPP2), mRNA 



NM 005373 



Homo sapiens myeloproliferative leukemia virus oncogene (MPL), mRNA 

^ « _ 1 — ^.-A — — — I m IV i 



NM 005372 



Homo sapiens v-mos Moloney murine sarcoma viral oncogene homolog (MOS), 
mRNA 



NM 005439 



Homo sapiens myeloid leukemia factor 2 (MLF2), mRNA 



NM 005369 I Homo sapiens MCF.2 cell line derived transforming sequence (M CF2), mRNA 

NM 005368 Homo sapiens myoglobin (MB). mRNA 

NM 005363 | Homo sapiens melanoma antigen, family K 6(MAGEA6 ), mRNA 



NM 0053 62 | Homo sapiens melanoma antigen, family A, 3 (M AGEA3), mRNA 



NM 005361 Homo sapiens melanoma antigen, family A, 2 (MAGEA2), mRNA 
NM 00 5475 1 Homo sapiens lymphocyte adaptor protein (LNK), mRNA 



NM 005357 Homo sapiens lipase, hormone-sensitive (LIFE), mRNA 

NM_ 005356 Homo sapiens lymphocyte-specific protein tyrosine kinase (L CK), mRNA 

NM~005472 Homo sapiens potassivim voltage-gated channel, Isk-related family, member 3 

(KCNE3), mRNA 



NM 005495 



Homo sapiens solute carrier family 17 (sodium phosphate), member 4 
(SLC17A4),mRNA 



NM_005456 Homo sapiens mitogen-activated protein kinase 8 interacting protein 1 

(MAPK8IPl),mRNA 



NM 005343 



Homo sapiens v-Ha-ras Harvey rat sarcoma viral oncogene homolog (HRAS), 
mRNA 



NM_005342 | Homo sapiens high-mobility group (nonhistone chromosomal) protein 4 

(HMG4), mRNA 



NM__005341 Homo sapiens GLMCruppel family member HKR3 (HKR3), mRNA 

NmI005337 Homo sapiens hematopoietic protein 1 (HEMl), mRNA 

NM~005477 Homo sapiens hyperpolarization activated cyclic nucleotide-gated potassium 

channel 4 (HCN4), mRNA 



NM^005333 Homo sapiens holocytochrome c synthase (cytochrome c heme-lyase) (HCCS), 

mRNA 

NM 005328 I Homo sapiens hyaluronan synthase 2 (HAS2), mRNA 
NM~005327 | Homo sapiens L-3-hydroxyacyl-Coenzyme A dehydrogenase, short chain 

(HADHSC), mRNA 



NM 005320 Homo 



NM1o05319 Homo sapiens HI histone family, member 2 (H1F2)> mRNA 
NM 005325 I Homo sapiens HI histone family, member I (HlFl), mRNA 



NM 005318 I Homo sapiens HI histone family, member 0 (HIFO), mRNA 
NM 005459 I Homo sapiens guanylate cyclase activator IC (GUCAIC), mRNA 



Nm305316 I Homo sapiens general transcription factor IIH, polypeptide 1 (62kD subunit) 

(GTF2Hl),mRNA 



NM 005315 Homo 



NM 005312 



Homo sapiens guanine nucleotide-releasing factor 2 (specific for crk proto- 

oncogene) (GRF2), mRNA 



NM 005311 



NM 005309 



Homo sapiens growth factor receptor-bound protein 10 (GRBIO), mRNA 



Homo sapiens glutamic-pyruvate transaminase (alanine aminotransferase) 
(GPT), mRNA ^ 
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NM UU!)iUo 


xj/N-mrfc eoTAtiano r»rAt<»in-r AiinlpH rf*neTitor lcina.se 5 fGPRKS'^ mRNA. 


NM UUjZoO 




NM UUjZoD 


xj/-*rY-i/^ coT-i-tATic r»rAt<»in-rAiml^H rpcftntoT 7 rGPR7^. IIlRNA 


NM KJKJjZo** 


xioiTiO Sapiens vj prtiiciii"\/utipicLi iw\/wpivji V y^-*- •*'^^/9 i»ixvj.'^^ >. 


NM UUd4jo 


XlOlTlO Sapiens vJ prOlClIl~t/v)lipiCli ICt/CpiUl -J 1 V^JA J-v-J i^j lAia-Nj. ■^x^ 


NM 0052o2 


TT^-»»^ nnv%«a-r«c> ■r*f/\'t"^l'n r»rtlir*l*»H T^r»f*TltAT ^ TfrPR^^ THR^nA 

JtxOmO Sapiens \3 prOlCin-UUUpiCU ICCrCpiUl "t- v^vjjtxvt^j hu-vi-hz^ 


NM_005306 


Homo sapiens G protein-coupled receptor 43 (GPR43), mRNA 


NM 005305 


rlonio sapiens Lj proiein-coupiea receptor *tz yytrr^^^^, 


NM 005304 


Homo sapiens vjr proiein-coupiea recepior h-i ^^vjx ivhij, iiir\j>r-\. 


NM 005303 


xlomo sapiens o protem-coupiea recepior *tu ^vji^jxhu^, huvin^ 


NM 005281 


xlomo sapiens vj proiein-coupieu rcLcpior j yyjrK^jy uuvi^r^ 


NM_005iu2 


TT^ ^ c»o*>i£»»-»c t-4t-/-kf<»tri r»rMirk1<=»H nar^^ntof ^7 /^PnHAtTldlTI TCCCTltOr tVDC IlKg 1 

xiomo sapiens vj proiem-cuupicti rcucpiui o / ^ciiui^u-iwiin a^ww^/^vfj. vjr^w 

(^VJJrJxJ / J, ini\iN/\ 


1 VTTijf AAC3A1 


Xaomo sapiens vj pioiciii~uuupicu. icueptui -j-j xv-/*^^, nu.xj.-i-t 


1 XT\ jr AACDAA 

NM 005300 


xiomo sapiens vj proLein-coupieij rcucpLur j*+ \^vjjrxw*Ty, nirvx'^r^ i 


1 Tvnvvf AACOQO 

NM_uuDzyy 


TJ^-rv*^ oo'T^-i o 1^ T^T»/\+iaiTi r»/MiT^l^/1 T'<*r*^Ti"fAT "si 1 IrPR T 1 1 TYlR^jyV 1 

xT.omo sapiens vj proiciJi-coupicu icocpLiji ji \^vjxxvj*/j hix-va^zt. i 


NM 0052^0 


jnLomo sapiens or proicin-coupicu rcL/cpLvji ^vjirrvt^-^/, inxvj.^.r^ i 


NM 005297 


iiomo sapiens vj proiem-coupiea recepior v^vji^jvz.'-i-^, uuvl^-tv 


NM 0052w 


jrLomo sapiens \3 proicm-coupiea recepiur \kjzis^:>)^ iiuvi^r^ i 


NM 0052*^5 


rlomo sapiens kj protein-coupieu receptor \\3r p<jl£»)^ iiixvi^r^ i 


NM UU!)2y4 


riomo sapiens vj protem~coupicLiicL'Cptvji nixvj.'^-r-v 1 


NM 005293 


xiomo sapiens o protem-coupicti rcccpiui \ ss^\j )^ nuxi^i-i. i 


NM UUD2/y 


xiomo sapiens vj proicm-coupicu icucpuji i ^^ixvi^, hu.nj.'^xt. i 


NM 005291 


Homo sapiens G protein-coupled receptor 17 (GPR17), mRNA 1 


NM 005290 


rlomo sapiens Lj proiem-coupiea recepior i j v^vjmvi jj, miviN^ i 


NM 005288 


Homo sapiens G protein-coupled receptor 12 (GPR12), mRNA 1 


NM 005276 


Homo sapiens glycerol-3-pnospnate aenyarogenase i (^soiuoiej v^vjri-/i^, mi\j.>i/^ 


NM_005275 


Homo sapiens guanine nucleotide binaing proiem-iiRe i v^ini-.ij, IIll^J.N/^. 


NM_005274 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 5 1 
(GNG5), mRNA 


NM_005273 


Homo sapiens guanme nucieotice Dinaing proiein v,vj proiem^, ueia poiypcpuuc ^ i 

(ONoZ), nflKJNA 


NM 0052/1 


Jrlomo sapiens giuiamaie aenyarogendbc i ^^vji-^uju'i^, iiuvln^ i 


1 TvnViT AACOiCA 

NM_0052oy 


xiomo sapiens giioma-associaieu. oncugcnc iiuiiiuiug y^^ciiiivi' xin^wi ^jiwtv'i.ixy ^xjx-»Ay, i 
mKJNA 


1 NM UUjZO^ 


eo-ni*»nc? riTl'MT* familv TftOPntAr filnlin 1 rOT<RA1^ mRNA 1 
xrOmO sapiens vJL-^INJ^ lalllliy ICl^cptOl aipiia l xiixxx-^.*^ 1 


NM 005263 


Homo sapiens growth factor independent 1 (GFIl), mRNA 


NM 005256 


jtlomo sapiens growin arresi-specmc \yj£\.\^z* iiiivL^jrY i 


NM _005255 


Homo sapiens cyclin G associated kinase (GAK), mRNA 


NM 005253 


Homo sapiens rCJo-iiKe antigen z yrKjzyi^J.)^ ihkina 


NM 005249 


Homo sapiens forkhead box GIB (FOXGIB), mRNA | 


NM_005251 


Homo sapiens lorJcneaci Dox \^jL ^jvltxI-i, mesencnyme lorKneaa \r\jj\\^^)^ i 
mRNA 


NM_005248 


Homo sapiens Garaner-Kasneea leline sarcoma virai ^v-igr j oncogene nomoiog 
(FGR), mRNA 


NM_005246 


Homo sapiens fer (^s/fes related) tyrosine kinase (phosphoprotein NCP94) 1 


NM_005234 


Homo sapiens nuclear receptor subfamily 2, group F, member 6 (NR2F6), 1 
mRNA 


NM 005233 


Homo sapiens EphA3 (EPHA3), mRNA | 


NM_005231 


Homo sapiens emsl sequence (mammary tumor and squamous cell carcinoma- 1 
associated (p80/85 src substrate) fEMS 1), mRNA 1 
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TTnmo «;at)iens eDhriii-A4 rEFNA4\ mRNA 


INiVl \J\J ^ Z^£.D \ 


TTmnn Qsinifins deoxvrihnnuclease I fDNASEl), mRNA 


NM 005222 | 


Homo sapiens distal-less homeo box 6 (DLX6), niRNA 


i INIVI \}\jO£*£»\} I 
INlVi_UUjZ10 




Wr^mn cnnipnci Hrilirhvl-dinho<;Dhooliffosaccharide-Droteixi glvcosyltransferase 

n^r>n^T^ mT?MA 




Wnmn Qani^n^ deleted in colorectal carcinoma (X)CC\ mRNA 




WrMTio C5inipn<s DMA «;e{rment single coov. Diobe oH4 f transforming sequence. 
thyroid-1, (D10S170), mRNA 




Wnmrk <!flr>i*>n<! cvtotoxic T-lvmohocvte-associated orotem 4 (CTLA4\ mRNA 


NM 005213 


Homo sapiens cystatin A (stefin A) (CSTA), mRNA 


1 xTTv>r nn-^AOO 


WoTYir* carM*#»n<2 rvctj^tin Js rrv<;tatin -related enididvmal soecific^ (CST8), mRNA 


1 TvTAii nn^9 1 9 


Wr*TYir» car^i^a-nc r»aQpin Vanna ^OSMIO^ mRNA 

xlUiIHJ ba|Jldlo V/dd^lii) Pk-CL^^a ys^kj i~ \j j y iiax-vj. -^.t^ 


NM_005211 


Homo sapiens colony stimulating factor 1 receptor, formerly McDonough feline 


]SIM_005204 


Homo sapiens mitogen-activated protein kinase kinase kinase 8 (MAP3K8), 

mPM A 


1 JNJVl UUjZUU I 


TTrkTvir* coTiif^nc r»#»n m?»tTiv nHliPQion TPQiilator TdVLAR.) mR_NA 


NM_005195 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), delta (CEBPD), 

IILCv1N/t^ 


NM_005194 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), beta (CEBPB), 


1 iNivi 


WrtTYirk corfciPTiQ rjiiiHal tvnp hnmpo box transcriotion factor 4 rCIDX4\ mRNA 




'UTrhYvtrk convene r^T^RH antiopTi /T^D'^R atitiffeTi liaand 1 "B7-1 antisen^ fCD80\ 
rioxno sapiens \^i^o\j aiiLigcii \ \^±jm^o aiiLigc/n iigcuiu. u t a cm-xh^^**/ 

itiRNA 


1 XTTV A C\C\ ^ 1 C C 

JNjVI_UUj1oo 


Ui-kt-»-»y-\ c"or^^<aTlo f^ckc T^T M^ /'TYiiirinp^ pmtrnTiir rpfroviral transforming seouence 

XlOniO SSpiCIlo V^ilo-Or-IVA imUllllC^ CV.<\JUHJ|J1V' l^UWlxai ucuxoxv/axa*!**^ »j>i,ViJ^w*^**ww 


NM 005185 


Homo sapiens calmodulin-like 3 (CALML3), mRNA 


1 TvTA/T nn^ 1 CA 
1 JNJYl UUD 1 0*l- 


1 TJrfc-rvirfc cor\-i^-nc r^alTrioHiiliTi /'•nlmQ"nV»nrvla*NP l^^a<^e delta^ rCAU\43)- mRNA 




1 Prr\mr> caniprtc rVimmafi-n aQ<;pmHlv factor 1 subunit A fDl50^ fCHAFl A1, 

1 irHJlilU odL/ldlO will lid till CtOOtllll-flY JLClWl.V/1 I.) 0»-*V».»l.*A t. X *. * ^ vy m. ^ ""y J 

mRlsIA 




1 Homo «iariien<5 chromatin assemblv factor 1. subunit B fp60^ (CHAFIB), mRNA 


NM_005183 


Homo sapiens calcium channel, voltage-dependent, alpha IF subunit 

(TAPMAIF^ mRNA 


mi 005182 


1 Homo sapiens carbonic anhydrase VII (CA7), mRNA 




1 T-TrkTYirk cani^nc Vinnf* mnmVincrP'nptic Tirotein 1 5 rBK^T^lS'i mRNA 

1 JTXLlIilVJ bd-piCllb UUllC 111\J1 JJllV/gWllV'Li^ ^iv^LV^iii 1^ y^jjAvxx ±.^jy xxxA'vx & 


1 INlVl UU J I/O 


TTomo (jflnienc: R-cell PT T /Ivmnhoma 3 rBCL3'> mRNA 


vnv/f nn^ 1 77 

lNiVl_UU-) 1 / / 


1 TTnmn ^anipriQ ATPaciP PT+ iTfln«;nortine Ivsosomal f vacuolar Droton pump) non- 
catalvtic accessorv nrotein 1 A fl 10/1 16kD) (ATP6N1 A), mRNA 


1 INXVJ. \J\JJ 1 / *T 


Homo saniens ATP svnthase H+ transportine, mitochondrial Fl complex, 

eamma DolvDeDtide 1 rATP5Cl), mRNA 


NM 005173 


Homo sapiens ATPase, Ca++ transporting, ubiquitous (ATP2A3), mRNA 


"KTIVr OOSl 71 


1 Homo ^anien<; activating transcription factor 1 f ATFIV mRNA 


1 INIYI vV J 1 V / 


1 "Homo ^anien^ rfl<5 homoloff eene familv. member C TARHC), niRNA 


MM nosi^^ 

1 INIVI UvJ lUU 


1 TTomo <sanien<5 amvloid hpta rA4^ nrecuTSor-like protein 1 fAPLPl\ mRNA 


MM onsi 

\ INIVI 


1 Homo ^lanienci aldolfl«;p P iructose-bisphoSPhate f ALDOCV mRNA 


rNM_.005163 


Homo sapiens v-akt murine thymoma viral oncogene homolog 1 (AKTl), 
mRNA 


NM 005161 


1 Homo sapiens angiotensin receptor-like 1 (AGTRLl), mRNA 


NM 005095 


1 Homo sapiens zinc finger protein 262 (ZNF262), mRNA 


NM 005096 


Homo sapiens zinc finger protein 261 (ZNF261), mRNA 


NM 005081 


1 Homo sapiens zinc finger protein 142 (clone pHZ-49) (ZNF142), mRNA 
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NM 005121 



NM 005079 



NM 005091 



NM 005092 



NM 005118 



NM 005147 



NM 005076 



NM 005116 



Homo sapiens thyroid hormone receptor-associated protein, 240 kDa subunit 
(TRAP240). mRNA 



Homo sapiens tumor protein D52 (TPD52), mRNA 



Homo sapiens peptidoglycan recognition protein (PG LYRP), mRNA 



Homo sapiens tvimor necrosis factor Qigand) superfamily, member 1 8 
(TNFSFlSXmRNA 



Homo sapiens tumor necrosis factor Gigand) superfamily, member 15 

(TNFSF15),mRNA ^ . 

Homo sapiens tumorous imaginal discs (Drosophila) homolog (TI Dl), mKNA 
Homo sapiens contactin 2 (axonal) (CNTN2), mRNA 



Homo sapiens solute carrier family 23 (nucleobase transporters), member 1 

(SLC23 Al), mRNA 



NM_005070 Homo sapiens solute carrier family 4, anion exchanger, member 3 (SLC4A3), 

mRNA 



NM_005074 j Homo sapiens solute carrier family 17 (sodium phosphate), member 1 

(SLC17A1), mRNA 



NM__005073 Homo sapiens solute carrier family 15 (oligopeptide transporter), member 1 

(SLC15An,mRNA 



NM_005072 Homo sapiens solute carrier family 12 (potassium/chloride tiansporters), member 

4(SLC12A4),mRNA 



NM_005063 Homo sapiens stearoyl-CoA desaturase (dclta-9-desaturase) (SC D), mRNA 

NM 005060 Homo sapiens RAR-related orphan receptor C (RORC ), mRNA 

NM_005059 Homo sapiens relaxin 2 (H2) (RLN2), mRNA 

NmI00504S Homo sapiens reelin (RELN), mRNA 



NM~005058 1 Homo sapiens RNA binding motif protein, Y chromosome, family 1, member Al 

(RBMYlAl), mRNA 



NM_005052 I Homo sapiens ras-related C3 botulinum toxin substrate 3 (rho family, small GTP 

binding protein Rac3) (RAC3), mRNA 



NM 005051 I Homo sapiens glutaminyl-tRNA synthetase (QARS), mRNA 



NM~005048 I Homo sapiens parathyroid hormone receptor 2 (PTHR2), mRNA 
NM 00504 4 I Homo sapiens protein kinase, X-linked (PRKX), mRNA 

— ■- — I . . , i • 1 • 1 ' 



NM_005043 I Homo sapiens mitogen-activated protein kinase kinase 7 (MAP2K7) , nnRNA 

NM 005042 I Homo sapiens proline-rich protein HaellL subfamily 2 (PR H2), mRNA 

NM 005041 I Homo sapie ns perforin 1 (preforming protein) (PRFl), mRNA 



NM 005040 I Homo sapiens prolylcarboxypeptidase (angiotensinase C) (FRCP), mRNA 
NM 005039 I Homo sa piens proline-rich protein BstNI subfamily 1 (PRBl), mRNA 



NmI005038 Homo sapiens peptidylprolyl isomerase D (cyclophilin D) (PPID), mRNA 

NM 005029 I Homo sapiens paired-like homeodomain transcription factor 3 (PIT X3), mRNA 
NM_005027 I Homo sapiens phosphoinositide-3 -kinase, regulatory subunit, polypeptide 2 (p85 

beta) (PIK3R2), mRNA 



NM_005026 j Homo sapiens phosphoinositide-3 -kinase, catalytic, delta polypeptide (PIK3CD), 

mRNA 



NM 005021 



Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 3 (ENPP3), 
mRNA 



NM 005019 Homo sapiens phosphodiesterase lA, calmodulin-dependent (PDEIA ), mRNA 
NmI005018 Homo sapiens programmed cell death 1 (PDCDl), mRNA 



NM 005015 I Ho mo sapiens oxidase (cytochrome c) assembly 1-like (OXA IL). mRNA 
« 1 — (NUP "^ 



NM_005124 Homo sapiens nucleoporin 153kD (NUP153), mRNA 
NM 005013 I Homo sapiens nucleobindin 2 (NUCB2), mRNA 



NM 005012 Homo sapiens receptor tyrosine kinase-like orphan receptor 1 (RORl ), mRNA 
NM 005011 I Homo sapiens nuclear resniratorv fa ctorl (NRFl) 



494 



.03074654A2_t_> 



wo 03/074654 



PCT/US03/05028 



NM 005010 



NM 005009 



Homo sa piens neuronal cell adhesion molecule (NRCAM), mRNA 



Homo sapiens non^metastatic cells 4, protein expressed in (NME4), mRNA 



NM„005007 



NM_005004 
NM 005001 



Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor-like 1 (NFKBIL1)> mRNA 



Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8 (19kD, 

ASHI) (NDUFB8)> mRNA ^ 

Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 7 

14.5kD, B 14,5a) (NDUFA7), mRNA 



NM__004988 \ Homo sapiens melanoma antigen, family A, 1 (directs expression of antigen 

MZ2-E) (MAGEAl), mRNA 



NM_005097 Homo sapiens leucine-rich, glioma inactivated T (LGIl), mRNA 



NMr004984 Homo sapiens kinesin family member 5A (KIF5 A), mRNA 

NM_004983 Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 9 

(KCNJ9), mRNA 



NM_004982 Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 8 

(KCNJ8), mRNA 



NM_000890 Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 5 

(KCNJ5), mRNA 



NM 004981 



Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 4 
(KCNJ4), mRNA 



NM_005136 Homo sapiens potassium voltage-gated channel, Isk-related family, member 2 

(KCNE2), mRNA 



NM_004980 Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 

3 (KCND3). mRNA 



NM_004979 Homo sapiens potassium voltage-gated channel, Shal-related family, member 1 

(KCNDl), mRNA 



NM_004978 Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 

member 4 (KCNC4), mRNA 



NM_004977 Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 

member 3 (KCNC3), mRNA 



NM_004976 Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 

member 1 (KCNCl), mRNA . 

NM_004975 Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 

1 (KCNBl),mRNA 



NM 004969 



NM 005143 



NM 004965 



NM 005130 



NM 004963 



NM 005100 



NM 005113 



NM 005145 



NM 005142 
NM 005110 



NM 004960 



NM 004959 



NM 004957 



Homo sapiens insulin-degrading enzyme (DDE), mRNA 



Homo sapiens haptoglobin (HP), mRNA 



Homo sapiens high-mobility group (nonhistone chromosomal) protein 14 
(HMG14), mRNA 



Homo sapiens heparin-binding growth factor binding protein (HBP 17), mRNA 



Homo sapiens guanylate cyclase 2C (heat stable enterotoxin receptor) 
(GUCY2C), mRNA 



Homo sapiens A kinase (PRKA) anchor protein (gravin) 12 (AKA P12), mRNA 



Homo sapiens golgi autoantigen, golgin subfamily a, 5 (G OLGAS), mRNA 



Homo sapiens guanine nucleotide binding protein (G protein), gamma 7 
(GNG7), mRNA 



Homo sapiens gastric intrinsic factor (vitamin B synthesis) (GIF), mRNA 

Homo sa piens glutamine-fructose-6-phosphate transaminase 2 (GFPT2), mRNA 



Homo sapiens fusion, derived from t(12;16) malignant liposarcoma (FUS), 
mRNA 



Homo sapiens nuclear receptor subfamily 5, group A, member 1 (NR5 Al), 
mRNA 



Homo sapiens folylpolyglutamate synthase (FPGS), mRNA 
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MM 004956 



NM 004955 



NM 005107 
NM 004953 



NM 004952 



NM 004944 
NM 004938 



NM 005127 



NM 004935 



NM 004931 



NM 005125 



Homo sapiens ets variant gene 1 (ETVl), mRNA 



Homo sapiens solute carrier family 29 (nucleoside transporters), member 1 
(SLC29A1), mRNA 



Homo sapiens endonuclease G-like 1 (ElSfDOGLl)^ mRNA 

Homo sapiens eukaryotic translation initiation factor 4 gamma, 1 (EIF4G1), 
mRNA 



Homo sapiens ephrin-A3 (EFNA3), mRNA 



Homo sapiens deoxyribonuclease I-like 3 (DNASE1L3), mRNA 
Homo sapiens death-associated protein kinase 1 (DAPKl), mRNA 



Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 2 (activation-induced) (CLECSF2), mRNA 



Homo sapiens cyclin-dependent kinase 5 (CDKS), mRNA 



Homo sapiens CDS antigen, beta polypeptide 1 (p37) (CD8B1), mRNA 



^. .r^ , Homo sapiens copper chaperone for superoxide dismutase (CCS), mRNA 

NM_005093 Homo sapiens core-bindirig factor, runt domain, alpha subunit 2; translocated to, 

2 (CBFA2T2), mRNA 



NM_004930 Homo sapiens capping protein (actin filament) muscle Z-line, beta (CAPZB), 

mRNA 



NM 005139 Homo sapiens annexin A3 (ANXA3). mRNA , 

NM 000664 I Homo sapiens acetyl-Coenzyme A carboxylase alpha (ACACA), mRNA 



NM 002108 Homo sapiens histidine ammonia-lyase (HAL), mRNA 



NM _00 1 7 1 8 1 Homo sapiens bone moiphogenetic protein 6 (BMP6), mRNA 
NM 001 154 Homo sapiens annexin A5 (ANXA5), mRNA 

NM~001153 Homo sapiens annexin A4 (ANXA4), mRNA 

NmI0Q4817 I Homo sapiens tight junction protein 2 (zona occludcns 2) (TJP2), mRNA 
NM 004736 Homo sajpiens xenotropic and polytropic retrovirus receptor (XPRl), mRNA 
NM_004628 Homo sapiens xeroderma pigmentosum, complementation group C (XPC), 

mRNA 



NM 004627 Homo sapiens tryptophan rich basic protein (WRB), mRNA 

NM~004183 I Homo sajpiens vitelliform macular dystrophy (Best disease, bestrophin) (VMD2), 

mRNA 



NM_004664 Homo sapiens Vertebrate LIN7 homolog 1, Tax interaction protein 33 (VELIl), 

mRNA 



NM_004679 Homo sapiens variable charge, Y chromosome (VCY), mRNA 



NmI004182 Homo sapiens ubiquitously-expressed transcript (UXT), mRNA 
NM 00465 1 I Homo sapiens ubiquitin specific protease 1 1 (USPl 1), mRNA 



NM 004181 



Homo sapiens ubiquitin carboxyl-terminal esterase LI (ubiquitin thiolesterase) 
(UCHLl), mRNA 



NM 004223 
NM 004623 



Homo sapiens ubiquitin-conjugating enzyme E2L 6 (UBE2L6), mRNA 
Homo sapiens tetratricopeptide repeat domain 4 (TTC4), mRNA 



NM 004622 I Homo sapiens translin (TSN), mRNA 



NM 004236 I Homo sapiens thyroid receptor interacting protein 1 5 (TRIP 1 5), mRNA 



NM 004909 



NM 004295 



NM 004179 



Homo sapiens taxol resistance associated gene 3 (TRAG3), mRNA 

Homo sapiens TNF receptor-associated factor 4 (TRAF4), mRNA 

Homo sapiens tryptophan hydroxylase (tryptophan 5-monooxygenase) (TPH), 
mRNA 



NM 004195 



Homo sapiens tumor necrosis factor receptor superfamily, member 18 
(TNFRSF18).mRNA 



NM 00420 2 1 Homo sapiens thymosin, beta 4, Y chromosome (TMSB4Y), mRNA 



NM 004616 Homo sapiens transmembrane 4 superfamily member 3 (TM4SF3), mRNA 
NM 004615 Homo sapiens transmembrane 4 superfamily member 2 (TM4SF2), mRNA 
NM 004865 | Homo sapiens TBP»like 1 (TBPLl), mRNA 
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NM 004613 



NM 004612 



NM 004708 Homo sapiens programmed cell death 5 (PDCDS ). mRNA 



NM 004918 Homo sapiens T-cell leukemia/lymphoma IB (TCLIB). mRNA 



NM 004609 



NM 004780 



NM 004783 



NM 004606 



NM 004710 



NM 004711 



NM 004605 



Homo sapiens transglutaminase 2 (C polypeptide, protein-glutanrine-gamma- 

glutamyltransferase) (TGM2). mRNA 

Homo sapiens transforming growth factor, beta receptor I (activin A receptor 
type n-like kinase. 53kD) (TGFBRl). mRNA 



Homo sapiens transcription factor IS (basic helix-loop-helix) (TCF15) , mRNA 
Homo sapiens transcription elongation factor A (SID-like 1 (TCEALl). mRNA 
Homo sapiens thousand and one amino acid protein kinas e (TAOl). nJlNA — 



Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase IL A. 250kD (TAF2A), mRNA 



NM 004853 Homo sapiens syntaxin 8 (STX8). mRNA 



NM 004603 Homo sapiens syntaxin 1 A (brain) (STXl A), mRNA 



NM 004217 Homo sapiens serine/t hreonine kinase 12 (STK12). niRNA 



NM 004599 



NM 004176 



NM 000582 



NM 004594 



Homo sapiens sterol regulatory element binding transcription factor 2 (SREBF2), 
mRNA 



Homo sapiens sterol regulatory element binding transcription factor 1 (SREBFl), 
mRNA 



Homo sapiens secreted phosphoprotein 1 (osteopontin, bone sialoprotein I, early 
T-lymphocyte activation 1) (SPPl). mRNA 



NM 004189 Homo sapiens S RY (sex determining region Y>box 14 (SOX14), mRNA 



NM 004596 Homo sapiens small nuclear ribonucleoprotein polypeptide A (SNRPA), mRNA 



NM 004782 Homo sapiens synaptosomal-associated protein, 29kD (SNAP29). mRNA 



NM 004595 Homo sapiens spermine synthase (SMS), mRNA 



NM 004173 



NM 004211 



NM 004858 



Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 5 
(SLC9A5), mRNA 



Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 

system), member 4 (SLC7A4). mRNA 

Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycme), 
member 5 (SLC6AS). mRNA 



NM 004727 



Homo sapiens solute carrier family 4, sodium bicarbonate cotransporto:, member 
8 (SLC4A8). mRNA 



Homo sapiens solute carrier family 24 (sodium/potassium/calcium exchanger), 
member 1 (SLC24A1), mRNA 



NM 004172 



NM 004171 



NM 004731 



NM 004695 



NM 004207 



NM 004870 



NM 004768 



NM 004636 



Homo sapiens solute carrier family 1 (glial high affinity glutamate transporter), 
member 3 (SLCl A3), nuclear gene encoding mitochondrial protein, mRNA 



Homo sapiens solute carrier family 1 (glial high affinity glutamate transporter), 
member 2 (SLCl A2), nuclear gene encoding mitochondrial protein. mRNA 



Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 7 (SLC16A7), mRNA 



Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 5 (SLC16A5), mRNA 



Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 3 (SLCl 6 A3). mRNA 



Homo sapiens mannose-P-dolichol utilization defect 1 (MPDUl), mRNA 



Homo sapiens splicing factor, arginine/serine-rich 11 (SF RSl 1), mRNA 



Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3B (SEMA3B). mRNA 
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MM 004753 


Homo sapiens short-chain dehydrofienase/reauctase i i^:>UKi;, niKrsj/\ 


NM_004168 


Homo sapiens succinate dehydrogenase complex, subunit A, flavoprotein (Fp) 
(SDHA), nuclear gene encoding mitocnonanai proiem, nuviNA 


NM 004713 


Homo sapiens serologically defined colon cancer antigen 1 (SDCCAGl), mRNA 


NM_004591 


Homo sapiens small mducible cytokine subiamiiy a i,^ys-v^ys;, memDcr 
(SCYA20), mRNA 


NM_004590 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 16 
(SCYA16), mRNA ^ 


NM_004588 


Homo sapiens sodium channel, voltage-gated, type II, beta polypeptide 
(SCN2B), mRNA 


NM 004165 


Homo sapiens Ras-related associated with diabetes (RRAD), mRNA 


NM_004755 


Homo sapiens nbosomal protein S6 kinase, 90kD, polypeptide D ^KfbOJS.AD;, 
mRNA 


NM_004586 


Homo sapiens nbosomal protein So kinase, yuicL), poiypepnae ^Kri)OJs^j;, 

Tfc "VTA 

mRNA 


NM_004790 


Homo sapiens solute earner lamily zz (^organic anion aransporicr^, lucmuci v» 
(SLC22A6), mRNA 


NM 004259 


Homo sapiens RecQ protem-like 5 (KbCQL^), mKJNiv 


NM 004260 


Homo sapiens RecQ protem-like 4 mKiN A 


NM 004583 


Homo sapiens RAB5C, member KAiS oncogene larmiy (^is^/vodv^;, imvi^-rv 


NM 004582 ] 


Homo sapiens Rab geranylgeranyltransierase, beta subunit ^kaduuio;, iiijviN/-k. 


NM_004581 1 


Homo sapiens Rab geranylgeranyltransierase, aipna suDunit 

mRNA 


NM 004251 


Homo sapiens RAB9, member RAS oncogene family (RAB9), mRNA 


NM 004162 


Homo sapiens JvArJjA, member kao oncogene lamiiy nuvi^-rv 


NM 004578 


Homo sapiens KAB4, member kao oncogene lamiiy huxin^ 


NM 004914 


Homo sapiens KABjo, member kao oncogene lamiiy v^isadjo;, nuxiNz-k 


NM 004580 


1 Homo sapiens KAI5Z/A, memoer jkao oncogene idnuiy yr<i\i^^ i r\j^ nuvx-^x^ 


NM 004663 
NM 004160 


Homo sapiens RABl lA, member RAS oncogene family (RAB 11 A), mRNA 
1 Homo sapiens peptide YY (PYY), mKNA 


NM 004103 


1 Homo sapiens protein tyrosine kmase 1 beta (Jf 1 J<wZi3j, mKJNA 


NM 004158 


Homo sapiens persephin (PSPN), mRNA 


NM 004577 


1 Homo sapiens phosphosenne phosphatase (FbPH), mKJNA 


NM_004159 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 8 (large 

1 1 . ' t A ^\ /TkOTW 0 \ .n-.T> 'K.T A 

multifunctional protease 7) (PSMB8), mRNA 


NM 004917 


Homo sapiens kallikrein 4 (prostase, enamel matrix, prostate) (KLK4), mRNA 


NM_004157 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type u, aipna 
(PRKAR2A). mRNA 


NM_004758 


Homo sapiens penpheral benzodiazepine receptor-associated protein 1 ^^rKA^- 
1), mRNA 


NM_004576 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit n i,rK 
52), beta isoform (PPP2R2B), rnRJN A 


NM_004156 


Homo sapiens protein phosphatase z ^lormeriy zaj, catalytic suounit, ocui 
isoiorm (PPP2CB), mKJNA 


NM 000942 


Homo sapiens peptidylprolyl isomerase B (cyclophilin B) (PPIB), mRNA 


NM 004575 


1 Homo sapiens FUU domain, class ^, ixanscnpnon lacior z v^rv-;vj*trz,^, 


INIVJ. f J 


1 Momri snnip^riQ nhrkonhnlinase beta 2 ('PLCB2). mRNA 


NM 004572 


Homo sapiens plakophilin 2 (TKP2), mRNA 


NM 004571 


Homo sapiens PBX/knotted 1 hoemobox 1 (PKNOXl), mRNA 


NM_004203 


Homo sapiens membrane-associated tyrosine- and threonine-specific cdc2- 
inhibitory kinase (PKMYTl), mRNA 


NM 004910 


1 Homo sapiens phosphatidylinositol transfer protein, membrane-associated 
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CPrrPNM), niRNA 


NM 004278 


Homo sapiens phosphatidylinositol glycan, class L (PIGL), niRNA 1 


NM 004569 


Homo sapiens phosphatidylinositol glycan, class H (PIGH), mRNA 1 


NM 004855 


Homo sapiens phosphatidylinositol glycan, class B (PIGB), mRNA j 


NM 004862 


Homo sapiens LPS-induced TNF-alpha factor (PIG7), mRNA j 


NM 004878 


Homo sapiens prostaglandin E synthase (PTGES), mRNA 1 


NM 004567 


Homo sapiens 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 4 1 
(PFKFB4V mRNA 


NM_004566 


Homo sapiens 6-phosphofi:ucto-2-kinase/fructose-2,6-biphosphatase 3 1 
(PFKFR3), mRNA 


NM_004836 


Homo sapiens eukaryotic translation initiation factor 2-alpha kinase 3 
(RTF2AK3), mRNA 


NM 004716 


Homo sapiens proprotein convertase subtihsin/kexin type 7 (PCSK7), mRNA j 


MM 000437 


Homo saoiens platelet-activating factor acetylhydrolase 2 (40kD) (PAFAH2), 1 
mRNA 


MM 0041 QQ 


Homo saoiens orccollaeen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 1 

hvdroxvlase^. alnha DoIvoeDtide 11 (P4HA2), mRNA 


NM 004154 


Homo sapiens pyrimidinergic receptor P2Y, G-protein coupled, 6 (P2RY6), 1 
mRNA 


NM__004280 


Homo sapiens eukaryotic translation elongation factor 1 epsilon 1 (EEFlEl), 1 

mRNA 


NM 004741 


Homo saniens nucleolar phosphoprotein pl30 (P130), mRNA 1 


NM 004802 


Homo sapiens otoferlin fOTOF), mRNA 


NM 004852 


Homo sapiens one cut domain, family member 2 (ONECUT2), mRNA j 


NM 004254 


Homo sapiens solute carrier family 22 (organic anion transporter), member 8 1 
(SLC22A8), mRNA 


NM 004298 


Homo sapiens nucleoporin 155kD CNUP155), mRNA 1 


NM 004560 


Homo sapiens receptor tyrosine kinase-like orphan receptor 2 (ROR2), mRNA 1 


NM 004822 


Homo sapiens netrin 1 (NTNl), mRNA 1 


NM 004796 


Homo sapiens neurexin 3 (Nr3cN3), mRNA I 


NM 004558 


Homo sapiens neurturin (NRTN), mRNA 1 


NM 004688 


Homo sapiens N-mvc f and STAT) interactor (NMI), mRNA 1 


NM 004148 


Homo sapiens ninjurin 1 (NlNJl), mRNA 


NM 00455^ 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 5 (15kD) 1 
fNADH-coenzvme O reductase) (NDUFS5), mRNA 


NM_004551 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 3 (30kD) j 
(NADH-coenzyme Q reductase) (NDIIFS3), mRNA 


NM 004550 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protem 2 (49kD) j 
(NADH-coenzyme Q reductase) (NDUFS2), mRNA 


NM 004540 


Homo sapiens neural cell adhesion molecule 2 (NCAM2), mRNA 


NM 004644 


Homo sapiens adaptor-related protein complex 3, beta 2 subunit (AP3B2), j 
mRNA 


NM 004538 


Homo sapiens nucleosome assembly protein 1-like 3 (NAP1L3), mRNA j 


N1S4 004145 


Homo sapiens myosin DOB (MY09B), mRNA 1 


NM 004294 


Homo sapiens mitochondrial translational release factor 1 (MTRFl), mRNA j 


NM 004923 


Homo sapiens metallothionein-like 5, testis-specific (tesmin) (MTL5), mRNA 1 


NM_004143 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy- 1 
terminal domain, 1 (CITED 1), mRNA 


NM 004279 


Homo sapiens peptidase (mitochondrial processing) beta (PMPCB), mRNA 1 


NM 004531 


Homo sapiens molybdenum cofactor synthesis 2 (MOCS2), mRNA 1 


NM 004244 


Homo sapiens CD 163 antigen (CD 163), mRNA 1 


NM 004528 


Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA | 
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NM 004225 



NM 002372 



Homo sapiens MFH-amplified sequences with leucine-rich tandem repeats 1 
(MASLl), 



Homo sapiens mannosidase, alpha, class 2 A, member 1 (MAN2A1), mRNA 



NM 004721 



Homo sapiens mitogen-activated protein kinase kinase kinase 13 (MAP3K13), 
mRNA 



NM 002332 



Homo sapiens low density lipoprotein-related protein 1 (alpha-2-macroglobulin 
receptor) (LRPl), mRNA 



NM 004793 



Homo sapiens protease, serine, IS (PRSS15), mRNA 



NM 004789 



Homo sapiens LIM homeobox protein 2 (LHX2), mRNA 



NM 004863 



Homo sapiens serine palmitoyltransferase, long chain base subunit 2 (SPTLC2), 
mRNA 



NM 004737 



NM 004795 



Homo sapiens like-glycosyltransferase (LARGE), mRNA 
Homo sapiens klotho (KL), mRNA 



NM 004521 



Homo sapiens kinesin family member 5B (KIF5B), mRNA 



NM 004520 



Homo sapiens kinesin heavy chain member 2 (KIF2), mRNA 



NM 004920 



NM 004700 



Homo sapiens apoptosis-associated tyrosine kinase (AATK), mRNA 

Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 4 
(KCNQ4), mRNA 



NM 004519 



Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 3 
(KCNQ3)3 mRNA 



NM 004518 



Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 2 
(KCNQ2), mRNA 



NM 004137 



NM 004732 



NM 004693 



NM 004791 



Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 1 (KCNMBl), mRNA 



Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 3 (KCNAB3), mRNA 



Homo sapiens cytokeratin type II (K6HF), mRNA 



Homo sapiens integrin, beta-like 1 (with EGF-like repeat domains) (ITGBLl), 
mRNA 



NM 004517 



Homo sapiens integrin-linked kinase (ILK), mRNA 



NM 004514 



Homo sapiens interleukin enhancer binding factor 1 (ILFl), mRNA 



NM 004633 



Homo sapiens interleukin 1 receptor, type 11 (IL1R2), mRNA 



NM 004513 



Homo sapiens interleukin 16 (lymphocyte chemoattractant factor) (IL16), mRNA 



NM 004512 



NM 004258 



Homo sapiens interleukin 11 receptor, alpha (ILl IRA), mRNA 
Homo sapiens immunoglobulin superfamily, member 2 (IGSF2), mRNA 



NM 004135 



Homo sapiens isocitrate dehydrogenase 3 (NAD+) ganrnia (IDH3G), mRNA 



NM 004134 



NM 004697 



NM 004698 



NM 004503 



Homo sapiens heat shock 70kD protein 9B (mortalin-2) (HSPA9B), mRNA 

Homo sapiens PRP4/STK/WD splicing factor (HPRP4P), mRNA 

Homo sapiens U4AJ6-associated RNA splicing factor (HPRP3P), mRNA 
Homo sapiens homeo box C6 (HOXC6), mRNA 



NM^004502 
NM 004497 



Homo sapiens homeo box B7 (HOXB7), mRNA 



Homo sapiens hepatocyte nuclear factor 3, gamma (HNF3G), mRNA 



NM 004496 



NM 004712 



(HNF3A), 

Homo sapiens hepatocyte growth factor-regulated tyrosine kinase substrate 
(HGS), mRNA 



NM 004834 



Homo sapiens mitogen-activated protein kinase kinase kinase kinase 4 
(MAP4K4), mRNA 



NM 004494 



Homo sapiens hepatoma-derived growth factor (high-mobility group protein 1 
like) (HDGF). mRNA 



like) (HDGF). mRNA 

Homo sapiens zinc finger protein 254 (ZISIF254), mRNA 

Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase, type n (HADH2), 
mRNA , 



NM 004876 



NM 004493 
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1 NM_004904 1 


Homo sapiens cAMP response element-binding protein CRE-BPa 
m G5;i65L15.1\ mRNA 


MM 004893 


Knmo 55apiens H2A histone familv, member Y (H2AFY), mRNA 


MM 004130 


Homo sapiens glycogenin (GYG), mRNA 


NM 004286 


Homo sapiens GTP binding protein 1 (GTPBPl), mRNA 


NM_004128 


Homo sapiens general transcription factor HP, polypeptide 2 (30kD subunit) 
f GTF2F2), mRNA 


1 NM 004491 1 Homo sapiens glucocorticoid receptor DNA binding factor 1 (GRLFl), mRNA 


NM 000826 


Homo sapiens glutamate receptor, ionotropic, AMP A 2 (GRIA2), mRNA 


NM 004490 


Homo sapiens growth factor receptor-bound protein 14 (GRB14), mRNA 


NM 004810 


Homo sapiens GRB2-related adaptor protein 2 (GRAP2), mRNA 


NM 004224 


Homo sapiens G protein-coupled receptor 50 (GPR50), mRNA 


NM 004871 


Homo sapiens golgi SNAP receptor complex member 1 (GOSRl), mRNA 


NM_004487 Homo sapiens golgi autoantigen, golgin subfamily b, macrogolgin (with 

transmembrane signal), 1 (GOLGB 1), mRNA 


1 NM 004126 1 Homo sapiens guanine nucleotide binding protem 1 1 (GNGl 1), mRNA 


NM_004297 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 14 
(GNA14), mRNA 


NM 004246 


Homo sapiens glucagon-like peptide 2 receptor (GLP2R), mRNA 


NM 004123 


Homo sapiens gastric inhibitory polypeptide (GIP), mRNA 


NM 004121 


Homo sapiens gamma-glutamyltransferase-like activity 1 (GGTLAl), mRNA 


NM_004837 


Homo sapiens geranylgeranyl diphosphate synthase 1 (GGPSl), mRNA 


NM_004188 


Homo sapiens growth factor independent IB (potential regulator of CDKNIA, 
translocated in CML) (GFHB), mRNA 


NM 004293 


Homo sapiens guanine deaminase (GDA), mRNA 


NM_004751 


Homo sapiens glucosaminyl (N-acetyl) transferase 3, mucin type (GCNT3), 
mRNA 


1 NM 004193 Homo sapiens golgi-specific brefeldin A resistance factor 1 (GBFl), mRNA 


1 NM 002030 1 Homo saniens formvl peptide receptor-like 2 (FPRL2), mRNA 


NM_004476 


Homo sapiens folate hydrolase (prostate-specific membrane antigen) 1 (FOLHl), 
mRNA 


NM 004119 


Homo sapiens fins-related tyrosine kinase 3 (FLT3), mRNA 


NM 004475 


Homo sapiens flotillin 2 0FLOT2), mRNA 


NM 004472 


Homo sapiens forkhead box Dl (FOXDl), mRNA 


NM 004471 


Homo sapiens forkhead box Gl A (FOXGl A), mRNA 


NM 004474 


Homo sapiens forkhead box D2 (FOXD2), mRNA 


NM_004469 


Homo sapiens c-fos induced growth factor (vascular endothelial growth factor D) 
(FIGF), mRNA 


NM 004468 


Homo sapiens four and a half LIM domains 3 (FHL3), mRNA 


NM 004462 


Homo sapiens famesyl-diphosphate famesyltransferase 1 (FDFTl), mRNA 


NM 004107 


Homo sapiens Fc fragment of IgG, receptor, transporter, alpha (FCGRT), mRNA 


NM 004104 


Homo sapiens fatty acid synthase (FASN), mRNA . 


NM 004461 


Homo sapiens phenylalanine-tRNA synthetase-like (FARSL), mRNA 


NM 004101 


1 Homo sapiens coagulation factor II (thrombin) receptor-like 2 (F2RL2), mRNA 


1 TNJM 004235 1 Homo sapiens Kruppel-like factor 4 (gut) (KLF4), mRNA 


NM 004455 
NM 004454 


j Homo sapiens exostoses (multiple)-like 1 (EXTLl), mRNA 


Homo sapiens ets variant gene 5 (ets-related molecule) (ETV5), mRNA 


NM_004453 


Homo sapiens electron-transferring-flavoprotein dehydrogenase (ETFDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 004452 


Homo sapiens estrogen-related receptor beta (ESRRB), mRNA 


NM_004911 


Homo sapiens protein disulfide isomerase related protein (calcium-binding 
protein, intestinal-related) (ERP70), mRNA 
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MM 004447 



NM 004446 



NM 004431 
NM 004099 



NM 004437 



NM 004435 



NM 004434 



NM 004433 



NM 004096 



NM 004095 



NM 004430 



NM 004093 



NM 004429 



NM 004428 



Homo sapiens epidermal growth factor receptor pathway substrate 8 (EPS8), 
mRNA 



Homo sapiens glutamyl-prolyl-tRNA synthetase (EPRS), mRNA 



Homo sapiens EphA2 (EPHA2), mRNA 



Homo sapiens erythrocyte membrane protein band 7.2 (stomatin) (EPB72), 
mRNA 



Homo sapiens erythrocyte membrane protein band 4,1 (elliptocytosis 1, RH- 
linked) (EPB41), mRJSTA 



Homo sapiens endonuclease G (ENDOG), nuclear gene encoding mitochondrial 
protein, mRNA 



Homo sapiens echinoderm microtubule-associated protein-like (EMAPL), 
mRNA 



Homo sapiens E74-like factor 3 (ets domain transcription factor, epithelial- 
specific ) (ELF3), mRNA 



Homo sapiens eukaryotic translation initiation factor 4E binding protein 2 
(EIF4EBP2), mRNA 



Homo sapiens eukaryotic translation initiation factor 4E binding protein 1 
(EIF4EBP1), mRNA 



Homo sapiens early growth response 3 (EGR3), mRNA 



Homo sapiens ephrin-B2 (EFNB2), mRNA 



Homo sapiens ephrin-Bl (EFNBl), mRNA 



NM 004867 



NM 004415 
NM_004760 

NM 004413 



NM 004088 



Homo sapiens ephrin~Al (EFNAl), mRNA 



Homo sapiens integral membrane protein 2A (ITM2A), mRNA 



Homo sapiens desmoplakin (DPI, DPH) (DSP), mRNA 



Homo sapiens serine/threonine kinase 17a (apoptosis-inducing) (STK17A), 

mRNA 

Homo sapiens dipeptidase 1 (renal) (DPEPl). mRNA 



NM 004412 



NM 004411 
NM 004407 



NM 004746 



NM 004747 



NM 004087 



NM 004900 



NM 004404 



NM 004402 



NM 004401 



NM 004083 



NM 004734 



NM 004394 



Homo sapiens deoxynuclcotidyltragisferase, torminal (DNTT), mRNA 



Homo sapiens DNA (cytosine-5-)-me1hyltransferase 2 (DNMT2), mRNA 



Homo sapiens dynein. cytoplasmic, intermediate polypeptide 1 (PNC Il). mRNA 
Homo sap iens dentin matrix acidic phosphoprotein (DMPl). mRNA 



Homo sapiens discs, large (Drosophila) homolog-associated protein 1 
fPLGAPl), mRNA 



Homo sapiens discs, large (Drosophila) homolog 5 (DLG5), mRNA 



Homo sapiens discs, large (Drosophila) homolog 1 (DLGl), mRNA 



Homo sapiens phorbolin (similar to apolipoprotein B mRNA editing protein) 
(DJ742C19.2), mRNA 



Homo sapiens neural precursor cell expressed, developmentally down-regulated 
5 (NEDDS), mRNA 



Homo sapiens DNA fragmentation factor, 40 kD, beta polypeptide (caspase- 
activated DNase) (DFFB), mRNA 



Homo sapiens DNA fragmentation factor, 45 kD, alpha polypeptide (DFFA), 
mRNA 



Homo sapiens DNA-damage-inducible transcript 3 (DDIT3), mRNA 



Homo sapiens doublecortin and CaM kinase-like 1 (DCAMKLl), mRNA 



Homo sapiens death-associated protein (DAP), mRNA 



NM 004393 



NM 004229 



NM 004079 



NM 004390 



Homo sapiens dystroglycan 1 (dystrophin-associated glycoprotein 1) (DAGl), 
mRNA 



Homo sapiens cofactor required for Spl transcriptional activation, subunit 2 
(150kD) (CRSP2), mRNA 



Homo sapiens cathepsin S (CTSS), mRNA 



Homo sapiens cathepsin H (CTSH)3 mRNA 
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1 NM 004388 1 


Homo sapiens chitobiase. di-N-acetvl- (CTBS), mRNA 


NM 004387 


Homo sapiens cardiac-specific homeo box (CSX), mRNA 


NM_004861 


Homo sapiens cerebroside (3 -phosphoadenylylsulfatergalactosylceramide 3') 
sulfotransferase (CST), mRNA 


NM 004078 
NM 004386 


Homo sapiens cysteine and glycine-rich protein 1 (CSRPl), mRNA 


Homo sapiens chondroitin sulfate proteoglycan 3 (neurocan) (CSPG3), mRNA j 


NM 004385 


Homo saniens chondroitin sulfate proteoglycan 2 (versican) (CSPG2), mRNA 1 


NM 004384 


Homo sauiens casein kinase 1 , gamma 3 (CSNK1G3), mRNA 


NM 004383 


Homo sapiens c-src tyrosine kinase (CSK), mRNA 


NM 004075 


Homo sapiens cryptochrome 1 (photolyase-like) (CRYl), mRNA j 


NM 004778 


Homo saniens G protein-<:oupled receptor 44 CGPR44), mRNA 1 


NM 004750 


Homo sapiens cytokine receptor-like factor 1 (CRLFl), mRNA 


NM 004382 


Homo sapiens corticotropin releasing hormone receptor 1 (CRHRl), mRNA 1 


NM_004379 


Homo sapiens cAMP responsive element binding protein 1 (CREBl), mRNA j 


NM 004377 


Homo saniens camitine nalmitovltransferase I, muscle (CPTIB), mRNA 1 


NM 004748 


Homo sapiens cell cycle progression 8 protein (CPR8), mRNA 


NM_004074 


Homo sapiens cytochrome c oxidase subunit Vm (COX8), nuclear gene 1 
encodins mitochondrial protein, mRNA 


NM_004766 


Homo sapiens coatomer protein complex, subunit beta 2 (beta prime) (COFB2), 1 
mRNA 


NM 004645 


Homo sapiens coilin (COIL), mRNA 


NM 000614 


Homo sapiens ciliary neurotrophic factor (CNTF), mRNA 1 


NM_004368 


Homo sapiens calponin 2 (CNN2), mRNA 


NM 004072 


Homo sapiens chemokine-like receptor 1 (CMKLRl), mRNA 


NM 004071 


Homo sapiens CDC-like kinase 1 (CLKl), mRNA 1 


NM 004362 


Homo sapiens calmegin (CLGN), mRNA 1 


NM 004070 


Homo sapiens chloride channel Ka (CLCNKA), mRNA 1 


NM 004804 


Homo sapiens WD40 protein Ciaol (CIAOl), mRNA 1 


NM_004267 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 2 (CHST2), j 
mRNA 


NM 004067 


Homo sapiens chimerin (chimaerin) 2 (CHN2), mRNA 1 


NM_004284 


Homo sapiens chromodomain helicase DNA binding protein 1-like (CHDIL), 1 
mRNA 


NM_004364 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), alpha (CEBPA), 
mRNA 


NM 004065 


Homo sapiens cerebellar degeneration-related protein (34kD) (CDRl), mRNA | 


NM_004233 


Homo sapiens CD83 antigen (activated B lymphocytes, immunoglobulm 1 
superfamily) (CD83), mRNA 


NM_004356 


Homo sapiens CD81 antigen (target of antiproliferative antibody 1) (CD81), 
mRNA 


NM 004357 
NM 004350 


Homo sapiens CD15 1 antigen (GDI 5 1), mRNA 1 


1 Homo sapiens runt-related transcription factor 3 (RUNX3), mRNA | 


NM_004349 


1 Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 1 
1; cyclin D-related (CBFA2T1), mRNA 


NM 004345 


Homo sapiens cathelicidin antimicrobial peptide (CAMP), mRNA 


NM_000722 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 1 1 
(CACNA2D1), mRNA 


NM 004334 


Homo sapiens bone marrow stromal cell antigen 1 (BSTl), mRNA | 


NM_004887 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 14 1 
(BRAK) (SCYB14), mRNA 


NM_004333 


Homo sapiens v-raf murine sarcoma viral oncogene homolog Bl (BRAF), 1 
1 mRNA 1 
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NJVL UU4Jzy 


H<-»mr> cani*»nc hrnip momTincrpnetic nrotein reCCDtor, tYDC lA fBMPRl A), niRNA 


NM_004827 


Homo sapiens ATP-binding cassette, sub-family G (WHll £), member 2 


ISllVl 0U4iZO 


XlOmO sapiens O-UCIl V-rirfl^iyilipiUJllla -7 ^a->\_yA-f-''^5 ±1AJ.VJ.^X». 


NM 0047o5 


llT^«-irt cQni#aric R T /IvmnViATTia 7P fRCLTO HlRNA 

riomo sapiens d-ccii ^Xjj-rfiyinpinjiiia /v_^ # v^^, 


NM 004324 


Homo sapiens ov^i^z-associaicu y\. pruicux ^-or^wv^, hixvj.^^ 


NM[_004656 


Homo sapiens BRCAl associated protein-1 (ubiquitin carboxy-tenninal 
nyaroiasej v^dajt 1 J, iiiinjn/\ . 


NM 004048 


Homo sapiens beta-2-microglobulin (B2M), mRNA 


NM 004655 


Homo sapiens axin z v^conuuciui, aAiij \i\j\sxs^)<, hixvin^ 


NM 004321 


Homo sapiens axonal transport of synaptic vesicles (ATSV), mRNA 


NM_004888 


Homo sapiens A lipase, jtIt^ Transporting, lysodumai \^vav,^uuiai pii^iwii 
member J (ATP6J), mRNA 


NM_004047 


riomo sapiens Airase, xi^^ u anspornng, lybUdUiimi \^vaL/uuiai pivrivixyuiiip/ 
2 1 ICU 1 r or J, IIIKJN/V 


NM_00404o 


Homo sapiens Ai " sjmmase, Transporting, nuiuoiiuiiuiiai x l ovmpi*-'^, ox^ia** 

n-% iVki '4- « oyyfVx »-fvn 1 r«0'^i^'io^ -mn oralis f A' 1 'I'S A 1 1 TTlrc 

suDumi, isoiorm i, caraiac muscic \r\.Lrjt\.i.)^ nuvL^-n 


NM__uuloo3 


TT-..,---^ r,o*-kiia*-»o A'TT>oe*> C^^kA V- frcirkcr%oT+iriOf nlsiQma tneiTlJ^rane 2 I A'l.L2ij2K 

xiomo sapiens aix asc, ^a » ^ iranopuiiiiig, piaama mtiiiii^Kuiv^ v-* »^ ^ 

mT?>JA 

mj\JLN/\. 


1 JNJVl UU4j l*r 1 


TlrtTTin caTMVnc A T^P -ri h n<;vltr an "^f erase 1 ^ARTl"^ mRNA 


j JNJVl uU4j Id I 


14"r*TYir* C5n-%if>nc arreQtin l^f*ta 9 T AT^UT^^^ mRNA 


1 XTAyf AA/lllO 1 
1 JNJVL UU4^1Z 1 


TTrfcT-nrfc C5*r»i^*nc ftrrpQtin retinfll ^'X-arrestin^ rARR3^ mRNA 


1 XnJVI UUho i 1 1 


TJ/\r«rk co-nt^nc AT^P-T^KAcvlsiti An faf'tAr-liVe TART^S^ DClRNA 
xiomo sapiens ,rtjL'jr"'AxUwoyia.LiL>ii la^Lv/i iiiv^ \^x^j.vxj-^7} xaxa-^^ix 


1 "KTA A f\(\AiinK. 1 

1 JMJyi UU40/D 1 


Xiomo sapiens r<is noixwjujg gciic idiiiiijr, mciAiut^x ^^^Tj.'vx.x.xy, xxxa.-vj.'^**. 


1 XTTV A A A /I 'J 1 A 1 

1 JNJVl UU4J lU 


xiomo sapiens ras nomuiog gene laiiiiijr, iiicjiiucri xa yc^x^^xx^j^ xxxx-n-i-^xt. 


1 XTA /T AA/ITAQ 

1 JNJVl_Uu4jUy ' 


TT/Nrvirfc coT^i<^Tic PViA OT^P HicQAriatiAn inhibitor CGDD alnha fARHGDIA), mRNA 


1 InJVI UU43Uo 


TU^mrx conifknc PV»o r^XpQCp artivflHncr •nrAtein 1 rARHGAPl^. mRNA 

Xiomo sapiens ivnu vjix cisc dviivciLiiig pii/Lwiu i v-*^-^^^-^ /> xxxx-x-l-^x*. 


\ rsJVl UU4U4U 


I Xiomo sapiens rd,s 110111010^ ^ciic laiiiiiy, jj xxja-v-l-***. 


1 JNiVl \j\jHZy\) 


tTrkt-nrk c5ir*if*nc ri-na finapr -nrAtPin 14 rRNPl 4^ mRNA 
Xiomo otipiCIlo 1 illg lliigei piOlCJH i^r \^xvj.^x x^)^ xxxAva-^i^ 


1 JNJVL UU4/y/ 


1 TJi-kn-^rx ca-rkif»nc orlinocp moQt nhimHant CTPnP tranSCrint 1 TAJP^MLIV mRNA 


\ JNJVl UU4UJy 


"HrfcTMr* caniprtc 5»-nnPVin A"? /^ATJXA'?^ mRNA 


NM 004306 


Homo sapiens aimexin A13 (ANXA13), mRNA 


1 XTA A AA/1A1Q 

1 JNJVL_UU4Ujo 


1 TJi^ti-ir^ oot-*i^Tic oTYiA/locp ijlnVni 1 A" calivflfv TAA^A'"! A 1 mRNA. 

1 xiomo Sa.piCIlS amyictoC, a-ipiia l.r\.) &<HlVa.ijr yr^u^yx. x xr^)^ xxxx.xj.^.c^ 


1 XTTVyf AA/11A< 

1 JNJVl UU4iU3 


1 Xiomo sapiens Driaging inLcgraLur i ^ojjln i ^, nuvx^^ 


1 xnViT AA/IQ^'7 

1 JNJVL UU4oD / 


TJ/%rvi/\ ccknipnc A Irineicp ^PPI^A^ sinrVinr rvrntein S TAICAPS^ mRNA 
1 xiomo sapiens Jt\. JOnaSC \jCsSJSJ:\.) allL/JlUl piuiwni *j y.rvi."wvL ^ )^ xxxA.vx'^.i^ 


JNJVl UU4o3:5 


1 Xiomo sapiens dosem m incianoiiici ^ \jrs.x\yx^)^ yxixy^^rx 


1 XTA /f AA/IOAQ 

JNJVl_UU4ZUo 


1 TJi-kt-nrk coi-\ip-nc r\Tr\ rrrci rr>i-r»f=*rl npll HpatVl R rariontOSIS-iTlduciTlff faCtOr^ rPDCDoj, 
1 Xiomo Sapiens prUgralXllxlCCI wen vieaUl O ^a.j-»v«»j^i.voxo i&xvxuwixxg xtiv^vxy ^x. x^wa^w/, 

mPNA 


Xnv/f 009 IQO 

1 iNivi uuziyy 


1 TTr\m A Qflr*ipnQ intprfprnn rpcnilfttArv factor 2 i IR p2V mRNA 


1 NM_ 001569 


Homo sapiens interleukin-1 receptor-associated kinase 1 (IRAKI), mRNA 


\ JNJVl UUIjO/ 


1 T-Trwmr* car%iPnQ inAcitAl nAl\mV>AQnViatP nVlOSTjliataSe-like 1 flNPPLl^ mRNA 
1 XxOIIlO Sapieilo lllOSilOl LlOljr UllOopildte tillwo jjxxcxitxow xxxvv x y^xx -vx. x x^ i. ii**.'v* i* ». 


XTTVA" AAO 1 OA 

1 JNlVl uu/iyH 


1 TTAmA Qanipnc iriAcitAl -nAlvT^ViAQnViatp-l -nhosnhatasc nNPFlV mRNA 

1 XXOIIIO odpiCllS XliOoltOl JJOljr pilvopilClLti 1 piiv/iJj-'xitxvtxo^ y,-*-*' -'•/a xxxxvx-'A*. 


NM 002111 


Homo sapiens huntingtin (Huntington disease) (HD), mRNA 


1 T^TTi if AAA1 i^C 

NM UOOloD 


1 Jtiomo sapiens gap junction protein, aipno. \^ii*uiuicA.iii \\^.jr\.x^^ uxxxx^x^ 


1 TvTA if AAIAAA 


I XJ/%wir\ coT^i^»l-^c fiKr-illn-n o /'^*rwTifr<anif ol rrvntTaftiiral aracVinoHaftvl rPBN^2l 

j xiomo sapiens XlOrilim -i ^congenital COIluawtuiai axauiiiivua.L/iyiy^ \^x x^x^im)^ 


NM 001937 


1 Homo sapiens dermatODontin (DPT), mRNA 


NM_001381 


Homo sapiens docking protein 1, 62kD (downstream of tyrosine kinase 1) 
(DOKl),mRNA 


NM 000729 


j Homo sapiens cholecystokinin (CCK), mRNA 


NM 000486 


Homo sapiens aquaporin 2 (collecting duct) (AQP2), mRNA 


1 NM 001520 


1 Homo sapiens general transcription factor IIlC, polypeptide 1 (alpha subunit, 
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220kD ) (GTF3C1). mRNA 


NM 002097 


Homo sapiens general transcription factor IBLA (GTF3 A), mRNA 


NM 003205 


Homo sapiens transcription factor 12 (HTF4, hehx-loop-helix transcription 
factors 4^ fTCFlll mRNA 


NM 000440 


Homo sapiens phosphodiesterase 6A, cGMP-specific, rod, alpha (PDE6A), 
mRNA 


NM 000806 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, alpha 1 
(GABRAl), mRNA 


NM 001809 


Homo sapiens centromere protein A (17kD) (CENT A), mRNA 


NM 000439 


Homo saoiens oroprotein convertase subtiHsin/kexin type 1 (PCSKl), mRNA 


NM 002529 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 1 (N iRJvl), mRNA 


NM 003417 


Homo sapiens zinc finger protein 264 (ZNF264), mRNA 


NM 000395 


Homo sapiens colony stimulating factor 2 receptor, beta, low-affinity 

rffranulocvte-macroDhaee) (CSF2RB), mRNA 


NM 000065 


Homo sapiens complement component 6 (C6), mRNA 


NM 000252 


Homo sapiens myotubular myopathy 1 (MTMl), mRNA 


NM 000229 


Homo saniens lecithin-cholesterol acyltransferase (LCAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 000224 


Homo sapiens keratin 1 8 (KRT 1 8), mRNA | 


NM 000711 


Homo saniens inteerin, beta 2 (antigen CD! 8 (p95), lymphocyte function- 
associated antigen 1; macrophage antigen 1 (mac-1) beta subunit) (ITGB2), 
mRNA 


NM 000208 


Homo saniens insulin receotor fINSR\ mRNA 1 


NM_000206 


Homo sapiens interleukin 2 receptor, gamma (severe combined 

immnnodeficiencv'i mRNA 1 


NM 000416 


1 Homo saniens interferon eamma receptor 1 (IFNGRl), mRNA I 


NM_000201 


Homo sapiens intercellular adhesion molecule 1 (CD54), human rhinovirus 1 
1 receotor QCAMIV mRNA 


NM_000350 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 4 
1 rABCA4\mRNA 1 


NM 000110 


1 Homo saniens dihvdronvrimidine dehydrogenase (DPYD), mRNA I 


NM 000375 


Homo sapiens uroporphyrinogen HI synthase (congenital erythropoietic 
1 oorohvria) fUROS), mRNA 


NM 000459 


Homo sapiens TEK tyrosine kinase, endothelial (venous malformations, multiple 1 
cutaneous and mucosal) (TEK), mRNA 


NM 001053 


1 Homo sapiens somatostatin receptor 5 (SSTR5), mRNA 


NM 001052 


Homo sapiens somatostatin receptor 4 (SSTR4), mRNA 1 


NM 001051 


1 Homo sapiens somatostatin receptor 3 (SSTR3), mRNA 1 


NM 001050 


1 Homo sapiens somatostatin receptor 2 (SSTR2), mRNA 


NM 001049 


1 Homo sapiens somatostatin receptor 1 (SSTRl), mRNA 1 


NM 000348 


Homo sapiens steroid-5-alpha-reductase, alpha polypeptide 2 (3-oxo-5 alpha- | 
Steroid delta 4-dehydrogenase alpha 2) (SRD5 A2), mRNA 


NM 000340 


Homo saoiens solute carrier family 2 (facilitated glucose transporter), member 2 

r ST .r:7. a ^.'k. mRNA 1 


NM 000338 


Homo sapiens solute carrier family 12 (sodium/potassium/chloride transporters), 1 
member 1 fSLC12Al), mRNA 


NM_000231 


Homo sapiens sarcoglycan, gamma (35kD dystrophin-associated glycoprotein) 1 
(SGCG), mRNA 


NM 001034 


Homo sapiens ribonucleotide reductase M2 polypeptide (RRM2), mRNA 


NM 000448 


Homo sapiens recombination activating gene 1 (RAGl), mRNA 


NM 000303 


Homo sapiens phosphomannomutase 2 (PMM2), mRNA 


NM 000302 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase Gysine 
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1 

] 


lydroxylase, xiniers-iJanlos synorome lyp^ ^ y^^'^^^ji ^^^^^^^ 


NM_000282 ] 

1 


Homo sapiens propionyl Coenzyme A carboxylase, alpha polypeptide (PCCA), 
nuclear gene encodmg mitocnononai protein, mivL^-rv 


NM_000281 


Homo sapiens 6-pyruvoyl-tetrahydropterm synthase/dimenzation cofactor of 
hepatocyte nuclear lactor 1 aipna (i\^r i; yry^au)^ hun-ln/^ 


NM 000277 


Homo sapiens phenylalanine nyaroxyiase \ri\rx)^ hun^n^ _ 


NM_000436 


Homo sapiens 3-oxoacia Co A transierase \}<jj^\^k)^ nuuic^i gciw:^ t^xiwcFwug 
mitochondrial protein, mKJNA ^ 


NM_000274 


Homo sapiens ornithine aminotransferase (gyrate atrophy) (OAT), nuclear gene 
encoding mitocnonanal protem, misJN/\ , — — . 


NM 000273 


Homo sapiens ocular albinism i ( JNCUiesnip-raubj a ^> imvx-Hx^ 


NM 000272 


Homo sapiens nephronophthisis 1 (iuvenile) (NPHPl), mRNA 


NM 000271 


Homo sapiens Niemann-Pick disease, type ci u^rt^i j, nmiN/\ 


NM_000269 


Homo sapiens non-metastatic cells l, protein \p\\su,:>i^) cxprcb^cu m \L\xyi^Lj^ 
mRNA 


NM 000268 


Homo sapiens neurofibromin 2 (bilateral acoustic neuroma) (NPZ), mKJNA 


NM_000267 


TT ^■ni^^y^*^-:*-* 1 /'■r^£»iiT>^-fiKTr\m!»fr*ci"c vrin Rpclclinffhausen disease. 
Homo sapiens neurotibromm 1 ^neuronDromaiosis, vuii ivcwi^iiigimitoi^ai. uAowaaw, 

Watson disease) (Nr 1 J, mKJNA 


NM 000434 


Homo sapiens sialidase 1 (lysosomal sialidase) (NEUl), mRNA 


NM 000266 


Homo sapiens Nome disease (pseuaoguomaj ^jNi^r iiu^n/a. 


NM_000265 


Homo sapiens neutrophil cytosolic factor 1 (47kD, chronic granulomatous 
disease, autosomal 1 ) (NCFl), mKJNA 


NM 000262 


Homo sapiens N-acetylgalactosaminidase, alpha- (NAGA), mRNA 


NM_000261 


Homo sapiens myocilin, trabecular mesnworK maucioie giucocoracoiu icapuuac 
(MYOC), mRNA 


NM_000258 


Homo sapiens myosin, light polypeptide 3, alKaii, ventricular, sKeiei^i, biuw 

A* ir^ Tit ^ X T* "VTA 

(MYL3), mRNA — 


NM_000432 


Homo sapiens myosin. Ught polypeptide 2, regulatory, cardiac, slow (M Yi.^), 

mRNA 


NM_000257 


Homo sapiens myosin, heavy polypeptide 7, cardiac muscle, beta (MYH7), 
mRNA 


NM 000431 


1 Homo sapiens mevalonate kinase (mevalonic aciduria) (MVK), mRNA 


NM_000255 


Homo sapiens methylmalonyl Coenzyme A mutase ^JViu i;, nuciear gene 
1 encoding mitochondrial protein, mRNA . — _ — , — 


NM_000254 


Homo sapiens 5-methyltetrahydroiolate-nomocysteme meinyiiransicrd.s>c \i\Lxs^jy 
mRNA 


NM_000253 


Homo sapiens microsomal triglyceride transfer protein (large polypeptide, »8kD) 
(MTP), mRNA 1 


NM_000250 


Homo sapiens myeloperoxidase (MPO), nuclear gene encoding mitochondnal 1 

protein, mRNA ^ 


■MM 000748 1 Homo saoiens microphthalTnia-associated transcnption factor (Mirt), mKNA 


NM 000247 


Homo sapiens MHC class I polypeptide-related sequence A (MICA), mRNA 


NM 000246 


Homo sapiens MHC class H transactivator (MHC2TA), mRNA 1 


NM_000245 


Homo sapiens met proto-oncogene (hepatocyte growth factor receptor) (MET), 
mRNA — 1 


NM 000244 


Homo sapiens multiple endocrine neoplasia I (MENl), mRNA 


NM 000243 


Homo sapiens Mediterranean fever (MEFV), mRNA 


NM_000242 


Homo sapiens mannose-binding lectin (protein C) 2, soluble (opsonic defect) 
(MBL2), mRNA 


NM 000429 


Homo sapiens methionine adenosyltransferase I, alpha (MATl A), mRNA 


NM_000240 


Homo sapiens monoamine oxidase A (MAO A), nuclear gene encodmg 

1 mitochondrial protein, mRNA 
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TTnmn ^aniens latent transforming erowth factor beta binding protein 2 (LTBJf 2), 

mRNA 


NM_000238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 2 nCCNH2V mRNA 


NM 000237 


Homo sar>iens liDODrotein liDase fLPL\ mRNA 


NM 000427 


Homo sapiens loricrin (LOR), mRNA 




Homo saniens lioase benatic fLIPC\ mRNA 


NM_000235 


Homo sapiens lipase A, lysosomal acid, cholesterol esterase (Wolman disease) 
n TPA\ mRNA 


NM 000234 


Homo sapiens ligase I, DNA, ATP-dependent (TLIGl), mRNA 




Wrkmr\ C5»riif»nc liitRini'zino hrmnorip/f^ho'rioffOnadotrOOin receotor iLHCGR)% 

mRNA 


1 xnv>r nnAOOR 1 

1 lNlVl__UUUZZo 1 


TTnmrt cnrtienc Inminin beta ^nicein <'125kD't kalinin ri40kD). BM600 

ri95kD'»'^ fLAMBS'i mRNA 


"MM 000496 

1 iNlVl. V/\/v/*+Z.O 


Homo «sarjiens laminin aloha 2 Tmerosin. coneenital muscular dystrophy) 
(LAMA2), mRNA 




TTomo ^aniens Iceratin 9 fenidermolvtic nalmoolantar keratoderma) (KR.T9), 
mRNA 


TsTM 000499 


Homo saoiens keratin 17 fiOlTlV") mRNA 


NM 000223 


Homo sapiens keratin 12 (Meesmann corneal dystrophy) (KRT12), mRNA 


IsJTV/T 000491 


TTrkTYirv cnni*»nQ lff»rntiTi 10 ^#»niHprmnlvtic hvnerlceratosis' Iceratosis Dalmaris et 
plantaris) (KRTIO), mRNA 




T4"r*mrk canif^nc v-lrit HnrH\/-7nrlrf»TmaTi 4 feline sarcoma viral oncogene homolofi 
1 (KIT). mRNA 


>Jlwr O0O9 1 8 


Hrimft cjini«»nQ nnt5iQ<:i'iim vnltaae-ffated channel. KOX-like subfamily, member 1 
nCCNOn mRNA 


NM_000219 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1 
(TCCNEl^ mRNA 


]SIM_000217 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 

member 1 Teni^^odic ataxia with mvokvniia) fKCNAl), mRNA 


NM_000216 


Homo sapiens Kallmann syndrome 1 sequence (KALI), mRNA 


XnvA 0009 1 ^ 


1 Wr^mrt c5*niF»r»Q T5»niiQ VinflQf* fti nrotein tvro^ine kinase leukocvte^ rJAK3\ 


TSTN/T 000919 


1 Hnmn Qanien«i intem-in beta 3 Tnlatelet fflvconrotein IQa. antigen CE)61) 
riTGB3^ mRNA 

1 y^X X XJX-'~' y , AXXJ-^-L "^^X 


NM 000209 


1 Homo saniens insulin nromoter factor 1 , homeodomain transcription factor 
1 fIPFl\mRNA 


NM 000207 


1 Homo sapiens insulin (INS), mRNA 


NM 000418 


1 Homo sapiens interleukin 4 receptor (IL4R), mRNA 

•^^-^'^"^ tJ**j^awx».j xxxww^»w>*x^x* xww ^ w ; /2 _ — ~ 


NM 000417 


1 Homo sapiens interleukin 2 receptor, alpha (IL2RA), mRNA 


NM 001551 


Homo sapiens immunoglobulin (CD79A) binding protein 1 (IGBPl), mRNA 


NM 000203 


1 Homo sapiens iduronidase. alpha-L- fIDUA), mRNA 


NM 00041 S 


1 Homo sapiens islet amvloid polvoeotide flAPP), mRNA 


MM 000900 


Homo saoiens histatin 3 rHTN3'i mRNA' 

1 XXv/Xllw OCX|^XVi«XXL3 XXXOkCXLXXl ^ y^XX X X ^ >^ XXXJL^-X^^ V 


NM 00153S 


1 Homo sapiens heat shock transcription factor 4 (HSF4), mRNA 


NM 000859 


Homo sapiens 3-hvdroxv-3-methYlglutaryl-Coenzyme A reductase (HMGCR), 
mRNA 


NM 001527 


1 Homo sapiens histone deacetylase 2 (HDAC2), mRNA 


NM 001525 


1 Homo sapiens hypocretin (orexin) receptor 1 (HCRTRl), mRNA 


NM 001524 


Homo sapiens hypocretin (orexin) neuropeptide precursor (HCRT), mRNA 


NM 001510 


Homo sapiens glutamate receptor, ionotropic, delta 2 (GRID2), mRNA 


1 NM 000829 


1 Homo sapiens glutamate receptor, ionotrophic, AMPA 4 (GRIA4), mRNA 
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NM 001496 1 


Homo sapiens GDNF family receptor alpha 3 (GFRA3), mRNA 


NM 001486 


Homo sapiens glucokinase (nexoKinase 4j reguiaiory proiein \^ov^isjk.j, imuN a 


MM 000820 1 


Homo sapiens growth arrest-specific 6 (GAS6), mRNA 


NM 000155 


Homo sapiens galactose- 1 -phosphate undy iyltransierase ^uajl i j, raJKJN a 


NM_ 000153 1 


Homo sapiens galactosylceramidase (Krabbe disease) (GALC), mRNA 1 


NM_000816 


Homo sapiens gamma-ammobutync acid (OAB A) A receptor, gamma z 
(GABRG2). mRNA 


NM_000815 


Homo sapiens gamma-ammobutync acid (GABA) A receptor, delta (^uAJiKu;, 
mRNA 


NM;_000811 


Homo sapiens gamma-aminobutync acid (GABA) A receptor, alpha o 
(GABRA6), mRNA 


NM_000809 


Homo sapiens gamma-ammobutync acid (GABA) A receptor, alpha 4 
(GABRA4), mRNA 


NM_000808 


Homo sapiens gamma-aminobutync acid (GABA) A receptor, alpha 3 
(GABRA3), mRNA 


NM:_000807 


Homo sapiens gamma-aminobutync acid (GABA) A receptor, alpna 2. 
(GABRA2), mRNA 


NM_000151 


Homo sapiens glucose-o-phosphatase, catalytic (glycogen storage aisease lype i, 
von Gierke disease) (GorL/), mKJN A 


NM 001452 


Homo sapiens lorKhead box r2 (r UArz), rnKJN A 


NM 00013S 1 


Homo sapiens iibnlhn 1 (Marian syndrome; (^rJoiNij, mKJNA 


NM 000136 


Homo sapiens Fanconi anemia, complementation group vr/viN^^L^i, nuuN/v 


NM 001445 


Homo sapiens fatty acid bmding protem o, ileal tgastrotropin; /uijro;, iiikjna 


NM 001442 


Homo sapiens tatty acia bmding protem 4, aaipocyte {rj\x>tr^)y ttlkin/v 


NM 001443 


1 Homo sapiens fatty acid binding protein 1, liver (FABPl), mRNA 1 


NM 001441 


Homo sapiens fatty acid amide hydrolase (FAAH), mRNA 1 


NM 000401 


Homo sapiens exostoses (multiple) 2 (EXT2), mRNA 


NM 000127 


Homo sapiens exostoses (multiple) 1 (EXT 1), mRNA 


NM 001433 


Homo sapiens ER to nucleus signallmg 1 (ERNl), mRNA 


NM_000122 


Homo sapiens excision repair cross-complementing rodent repair deiiciency, 
complementation group 3 (xeroderma pigmentosum group B complementing; 

1 /•T-«T> y^y^ON T>T^T A 1 

(ERCC3 ), mRNA 


NM 000121 


Homo sapiens erythropoietm receptor (JbrUKj, mKJN A 


NM 000120 


1 Homo sapiens epoxide hydrolase 1, microsomal ^xenoDiotic) (^xirruvi;, miviN/v 


NM 000119 


1 Homo sapiens erythrocyte membrane protein banc. 4.z (^uru^zj, mjsjN a 


NM 001429 


Homo sapiens El A binding protein p300 (EP300), mRNA 


NM 000118 


1 Homo sapiens endoglin ((Jsier-Kenau- Weber syndrome ij ^iijno^;, ttlkina 


NM 000117 


Homo sapiens emerin (Emery-Dreifuss muscular dystrophy) (EMD), mRNA 1 


NM 001422 


Homo sapiens E74-like factor 5 (ets domain transcnption tactor; ^JbL/rDj, inKJNA 


NM 000114 


Homo sapiens endothelin 3 (EDN3), mRNA 1 


NM_001393 


Homo sapiens extracellular matrix protein 2, female organ and adipocyte specific 1 
(ECM2), mRNA 


NM_000112 


Homo sapiens solute earner family 26 (sulfate transporter), member 2 
(SLC26A2), mRNA 


NM_001382 


Homo sapiens dolichyl-phosphate (UDP-N-acetylglucosamine) N- 1 
acetyl glucosammephosphotransterase 1 (OlcNAc-l-r transierase; ^j-^x'/\oi i;, 

1 IIliviN/\ 1 


NM 001365 


Homo sapiens discs, large (Drosophila) homolog 4 (DLG4), mRNA | 


NM 000792 


Homo sapiens deiodinase, iodothyronine, type I (DIOl), mRNA 1 


NM_001358 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 5 (DDXl 5), 
mRNA 


NM 000107 


1 Homo sapiens damage-specific DNA binding protein 2 f48kD) (DDB2), mRNA | 
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Hnmn cnnipns Heath-associated nrotein kinase 3 (DAPK3), mRNA 


'hJM 000101 


Wnmn ^aniens cvtochrome b-245. alpha polypeptide (CYBA), mRNA 


NM 001081 


Homo sapiens cubilin (intrinsic factor-cobalamin receptor) (CUBN), mRNA 




WnmA ^aniens oathf.nsin C) (CTTRCY)^ mRNA 


NM 001328 


Homo sapiens C-terminal binding protein 1 (CTBPl), mRNA 


xnvA ooo<i^zi 


XJ/-vrnn canipno: cnne-rod Homeobox fCRXl. mRNA 


TsIA/T OOOOOA 


WrtTYin cani^»nc rii>nilnnlftsiTiiTi Tferroxidase^ fCP), mRNA 


NM_000095 


Homo sapiens cartilage oligomeric matrix protein (pseudoachondroplasia, 

f»ni-nVivQpnl Hv<:n1a«;ia 1 multiple^ fCOMPVmRNA 


1 JNJVL_UUUjyz 


WrkTYin c!:»r»if»TiQ ATP-hindinff cassette sub-familv C fCFTR/MRP), member 2 
(ABCC2), mRNA 


1 xr\>f AnnAQ<! 1 
1 InM. UUUUoj 1 


"HriTvirk ca-nimQ r-VilnriHp rVianne! Kb TCLCNKB^ mRNA 1 


NM_000084 


Homo sapiens chloride channel 5 (nephrolithiasis 2, X-linked, Dent disease) j 


NM 001279 


Homo sapiens cell death-inducing DFFA4ike effector a (CIDEA), mRNA 1 


jNM_0UUUoU 


TJyx-mn po-n-iiAT-ic r»l-inlin#*rcrir» T^n^TiffW Tlirtrttinic CTlsilon DOlVDentidC (CHRNE), 1 

xxomo sapiens cnoiincrgiw icvc^iuiy iiiwi/uniwj ^^oaiv/ia. pv^ijrj-^w^MWfcw i 
mRNA 


1 XTA yf A Am CI 1 

JNM_0UU/j1 


xjrtTY-»rt eo-r%-itf»i-ic r*VirkiiTif»-rfiir» rf>n(>r\fr%r nipotiAic delta iDolvDeDtide (C^HRNL}), 1 
jtiomo sapiens cnoimcrgic* icucjjLui, liiwiuii^j lawia ^*-rijfpw^w*j^v y^^^^^^y^ ■ 

mUlSj A 1 

rntxiNA - 1 


1 XTTV A AAA^/l'7 1 

1 IMjyi_UUU/4/ 


iT^-n-m oonii»-nc r»Virti iTi*>r«n r Tf^r(^r%tf\r nicotinic beta nolvoentide 1 (^muscle) 

xxomo sapiens cxioiincr&iu icvc^jivia iiiv*jniiiv»y ^v^^jr ji'w^wvAw * y*****!^**-*'—^^ ■ 


xrx/f oono7Q 

1 iNiYl_UUUU /!7 


TTr\mn Qanipn^i rhnlinerffic receotor nicotinic, alpha polypeptide 1 (muscle) 1 
(CHRNAl), mRNA 


XnV/T 00177'^ 
1 iNiVi \J\Ji^/J 


Hnmrt S9ni(>ns cViroTnodomain helicase DNA bindine orotein 4 (CHD4), mRNA | 


TsTN/T 001971 


1 Wntnrfc cQniftnsi cVirnmndomain helicase DNA binding protein 2 fCHD2), mRNA | 


TsTM 001970 


1 Momn Q5»r»iRnR chromndomain helicase DNA binding protein 1 (CHDl), mRNA | 


NM 000078 


Homo sapiens cholesteryl ester transfer protein, plasma (CETP), mRNA j 


1 xnv/f Anon7#^ 

1 JNlVl__UUUl/ /o 


Wi-\mn canimQ rvrlin-denendent kinase inhibitor IC foS?, Kip2) (CDKNIC), 
mRNA 


1 XTN/T AA 1 9 ^ ft 


"MriTTirk ca-nif^nc rA/r'lin-Hf nf^ndpnt VinSSe 3 fCDK3V ITlRNA 


NM 001251 


Homo sapiens CD68 antigen (CD68), mRNA j 


1 XTTVif AAAATyl 
JNM_UUUU/4 


co-nif^-nc +iiT-MrM- n#»r»rrkciQ fartor fliaand"^ sunerfaiTiilv member 5 (^hvper-IsNI 1 
xxomo sapiens lumor ncwrooio lauLui ^ii^cuiu^ ou^<rta.x<niEiijrj xti^Axaiii/wi. \^**jr^w* -^cr*"-^ ■ 

syndrome) (TNFSF5), mRMA 


XTAvf AAAA'71 

JNJV1__UUUU / J 


TTr>TYirk corkip»nc f^T^'^ri 5*r»tiapn cramma nolvnentide rTiT3 comDlex) fCDBG), 1 
mRNA 


1 VTAif AAIO/IO 


Wr\r¥-iri ccir»i*»nc *>r'tr\T»nrlpnQiHp txinVin^nhate dinhosohohvdrolase 5 TENTPDS J, 1 
mRNA 


XTAif AA10/1C 

jNJyL_UUi/HO 


Wrtrnn cnnipriQ ertnniirlpOQide trinhosnhatC dinhoSDhohvdrOlase 3 (ENTPDS), | 
mPTsTA J 

llil\J.N/TL ■ J 


1 TvTTVyf AAIOA/^ 


T4omo c:ani*»nc prtnniirlpo^ide trinhosnhate diDhoSphohvdrolaSC 2 (ENTPD2), 

mRNA 




TTr*TYir> canipnc PFJ'^^i anticren Tcollaffen tvDC Ireceptor. thrombospondin receptor) 


1 NM 000591 


Homo sapiens CD 1 4 antigen (CD 1 4), mRNA j 


1 XTA/T 000071 


Wnmn ^anien^ cv^tathinnine-beta-svnthase (CBS), mRNA 


1 iNlVL_UUU J o o 


Womo sanien<5 calcium-sensinff recentor (hvpocalciuric hvpercalcemia 1, severe 1 
neonatal hyperparathyroidism) (CASR), mRNA 


NM 000070 


Homo sapiens calpain 3, (p94) (CAPN3), mRNA 


NM_000069 


Homo sapiens calcium channel, voltage-dependent, L type, alpha 1 S subunit 
(CACNAlS),mRNA 


NM 001215 


Homo sapiens carbonic anhydrase VI (CA6), mRNA 


NM 000067 


Homo sapiens carbonic anhydrase 11 (CA2), mRNA 
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NM 000606 I Homo sapiens complement component 8, gamma polypeptide (C8G), mRNA 
NM 000066 1 Homo sapiens complement component 8, beta polypeptide (C8B), mRNA 



NM 000562 



NM 000587 



Homo sapiens complement component 8, alpha polypeptide (C8A), mRNA 
Homo sapiens complement component 7 (C7), mRNA 



NM 000064 I Homo sapiens complement component 3 (C3), mRNA 



NM 000061 Homo sapiens Bruton agammaglobulinemia tyros^ie kinase (BTK), mRNA 



NM 001206 



NM 000060 



Homo sapiens basic transcription element binding protein 1 (BTEBl), mRNA 
Homo sapiens biotinidase (BTD), mRNA 



NM 001201 I Homo sapiens bone morphogenetic protein 3 (osteogenic) (BMP3), mRNA 



NM 001200 



NM 000386 



NM 000057 



Homo sapiens bone morphogenetic protein 2 (BMP2), mRNA 
Homo sapiens bleomycin hydrolase (BLMH)^ mRNA 
Homo sapiens Bloom syndrome (BLM), mRNA 



xx\ji.i.M.\j »j J v-*^**--' — 

Homo sapiens PR domain containing 1, with ZNF domain (PRDMl), mRNA 
Homo sapiens BH3 interacting domain death agonist (BID)> mRNA 



NM 001198 



NM 001196 



NM 000056 



Homo sapiens branched chain keto acid dehydrogenase El, beta polypeptide 
(maple syrup urine disease) (BCKDHB), nuclear gene encoding mitochondrial 
protein . mRNA 



NM 000465 I Homo sapiens BR CAl associated RING domain 1 (BARD1)> mRNA 



NM 000705 



NM 000049 



Homo sapiens ATPase, H+/K+ exchanging, beta polypeptide (ATP4B), mRNA 
Homo sapiens aspartoacylase (aminoacylase 2, Canavan disease) (ASP A), 
mRNA ^ 



NM 000046 I Homo sapiens arylsulfatase B (ARSB), mRNA 



NM 000639 



Homo sapiens tumor necrosis factor (ligand) superfamily, member 6 (TNFSF6), 
mRNA 



NM 000042 Homo sapiens apolipoprotein H (beta-2-glycoprotein 1) (APOH), mRNA 



NmI000041 I Homo sapiens apolipoprotein E (APOE), mRNA 



NM 000040 Homo sapiens apolipoprotein C-DI (APOC3), mRNA 



NM 000039 Homo sapiens apolipoprotein A-I (APOAl), mRNA 



NM_000038 Homo sapiens adenomatosis polyposis coli (APC), mRNA 
NmIoO 1157 Homo sapiens annexin All (ANXAl 1), mRNA 



NM 001 147 Homo sapiens angiopoietin 2 (ANGPT2), mRNA 



NM 001 145 I Homo sapiens angiogenin> ribonuclease, RNase A family, 5 (ANG), mRNA 



NM 000036 



Homo sapiens adenosine monophosphate deaminase 1 (isoform M) (AMPDl), 
mRNA 



NM 001141 Homo sapiens arachidonate 15 -lipoxygenase, second type (ALOXISB), mRNA 



NM 000035 



NM 000034 



NM 000032 



NM 000030 



NM 001126 



Homo sapiens aldolase B, fhictose-bisphosphate (ALDOB), mRNA 

Homo sapiens aldolase A, fiuctose-bisphosphate (ALDOA), mRNA 

Homo sapiens aminolevulinate, delta-, synthase 2 (sideroblastic/hypochromic 

anemia) (ALAS2), nuclear gene encoding mitochondrial protein, mRNA 

Homo sapiens alanine-glyoxylate aminotransferase (oxalosis I; hyperoxaluria I; 

glycolicaciduria; serine-pyruvate aminotransferase) (AGXT), mRNA 

Homo sapiens adenylosuccinate synthase (ADSS), mRNA 



NM 000684 



NM 001125 



Homo sapiens adrenergic, beta-1-, receptor (ADRBl), mRNA 
Homo sapiens ADP-ribosylarginine hydrolase (ADPRH), mRNA 



NmIoOI 116 Homo sapiens adenylate cyclase 9 (ADCY9), mRNA 



NM~001 1 15 Homo sapiens adenylate cyclase 8 (brain) (ADCY8), mRNA 



NmIoOI 114 I Homo sapiens adenylate cyclase 7 (ADCY7), mRNA 



NM 001109 



NM 001110 



Homo sapiens a disintegrin and metalloproteinase domain 8 (ADAMS), mRNA 
Homo sapiens a disintegrin and metalloproteinase domain 10 (ADAM 10), 
mRNA 



NM 001108 



NM 001107 



Homo sapiens acylphosphatase 2, muscle type (ACYP2), mRNA 

Homo sapiens acylphosphatase 1, erythrocyte (common) type (ACYPl), mRNA 
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INIVX yJKJ 1 Ivt 


Wntnn saniens actinin. aloha 3 f ACTN3), rtiRNA I 


INiVl v/V/lV/Ov/ 


Wnmn saniens arvlacetamide deacetvlase (esterase) (AADAC), mRNA I 


TMM 001043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, 
nnradrenalin'^. member 2 (SLC6A2), mRNA 


NM 000532 


Homo sapiens propionyl Coenzyme A carboxylase, beta polypeptide (PCCB), 1 
nuclear gene encoding mitochondrial protein, mRNA 


ISJM 002579 


Homo Rfiniens naralemmin (PALMV mRNA 1 


TsTN/T 002443 


Homo 5;aniens microseminoprotein, beta- (MSMB), mRNA 1 


MM 002418 


Hnmn snniens motilin (MLN^. mRNA 1 


NM 002300 


Homo sapiens lactate dehydrogenase B (LDHB), mRNA 1 


>JA/f 002943 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 15 1 
rK r!Nr T l mRNA 


NM 001534 


Hnmn saniens homeo box 1 1-like 1 (HOXl ILl), mRNA ( 


NM 001454 


Homo Raniens forkhead box Jl (FOXJl\ mRNA 1 


TsIM 004001 


Homo sapiens Fc fragment of leG, low affinity lib, receptor for (CD32) 
rFr.OR2m. mRNA 


NM 001276 


Homo sapiens chitinase 3-like 1 (cartilage glycoprotem-39) (CHI3L1), mRNA 1 


MM 001759 


TTomri car^ieriR r.atalflse rCAT^. mRNA 1 


MM OOlfilO 

INlVx \J\J 1 0 i V/ 1 


Womo Qnniftns acid phosphatase 2. Ivsosomal f ACP2\ mRNA 1 


MM 0034^1 


Homo Ranipns zvxin (ZYXV mRNA 


MM 003460 


HoTnn saniens zona nellucida fflvcoprotein 2 (sperm receptor) (Zl:'2), mRNA | 


MM 003459 

INIVJ. \J\J J'~tJ ^ 


Homo sapiens solute carrier family 30 (zinc transporter), member 3 (SLC30A3), 
mRNA 


NM 003430 


Homo saoiens zinc fineer orotein 91 (HPF7, HTFIO) (ZNF9n, mRNA 1 


NM 003429 


Homo sapiens zinc finger protein 85 (HPF4, HTFl) (ZNF85), mRNA 


NM 003428 

X^lVX \J\J ,J^^\J 


1 Homn saniens 7.inc fineer Drotein 84 fHPF2) (ZNF84), mRNA 


"NTM 003416 


Hnmr^ sapiens 7.inc fineer protein 7 (KOX 4. clone HF.16) (ZNF7), mRNA 


NM 003427 


Homo sapiens zinc finger protein 76 (expressed in testis) (ZNF76), mRNA 


MM 003496 


1 Hnmn saniens 7\r\c finffer protein 74 (00352) (ZNF74), mRNA 


MM 003495 


Homo sapiens zinc fineer protein 45 (a Kruppel-associated box (KRAB) domain 

1 nnlvnentide'k rz:NF45V mRNA 


MM 003423 


1 Hnnin saniens T'.inc fineer protein 43 (HTF6) (ZNF43), mRNA 


NM 003422 


Homo sapiens zinc finger protein 42 (myeloid-specific retinoic acid- responsive) 
1 rZNF42) mRNA 


NM 003420 


1 Homo sapiens zinc finger protein 35 (clone HF.IO) (ZNF35), mRNA 


NM 003458 


1 Homo sapiens bassoon (presynaptic cytomatrix protein) (BSN), mRNA 


NM 003456 


1 Homo sapiens zinc finger protein 205 (ZNF205), mRNA 


NM 003453 


1 Homo sapiens zinc fineer protein 198 (ZNF198), mRNA 


NM 003450 


1 Homo sapiens zinc fineer protein 174 (ZNF174), mRNA 


NM 003447 


1 Homo sapiens zinc finger protein 165 (2MF165), mRNA 


NM 003446 


1 Homo sapiens zinc fineer protein 157 (HZF22) (ZNFI57), mRNA 


NM 003443 


1 Homo sapiens zinc fineer protein 151 (pHZ-67) (ZNF151), mRNA 


NM 003442 


1 Homo sapiens zinc fineer protein 143 (clone pHZ-1) (ZNF143), mRNA 


NM 003441 


1 Homo sapiens zinc finger protein 141 (clone pHZ-44) (ZNF141), mRNA 


NM 003440 


1 Homo sapiens zinc finger protein 140 (clone pHZ-39) (ZNF140), mRNA 


NM 003438 


1 Homo sapiens zinc finger protein 137 (clone pHZ-30) (ZNF137), mRNA 


NM 003437 


Homo sapiens zinc finger protein 136 (clone pHZ-20) (ZNF136), mRNA 


NM 003436 
NM 003435 


Homo sapiens zinc finger protein 135 (clone pHZ-17) (ZNF135), mRNA 


Homo sapiens zinc finger protein 134 (clone pHZ-15) (ZNF134), mRNA 


NM 003434 


Homo sapiens zinc finger protein 133 (clone pHZ-13) (ZNF133), mRNA 


NM 003433 


Homo sapiens zinc finger protein 132 (clone pHZ-12) (ZNF132), mRNA 


NM 003431 


1 Homo sapiens zinc finger protein 124 (HZF-16) (ZNF124), mRNA 
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MM 003411 


rlonio sapiens zinc linger proiein, i -iiukcu ^z^r 1 7, uuNj^rv 


NM 003410 


Homo sapiens zinc finger protein, X-linked (ZFX), mRNA 


NM__003405 


Homo sapiens tyrosine i-monooxygenase/trypiopndn :>-munuuAygcii<tbc 
activation protein, eta poiypepnae \ x w^l/^xlJ5 irnvj-N-rt. 


NM_003404 


Homo sapiens tyrosme j-monooxygenase/urypLopnau j-muiiuuAygciiaac 
activation protein, oeta poiypepuue v wixrvDj, iiuvin/-v 


NM_00u3SU 


jtiomo sapiens xerooerma pigmcniosum, t»uiiipicniciitaiiuii giuup r\. 


jNJVi uujy J 1 1 


TJi-w*-*/^ cot-fc-ione AA/AQ r\-rAtAin famil\7 mf»mKf»r 1 rW^ASPT^ ITlRNA 
jTOniO sapiens W/\i3 prOlCUl lallUiy, niciiiuc/i i ^vv.n.tjx j.^, ix*xvj."i.n. 


XTTVyT AAIIC/I 1 

JNJVI UUJ3oH 


XlOmO sapiens VSCL/imd. rclalCLl KUiaoC i ^ vaxxwa^, hixvj.'^x^ 


JNJV1_UUjJoJ I 


TUrxm/^ eo-ntonc \T^r\r Iaw H^r»Cltv liriATITAtPlTi TeCCntflT ^\^LDLRl lUlvNA. 

rxOTiio sapiens very luw uciioiLjr ii^KJiJivfi^iii ic^wpw-w y y ■ #■ ^x^xx-y, xx*a-vx^^ ». 


XTNyT AA'3'3QO 1 


xioiTio sapiens vasod-v/iivc ixiicoiuicii |j«^|jiiu.w icvi^&jjtv/i ^ yv xj, x^^^j^ Aiia.xj.'*^ 


JnJVL UUiiol 1 


rromo sapiens vasoacLive uiicbiuicii pcpiiuc ^ v jx ^, liu.xj.'^j-v 


XTX if AA110A 1 


xiomo sapiens \'imentin ^viivi^, iniviN/\ 


NM 003377 


jromo sapiens vascular enaoineiiai growm lawiur i> \^ v jivjx x^^, uuxinz-v 


NJVl 0033 /o 


xiomo sapiens vascular enaouieiiai growixi lav/iur ^ vxivjx' ^, iiixvi>i~i. 


jNM 000376 


riomo sapiens vitamin vj ^i,z^- ainyaroAyviiciiiiiii xjd) icv^cptui v ^ '^■^Jy 


NJM_003375 


£xomo sapiens voiiage-uepenaeni anion v/iiaiuici — v ^ i^rw^£.j^ nixvi^^-i. 


NM 003374 


Homo sapiens voltage-dependent anion channel 1 (VDACl), mRNA 


NM 003371 


Homo sapiens vav z oncogene v/vvzj, inj\jN/\ 


NM 003370 


Homo sapiens vasodilator-stimulated phosphoprotein (VASP), mRNA 


NM 003762 | 


Homo sapiens vesicle-associatea membrane protein ^ y\ Psssfir^)^ hixu-n/y 


NM 003369 


Homo sapiens u v radiation resistance associatea gene vivfwjj, mrsaN/^ 


NM_003577 


Homo sapiens unaiiierentiated emoryonic cell transcription lacior i v^u ir i^, 
mRNA 


NM_003470 


Homo sapiens ubiquitm speciiic protease / ^nerpes virus-abbouidicu^ v^*^-"^ '/> 


NM 003481 


Homo sapiens ubiquitin specific protease 5 (isopeptidase T) CUSP5), mRNA 


NM 003363 


1 rxomo sapiens UDiQUitin speciiic proieasc h ^^pruiu-uin^ugciic^ \^i_^ojr i-^, 4ij*vi^rx 


NM 003368 


Homo sapiens ubiquitin specific protease 1 (USPl), mRNA 


NM 003940 


1 Homo sapiens uDiquinn speciiic protease vj ^isopcptiuasc i^oj wj^r ld)^ nuNa^r^ 


"VTA Jf AAO "5 

NM 003367 


1 rlomo sapiens upstream transcnpnon lactor z, c-iua micra^Liiig v,*-^^^ — /) hiavx^-'^ 


NM_003366 


Homo sapiens ubiquinol-cytochrome c reductase core protein 13 (UQCRC2), 
mRNA 


NM_003365 


Homo sapiens uoiquinoi-cytocnrome c reauctase core proiem i ^uv^v-^rvv-'i^, 
mRNA 


NM 003364 


1 Homo sapiens uriaine pnospnoryiase (.urj, niKiN/\ 


NM_003361 


Homo sapiens uromodulin (uromucoid, Tamm-Horsfall glycoprotein) (UMOD), 
1 mRNA 


NM 003709 


Homo sapiens Kmppel-like factor 7 (ubiquitous) (KLF7), mRNA 


NM_003360 


Homo sapiens UUP giycosyltransierase o ^uux -galactose ceramiae 
galactosyltransferase) (UGT8), mRNA 


NM_001074 


Homo sapiens UJJP giycosyltransierase z lamiiy, poiypepiiae o i ^^uvjizu / ^, 
mRNA 


NM_001077 


Homo sapiens UDP giycosyltransierase 2 lamiiy, poiypepnae 13 1 / ^uui-ioi 

I T> XT A 

mRNA 


INiYl_UU 1 U / O 


Wnmn <!anien<! TTTIP alvr owl transferase 2 familv- DOlVDeptide B15 nJGT2B15), 

mRNA 


NM_001075 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide BIO (UGT2B10), 
mRNA 


NM 003359 


Homo sapiens UDP-glucose dehydrogenase (UGDH), mRNA 


NM 003358 


1 Homo sapiens UDP-glucose ceramide glucosyltransferase (UGCG), mRNA 
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NM 003357 j 


Homo sapiens uteroglobin (UGB), mRNA 


1 INiVl KJyJjDJz. 


Hnmo ^aniens ubiauitin-like 1 fsentrin^ fUBLl), niRNA 


NM 003347 


Homo .c;aniens ubiauitin-coniueatine enzyme E2L 3 (UBE2L3), mRNA 


1 iNlVl_UvJ J J / 1 


Wnmo <5anien<; ubinuitin-coniueatinc enzYme E2B (RAJD6 homolog) (UBE2B), 

ml^NA 1 




Homo saniens ubiauitin-coniueatine enzyme E2A (RAD6 homolog) (UBE2A), 1 
mRNA 1 


TsTN/f 003115 


Homo <;aniens ubiouitin-activatine enzyme El -like fUBElL), mRNA 1 


NM 000550 


Homo saniens tvrosinase-related DTOtein 1 (TYRPl), mRNA I 


NM 000372 


Homo saniens tyrosinase f oculocutaneous albinism lA) (TYR), mRNA 1 


NM 001071 


Homo saniens thvmidvlate svnthetase fTYMS), mRNA 1 


NM 003331 


Homo saniens tvrosine kinase 2 (TYK2), mRNA 1 


NM 003330 


Homo saniens thioredoxin reductase 1 (TXNRDl), mRNA | 


NM 003329 


Homo saniens thioredoxin fTXN), mRNA 1 


NM 003328 


Homo saniens TXK tvrosine kinase fTXK\ mRNA 1 


NM 003324 


Homo saniens tnhhv like nrotein 3 fTULP3\ mRNA 1 


NM 003323 


Homo sapiens tubby like protein 2 (TULP2), mRNA 1 


NM 001191 


Homo saniens Tii translation eloneation factor, mitochondrial Ci Ui^'M), mRNA | 


MlV/f 001070 


Homo saniens tiibiil in ffamma 1 TTUBGIV mRNA 


NM 0010^0 


Homo saniens tiihnli'n beta nolvneotide fTUBB^. mRNA 1 


NM 000171 


Homo saniens transtbvretin Cnrealbumin. amyloidosis tvpe D ( riK), mRNA | 


NM 000170 


Homo saniens toconherol faloha'^ transfer protein (ataxia (Friedreich-like) with 1 

vitamin F Heficiencv"^ CTTPAV mRNA I 


NM 001110 


Homo saniens titin CTTN^. mRNA 1 


NM 00111 R 


Homo saniens TTK nrotein kinase (TTK), mRNA 


NM 001117 


Homo saniens tbvroid transcrintion factor 1 (TITFl), niRNA 1 


NM 001315 


Homo saniens teti'atriconentide reneat domain 2 fTTC2), mRNA 1 


NM 003314 


Homo sapiens tetratricopeptide repeat domain 1 ( iTul), mRNA 


NM ooin 1 

1 INiVX \J\JJJ X X 


Homo saniens tumor suonressinc subtransferable candidate 3 (TSSC3)3 mRNA 1 


NM 001110 

1 XNXVX V/V/J J L\J 


Homo saniens tumor suDDressine subtransferable candidate 1 (TSSCl), mRNA 1 


NM 000369 

1 XNXVX WV/^/W^ 


1 Homo saniens tbvroid stimulatine hormone receotor (TSHR), mRNA | 


NM 000549 


Homo sapiens thyroid stimulating hormone, beta (TSHB). mRNA 1 


NM 001/10^\ 


Homo saniens transformation/transcriotion domain-associated protein (TRRAP), 1 

1 mRNA 1 


NM 003301 


1 Hnmn car»i<*nc thvrotronin-releasinff hormonc recentor fTRHR\ mRNA 


1 XNXVX WJ^«7^ 


Homo saniens tumor reiection antieen feD96) 1 (TRAD, mRNA 1 


NM_003298 


Homo sapiens nuclear receptor subfamily 2, group C, member 2 (NR2C2), 1 

1 mRNA 1 


NM 003296 


1 Homo saniens testis snecific orotein 1 fnrobe H4-1 p3-l) (TPXl), mRNA 


NM_003295 

NM 001595 
1 iNivx yjyj^^z/j 


1 Homo sapiens tumor protein, translationally-controUed 1 (TPTl), mRNA 


1 Homo saniens tvrosvlnrotein sulfotransferase 2 fTPST21, mRNA 


NM 00190? 


Homo saniens translocated nromoter reeion fto activated MET oncogene) (TPR), 
mRNA 


NM 001991 

1 XNXVX \J\J~J^Z/\. 


1 Homo saniens trinentidvl Dentidase 11 rTPP2\ mRNA 


NM 000547 

1 XNXVX \J\J\J 1 


Homo saniens thvroid oeroxidase fTPO\ nuclear eene encoding mitochondrial 

nrotein mRNA 


NM 003290 


1 Homo sapiens tropomyosin 4 (TPM4), mRNA 


NM 003289 


1 Homo sapiens tropomyosin 2 (beta) (TPM2), mRNA 


NM 000366 


Homo sapiens tropomyosin 1 (alpha) (TPMl), mRNA 


NM_000365 


1 Homo sapiens triosephosphate isomerase 1 (TPIl), mRNA 


NM 00328S 


Homo sapiens tumor protein D52-like 2 (TPD52L2), mRNA 


1 NM_003287 


1 Homo sapiens tumor protein D52-like 1 (TPD52L1), mRNA 
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NM .003935 1 
NM 001067 
NM_003285 | 


Homo sapiens topoisomerase (DNA) 111 beta (lUr^ti)y mKMA 


Homo sapiens topoisomerase (DNA) U alpha ( l /ukjj) ( i ur^Aj, niKM A 
Homo sapiens tenascin R (restnctin, janusin) ( l JNKJ, mKJN A 


NM_003284 j 


Homo sapiens transition protein 1 (dunng nistone to protamme repiacemenij 
(TNPl), mRNA 


NM 000364 


Homo sapiens troponm T2, cardiac { 1 JNN l mKiN A 


NM 003283 


Homo sapiens troponin Tl, skeletal, slow (^i jnjn 1 1 j, mKJNA 


NM 000363 


Homo sapiens troponin 1, cardiac (INJNlJ), mKJN a 


1 NM_003282 | 


Homo sapiens troponin I, skeletal, fast (TNNI2), mRNA 1 


NM 003281 


Homo sapiens troponm I, skeletal, slow (INWll), mKJNA 


NM 003279 


Homo sapiens troponin C2, fast (TNNC2), mRNA 1 


NM 003280 


Homo sapiens troponin C, slow (TNNCl), mRNA 


NM 0039S5 


Homo sapiens tyrosine kinase, non-receptor, 1 (TNKl), mRNA 


NM_001244 


Homo sapiens tumor necrosis factor Oigand) superfamily, member 8 (TNFSF8), 
mRNA 


NM_001252 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 7 (TJSFSF7), 
mRNA 


NM_003326 


Homo sapiens tumor necrosis factor Gigand) superfamily, member 4 (tax- 
transcriptionally activated glycoprotein 1 , 34kD) (TNFSF4), mRNA 


NM_0038O8 


Homo sapiens tumor necrosis factor (ligand) superramily, member 13 
(TNFSF13), mRNA 


NM_003809 


Homo sapiens tumor necrosis factor Oigand) superfamily, member 12 
(TNFSF12), mRNA 


NM_003810 


Homo sapiens tumor necrosis factor (ligand) supertamily, member lU 
(TNFSFIO), mRNA 


NM_001243 


Homo sapiens tumor necrosis factor receptor supertamily, member b 
i (TNFRSF8), niRNA 


NM_001242 


1 Homo sapiens tumor necrosis factor receptor superfamily, member 7 
(TNFRSF7), mRNA 


NM_000043 


Homo sapiens tumor necrosis factor receptor superfamily, member 6 
(TNFRSF6), mRNA 


NM_003327 


Homo sapiens tumor necrosis factor receptor superfamily, member 4 
(TNFRSF4), mRNA 


NM_001066 


Homo sapiens tumor necrosis factor receptor superfamily, member 113 
(TNFRSFIB), mRNA 


NM_001065 


Homo sapiens tumor necrosis factor receptor sup^family, member lA. 
(TNFRSFIA), mRNA 


NM_001192 


Homo sapiens tumor necrosis factor receptor superfamily, member 17 
(TNFRSF17).mRNA 


NM_003820 


1 Homo sapiens tumor necrosis factor receptor superfamily, member 14 
(herpesvirus entry mediator) (TNFRSF14), mRNA 


NM_003790 


Homo sapiens tumor necrosis factor receptor supertamily, member 12 
1 (translocating chain-association membrane protein) (TNFRSF12), mRNA 


NM_002546 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 lb 
(osteoprotegerin) (TNFRSFllB), mRNA 


NM_003839 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 1 a, activator 
I OI iNr'isJo ^ llNi^ivox* 1 1 AJ, nij\JN/\ 


NM_003840 


Homo sapiens tumor necrosis factor receptor superfamily, member lOd, decoy 
with truncated death domain (TNFRSFIOD), mRNA 


NM_003842 


Homo sapiens tumor necrosis factor receptor superfamily, member 10b 
(TNFRSFIOB), mRNA 


NM 003844 


1 Homo sapiens tumor necrosis factor receptor superfamily, member 10a 
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rmFRSFlOAV mRNA 1 


NM 003276 


Homo saniens thymopoietin (TMPO), mRNA 


NM 003275 


Homo sapiens tropomodulin (TMOD), mRNA 


nn'^974 


PTnmo <5anieTis transmembrane nrotein 1 (TMEMl), mRNA 


INiVX \J\JD\J^^ 1 


Homo saniens transmembrane protein with EGF-like and two follistatin-like 
domains 1 (TMEFFl), mRNA 


NM 003273 


Homo saniens transmembrane 7 superfamily member 2 (TM7SF2), mRNA 


NM_003272 


Homo sapiens transmembrane 7 superfamily member 1 (upregulated in kidney) 
fTM7SFn. mRNA 


1 iNXVJL jZ. / i. 1 


Hnmn c:anipn«? transmembrane 4 superfamily member 7 (TM4SF7), mRNA 


NM 003270 


Homo sapiens; transmembrane 4 superfamily member 6 (TM4SF6), mRNA 


NM 00^963 


Homo saniens transmembrane 4 superfamily member 5 ( 1M4SF5), mRNA 


NM 003269 


Homo sapiens nuclear receptor subfamily 2, group E, member 1 (NR2E1), 
mRNA 


NM 003266 


Homo sapiens toll-like receptor 4 fTLR4), mRNA 


NM 003265 


Homo sapiens toll-like receptor 3 (TLR3), mRNA 


MM 003264 


Homo sapiens toll-like receptor 2 (TLR2), mRNA 


NM 003263 


Homo saniens toll-like receptor 1 (TLRl), mRNA 1 


NM 00325S 

1 X ^ JL V X \J\J J \J I 


Homo saniens thymidine kinase 1, soluble (TKl), mRNA 1 


NM 003257 


Homo saniens tiffht iunction protein 1 fzona occludens 1) (TJPl), mRNA | 


NM 003256 


Homo sapiens tissue inhibitor of metalloproteinase 4 (TIMP4), mRNA 


1 TsJA/f 0039^4. 


Homo saniens tissue inhibitor of metalloproteinase 1 (erythroid potentiating 1 
aotivitv collaP^enf«se inhibitor) (TlMPl), mRNA 


NM 003S07 

i IN IVX \J\J -J 1 


Homo saniens T<^T^H inducible early growth response 2 fTIEG2), mRNA 1 


NM 003253 


Homo saniens T-cell lymphoma invasion and metastasis 1 (TIAMl), mRNA | 


NM 000460 


Homo sapiens thrombopoietin (myeloproliferatiye leukemia virus oncogene 
liaand, megakaryocyte growth and development factor) (THPO), mRNA 


NM 003249 


1 Homo sapiens thimet oligopeptidase 1 (THOPl), mRNA 


NM 00324S 


Homo sapiens thrombospondin 4 (THBS4), mRNA 1 


NM 003247 


Homo sapiens thrombospondin 2 (THBS2), mRNA 1 


NM 003246 

1 X^XVX \J\J ^ ^^T^^ 


1 Homo sapiens thrombospondin 1 (THBSl), mRNA 1 


NM_000361 


Homo sapiens thrombomodulin (THBD), mRNA 


NM 000360 


1 TTftiTiffc snniftns tvrosine hvdroxvlase TTH). mRNA 1 


NM 003241 


Homo sapiens transglutaminase 4 (prostate) (TGM4), mRNA 1 


NM 003945 


Homo saniens trans elutaminase 3 fE polypeptide, protein-glutamine-gamma- 
glutamyltransferase) (TGM3), mRNA 


NM 000359 


Homo saniens transglutaminase 1 (K polypeptide epidermal type I, protein- 
1 frliitiimine-eamma-elutamyltransferase) (TGMl), mRNA | 


NM 003^43 


Homo sapiens transforming growth factor, beta receptor HI (betaglycan, 300kD) 1 
(TGFBR3), mRNA 


NM 003242 


Homo sapiens transforming growth factor, beta receptor 11 (70-80kD) 
1 rTGFBR2\ mRNA 


NM 000358 


i Homo sapiens transforming growth factor, beta-induced, 68kD (TGFBI), mRNA 1 


NM 003239 


1 Homo sapiens transforming growth factor, beta 3 (TGFB3), mRNA 


NM 003238 

NM 003236 


Homo sapiens transforming growth factor, beta 2 (TGFB2), mRNA 1 
1 Homo sapiens transforming erowth factor, alpha (TGFA), mRNA | 


NM 003234 


Homo sapiens transferrin receptor (p90, CD71) (TFRC), mRNA 1 


NM 003227 


1 Homo sapiens transferrin receptor 2 (TFR2), mRNA 1 


NM_003226 


Homo sapiens trefoil factor 3 (intestinal) (TFF3), mRNA 1 


NM_003225 


Homo sapiens trefoil factor 1 (breast cancer, estrogen-inducible sequence j 
expressed in) (TFFl), mRNA 


1 NM 003224 


1 Homo sapiens ADP-ribosylation factor related protein 1 (ARFRP 1), mRNA \ 
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NM 003219 


Homo sapiens telomerase reverse transcnpiase i^ixiivi;, itikjm/y 


NM 003673 


Homo sapiens titin-cap vteietnomn^ CA^^/vrj, miviN/\ 


NM 003217 


Homo sapiens testis ennanced gene transcnpi ^^liioi^, mKJN/v 


NM 003216 


Homo sapiens thyrotrophic embryonic factor (TEF), mRNA 


NM 003213 


Homo sapiens TEA domain ramily memoer 4 ^irs/vu^j, nusJN/\ 


NM 003211 


Homo sapiens thynune-DNA glycosylase (liJUj, mKJNA 


NM 003608 


Homo sapiens G protein-coupled receptor 65 (GPR65), mRNA 


NM 000355 


jtiomo sapiens transcouaiamm n, macro t/yuc ancmid \i\^rH^j^ nuxi^-rv 


NM_001062 


Homo sapiens transcobalamin I (vitamin B12 binding protein, R binder family) 
(TCNl), mRNA ' 


NM 003202 


Homo sapiens transcription factor 7 (T-cell specific, HMG-box) (TCF7), mRNA 


NM_003201 


Homo sapiens transcription factor 6-like 1 (mitochondrial transcription factor 1- 
like) (TCF6L1), mRNA 



NM_ 003 199 Homo sapiens transcription factor 4 (TCF4), mRNA 



NM_003206 1 Homo sapiens transcription factor 21 (TCF21), mRNA 



NM 000545 



Homo sapiens transcription factor 1, hepatic; LF-Bl, hepatic nuclear factor 
(HNFl), albumin proximal factor (TCFl), mRNA 



NM 003198 



Homo sapiens transcription elongation factor B (SHI), polypeptide 3(1 lOkD, 
elongin A) (TCEB3), mRNA 



NM 001060 



NM 003194 



Homo sapiens thromboxane A2 receptor (TBXA2R), mRNA 
Homo sapiens TATA box binding protein (TBP), mRNA 



NM_003 192 I Homo sapiens tubulin-specific chaperone c (TBCC), mRNA 



NM 000116 



Homo sapiens tafazzin (cardiomyopathy, dilated 3 A (X-linked); endocardial 
fibroelastosis 2; Barth syndrome) (TAZ), mRNA 



NM 000353 



Homo sapiens tyrosine aminotransferase (TAT), nuclear gene encoding 
mitochondrial protein, mRNA 



NM_Q03 191 j Homo sapiens threoiwl-tRNA synthetase (TARS), mRNA 



NMIo03 1 90 I Homo sapiens TAP binding protein (tapasin) (TAPBP), mRNA 



NM 003189 



NM 003188 



Homo sapiens T-cell acute lymphocytic leukemia 1 (TALI), mRNA 

Homo sapiens mitogen-activated protein kinase kinase kinase 7 (MAP3K7), 
mRNA „ 



NM 003487 



NM 003187 



Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, N, 68kD (RNA-binding protein 56) (TAF2N), mRNA 
Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase n, G, 32kD (TAF2G), mRNA 



NM 001057 
NM 003180 



Homo sapiens tachykinin receptor 2 (TACR2), mRNA 



Homo sapiens synaptotagmin 5 (SYT5), mRNA 



NM 003895 



NM 003490 



Homo sapiens synaptojanin 1 (SYNJl), mRNA 
Homo sapiens synapsin m (SYN3), mRNA 



NM 003 1 78 I Homo sapiens synapsin 11 (SYN2), mRNA 



NM_003 177 Homo sapiens spleen tyrosine kinase (SYK), mRNA 



NM 003176 



NM 003172 



Homo sapiens synaptonemal complex protein 1 (SYCPl), mRNA 
Homo sapiens surfeit 1 (SURFl), mRNA 



NM 003167 



Homo sapiens sulfotransferase family, cytosolic, 2A, dehydroepiandrosterone 
(DHEA) -preferring, member 1 (SULT2A1), mRNA 



NM 001056 



Homo sapiens sulfotransferase family, cytosolic, IC, member 1 (SULTICI), 
mRNA 



NM 001054 



Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 

2 (SULT1A2), mRNA 



NM 001055 



Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
1 (SULTl Al), mRNA 



NM_003165 I Homo sapiens syntaxin binding protein 1 (STXBPl), mRNA 
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Homo saoiens svntaxin IB CSTXIBV mRNA 




TTomo sat)iens serine/threonine kinase 9 fSTK9y mRNA 


MM 00'^ 158 


Homo sat)iens serine/threonine kinase 6 f STK.6\ mRNA. 


NM 003157 


Homo saniens serine/threonine kinase 2 f STIC2y mRNA 


NM 003600 


Homo saniens serine/threonine kinase 15 fSTK15\ mRNA 


NM 003160 


Homo saniens serine/threonine kinase 13 faurora/IPLl-like) (STK13), mRNA 


NM 003156 


Homo saniens stromal interaction molecule 1 fSTIMlV mRNA 


NM 003155 


Homo sapiens stanniocalcin 1 (STCl), mRNA 


NM 003 R77 


Homo ^aniens STAT induced STAT inhibitor-2 CSTATn), mRNA 


NM 003154 


Homo sapiens statherin (STATH), mRNA 


lNJVx_UUJ 1. 


TJ/^mrfc co-n-i^nc cional iro-ncHnofr sinH nrtivator of IraTiRCTi'ntion 6 interleulcin-4 
inHiirpd TSTATfi^ mRNA 


NM_003152 


Homo sapiens signal transducer and activator of transcription 5A (STAT5A), 

mRNA 


NM 0031 SI 


Hnmo QnniPTiQ <:ion»1 tran^diicer and activator of transcrintion 4 fSTAT4V mRNA 


NM_003150 


Homo sapiens signal transducer and activator of transcription 3 (acute-phase 

rp«;nonc;e fartor^ rSTAT3'^ mRNA 


NM 000349 


Homo sapiens steroidogenic acute regulatory protein (STAR), mRNA 




XXn-mrk co-nii^nc ciotiqI "tTancHiK^incT flflflTitrt'T TYlol^Plllp ^Sl-T3 OOmaiTl STld TTA^wL 
JdvliiU odpiCUo oxglldi U cUloUUIo'illK dUC&Uti/i HlvliwWLiit» ^kjxx./ VLUiiiaiii cuivx xxxutj. 

motifs 1 ^'STAM^ mRNA 


NM 003140 


TTnmo cnr\ii»nc crr» Virrtnnlocrv tVirpp rSH3^ and CV^teine ricll domain TSTACV 

mRNA 


NM 001048 


Homo sapiens somatostatin (SST), mRNA 


NM 003146 


Homo QanipnQ Qtniptiirp 9TiPf ifir TPf.opnition nrotein 1 TSSRJPl K mRN^A 


NM 003745 


Homo sapiens JAK binding protein (SSI-1), mRNA 


iNJLVl_UU 1 UoU 


TJn-rr»r\ ccir\i^Tio c»l H#aViA//^f» H^Tl^/HTTifTP^na Cf» S fnTYlll\/ tTTlPtTlViPT Al ^'QllflfilTial'P— 
XxOmO bdpiCllo altlCIiyiXC UCliyU-ILFgCllcloC J XallXlljf', ill^xllUV'l X\,X y^iXK/K/kkkOrix^ 

QpmialHpVivdp HpVivHrocrpna'jp^ rAT.l~)HSAl^ mRNA 


TJM 003 13Q 


Hnmn QampTiQ Qional rppoornitinn narticle recerjtoT T'dockinff orotein'^ TSRJPR^. 
mRNA 


NM 003138 


Homo saniens SFRS orotein kinase 2 fSRPK2\ mRNA 

A.A.\JxLL\J OvX|m/ X V/X XO k^X» X^k^ |«/X \«p l> w A 1. X XVXXXvXOw y 1^ JL^^JL ^^-dm* J ^ aajj.'^j.ix ^ 


NM 003135 


Homo sapiens signal recognition particle 19kD (SRP19), mRNA 


"NTM 0031?? 


TTnmn caTiiPriQ criprmiHinp Qvntlia<5P /'SRl^^Ti mRnlA 


NM 003130 


H^rtmo Qat^iPTiQ QOfpin ^SRT^ mRN^A 

XX\Jlll\i oCi|^IV'110 O^lV/Ul y^OXNJlyj iiJXXX^^^ 


NM 001047 


Homo ^ar>ip"n<s QtproiH-S-alr»Via-rpdiif^ta^p alnVia rjolvnentide 1 ^3-0X0-5 alnha- 

steroid delta 4-dehydrogenase alpha 1) (SRD5A1), mRNA 


NM 003743 


Homo ^aniens nuclear recentoT" coactivator 1 rNTCOAlV mRNA 

k.k.\JkkM\J 0M|,/Xva1w XXUWXWOX XwwWlk^lrWX w^/CXW U V CXi;wX X ^X^^«>^^X Jy XXXA^X ^X », 


NM 003128 


Homo saniens snectrin Heta non-ervthrocvtic 1 fSPTBNl^ mRNA 


NM 003127 

X>I1VX W«7 k^t 1 


Homo saniens snectrin alrjba non-ervthrocvtic 1 falnha-fodrin^ fSPTANl\ 

k.k.\JkkkKJ OCXUXwXXO iSla/ww vX XXXj fJLLufLXOky XXvXA ^X J VXIX\J^ Jf * y^fcix^xx** x.wxxxxxy yiai/^ ^x >>x. 

mRNA 




Homo saniens snectrin ainha ervthrocvtic 1 Telliotocvtosis 2^ fSPTAl^. mRNA 

X X\/xXxV/ iJ**^lV'XliJ O^wvVXXXXy CXX|i>/XXCXj Jr U 'U. \/ W Jr I'X W ^wxxxj^^^w*^^ trwwxw f J9 x***.'^* » 


NM 003125 


Homo saniens small nroline-rich nrotein IB fcomifin^ fSPRRlB^ mRNA 

XXVfXXXU i9CX|afXwXXt3 wXXACXAx ^1. V^X AXIS' X JS/XX |JXV/»>wXJ.x x ywxxx***A*y yv^A x.^^^xx-'yj xxx&'«,^i,s » 


NM 003124 


Homo saniens senianterin rpdiictase (1 8-dihvdrobioDteriniNADP+ 

XXvXXXW OCXL/lwlXO O^UICXL^ l>wX 111 XV'UIXwLCXOw \t VXXXXjr vxx ^-^ * v^^^ ••wx XXX • X TX uux^X. • 

oxidoreductase) (SPR), mRNA 


NM 003173 

INIVX VV/Jl^J 


Homo saniens sialonhorin ^^onT 1 1 S leukosialin CD43^ TSPNi mRNA 

XXV/XXAK/ OCx^XvAl0 OXuX\/|^XXwX XXX I 2^L/X^ X k>J^ l^Un.V/0XUXXXXj ^^^x^ ^7 \ J9 XXXX^>x ^x x 


NM 003121 


Homo sapiens Spi-B transcription factor (Spi-l/PU.l related) (SPIB), mRNA 


NM 003120 
jLNivi yjyjjk^yj 


Homo sanipns snlppn frir»iic fomiincr vinis TSPPV^ nroviral intporation oncogene 

XXVIXXV^ OALIlVyXlo OLfi^^ii XOWUo XV/illlXil^ VxXVXd ^kJX X ▼ y ^X\J V XXtXl XAXl>x«gl CllXv/XX V/XXvx/g^wxxv/ 

spil (SPIl), mRNA 


NM OO'^ 110 


Homo saniens snaQtir* -nara-nlpo-ia 7 naranleffin ^nure and comnlicflted autosomal 

XX\Jkkk\J 00|^XwXX9 OUupLl^ Mtftl <4|,Ht^KH<4- If LfuX A^XWg|XXx ^^Uxw CXXXU wWXXX^XXVatwU C»UI>Vh)WXXX«xx 

recessive) (SPG7), mRNA 


NM_003118 


Homo sapiens secreted protein, acidic, cysteine-rich (osteonectin) (SPARC), 
mRNA 


NM 003112 


Homo sapiens Sp4 transcription factor (SP4), mRNA 
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NM 003107 


Homo sapiens oKY (sex aetermining region i j-doa iiuvj.n/^ i 


NM 003108 


Homo sapiens oKY (sex oetermimng region i ^-uoa 1 1 ^^ov^-twa ly, iiixvi^rv i 


hM 003104 


Homo sapiens sorbitol dehydrogenase (SORD), mRNA 1 


NM 003102 


Homo sapiens superoxide dismutase j, exiraceiiuiar \^o\jLJjjy iiusA\n. i 


NM 003794 


Homo sapiens sorting nexin 4 (SNX4), mRNA 


NM 003100 


Homo sapiens sortmg nexm 2 (SNX2), mKJN A 


NM 003094 


Homo sapiens small nuclear ribonucleoprotein polypeptide E (SNRPE), mKNA 1 


NM_003092 


Homo sapiens small nuclear nbonucleoprotem polypeptide B (bNKFhsz;, 
mRNA 


NM_003090 


Homo sapiens small nuclear ribonucleoprotein polypeptide A' (SNRPAl), 1 
mRNA 


NM_003089 


Homo sapiens small nuclear ribonucleoprotein 70kD polypeptide (KNP antigen) 1 
(SNRP70), mRNA 


NM 003498 


Homo sapiens stannin (SNN), mRNA 1 


NM_003087 


Homo sapiens synuclem, gamma (breast cancer-speciiic protem i; (J^iNL^urj, 
mRNA 


NM_003083 


Homo sapiens small nuclear RNA activating complex, polypeptide 2, 45kD 
(SNAPC2), mRNA -J 


NM_003082 


Homo sapiens small nuclear RNA activating complex, polypeptide 1, 43kD 1 
(SNAPCl), mRNA 


NM 003081 


Homo sapiens synaptosomal-associated protein, 25kD (SNAP25), mRNA 1 


NM_003078 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator oi 
chromatin, subfamily d, member 3 (SMARCD3), mRNA 


NM_003077 


Homo sapiens SWI/SNF related, matnx associated, actm dependent regulator oi 

chromatin, subfamily d, member 2 (SMARCD2), mRNA 


NM_003076 


Homo sapiens SWI/SNF related, matnx associated, actin dependent regulator oi 
chromatin, subfamily d, member 1 (SMARCDl), mRNA 


NM_003075 


Homo sapiens SWI/SNF related, matnx associated, actm dependent regulator or 
chromatin, subfamily c, member 2 (SMARCC2), mRNA 


NM_003074 


Homo sapiens SWI/SNF related, matnx associated, actin dependent regulator ot 
chromatin, subfamily c, member 1 (SMARCCl), mRNA 


NM_003073 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator oi 
chromatin, subfamily b, member 1 (SMARCBl), mRNA 


NM_003601 


Homo sapiens SWI/SNF related, matnx associated, actin dependent regulator oi 
chromatin, subfamily a, member 5 (SMARCA5), mRNA 


NM_003071 


Homo sapiens SWI/SNF related, matnx associated, actin dependent regulator oi 
chromatin, subfamily a, member 3 (SMARCA3), mRNA 


NM_003070 


Homo sapiens SWI/SNF related, matnx associated, actm dependent regulator oi 
chromatin, subfamily a, member 2 (SMARCA2), mRNA 


NM_003069 


Homo sapiens SWI/SNF related, matnx associated, actm dependent regulator oi 
chromatin, subfamily a, member 1 (SMARCAl), mRNA 


NM_003982 


Homo sapiens solute earner family 7 (catiomc amino acid transporter, y+ 
system), member 7 (SLC7A7), mRNA 


NM_003046 


Homo sapiens solute earner family 7 (catiomc amino acid transporter, y+ 
system), member 2 (SLC7A2), mRNA 


NM_003045 


Homo sapiens solute earner family 7 (catiomc ammo acid transponer, yt- 
systemj, memoer i ^01-^ //^.i^, iuivln/^ 


NM_003043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, taurine), 
member 6 (SLC6A6), mRNA 


NM_001045 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, serotonin), 
member 4 (SLC6A4), mRNA 


1 NM 001044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, dopamine). 
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member 3 (SLC6A3), mRNA 1 


IN lYl^U U J V/*T^ 


Homo saoiens solute carrier family 6 (neurotransmitter transporter, GABA), 
member 1 (SLC6A1), mRNA - - 




Homo saniens solute carrier family 6 (neurotransmitter transporter, 
betaine/GABA), member 12 (SLC6A1 2), mRNA 


xnv/r nnn^^'^ 

1 iNlVi_UUUHjJ 


TTnmo <;aniens solute carrier family 5 (sodium iodide symporter), member 5 1 
(SLC5A5), mRNA 




Womn <:aniens solute carrier family 5 (sodium/glucose cotransporter), member 2 
(SLC5A2), mRNA 




w^^Tnn <!anien<? solute carrier family 5 (sodium/glucose cotransporter), member 1 
(SLC5 Al), niRNA 


NM_003040 


Homo sapiens solute carrier family 4, anion exchanger, member 2 (erythrocyte 1 

TTif=>mVir»nR nrntpin hand 3-like H fSLC4A2\ mRNA 1 


NM_000342 


Homo sapiens solute carrier family 4, anion exchanger, member 1 (erythrocyte 

rvi<^r«V»T-Qnf» T^rrktpin hand 3 DieP^O blood STOUD^ f SLC4A1), mRNA 1 


NM_000341 


Homo sapiens solute carrier family 3 (cystine, dibasic and neutral amino acid 1 
trnnQnorters activator of cvstine dibasic and neutral amino acid transport), 
member 1 (SLC3A1), mRNA 


1 iNlVl^UUioOU 


Wrtmn c:ar>ien<! solute carrier family 31 (cooner transporters), member 2 

(SLC3 1 A2), mRNA 


1 INIVI \/\} kODZf 


Wr»mn caniens solute carrier family 31 (copper transporters), member 1 
(SLC31Al),mRNA 


isJTVyf nO^O'^Q 
lNiVl__U U -? U J -7 


Homo saoiens solute carrier family 2 (facilitated glucose transporter), member 5 1 
(SLC2A5), mRNA ^ 


Tsnvyf 001049 


WoTTio saniens solute carrier family 2 (facilitated glucose transporter), member 4 

(SLC2A4), mRNA 




Ffnmn <;aniens solute carrier familv 25 (mitochondrial carrier, Aralar), member 
12 (SLC25A12), mRNA 


"MAyf 00*^0/^0 


Hnmn saniens solute carrier family 22 (organic cation transporter), member 5 
CSLC22A5), mRNA 


K^KA OO'^OSR 


Hnmo saniens solute carrier familv 22 (organic cation transporter), member 2 
(SLC22A2), mRNA 


TSJM 00'^0S7 


Homo saniens solute carrier familv 22 (organic cation transporter), member 1 
(SLC22A1). mRNA 




Homo saniens solute carrier familv 25 (mitochondrial carrier; oxoglutarate 
carrier), member 11 (SLC25A11), mRNA 


>JM OO^O^R 


Homo sapiens solute carrier family 1 (glutamate/neutral amino acid transporter), 
member 4 (SLC1A4), mRNA 


MM OO'^OSf^ 


Homo saniens solute carrier family 19 (folate transporter), member 1 
(SLC19A1), mRNA 


NA/f 003055 


Homo sapiens solute carrier family 1 8 (vesicular acetylcholine), member 3 
(SLC18A3), mRNA 


>JM 003054 


Homo sapiens solute carrier family 18 (vesicular monoannine), member 2 
(SLC18A2),mRNA 


MM 003053 


Homo sapiens solute carrier family 1 8 (vesicular monoamine), member 1 
(SLC18Al),mRNA 


NM_003052 


Homo sapiens solute carrier family 34 (sodium phosphate), member 1 
(SLC34A1), mRNA 


NM_00305 1 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 1 (SLC16A1), mRNA 


NM_003984 


Homo sapiens solute carrier family 1 3 (sodium-dependent dicarboxylate 
transporter), member 2 (SLC13A2), mRNA 
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NM_000339 
NM 001046 



NM 000452 



NM 003049 



NM 003037 
NM 003616 



NM 003035 



NM 003032 



NM 001041 



NM 003027 



NM 003026 



NM 003025 



NM 003023 



NM 003022 



NM 000199 



NM 003020 



Homo sapiens solute carrier family 12 (sodium/chloride transporters), member 3 

(SLC12A3). mRNA 

Homo sapiens solute carrier femily 12 (sodium/potassium/chloride transporters), 

member 2 (SLC12A2). mRNA 



Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter family), 
member 2 (SLC10A2), mRNA 



Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter family), 
member 1 (SLClOAl). mRNA 



Homo sapiens signaling lymphocytic activation molecule (SLAM), mRNA 
Homo sapiens survival of motor neuron protein interacting protein 1 (SIPl), 
mRNA 



Homo sapiens TALI (SCL) interrupting locus (SIL). mRNA 



Homo sapiens sialyltransferase 1 (beta-galactoside alpha-2,6-sialytransferase) 
(SIAT1)> mRNA 



Homo sapiens SHS-domain GRB2-like 3 (SH3GL3), mRNA 
Homo sapiens SH3-domain GRB2-like 2 (SH3GL2), mRNA 



Homo sapiens SH3-domain GRB2-like 1 (SH3GL1), mRNA 



Homo sapiens SH3 -domain binding protein 2 (SH3BP2), mRNA 
Homo sapiens SH3 domain binding glutamic acid-rich protein like (SH3BGRL), 
mRNA 



Homo sapiens N-sulfoglucosamine sulfohydrolase (sulfamidase) (SGSH), 
mRNA 



Homo sapiens secretory granule, neuroendocrine protein 1 (7B2 protein) 
(SGNEl), mRNA 



NM 000337 



Homo sapiens sarcoglycan, delta (35kD dystrophin-associated glycoprotein) 
(SGCD), mRNA 



NM 000232 



Homo sapiens sarcoglycan, beta (43kD dystrophin-associated glycoprotein) 
(SGCB), mRNA 



NM 003019 Homo sapiens surfactant, pulmonary-associated protein D (SFTPD), mRNA 



NM_003018 1 Homo sapiens surfactant, pulmonary-associated protein C (SFTPC), mRNA 

Homo sapiens surfactant, pulmonary-associated protein B (SFTPB), mRNA 



NM 000542 
NM 003011 



NM_003010 
NM 003009 



NM 003008 



NM 003007 



Homo sapiens SET translocation (myeloid leukemia-associated) (SE T), mRNA 
Homo sapiens mitogen-activated protein kinase kinase 4 (MAP2K4), mRNA 

Homo sapiens selenoprotein W, 1 (SEPWl), mRNA 

Homo sapiens semenogelin 11 (SEMG2), mRNA 

Homo sapiens semenogelin I (SEMGl), mRNA 



NM 003966 



Homo sapiens sema domain, seven thrombospondin repeats (type 1 and type 1- 
like), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 
5 A (SEMA5A), mRNA 



NM_003002 

NM 002999 
NM_002997 
NM 002996 



Homo sapiens succinate dehydrogenase complex, subunit D, integral membrane 

protein (SDHD), nuclear gene encoding mitochondrial protein, mRNA 

Homo sapiens syndecan 4 (amphiglycan, ryudocan) (SDC4), mRNA 

Homo sapiens syndecan 1 (SDCl), mRNA 



Homo sapiens small inducible cytokine subfamily D (Cys-X3-Cys), member 1 
(jfractalkine, neurotactin) (SCYDl), mRNA 



NM 003175 



Homo sapiens small inducible cytokine subfamily C, member 2 (SCYC2), 
mRNA 



NM_002993 
NM 002994 



Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 6 

(granulocyte chemotactic protein 2) (SCYB6), mRNA 

Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 5 
(epithelial-derived neutrophil-activating peptide 78) (SCYB5), mRNA 
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MM 002985 


Homo sapiens small inducible cytokine A5 (RANTES) (SCYA5). mRNA 


NM 002991 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 24 
(SCYA24), mRNA 


1 NM 002990 


Homo saoiens small inducible cytokine subfamily A (Cys-Cys), member 22 
(SCYA22), mRNTA 




Homo saoiens small inducible cytokine subfamily A (Cys-Cys), member 21 
CSCYA21), mRNA 


MM 002988 


Homo saoiens small inducible cytokine subfamily A (Cys-Cys), member 18, 
niilmnnarv and activation-reeulated CSCYA18\ mRNA 


NM 002987 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 17 
(SCYA17), mRNA 


NM 002986 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 1 
(eotaxin) (SCYAl 1), mRNA 


NM 002979 


Homo sapiens sterol carrier protein 2 (SCP2), mRNA 1 


NM 001039 


Homo sapiens sodium channel, nonvoltage-gated 1, gamma (SCNNIG), mRNA 1 


NM 002978 


Homo saniens sodium channeL nonvoltaee-eated 1, delta (SCNNID), mRNA 1 


NM_O01O38 


Homo sapiens sodium channel, nonvoltage-gated 1 alpha (SCNNl A), mRNA 1 


xnv/r 002Q77 


"Homo ^aniens sodium channel voltace-eated. tvoe IX, alpha polypeptide 1 
(SCN9A), mRNA 


NM 002976 

1 J.^±VX \J\J 1 \J 


Homo saoiens sodium channel, voltaee-sated. tyoe VL alpha polypeptide 
(SCN6A), mRNA 


NM 000334 


Homo sapiens sodium channel, voltase-eated, type IV, alpha polypeptide 

f SCN4A\ mRNA 1 


NM_001037 


Homo sapiens sodium channel, voltage-gated, type I, beta polypeptide (SCNIB), j 
mRNA 1 


NM_002975 


Homo sapiens stem cell growth factor; lymphocyte secreted C-type lectin 
rSCGFV mRNA 1 


NM ,003843 


Homo sapiens sciellin (SCEL), niRNA 


NM 002973 


Homo saoiens soinocerebellar ataxia 2 (olivopontocerebellar ataxia 2, autosomal 
dominant, ataxin 2"* ('SCA2V mRNA 1 


NM_000332 


Homo sapiens spinocerebellar ataxia 1 (olivopontocerebellar ataxia 1, autosomal 1 

dominant, ataxin 1) fSCAl\ mRNA 1 


NM 002971 


Homo sapiens special AT-rich sequence binding protein 1 (binds to nuclear 
matrix/scaffold-associating DNAs) (SATB 1), mRNA 


NM 002970 


Homo sapiens SDermidine/spermine Nl-acetyltransferase (SAT), mRNA 


NM 003870 


Homo sapiens 10 motif containing GTPase activating protein 1 (IQGAPl), 
mRNA 


NM 002967 


Homo sapiens scaffold attachment factor B (SAFB), mRNA 1 


NM 000331 


Homo sapiens serum amyloid Al (SAAl), mRNA 1 


NM 001036 


Homo sapiens ryanodine receptor 3 (RYR3), ndRNA 1 


NM 001035 


Homo sapiens ryanodine receptor 2 (cardiac) (RYR2), mRNA 1 


NM 002956 


Homo sapiens restin (Reed-Steinberg cell-expressed intermediate filament- 1 

associated protein) (RSN), mRNA 


NM 001033 


Homo sapiens ribonucleotide reductase Ml polypeptide (RRMl), mRNA | 


NM 002955 


Homo sapiens ras responsive element binding protein 1 (RREBl), mRNA 1 


NM 003942 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 4 (RPS6KA4), 

mRNA 


NM_002953 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 1 (RPS6KA1), 1 
mRNA 


NM 002951 


Homo sapiens ribophorin U (RPN2), mRNA 1 


NM 002950 


Homo sapiens ribophorin I (RPNl), ndRNA 


NM 000329 


Homo sapiens retinal pigment epithelium-specific protein (65kD) (RPE65), 
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mKJNA ^ 1 


NM 002947 


XTi^mri coni^nc r<»rfclirfltirvn nrntpin A'i n4kD'> fRPA3\ mRNA 


NM 0025^40 


XJrxrmrs co<ni^r\C ri=»T%l iV n tl ATI nrnfPin A2 r32kD^ fRPA2), ITlRNA 


NM 002945 


TJ/^*^^ coni^nc T*»nliriafiAn nrntpm Al ^VOlcD'i fRPAlV HlKNA 

Xl^OmO Sapiens rcpilCaUOIl piUlClll r\.L yt y/rkA^j ». 1 


NM 000328 


ur^^r^ «<>t^;Aric i-*»tit-»i+ic T^irrmf»r»fAQj» OTPa^e reffulator fRPGRV mRNA 1 


NM 002943 


xjf^.mm^^ OA-mi A-nc> 1? Al? f^i«if<ari A-mViciA rpppTitnT A rRORA.^ mRNA 1 


NM 000327 


Homo sapiens retinal outer segment membrane protein 1 (ROMl), mRNA j 


NM 003799 


Momo sapiens kjna (^guanine-/-j mcinyiixctuoi.daac ^^jvi^ivix^, uuxi.^^ i 


NM 002939 


Monio sapiens nDonuciease/angiogemn iiuiiuil^ji ys^x^j^ji nuxa^i-v j 


NM 003800 


Homo sapiens RNA guanylyltransferase and 5 '-phosphatase (RNGTT), mRNA | 


NM 002938 


Homo sapiens ring linger protein 4 ^^KiNr^j, mtuNA — — 


NM_002940 


Homo sapiens ATP-binding cassette, sub-family E (OABP), member 1 

(ABCEl ), mRNA 


NM 002936 


Homo sapiens nbonuclease ±11 tKJNAi>i:!>rii mKiN/v 


NM__002935 


Homo sapiens nbonuclease, KJNase a lamiiy, d ^^eosmopmi cauuiiii^ pivncm^ 

(RNASE3), xnKJNA 


NM_002934 


Homo sapiens nbonuclease, KJNase a lamiiy, z, ^^iivcr, cu:>mupiui u^i^iiv^vi i 
neurotoxin) tJ<JNAo.c*zj, nubUNA ., 


NM 003796 


rlomo sapiens ictid !>-meui a iing protcm ^iuylt^, iiuxi^rv . i 


NM 003821 


_tdom.o sapiens recepior-inieracniig ocriiic-tiucuiiiiic A.iiia.o& ^ ^^xvjj. x^^j^ iLij.^^j^ i 


NM 003687 


xiomo sapiens i-.iiYL aomain proLcin ^^xsj-Lt^, iiixvi^rv i 


NM 002929 


rlomo sapiens rnoaopsin Kinase ^ivnv^jvy, iiixsj.N-rv 1 


NM 000324 


Ua-maa on-r%-iA<r«et i?Vi0ciic "Ki/^nrl frrriiTn-ncQnniatf^H ixlvcoTirotein rRHAGi. mRNA I 

rlomo sapiens IsJieSUS DIUUU gruup-ai>au»^iai\su. j^ijr^i^wpiviwxAi ya.xAx^B.'v-*/, J.J.**.'*-!. 1 


NM 003835 


xlomo sapiens regulator oi o-proicm bigiiaimig v.-r^^^-^y* iixi.^>-rv i 


NM 003617 


rlomo sapiens leguiaior oi o-pruicm biguaimig ^ yxsj^j^^^ iiix>j.^xx i 


NM 002923 


rlomo sapiens regulator oi o-proiem bignd.11111^ z,*tisa^ v^xvvjow^, uii^j.^^ 1 


•VTIi jT a AO AO O 

NM 002922 


rlomo sapiens regulator oi o-proicin dignaiiiiig i v.-'^^^-»'79 


NM 002928 


Homo sapiens regulator of G-protein signalling 16 (RGS16), mRNA j 


NM 002926 


rlomo sapiens regulator oi vj-proicm bignaiiiiig ^^rvvjoi^^, mrvx^i-rY 


NM 003834 


Homo sapiens regulator of G-protein signalling 1 1 (RGSl 1), mRNA 1 


NM 002921 


Homo sapiens retinal vj protein coupiea receptor v^ivvjjv^, miviN/^. i 


XTA /r AAAC5 0 

NM 000536 


rlomo sapiens regulatory idt/iur -/v-doou^iciit/u \ji.\j\.\i^iim. yj ij,**^'***. ■ 


NM_003721 


Homo sapiens regulatory lactor y^-associatea aiiKyrm-C/onid.iiiuig piutcm 

(RrAAiNls.J, mKJNA 


NM_002918 


Homo sapiens regulatory factor X, 1 (influences HLA class 11 expression) 1 
(RrAl), TnKJNA J 


NM 002916 


Homo sapiens replication factor C (activator 1) 4 (37kD) (RFC4), mRNA 


NM 002915 


Homo sapiens replication lactor ^activator ^ \^^oku) {^s^k^dj, nuss^i^ 


NM 002914 


Homo sapiens replication factor C (activator 1) 2 (40kD) (RFC2), mRNA 1 


NM_003704 


Homo sapiens gene with multiple splice vananis near nxj louub un *tpiu.j i 

(l\Jio4-z2), niKJNA 


NM_002908 


Homo sapiens v-rei avian reticuioenaomeiioaio viiai uiiL/ugcixc iiuiiiwiug 

mKJNA 


NM_002909 


Homo sapiens regenerating islet-derived 1 alpha (pancreatic stone protein, 1 
pancreatic tnreaa protem; i^KJivxiA^, iiiiviN/^ 


NM 000322 


Homo sapiens retinal degeneration, slow (retinitis pigmentosa 7) (RDS), mRNA 


"Miv/r 009 on s 


TTnmn <5ani6*Tis rpHnnl Hp>ivHroffenase 5 (11-cisand 9-cis) (RDH5\ mRNA 


NM 002903 


Homo sapiens recoverin (RCVl), mRNA 


NM_002902 


Homo sapiens reticulocalbin 2, EF-hand calcium binding domain (RCN2), 
mRNA 


NM_002901 


Homo sapiens reticulocalbin 1, EF-hand calcium binding domain (RCNl), 
mRNA 
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1 NM 002896 


Homo sapiens RNA binding motif protein 4 (RBM4), mRNA 


NM 002895 


Homo sapiens retinoblastoma-like 1 (pi 07) (RBLl), mRNA 


NM 000321 


Homo saoiens retinoblastoma 1 (including osteosarcoma) (RBI), mRNA 


NM 000966 


Homo sapiens retinoic acid receptor, gamma CRARG), mRNA 


NM 000964 


Homo sapiens retinoic acid receptor, alpha (RARA), mRNA 


NM 002885 


Homo sapiens RAPl, GTPase activating protein 1 (RAPIGAI), mRNA 


NM 002884 


Homo sapiens RAPIA, member of RAS oncogene family (RAPIA), mRNA 


NM 002883 


Homo sapiens Ran GTPase activating protein 1 (RANGAPl), mRNA 


NM_002881 


Homo sapiens v-ral simian leukemia viral oncogene homolog B (ras related; 
GTP binding protein) (RALB), mRNA 


NM 002871 


Homo sapiens RAB interacting factor (RABIF), mRNA 


NM 003929 


Homo sapiens RAB7, member RAS oncogene family-like 1 (RAB7L1), mRNA 


NM 002869 


Homo sapiens RAB6, member RAS oncogene family (RAB6), mRNA 


NM 002868 


Homo sapiens RAB5B, member RAS oncogene family (RAB5B), mRNA 


NM 002867 


Homo sapiens RAB3B, member RAS oncogene family (RAB3B), mRNA 


NM 002866 


Homo sapiens RAB3A, member RAS oncogene family (RAB3A), mRNA 


NM 002870 


Homo sapiens RAB13, member RAS oncogene family (RAB13), mRNA 


NM 000320 


Homo sapiens quinoid dihydropteridine reductase (QDPR). mRNA 1 


NM 002864 


Homo sapiens pregnancy-zone protein (PZP), mRNA 


NM 00'>863 


Homo sapiens phosphorylase, glycogen; liver (Hers disease, glycogen storage 
disease tvne Vn fPYGU, mRNA 


NM 002862 


Homo sapiens phosphorylase, glycogen; brain (PYGB), nuclear gene encoding 1 
mitochondrial protein, mRNA 


NM 002860 


Homo sapiens pyrroline-5-carboxylate synthetase (glutamate gamma- 1 
semialdehyde synthetase) (PYCS), mRNA 


NM 000319 


Homo sapiens peroxisome receptor 1 (PXRl), mRNA 1 


NM 002859 


Homo sapiens paxillin (PXN), mRNA 


NM 002857 


Homo sapiens peroxisomal famesylated protein (PXF), mRNA j 


NM 002854 


Homo sapiens parvalbumin (PVALB), mRNA 


NM_002852 


Homo sapiens pentaxin-related gene, rapidly induced by IL-1 beta (PTX3), 1 
mRNA 


NM 000317 


Homo sapiens 6-pyruvoyltetrahydropterin synthase (PTS), mRNA j 


NM_002851 


Homo sapiens protein tyrosine phosphatase, receptor-type, Z polypeptide 1 j 
(PTPRZl), mRNA 


NM 002850 


Homo saniens protein tyrosine phosphatase, receptor type, S (PTPRS), mRNA 1 


NM 002846 


Homo sapiens protein tyrosine phosphatase, receptor type, N (PTPRN), mRNA 


NM 002845 


Homo sapiens protein tyrosine phosphatase, receptor type, M (PTPRM), mRNA 1 


NM 002844 


Homo sapiens protein tyrosine phosphatase, receptor type, K (PTPRK), mRNA 1 


NM 002843 


Homo sapiens protein tyrosine phosphatase, receptor type, J (PTPRJ), mRNA 1 


NM 002842 


Homo sapiens protein tyrosine phosphatase, receptor type, H (PTPRH), mRNA j 


NM 002840 


Homo saniens protein tyrosine phosphatase, receptor type, F (PTPRF), mRNA j 


NM 002839 


Homo saoiens protein tyrosine phosphatase, receptor type, D (PTPRD), mENA 


NM 002824 


Homo sapiens parathymosin (PTMS), mRNA 


NM 002823 


Homo sapiens prothymosin, alpha (gene sequence 28) (PTMA), mRNA 


NM 000316 


Homo sapiens parathyroid hormone receptor 1 (PTHRl), mKIMA 


NM 002820 


TTnmn sapiens parathyroid hormone-like hormone (PTHLH), mRNA 


NM 000315 


Homo sapiens parathyroid hormone (PTH), mRNA 


NM 000960 


Homo sapiens prostaglandin 12 (prostacyclin) receptor (IP) (P 1 GIR), mKJN A 


NM 000959 


Homo sapiens prostaglandin F receptor (FP) (PTGFR), mRNA 


NM 000958 


Homo sapiens prostaglandin E receptor 4 (subtype EP4) (PTGER4), mRNA 


NM 000957 


Homo sapiens prostaglandin E receptor 3 (subtype EP3) (PTGER3), mRNA 


NM 000955 


Homo sapiens prostaglandin E receptor 1 (subtype EPl), 42kD (PTGERl), 
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mRNA 1 


X TT^ K r\r\f\c\ c A 

NM 000954 


xiomo sspicns prosiagianoin dz. syninase \z, ikl^, Dram^ ^^nvjj^o^ iiuvin/a. 


NM_000314 


Homo sapiens phosphatase and tensin homolog (mutated in multiple advanced | 

> A 1 \ f'\y 1 ' CK.T\ mn.i-i.TT "NT A 1 

cancers l ) (x^l iiN), mKiN a 


NM 000952 


Homo sapiens platelet-activating factor receptor (PTAFR), mRNA 1 


NM_002S18 


Homo sapiens proteasonie u>rosomc, inacropain_^ acuvaior suuunit jl \rf\j.a ocia^ i 
(PSME2). mRNA 


NM_002811 


Homo sapiens proteasome (prosome, macropainj zoo suounii, non-Airase, / i 
(Mov34 homolog) (PSMD7), mRNA 


NM_00280o 


Homo sapiens proteasome (prosome, macropainj zoo suDunii, Aijrase, o i 
(PSMC6), mRNA 


NM_002805 


Homo sapiens proteasonie (prosome, macropamj zoa suDunit, Aiirase, 9 
(PSMC5), mRNA 


NM_002804 


Homo sapiens proteasome (prosome, macropam^ Zoc> subunit, Airase, i i 
(PSMC3), mRNA 


NM_002803 


Homo sapiens proteasome (prosome, macropam) 2oo suDunit, Aii'ase, z 
(PSMC2), mRNA 


NM__002802 


Homo sapiens proteasome (prosome, macropam) 2ob suDunit, Airase, i 
(PSMCl),mRNA 


NM_002800 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 9 (large 
multifunctional protease 2) (PSMB9), mRNA 


NM_002799 


Homo sapiens proteasome (prosome, macropamj subunit, beta type, / (Jf oiVLts i), 
mRNA 


NM_002797 


Homo sapiens proteasome (prosome, macropam) subumt, beta type, 5 (raivuia;, 
mRNA 


NM_002796 


Homo sapiens proteasome (prosome, macropam; subunit, beta type, 4 (r&JVLtJ'f j, 
mRNA 


NM_002795 


Homo sapiens proteasome (prosome, macropamj suDunit, oeta type, 5 (roiVLtJoj, 
mRNA 


NM__002794 


Homo sapiens proteasome (prosome, macropainj subunit, beta type, z (roJVLDZ^, 
mRNA 


NM_002793 


Homo sapiens proteasome (prosome, macropainj subunit, beta type, i (JroiVLoi^ i 
mRNA 


NM_002801 


Homo sapiens proteasome (prosome, macropam^ subunit, beta type, lu i 

(PSMBIO), mRNA 


NM_002790 


Homo sapiens proteasome (prosome, macropam^ suDunit, aipna type, d 

(JroJVLAjj, niKJNA 




iiomo sapiens proteasome (prosome, macropam^ suoumi, aipna type, j \ 

V^Jr olVLrvo ), rntsJN A 1 


NM_002786 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 1 1 

(JrolVJLAl mivlNA 




riomo sapiens pregnancy speciiic oeia- 1 -giycoproLcin / ovjr/j, niJvL>i/\ i 


NM 0U2/bl 


jxomo sapiens pregnancy speciiic oeta- 1 -glycoprotein d (roOD^, niKJNA 


NM 002 /oU 


Homo sapiens pregnancy speciiic oeta-i-giycoprotem 4 (rovjnj, niKiNA 


NM__yUz /OJ 


riomo sapiens pregnancy speciiic oeia-i -glycoprotein 1 1 ^iNoie reueiuunon oi i 

symDoi^ ^^i^ovji L J, rnrviN/v 


NM 002784 


* Homo saoiens nremancv snecific beta-l-alvconrotein 9 fPSG9V mRNA 


NM 002779 


Homo sapiens pleckstrin and Sec7 domain protein (PSD), mRNA 1 


NM 002776 


Homo sapiens kallikrein 10 (KLKIO), mRNA 


NM 002774 


Homo sapiens kallikrein 6 (neurosin, zyme) (KLK6), mRNA 


NM 002773 


Homo sapiens protease, serine, 8 (prostasin) (PRSS8), mRNA 


NM 002770 


Homo sapiens protease, serine, 2 (trypsin 2) (PRSS2), mRNA 
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NM 002769 1 


Homo sapiens protease, serine, 1 (trypsin 1) (PRSSl), mRNA 


NM 003619 


Homo saniens nrotease. serine. 12 (nevirotrvpsin, motopsin) (PRSS12), niKNA 1 


NM 002775 


Homo saoiens dig tease, serine, 1 1 (IGF binding) (PRSSl 1), mRNA 


NM 002767 


Homo sapiens phosphoribosyl pyrophosphate synthetase-associated protein 2 1 
(PKPSAP2), mRNA 


1 NM 002766 


Homo sapiens phosphoribosyl pyrophosphate synthetase-associated protein 1 1 
(PRPSAPl), mRNA 


NM 002765 


Homo sapiens phosphoribosyl pyrophosphate synthetase 2 (PRPS2), mRNA j 


NM 002764 


Homo sapiens phosphoribosyl pyrophosphate synthetase 1 (PRPSl), mRNA 


NM 003891 


Homo sapiens protein Z, vitamin K-dependent plasma glycoprotein (PROZ), 1 
mRNA 


NM 002763 


Homo saniens nrosoero-related homeobox 1 (PROXl), mRNA 1 


NM 000313 


Homo sapiens protein S (alpha) (PROS 1), mRNA 1 


NM 000312 


Homo sapiens protein C (inactivator of coagulation factors Va and Villa) 
(PROC), mRNA 


NM 002762 


Homo saniens nrotamine 2 (PRM2), mRNA 1 


NM 002761 


Homo sapiens protamine 1 (PRMl), mRNA 


NM 000949 


Homo saniens nrolactin receptor (PRLR), mRNA 


NM 000948 


Homo saniens nrolactin fPRL), mRNA 1 


NM 002759 


Homo sapiens protein kinase, interferon-inducible double stranded RNA 1 
deoendent fPRKR), mRNA 


NM 002756 


Homo sapiens mitogen-activated protein kinase kinase 3 (MAP2K3), mRNA | 


NM 002749 


Homo saoiens mitoeen-activated protein kinase 7 (MAPK7), mRNA 1 


NM 002745 


Homo sapiens mitogen-activated protein kinase 1 (MAPKl), mRNA 


NM 002751 


Homo sapiens mitogen-activated protein Icinase 1 1 (MAPKl 1), mRNA 1 


NM 002753 


Homo sapiens mitoeen-activated protein kinase 10 (MAPKIO), mRNA 


NM 002743 


Homo sapiens protein kinase C substrate 80K-H (PRKCSH), mRNA 


NM 002742 


Homo sapiens protein kinase C, mu (PRKCM), mRNA 


NM 002741 


Homo sapiens protein kinase C-like 1 (PRKCLl), mRNA 1 


NM 002740 


^ £1 ' i — " 1 

1 Homo sapiens protein kinase C, iota (PRKCI), mRNA 


NM 002738 


Homo sapiens protein kinase C, beta 1 (PRKCBl), mRNA 1 


NM 002737 


1 Homo sapiens protein kinase C, alpha (PRKCA), mRNA 


NM 002736 


Homo saniens nrotein kinase. cAMP-dependent, regulatory, type II, beta 
(PRKAR2B), mRNA 


NM 002734 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type 1, alpha (tissue 1 
specific extinguisher 1) (PRKARl A), mRNA 


NM 002733 


Homo sapiens protein kinase, AMP-activated, gamma 1 non-catalytic subunit 1 
1 (PRKAGn. mRNA 


NM 002731 


Homo sapiens protein kinase, cAMP-dependent, catalytic, beta (PRKACB), 1 
mRNA 


NM 002730 


Homo sapiens protein kinase, cAMP-dependent, catalytic, alpha (PRKACA), 
1 mRNA 1 


NM 000947 


Homo sapiens primase, polypeptide 2 A (58kD) (PRIM2A), mRNA 1 


NM 000946 


Homo sapiens primase, polypeptide 1 (49kD) (PRIMI), mRNA 1 


NM 002728 


Homo sapiens proteoelvcan 2, bone marrow (natural killer cell activator, 1 
eosinophil granule maior basic protein) (PRG2), mRNA 


NM 002727 


Homo sapiens proteoglycan 1, secretory granule (PRGl), mRNA 


NM_002726 


j Homo sapiens prolyl endopeptidase (PREP), mRNA 


NM_002725 


Homo sapiens proline arginine-rich end leucine-rich repeat protein (PRELP), 
mRNA 


NM 002723 


Homo sapiens proline-rich protein BstNI subfamily 4 (PRB4), mRNA 


1 NM 002722 


1 Homo sapiens pancreatic polypeptide (PPY), mRNA 
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1SIM_000310 


Homo sapiens paimitoyi-protein tnioestcrase i \^ueroiu-Aipoiu5»wmuaia, iicui\jiia.x i, 
infantile) (PPTl), mRNA 


NM:_002720 


Homo sapiens protem pnospnatase 4 ^IO^me^ly js.)^ caiaiynv buuiuui \rr r*^\^)y 
mRNA 


NM_002719 


Homo sapiens protein pnospnatase z, reguiaiory suduuii x> ^jdju^, ^anuiia 

ISOiOrm IrrJrZJOU), mKJN/V 


NM_002715 


Homo sapiens protem pnospnatase z ^lormcny ^^j^ wAiaiy du.uuiiii., ox^ua 
isoform (PPP2CA), mRNA 


NM_002713 


Homo sapiens protein pnospnatase i, reguiaLory ^mmuiiui^ :>uuuiiit o a x LM-k.njjy 
mRNA 


NM 002712 


Homo sapiens protem pnospnatase jl, reguiaiory ^uuuiiii / ym: x^x^^r hixva^xx 


1 NM 002714 


Homo sapiens protein phosphatase 1, regulatory subimit 10 (PPPIRIO), mRNA 


NM_002710 


Homo sapiens protein pnospnatase i, cataiync suDunu, gaimrw i^uxuiiii 

(FFflCU), mKJNA 


NM_002709 


Homo sapiens protein phosphatase 1, catalytic subunit, beta isoform (PPPICB), 
mRI>iA 


NM_002708 


Homo sapiens protem pnospnatase i, caiaiyxic suduuil, aipua i&oxvini v.a ^ ^^-^jy 

.^T> XT A 

mKJNA - — . 


NM 000309 


Homo sapiens protoporphyrinogen oxidase (PPOX), mRNA 


NM_002706 


Homo sapiens protein pnospnatase i±s ^lormeny z^j, magncbiuni ucpciiuc^iii, 
beta isoiorm (rrJVLl±5), mKJNA 


NM 00^705 


Homo sapiens penplakin (rri^), niKJNA 


NM 000943 


Homo sapiens peptiayiproiyi isomerase ^cyciopmim y^j \m.\^jy m^^^^ 


NM_000308 


ilomo sapiens protective protem lor ocia-gaiat-ioaiuciac ^gaiawLUdiaiiu,v/oj.o/ 

{^rryJD ), ImvLNA 


NM 0u2/Ui 


XJi-v-Mii-v ooi-vio-Mc •i-»'Ur»ot-\l-\riT*i1-*rkC"\/l rwrrrinli nQtlVlfltp amiflofTaTlRferaSC lPPA.T)% mR-NA 

iiomo sapiens pnospnoriDUoyi pynjpiivjj|jii«.tv aAiiiuv^viaiioA^Aci.ov^ ^j. a ^ / > - 


NM 003712 


nomo sapiens pnospnanciiL/ d^iu. piiuopiiaia-oc/ \.y\j\^ yM. j. xnxxj.^^ 


NM_0037i3 


xlomo sapiens pnospnatiaic aciu pnv/opnauioc ^-yy^ k*- -^■■-'y* i*ij.>j-^^ *• 


NM UU371 1 


xlomo sapiens pnospnaiioic dciu pnubpiiauioc typv^ v.-*- *-'^^/-y a*".^^^^ ». 


NM 0027U2 


XJ^-t-k-t^ e>r%v^it>r-tc POTT /-IrvTnoir* r'liacc f\ trsmcr^Ti'ntion fflctor 1 rPOU6Fl^ mRpJA 
xlomo sapiens iryjyj OOinaUl, Claao Ualiaoiipti*Ji.i lavkv^i 1 v^x v^wwx X /, AAu.^-<A>. 


1 NM 002701 


Homo sapiens POU domain, class 5, transcription factor 1 (POU5F1), mRNA 


1 XTTV K C\C\'~S'~1 C\f\ 

NM 002700 


X^^-t^js. 0n-nii:>-nc< "P/^T T r1r\-r»Tair» r»lacc A. tm-ncnrirfctirfcTi "fflctftT rPOU4F3^- mRN^A 
JnLOmO sapiens r vJU OOmain, Olaoo t, UallaUlipULUi j.aVi«i\7X v^x v-^w-rx xAJA-^-L-ix »- 


NM 000307 


ur^«^/^ oot-kii3«-io POTT r1rfcTY-»Qin olacc tranQorintinn fafitor 4 <^POU3F4^ ITlRNA 

nomo sapiens r\j\j oomam, ciobb uaii&uiipuvjxi ia^iv^i -ry, xau.>j.^x ». 


NM 002699 


Homo sapiens POU domain, class 3, transcription factor 1 (POU3F1), mRNA 


NM 002697 


Homo sapiens POU domain, class 2, transcription factor 1 (POU2F1), mRNA 


NM_000306 


Homo sapiens r\j\j domam, ciass i, transcnpuon lacior i ^jtili, gruwui iiuiiiiwi^ 
factor 1) (POUIFI), mRNA 


NM 000446 


Homo sapiens paraoxonase 1 (rUiN i j, mKJNA 


NM_000939 


Homo sapiens proopiomeianocortm v,aarenocomcoiropin/ oeui-iipuuupiii/ aipua 
melanocyte stimulating hormone/ beta-melanocyte stimulating hormone/ beta- 
endorphm) (rUMC), mKJNA 


NM_002693 


Homo sapiens polymerase ^ujn A uirecieaj, gamma yrKJu^j)^ Tiut.ic<ir gene 
encoding mitocnononai proiem, mxsJN/\ 


1 NM ouzoyz 


xlomo sapiens polymerase \^j-/in/\ iiixcuicu^, cp&iiuii ^ \r\ji^M^^j^ lixivx^-t v 


NM_002oyi 


xj^««^^ -ni^i-trvvtof /T^"M A H-i'r<»nt<»/l^ Hplfs* 1 f» 51 tsi 1 vti c <»iihiinit ri^SlcD^ 
Homo sapiens polymerase ^uin/^ uirccicu^, uciia i, i^aunyii^ ou.l/i*h*i. y^x— i/«vj-/^y 

^^r^vJl^l^l mivLNA 


NM 002690 


Homo saoiens oolvmerase (DNA directed), beta (POLB), mRNA 


NM 003967 


Homo sapiens putative neurotransmitter receptor (PNR), mRNA 


NM 002686 


Homo sapiens phenylethanolamine N-methyltransferase (PNMT), mRNA 


1 NM 002677 


Homo sapiens peripheral myelin protein 2 (PMP2), mRNA 


[NM 000304 


Homo sapiens peripheral myelin protein 22 (PMP22), mRNA 


NM 002676 


Homo sapiens phosphomannomutase 1 (PMMl), mRNA 
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NM UUzo/4 


trr\r«r» cQr»if»nQ T^ro-mplflniTi-coTicentratiiiff hOTlllone fPMCH), itiRNA 1 


TvnvyT C\C\'^(\fSi i 
lNJVl_UUZOOo 1 


Hnmn <ianiens oroteolioid Drotein 2 fcolonic epitheliuni-enriched) (PLP2), 
mRNA J 




Homo saoiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine 
hydroxylase) 2 (PLOD2), mRNA J 


rNlYL UUZUU / 1 


Womr\ Qnr^iftns nViosnholamban fPLNi. mRNA 1 


Tsjiv/f 009 ^^f^ 


TTomo saniens perilipin (T^T^TN), mRNA 1 


rsivi uuzooj 1 


Wnmn Qonipnc; r>lpsmi"nopf?n-lilce fPLGL), mRNA 1 


NM 000301 1 


Homo sapiens plasminogen (PLG), mRNA 1 


XTTVyf nnoAA^ 1 
JNiVL^UUUH^tJ j 


Hnmn Qam'enq nlectin 1 intermediate filament binding protein, 500kD (PLECl), 
mRNA 


XTM" 009/%/^^ 
JNIVI 1 


WnTTin ^nnieiT? nhosnholioase D2 (PLD2V mRNA 


XTN/T 009/^f^9 
iNiVl UU-iV)0^ ] 


Homo cianiens nbosnholip^se HI . phophatidylcholine-specific (PLDl), mRNA 1 


IN iYL_UU^ OO 1 1 


Homo «;aniens nhosnholiDase gamma 2 (phosphatidylinositol-specific) 
rPT CG?^ ml^TsTA 


xnvyf 009^>/^0 


Homo ^aniens nhosnholinase C. gamma 1 (formerly subtype 148) (PLCGl), 
mRNA 


NM 000933 


Homo sapiens phospholipase C. beta 4 (PLCB4'). mRNA 


XTN/1 OOO^^Q 
INiVl UvZOjI' 


1 trnmrt corii«>nc nlnQminrtaf^n nr-.tivator. Urokinase receptor (PLAUR), mRNA 1 


NM 002658 


Homo sapiens plasminogen activator, urokinase (PLAU), mRNA 1 


NM OUzoj!) 


1 XJ/-kt-Mrt eo-nii«»-nc T\l^'ir\Tnr»rr*Viir' flHpnOTTia fffine 1 (^PLAGl ). mRNA. 1 

1 xiomo sapiens piciuniurpiiiL* audiv/jLiia. ^t^iiv./ x \x j-^j. ».vj ^ j^**-*--*-^ ^-^ — i 


JNJVl uuuyzv 


1 TJi-\r¥-»/^ eor*if>nc riViricnbolinn^iP A9 PTOim V rPLA^GS), mRNA 1 


NM 003706 


Homo sapiens phospholipase A2, group IVC (cytosohc, calcium-mdependent) j 
(PLA2G4C), mRNA 


NM_000300 


Homo sapiens phospholipase A2, group HA (platelets, synovial fluid) | 
1 (PLA2G2A), nuclear gene encoding mitochondrial protein, mRNA 


NM 003561 


Homo sapiens phospholipase A2, group X (PLA2G10), mRNA 


NM 002654 


Homo sapiens pyruvate kinase, muscle (PKM2), mRNA 



NM 003691 



NM 000296 



Homo sapiens polycystic kidney disease 1 (autosomal dominant) (PKDl), 
mRNA 



NM 003607 



Homo sapiens Ser-Thr protein kinase related to the myotonic dystrophy protein 
kinase (PK428), mRNA 



NM_003678 Homo sapiens gene from NF2/meningioma region of 22ql2 (PK1.3), mRNA 

NM 000325 I Homo sapiens paired-like homeodomain transcription factor 2 (PITX2), mRNA 
NM 002653 | Homo sapiens paired-like homeodomain transcription factor 1 (PI TXl), mRNA 



NM 002652 | Homo sapiens prolactin-induced protein (PIP), mRNA 

.11.1. .. . ..I ■ I— ■ \ " ' _ T"! . m . -m « M ^ i • 



NM_003558 Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type I, beta 

(PIPSKIB), mRNA 



NM 003557 



NM 003746 



NM 002648 



NM 002651 



NM 002643 



MM 002642 



NM 002638 



NM 000294 



NM 000293 



Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type I, alpha 

(PIP5K1A), mRNA 



Homo sapiens dynein, cytoplasmic, light polypeptide (PIN), mRNA 



Homo sapiens pim-1 oncogene (PIMl), mRNA 



Homo sapiens phosphatidylinositol 4-kinase, catalytic, beta polypeptide 
(PIK4CB), mRNA 



Homo sapiens phosphatidylinositol glycan, class F (PIGF), mRNA 



Homo sapiens phosphatidylinositol glycan, class C (PIGC), mRNA 



Homo sapiens protease inhibitor 3, skin-derived (SKALP) (PI3), mRNA 



Homo sapiens phosphorylase kinase, gamma 2 (testis) (PHKG2), mRNA 
Homo sapiens phosphorylase kinase, beta (PHKB), mRNA 



NM 000292 



NM 002637 



Homo sapiens phosphorylase kinase, alpha 2 (liver) (PHKA2), mRNA 
Homo sapiens phosphorylase kinase, alpha 1 (muscle) (PHKAl), mRNA 
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Niyi_uuuy/o 1 




JNiVl yjVZODJ 




XT\>T AAAOOI I 

JNJVI uuuzyi 


JGLOiTIO Sapiens pilv/Spjfivlgijrli/CirttlC JvUMiow i, vjx^Ayj xixx-va-^x 




iTrimrk eo-nif^nc nlaoRTitsil oTAwtVi far^trir va^culaT endothclial fiTOwth &ctor-rcl£itc(l 

JdOTHO Sapiens piaOClllal ^IVJWUI i.awtvii) vaovixioi wi**Awi-i*wx*»»* ^mw^ws 
wAti^in /'PnP^ m'RTNJA 


1 JNJVI UUZO J 1 1 


XJr\*v\f\ co-nif^nc r^lincr^ViAcyliip Anafp HpVivfiropenase rPGDi. niRNA 

JtiOlIlO Sapiens pnUSpilvgll-iwLHiaiw uwiijr»xnjgwiiak>^ ^~'-'-^J9 ^* • 


NM 002630 


Homo sapiens progastricsin (pepsinogen C) (PGC), mRNA 


1 JNJVI UUUZyU 


xTOmo Sapiens pnospnogiyccraic muiaoc ^ ^niuoL/it.^ vj/^j-rA^y, xau^-^x^, 


1 JNJVI yJVZoZy \ 


TJrvrMrt eoTvi<a"no -rvVinc-nVi AfTl'v/f*f»rat#» Tniifj^^P 1 n*JTa'in^ rPCrA^^l mRNA 
XXOmO SapiCnb pillJopiUJ^iy^eiaie mu-Ladt i yvjia-tiij \x vj-^vx^a -»•/> x***-^ i* » 


1 XTTV A AAAOOQ 1 

1 JNJM UUUZoy 


XJ/^.wirx oo-n-i^-nc' T\VirvoT\Vio'fi*nr*f rtVlTICICf* TnilQP.lp ^T^T^TCK^I TTlR_N.A 

XlOmO Sapiens pnOSpnouui^UUlvJllaoCj iiiuov./iC' x xvavx/j xixi.^-f*^ 


1 XTTV/f AAO/^0#!^ ! 

1 JNiVl UUZozo 


jiomo sapiens pnuspnoiriivLtiKiiiaoe, iivci ^xxxxj^y, iixixx^.". 


I XTTVyf AAO#iO< 1 

JN JVl__UUZOZ J 


UrhTVl/^ coni^nc A.nVir\cT>Hrh-fTiiptA-9-1nnaQe/fructrise-2 6-l)inllOSDliatase 1 

XxOmO Sapiens 0"pnUSpili^XlUwuW ivxiiaowxiixv/i-vpov* vij^x*v»^»»»*»**ww * 

^p■p^^FR1^ mi^TsiA 


1 JNIVL UUZOZ 1 1 


TTrk-mrv canip-nc "nrAr^pr^liTi ftic.iar conrnlement rPFCV mlvNA 


1 JNJVI UUZOZU 1 


T^/-»TTtr» c'irki«aric r^lafplpf fnrtnr J. variflnt 1 rPF4Vl^ mRNA 
XlOniO sapiens piaieiCl lavLUI *t vaiiaiit X V-"--*- ■••y* iiix'vx'^i^ 


1 xTA.yr nno^io 1 

1 JNiVl \J\J ZOly 1 


TTrxmrt co-ni^nc rtlsitpl^f 'f'anfc%T /L fT^T*/V\ TTlR'N^A 1 
XlOmO Sapiens pialCiei laOlUl *t \±ir*rjy iixivi^/T. i 


NM 000288 


Homo sapiens peroxisomal biogenesis factor 7 (PEX7), mRNA 1 


1 xnvvr AAAOC? 1 


xiomo sapiens peroxisomal oiogencsis lawnji u \x x^yvv^, lixivx-^r^ i 


1 XTTV>r AAO^IA 1 

NJVl OOioiU 


riomo sapiens peroxisomal Diogenesis lauiux -> yr Edj\^j9 iixivx^.r^ j 


1 NM 000466 1 


Homo sapiens peroxisome biogenesis factor 1 (PEXl), mRNA 1 


NJVL OUzolo 


riomo sapiens peroxisome oiogenesis lacior 13 \riz>^Lj nxivi^i^ 1 


NM_000442 


Momo sapiens piaieiei/enQOuieiiai ceii aanesion muicouic \ 1 aiitigt-n^ 1 

(^r JiV^/vM 1 J, mJxlN A 


1 XTTV if AAO^l A 1 

NJVL_UU2ol4 


Jtiomo sapiens Jri^z* oomam coniaimng i yrxjzjr%.i)f iiuxiNr^ i 


NM_0U347/ 


xiomo sapiens x yruvare Qenyorogenabc c^umpicA, npuyf^uiiLanixiig v^vjixipvixv/xAv ■ 
j^y x^^-Dinaing proiein ysruj^k huvln/x 


1 JNJVI UU/Oi3 


'V[r\rr\r\ cQ-n-i^nc r%1-ir\cr»Vir\'irirtcitiHp HpnpTiHpnt nTotein lcina.se-1 fPOPKl^. ITlRNA t 
: xiomo sapiens j^pnuspuuinusiLivxe ucpdiviwuL pjtwk^ux Ajxxaow j. a-^-i ^-wiy, aau--^^ i^*. ■ 


NM 002612 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 4 (PDK4), mRNA 1 


1 XTA A AAAQO^ 

1 JNiVl uuuyzD 


I ijLomo sapiens pyruvaic LLcnytirugciiaoc \^iiptjaiiiiuw^ uw'ta x-^xxx-»yj AiiA-viii*. ■ 


NM 000284 


Homo sapiens pyruvate dehydrogenase (lipoamide) alpha 1 (PDHAl), mRNA 1 


1 XTTV yf AAAAO A 

NM UUUyz4 


1 TT MAM-iAMci vx1^/<kC!i-t>kVtrk/l'«oc)-f-<»r4c^ m /^alm/MHiilin.Hp'nPlirlP'n'f rPOKilT^i thR^IA. 1 

1 Jtiomo sapiens pnospnoGiesierase ujy cairnoiiuiiii-ucpciivxeiiL ^x ±^m^ lujy ixxivx-^-*^ i 


1 NM UUZoUO 


j xiomo sapiens pnospnouicsierase yjx yjrjLjiZiZfjtxj, iiuxj-n^ i 


1 XTTV if A AO AO 

NM_UU2oU/ 


xiomo sapiens pnospnouiesierase oo, uvjiVLr-spcwiiiu, luu., ^aixuna x^x_#vxjy, i 


JNJVl_UUZoUl 


1 Xiomo sapiens pnospnotiiesicrase oi^, u^ivix -opcii^ixiU} luu, u.«^xLa ^x j-^x^wj-^y, ■ 

mPTSJA 


1 "KFA/T nnnooi 

1 JNlVi UUUi^Z i 


Womrv carMp'nc nfiAQr»VinHip<:tprn<5p A rOlvrP -inhibited rPDE3A\ mRNA 1 


iNiVl UUZ*)!7 0 


WrvmA C5ir»ipnc ■nrooTflmmpH rpll Hpath 1 fPT^ClT)2^ mRNA 1 


1 rNivi uuzjSf** 


1 XJr»rY\rv corki^nc nrri'nrA't'pin PAnvPT+5lQP Qilbtill^iTl/lceXlll tVDC 2 (x CSK2l. mR^NA 1 


NM 002592 


Homo sapiens proliferating cell nuclear antigen (PCNA), mRNA 1 


1 XTTV/f AAO^OI 
I JNiVl UUZjyi 


1 Ui^rvirt coT-^-i/anc r*Vir*cr*ViAPn Aln\/n i"v/5»tp f*nrViAwWina^P 1 Tsolublei (PdCl K mRNA. 1 
1 xiomo sapiens pillJopilVJCllLlipyiU.Val.C' U*JA,jr Jvlliao*-' X yovrxfcxi-Fxvy n^a^x^j xxxa-vx ^-^ i 


1 NJVl UUzOoO 


] xiomo sapiens pre—x5~^jcii icuivdiiia uaxisL/ripuuxi LcL\^t\ji ^ \x x^^^^^fy ixxxvx^.tx i 


1 XTTV/f AA'XQ^ 
1 JNIVL UUzDoD 


1 TJ/-\-»-»-»r\ oofft'io'nc rxf^-R-r*^!! l^Tilr^mid trancrtMn'ri AH 'fiaf^tAT 1 iPBvCi 1 mRN^A. 1 

1 xiomo sapiens pre"jD"wcii icLuvciiiia uaiisi/ripuv^ii xa\/tvx x yx x-p^i-x/, xnxxx-^.^^ ■ 


1 JNJVI UUZ^OJ 


1 xiomo sapiens JTIvIv^, apopiUSlS, W l icguiaiui \x: r\.y\ x^j^ hixnj^^j v i 


XM JVi__U UZ D oZ 


1 XI/-\*-Mi-* coT^iis-no -riol-v/^ A ^-.c■npr»i fi r* TiV^Annr*! pa QP ^HpaHptlvlatlOTl nUClcaSe^ fPARN). 
Xiomo sapiens pOiy^/x^-SpCullH/ liUUltliOlCabe ^LlcaiXdijrianvxx xxu\yxwsxi3v/^ x^a.'\j.'«/5 

_^T) XT A 


NM 003631 


1 Homo sar>iens nolv f ADP-ribose'^ elvcohvdrolase (PARG), mRNA 


NM 002580 


1 Homo sapiens pancreatitis-associated protein (PAP), mRNA 


NM 000919 


Homo sapiens peptidylglycine alpha-amidating monooxygenase (PAM), mRNA 


NM 002578 


Homo sapiens p21 (CDKNl A)-activated kinase 3 (PAK3), mRNA 


NM_002574 


1 Homo sapiens peroxiredoxin 1 (PRDXl), mRNA 


1 NM 002573 


1 Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, gamma 
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NM 002572 



MM 002571 



NM_002569 



subunit (29kD) (PAFAH1B3'). mKNA 



Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, beta subunit 
(30kD) (PAFAH1B2). mRNA 



NM 002570 



NM 003900 



NM 000918 



v ^-^^^ / — — — — — — — ' ~ 

Homo sapiens progestagen-associated endometrial protein (placental protein 14, 
pregnancy-associated endometrial alpha-2-globulin, alpha uterine protein) 
(PAEP), mRNA 



Homo sapiens paired basic amino acid cleaving enzyme (furin, membrane 
associated receptor protein) (PACE), mRNA 



Homo sapiens paired basic amino acid cleaving system 4 (PACE4), mRNA 



Homo sapiens sequestosome 1 (SQSTMl), mRNA 



Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hydroxylase), beta polypeptide (protein disulfide isomerasej thyroid hormone 
binding protein p55) (P4HB), mRNA 



NM_000917 Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 

hydroxylase), alpha polypeptide I (P4HA1), mRNA 

NM_002565 Homo sapiens pyrimidinergic receptor P2 Y, G-protein coupled, 4 (P2RY4), 

mRNA 



NM 002564 I Homo sapi ens purinergic receptor P2Y, G-protein coupled, 2 (P2RY2) , niRNA 

^ , \^rz : : ~ x^^^^t ^ i«j i i /TJOt> VI 1 ^ 



NmI002566 Homo sapiens purinergic receptor P2Y, G-protein coupled, 1 1 ^2RY1 1), 

mRNA 



NM_002562 Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 7 (P2RX7), 

mRNA 



NM_002561 



Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 5 (P2RX5), 
mRNA 



NM_002560 Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 4 (P2RX4), 

mRNA 



NM_002559 Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 3 (P2RX3), 

mRNA 



NM 002556 Homo sapiens oxystcrol binding protein (OSBP), mRNA 



NM 000608 Homo sapiens orosomucoid 2 (ORM2), mRNA 



NM_003696 Homo sapiens olfactory receptor, family 6, subfamily A, member 1 (OR6A1), 

mRNA 



NM_002550 Homo sapiens olfactory receptor, family 3, subfamily A, member 1 (OR3A1), 

mRNA ^ 

NM 002548 | Homo sapiens olfactory receptor, family 1, subfamily D, member 2 (OR1D2), 

mRNA 



NM 000914 Homo sapiens opioid receptor, mu 1 (OPRMl), mRNA 
NM 000912 Homo sapiens opioid receptor, kappa 1 (OPRKl), mRNA 
NM 000911 I Homo sapiens opioid receptor, delta 1 (OPRDl), mRNA 



NM 002544 Homo sapiens oligodendrocyte myelin glycoprotein (OMG),^nRNA 

NM_002543 Homo sapiens oxidised low density lipoprotein (lectin-like) receptor 1 (OLRl), 

mRNA 

NM 003485 | Homo sapiens G protein-coupled receptor 68 (GPR68), mRNA 



NM 002540 Homo sapiens outer dense fibre of sperm tails 2 (ODF2), mRNA 
NM 002533 | Homo sapiens nuclear VCP-like (NVL), mRNA 



NM 002531 Homo sapiens neurotensin receptor 1 (high affinity) (NTSRl), mRNA 



NM 002530 Homo sapiens neurotrophic tyrosine kinase, receptor, type 3 (NTRK3), mRNA 



NM_002526 Homo sapiens 5' nucleotidase (CD73) (NT5), mRNA ^ 

NM_003580 Homo sapiens neutral sphingomyelinase (N-SMase) activation associated factor 

(NSMAF), mRNA 



NMJ003633 Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENCl), 

mRNA 
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NM 003872 



(NRP2), 



NM 003873 



(NRPl), 



NM 003489 



NM 002525 



:ting protein 1 (NRIPl), mK 

Homo sapiens nardilysin flSf-arginine dibasic convertase) (NRDl)^ 



NM_00Q90S I Homo sapiens neuropeptide Y (NPY), mRNA 



NM 000910 I Homo sapiens neuropeptide Y receptor Y2 (NPY2R), mRNA 



NM 000909 I Homo sapiens neuropeptide Y receptor Yl Q^YIR), mRNA 



NM 002522 
NM 000908 



(NPTXl), 



NM 000906 



Homo sapiens natriuretic peptide receptor C/guanylate cyclase C (atrionatriuretic 

>cptide receptor C) (NPR3). mRNA 

Homo sapiens natriuretic peptide receptor A/guanylate cyclase A (atrionatriuretic 
peptide receptor A) (NPRl), mRNA 



NM 002521 I Homo sapiens natriuretic peptide precursor B (NPPB)> mRNA 



NM 002519 



NM 002518 



Homo sapiens nuclear protein, ataxia-telangiectasia locus (NPAT), mRNA 
Homo sapiens neuronal PAS domain protein 2 (NPAS2), mRNA 



NM~0Q2517 Homo sapiens neuronal PAS domain protein 1 (NPASl), mRNA 



NM 002514 



NM 003787 



Homo sapiens nephroblastoma overexpressed gene (NOV), mRNA 
Homo sapiens nucleolar protein 4 CNOL4), mRNA 



NM~003946 Homo sapiens nucleolar protein 3 (apoptosis repressor with CARD domain) 



1 fNOL3V mRNA 


NM_003551 


Homo sapiens non-metastatic cells 5, protein expressed in (nucleoside- 
diphosphate kinase) (NME5), mRNA 


NM 002513 


Homo sapiens non-metastatic cells 3, protein expressed in (NME3), naRNA 


NM_002512 


Homo sapiens non-metastatic cells 2, protein (NM23B) expressed in (NME2), 1 
nuclear eene encoding mitochondrial protein, mRNA 


NM 002511 


Homo sapiens neuromedin B receptor (NMBR), mRNA 


NM 002510 


Homo sapiens glycoprotein (transmembrane) nmb (GPNMB), mRNA 


NM_003954 


Homo sapiens mitogen-activated protein kinase kinase kinase 14 (MAP3K14), 1 
mRNA 


NM 002508 


Homo sapiens nidogen (enactin) (NBD), mRNA 1 


NM_002507 


Homo sapiens nerve growth factor receptor (TNFR superfanuly, member 16) 
(NGFR), mRNA 


NM 002506 


Homo sapiens nerve growth factor, beta polypeptide (NGFB), niRNA 


NM_002503 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer m B-cells j 
inhibitor, beta (NFKBIB), mRNA 


NM_002502 


Homo sapiens nuclear factor of kappa Ught polypeptide gene enhancer m B-cells 1 
2 (p49/pl00) (NFKB2), mRNA 


NM_002501 


, Homo sapiens nuclear factor I/X (CCAAT-binding transcription factor) (NFDC), 1 
' mRNA 


NM 002500 


Homo sapiens neurogenic differentiation 1 (NEURODl), mRNA 1 


NM 002497 


Homo sapiens NDVLA (never in mitosis gene a)-related kinase 2 (NEK2), mRNA 1 


NM_002496 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protem 8 (23kD) 1 
(NADH-coenzyme Q reductase) (NDUFS8), mRNA 


NM_002495 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protem 4 (1 8kD) 1 
(NADH-coenzyme Q reductase) (NDUFS4), mRNA 


NM_002494 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 1 
(6kD, KJFYI) (NDUFCl), mRNA 


NM_002490 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 6 
(14kD, B14) (NDUFA6), mRNA 


NM_002488 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 2 (8kD, 
B8) (NDUFA2), mRNA 


NM 003635 


1 Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 2 
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(NDST2), mRNA 


NM 001543 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 1 
(NDSTl), mRNA 


NM 003581 


Homo sapiens NCK adaptor protein 2 (NCK2), mRNA 


NM 002486 


Homo sapiens nuclear cap binding protein subunit 1. 80kD (NCBPl), mRNA 


NM 002483 


Homo saniens carcinoembryonic antigen-related cell adhesion molecule 6 (non- 

snecific cross reactine antieen") fCEACAM6), mRNA 


NM 000662 


Homo sapiens N-acetyltransferase 1 (arylamine N-acetyltransferase) (NATl), 
mRNA 


NM_000263 


Homo sapiens N-acetylglucosaminidase, alpha- (Sanfilippo disease UltJJ 
fNAGLLD, mRNA 


NM 003871 


Homo sapiens myelin transcription factor 2 (MYT2), mRNA 


NM 003803 


Homo sapiens myomesin 1 (skelemin) (185kD) (MYOMl), mRNA 


NM 002479 


Homo sapiens myogenin (myogenic factor 4) (MYOG), mRNA 


NM 002472 


Homo sapiens myosin, heavy polypeptide 8, skeletal muscle, perinatal (MYH8), 
mRNA 


NM 002469 


Homo sapiens myogenic factor 6 (herculin) (MYF6), mRNA 


NM 002468 


Homo sapiens myeloid differentiation primary response gene (88) (MYD88), 
mRNA 


NM 002460 

X ^x«^ xy^ ¥ x^ \^ 


Homo sapiens interferon regulatory factor 4 (IRF4), mRNA 


NM 002457 


Homo sapiens mucin 2, intestinal/tracheal (MUC2), mRNA 


NM 00''456 


TTnmn saniens mucin 1. transmembrane (MUCH, mRNA 


NM 002455 


TTnmn saniens metaxin 1 (TVITXIV mRNA 


NM_002453 


Homo sapiens mitochondrial translational initiation factor 2 (MTIF2), nuclear 
pene encoding mitochondrial nrotein. mRNA 


NM_002452 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 1 

rNrrmTi) mRNA 


NM 00''450 


Homo saniens metallothionein IL (MTIL), mRNA 


NM 002447 


Homo sapiens macrophage stimulating 1 receptor (c-met-related tyrosine kinase) 
nVISTlRV mRNA 


NM_002446 


Homo sapiens mitogen-activated protein kinase kinase kinase 10 (MAP3K10), 
mRNA 


NM 002445 


Homo sapiens macrophage scavenger receptor 1 (MSRl), mRNA 


NM 002444 


Homo saniens moesin TMSNi. mRNA 


NM 003879 


Homo sapiens CASP8 and FADD-like apoptosis regulator (CFLAR), mRNA 


NM 000530 


Homo saniens mvelin protein zero (Charcot-Marie-Tooth neuropathy IB) 
rMPZ^. mRNA 


NM 002437 


Homo sapiens MpV17 transgene, murine homolog, glomerulosclerosis 
(MPV17),mRNA 


NM_001932 


Homo sapiens membrane protein, palmitoylated 3 (MAGUK p55 subfamily 
member 3) (MPP3), mRNA 


NM 002435 


Homo sapiens maxmose phosphate isomerase (MPD, mRNA 


NM 002434 


Homo sapiens N-methylpurine-DNA glycosylase (MPG), mRNA 


NM 003829 


Homo sapiens multiple PDZ domain protein (MPDZ), niRNA 


NM 003824 


Homo sapiens Fas (TNFRSF6)-associated via death domain (FADD), mRNA 


NM 002432 


Homo sapiens myeloid cell nuclear differentiation antigen (MNDA), mRNA 


NM 002431 


Homo sapiens menage a trois 1 (CAK assembly factor) (MNATl), mRNA 


NM_002430 


Homo sapiens meningioma (disrupted in balanced translocation) 1 (MNl), 
mRNA 


NM_000901 


Homo sapiens nuclear receptor subfamily 3, group C, member 2 (NR3C2), 
mRNA 


NM 003482 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia 2 (MLL2), mRNA 
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NM_002419 1 


Homo sapiens mitogen-activated protein kinase kinase kinase 1 1 (MAP3K1 1), 

"VTA 

mRNA 


NM_002417 


Homo sapiens antigen identified by monoclonal antibody Ki-67 (MKI67), 1 
mRNA 


NM 002416 


Homo sapiens monokine induced by gamma interferon (MIG), mRNA 


NM_002415 


Homo sapiens macrophage migration inhibitory factor (glycosylation-inhibiting 1 
factor) (MEF), mRNA 


NM 002413 
NM 000900 


Homo sapiens microsomal glutathione S-transferase 2 (MGST2), mRNA 1 
Homo sapiens matrix Gla protein (MGP), mRNA 


NM 002412 1 Homo sapiens O-6-methvlRuanine-DNA methyltransferase (MGMT), mRNA 


NM 002407 


Homo sapiens mammaglobin 2 (MGB2), mRNA 


NM 002411 


Homo sapiens mammaglobin 1 (MGBl), mRNA 1 


NM_002397 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide C 1 
(myocyte enhancer factor 2C) (MEF2C), mRNA 


NM_002391 


Homo sapiens midkine (neurite growth-promoting factor 2) (MDK), mRNA 


NM 002387 


Homo sapiens mutated m colorectal cancers (MCC), mRNA 


NM_000529 


Homo sapiens melanocortin 2 receptor (adrenocorticotropic noiinone) (.MUzK), 
mRNA 


NM_002386 


Homo sapiens melanocortm 1 receptor (alpha melanocyte stimulating hormone 
receptor) (MC 1 R), mRNA 


NM 002385 


Homo sapiens myelm basic protein (MBP), mRNA 


NM 002382 


Homo sapiens MAX protein (MAX), mRNA 


NM 002378 


Homo sapiens megakaryocyte-associated tyrosine kinase (MAIK), mRNA 


NM 002376 ' 


Homo sapiens MAP/microtubule affinity-regulating kinase 3 (MARK3), mRNA 


NM_000898 


Homo sapiens monoamine oxidase B (MAOB), nuclear gene encoding j 
mitochondrial protein, mRNA 


NM 003480 


j Homo sapiens Microfibnl-associated glycoprotem-2 (MAGP2), mRNA 


NM 002367 


Homo sapiens melanoma antigen, family B, 4 (MAGEB4), mRNA 


NM 002365 


1 Homo sapiens melanoma antigen, family B, 3 (MAGEB3), mRNA 


NM 002364 


Homo sapiens melanoma antigen, family B, 2 (MAGEBz), mRNA 


NM 002363 


1 Homo sapiens melanoma antigen, family B, 1 (MAGEBl), niRNA 1 


NM 002362 


Homo sapiens melanoma antigen, family A, 4 (MAGEA4), mRNA 


NM 003682 


Homo sapiens MAP-kmase activating death domain (MADD), mRNA 


NM 002357 


Homo sapiens MAX dimerization protein (MAD), mRNA 


NM_002350 


Homo sapiens v-yes-1 Yamaguchi sarcoma viral related oncogene nomolog 
(LYN), mRNA 


NM 002349 


1 Homo sapiens lympnocyte antigen (JLY /dj, mKiNA 


NM 002347 


Homo sapiens lymphocyte antigen 6 complex, locus H (LY6H), mRNA 


NM 002346 


Homo sapiens lymphocyte antigen 6 complex, locus E (LY6E), mRNA 


NM 002345 


Homo sapiens lumican (LUM), mRNA 


NM 002344 


Homo sapiens leukocyte tyrosine kinase (LTK), mRNA 


NM 002343 


Homo sapiens lactotransfenin (LTF), mRNA 


NM 000897 


Homo sapiens leukotriene C4 synthase (LTC4S), mRNA 


NM_003573 


Homo sapiens latent transforming growth factor beta binding protein 4 (LTBP4), 
mRNA 


NM_000752 


Homo sapiens leukotriene b4 receptor (chemokine receptor-like 1) (LTB4R), 
mRNA 


NM 000895 


Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA 


NM_002340 


Homo sapiens lanosterol synthase (2,3-oxidosqualene-lanosterol cyclase) (LSS), 
mRNA 


NM 002338 


Homo sapiens limbic system-associated membrane protein (LSAMP), mRNA 


NM 002337 


Homo sapiens low density lipoprotein-related protein-associated protein 1 
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NM 002336 



NM 002319 



NM 002317 



NM 002316 



(alpha-2-macroglobulin receptor-associated protein 1) (LRPAPl), mRNA 



Homo sapiens low density lipoprotein receptor-related protein 6 (LRP6 ). mKNA 



Homo sapiens leucine-rich neuronal protein (LRN). mRNA 



NM 002315 



NM 002312 



NM 002306 



NM 002303 



NM 002302 



NM 001290 



NM 003893 



NM 002299 



Homo sapiens lysyl oxidase (LOX). mRNA 

Homo sapiens LIM homeobox transcription factor 1, beta (LMXIB), mRNA 



Homo sapiens LIM domain only 1 (rhombotin 1) (LMOl). mRNA 



Homo sapiens ligase IV. DNA, ATP-dependent aiG4). mRNA 



Homo sapiens lectin, galactoside-binding, soluble, 3 (galectin 3) (LGALS3), 
mRNA - 



Homo sapiens leptin receptor (LEPR), mRNA 



Homo sapiens leukocyte cell-derived chemotaxin 2 (LECT2), mRNA 



Homo sapiens LIM domain binding 2 (LDB2), mRNA 



NM 002297 



NM 002296 



NM 002291 



NM 002289 



NM 002273 



NM 002276 



Homo sapiens LIM domain binding 1 (LDBl"). mRNA 
Homo sapiens lactase (LCT), mRNA 



Homo sapiens lipocalin 1 (protein migrating faster than albumin, tear 
prealbumin) (LCNl). mRNA 



Homo sapiens lamin B receptor (LBR), mRNA 



Homo sapiens laminin. beta 1 (LAMBl), mRNA 



Homo sapiens lactalbumin, alpha- (LALBA), mRNA 



Homo sapiens keratin 8 (KRT8), mRNA 



Homo sapiens keratin 19 (KRT19), mRNA 



NM 002275 



Homo sapiens keratin 15 (KRT15), mRNA 



NM 002274 



Homo sapiens keratin 13 (KR.T13). mRNA 



NM 002265 



Homo sapiens karyopherin (importin) beta 1 (KPNBl), mRNA 



NM 002267 



Homo sapiens karyopherin alpha 3 (importin alpha 4) (KPNA3), mRNA 



NM 002266 



Homo sapiens karyopherin alpha 2 (RAG cohort 1, importin alpha 1) (KPNA2), 
mRNA 



NM 000893 



Homo sapiens kininogen (KNG), mRNA 



NM 003679 



NM 002258 



NM 002257 



NM 002256 



NM 002255 



NM 002254 



NM 003958 



NM 003685 



NM 002252 



NM 002250 



NM 002249 



NM 002247 



NM 002244 



NM 002240 



Homo sapiens kynurenine 3-monooxygenase (kynurenine 3-hydroxylase) 
(KMO). mRNA 



Homo sapiens killer cell lectin-like receptor subfamily B, member 1 (KLRBl), 
niRNA 



Homo sapiens kallikrein 1, renal/pancreas/salivary (KLKl). mRNA 



Homo sapiens KiSS-1 metastasis-suppressor (KISSl). mRNA 



Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail. 4 (KIR2DL4). laRNA 



Homo sapiens kinesin family member 3C (KIF3C), mRNA 



(RNF8Y 



Homo sapiens KH-type splicing regulatory protein ^USE binding protein 2) 
aCHSRP). mRNA 



Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, 

member 3 (KCNS3). mRNA 



Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 4 (KCNN4), mRNA 



Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 3 (KCNNS), mRNA 



Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M. alpha member 1 (KCNMAl), mRNA 



Homo sapiens potassium inwardly-rectifying channel, subfamily J, inhibitor 1 
(KCNJNl), mRNA 



Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 6 
(KCNJ6), mRNA . 
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NM_002239 


Homo sapiens potassium mwardly-rectifymg cnamiel, subianuly J, memDer i 
(KCNJ3), mRNA 


NM_000891 


Homo sapiens potassium mwardly-rectitying channel, suoiamiiy J, memoer z 
(KCNJ2), mRNA 


NM_002241 


Homo sapiens potassium inwardly-rectiiymg cnaimel, subianuly J, memoer lu 
(KCNJIO), mRNA 


NM_002238 


Homo sapiens potassium voltage-gated channel, subianuly H (.eag-reiateaj, 
member 1 (KCNHl), mRNA 


NM_002237 


Homo sapiens potassium voltage-gated channel, subfamily Q, member 1 
(KCNGl), mRNA 


NM_002236 


Homo sapiens potassium voltage-gated channel, subfamily r, member l 
(KCNFl), mRNA 


NM_003636 


• 1* 4. ill 111^ ^ .J -J - — - T - Jr — ■ — — l^^^^^^ 

Homo sapiens potassium voltage-gated channel, shaker-related subiaimly, beta 
member 2 (KCNAB2), mRNA 


NM_003471 


Homo sapiens potassium voltage-gated channel, shaker-related subianuly, beta 
member 1 (KCNABl), mRNA 


NM_002235 


Homo sapiens potassium voltage-gated channel, shaker-related sublamily, 
member 6 (KCNA6), mRNA 


NM_002234 


Homo sapiens potassium voltage-gated channel, shaker-related subiamiiy, 

member 5 (KCNA5), mRNA 


NM_002233 


Homo sapiens potassium voltage-gated channel, shaker-related subiamuy, 
member 4 (KCNA4), mRNA 


NM_002232 


Homo sapiens potassium voltage-gated chaimel, snaker-relatea suDiamiiy, 
member 3 (KCjNAj), inKJNA 


NM 002229 


Homo sapiens lun B proto-oncogene (JUIMxJj, mKJNA 


NM 003666 


Homo sapiens basic leucine zipper nuclear lactor i i^Jriivi-ij ^ci-rZ/r ij, miviNA 


NM_002227 


Homo sapiens Janus kmase 1 (a protem tyrosine Kinase j i^j/us.ij5 mru.N/\ 


NM 003024 


Homo sapiens intersectm 1 (oH3 domam protemj Uii>iNij, nuuNA 


NM 002224 


Homo sapiens inositol 1,4,5-triphosphate receptor, type 3 (ITPR3), mRNA 


NM 002223 


Homo sapiens inositol 1,4,5-tnphosphate receptor, type / (iirK2), mKiNA 


NM_002221 


Homo sapiens inositol 1,4,5-trisphosphate 3-kinase B (llrKB), mKJNA 


NM_002220 


Homo sapiens inositol 1,4,5-tnsphosphate 3-kinase A (ITrKA), mKJNA 


NM_002219 


Homo sapiens integral membrane protem 1 (ITMl), mKNA 


NM_002218 


Homo sapiens mter-alpha (globulin) inhibitor H4 (plasma KalnKrein-sensitive 
glycoprotem) (111H4), mJKJNA 


NM 002216 


Homo sapiens inter-alpha (globulin) inhibitor, H2 polypeptide (ITIH2), mRNA 


NM_002215 


Homo sapiens mter-alpha (globulin) mnioitor, Jll poiypeptiae ^imi;, mKiN/\ 


NM 000889 


Homo sapiens integrin, beta 7 (ITGB7), mRNA 


NM 002212 


Homo sapiens mtegnn beta 4 binding protem (nCjB4Br), mKJNA 


NM 000213 


Homo sapiens integrin, beta 4 (ITGB4), mRNA 


NM_002211 


Homo sapiens mtegrin, beta 1 (fibronectin receptor, beta polypeptide, antigen 
CD29 includes MDF2, MSK12) (ITGBl), mRNA 


NM_002210 


Homo sapiens integrin, alpha V (vitronectin receptor, alpha polypeptide, antigen 
CD51) (TTGAV), mRNA 


NM_002209 


Homo sapiens mtegrm, alpha L (antigen CDl 1 A (pl80), lymphocyte nmcnon- 
associated antigen 1; alpha polypeptide) (llvjAL), mKJNA 


1 iNlVl \J\JjL^\J\> 


l-T/\Tni^ cani^rtc itrfp^oriT* JiItiVij^ V il l '(*t A 7^ TTll^T^A 

jnomtj odpicno uiic^riii, / v^iavja/ y, iiuxj.^^ 


NM_002205 


Homo sapiens integrin, alpha 5 (fibronectin receptor, alpha polypeptide) 
CITGA5), mRNA 


rNM_003749 


Homo sapiens insulin receptor substrate 2 (IRS2), mRNA 


|NM 001571 


Homo sapiens interferon regulatory factor 3 (IRF3), mRNA 


NM 002198 


Homo sapiens interferon regulatory factor 1 (IRFl), mRNA 
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WrtTTirt cnniens iriRulinoma-associated 1 flNSMl), mRNA 


KfKA 0091 OS 


Wnmn c^^niftns insuHn-Hke 4 fDlacenta) aNSL4), niRNA 


xnv/f 001 sfis 


Homo saoiens small inducible cytokine subfamily B (Cys-X-Cys), member 10 
CSCYBlO.mRNA 


NM_002192 


Homo sapiens inhibin, beta A (activin A, activin AB alpha polypeptide) 
ONHBA), mRNA 


MM 001564 


Homo sapiens inhibitor of growth family, member 1-hke (INGIL), mRNA 


MM 003669 


Homo sapiens inactivation escape 1 (INEl), mRNA 


NM[_000884 


Homo sapiens IMP (inosine monophosphate) dehydrogenase 2 (IMPDH2), 
mRNA 



NM 000883 



mRNA 



NM 001557 Homo sapiens interleukin 8 receptor, beta (IL8RB), mRNA 



NM 000634 I Homo sapiens interleukin 8 receptor, alpha (IL8RA), mRNA 
NM 002 185 Homo sapiens interleukin 7 receptor (IL7R), mRNA 



NM 000880 I Homo sapiens interleukin 7 (IL7), mRNA 

NM~002184 1 Homo sapiens interleukin 6 signal transducer (gplBO, oncostatin M receptor) 

(IL6ST), mRNA 



NM 000565 Homo sapiens interleukin 6 receptor (BL6R), mRNA 



NM_000879 I Homo sapiens interleukin 5 (colony-stimulating factor, eosinophil) (IL5), mRNA 



NM 000589 I Homo sapiens interleukin 4 (IL4), mRNA ^ 

NM 000588 I Homo sapiens interleukin 3 (colony-stimulating factor^ multiple) (IL3), mRNA 



NM 000878 Homo sapiens interleukin 2 receptor, beta (IL2RB), mRNA 



NM 003854 | Homo sapiens interleukin 1 receptor-like 2 (IL1RL2), mRNA 

^ 1 m. ^ ^ m ^ _J_ M t M ■ I * J 



NM 002182 Homo sapiens interleukin 1 receptor accessory protein (ILIRAP), mRNA 

NM 000877 Homo sapiens interleukin 1 receptor, type I (ILIRI), mRNA 

NM 003853 j Homo sapiens interleukin 18 receptor accessory protein (IL18RA P), mRNA 



NM 003855 Homo sapiens interleukin 18 receptor 1 (IL18R1), mRNA 
NM_001562 Homo sapiens interleukin 18 (interferon-gamma>inducing facto r) (IL18), mRNA 
NM 002190 1 Homo sapiens interleukin 17 (cytotoxic T-lymphocyte-associated serine esterase 

8)(IL17),mRNA 



NM 002189 Homo sapiens interleukin 15 receptor, alpha (DLISRA), mRNA 
NM 002188 Homo sapiens interleukin 13 (IL13), mRNA 



NM^001559 Homo sapiens interleukin 12 receptor, beta 2 (IL12RB2), mRNA 

NM 002187 I Homo sapiens interleukin 12B (natural killer cell stimulatory factor 2, cytotoxic 

lymphocyte maturation factor 2, p40) (IL12B), mRNA 



NM_000882 Homo sapiens interleukin 12 A (natural killer cell stimulatory factor 1, cytotoxic 

lymphocyte maturation factor 1, p35) (IL12A), mRNA 



NM_000628 Homo sapiens interleukin 10 receptor, beta (ILIORB), mRNA 



NmI001558 Homo sapiens interleukin 10 receptor, alpha (ILIORA), mRNA 

NmI003639 I Homo sapiens inhibitor of kappa light polypeptide gene enhancer in B-cells, 

kinase gamma (IKBKG), mRNA 



NM„003640 Homo sapiens inliibitor of kappa light polypeptide gene enhancer in B-cells, 

kinase complex-associated protein (IKBKAP), mRNA 



NM_001542 Homo sapiens immunoglobulin superfamily, member 3 (IGSF3), mRNA 
NmI001555 Homo sapiens immunoglobulin superfamily, member 1 (IGSFl), mRNA 
NM 002180 Homo sapiens immunoglobulin mu binding protein 2 (IGHMBP2), mRNA 

NM 001553 I Homo sajjiens insulin-like growth factor binding protein 7 aGFBP7), mRNA 



NM~000598 I Homo sapiens insulin-like growth factor binding protein 3 (IGFBP3), mRNA 
NM_000596 Homo sapiens insulin-like growth factor binding protein 1 (IGFBPl), mRNA 
NM 001554 I Homo sapiens cysteine-rich, angiogenic inducer, 61 (CYR61), mRNA 



NmI000876 I Homo sapiens insulin-like growth factor 2 receptor (IGF2R), mRNA 
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NM 001550 I Homo sapiens interferon-related developmental regulator 1 (IFRDl), mRNA 



NM 002177 



CEFNW 



NM 002176 



(IFNBl), 



NM 000874 I Homo sapiens interferon (alpha, beta and omega) receptor 2 (IFNAR2), mRNA 



NM 002170 



NM 002169 



Homo sapiens interferon, alpha 8 (IFNA8)> mRNA 
Homo sapiens interferon, alpha 5 (IFNA5), mRNA 



NM 002175 I Homo sapiens interferon, alpha 21 (IFNA21), mRNA 



NM~002173 I Homo sapiens interferon, alpha 16 (IFNA16), mRNA 

Homo sapiens interferon, alpha 14 (IFNA14), mRNA 
Homo sapiens interferon, alpha 10 (IFNAIO), mRNA 



NM 002172 



NM 002171 



NM 001549 



Homo sapiens interferon-induced protein with tetratricopeptide repeats 4 (IFIT4), 

mRNA 



NM_001548 Homo sapiens interferon-induced protein with tetratricopeptide repeats 1 (IFITl), 



mRNA 



NM 003641 



Homo sapiens interferon induced transmembrane protein 1 (9-27) (IFITMl), 

mRNA ■ 



NM 000204 I Homo sapiens I factor (complement) (IF). mRNA 



NM 002168 



Homo sapiens isocitrate dehydrogenase 2 (NADP+), mitochondrial CIDH2), 
nuclear gene encoding mitochondrial protein, mRNA 



NM 001546 



Homo sapiens inhibitor of DNA binding 4, dominant negative helix-loop-helix 

protein (ID4), mRNA 



NM 002166 



Homo sapiens inhibitor of DNA binding 2, dominant negative heUx-loop-helix 
protein (ID2), mRNA 



NM 002165 



Homo sapiens inhibitor of DNA binding 1, dominant negative helix-loop-helix 

protein (IDl), mRNA 



NM 002160 



NM 000871 



Homo sapiens hexabrachion (tenascin C, cytotactin) (HXB), mRNA 

Homo sapiens 5-hydroxytryptamine (serotonin) receptor 6 (HTR6), mRNA 



NM 000869 



NM 000868 



NM 000867 



Homo sapiens S-hydroxytryptamine (serotonin) receptor 3 A (HTR3A), mRNA 
Homo sapiens 5-hydroxytryptamine (serotonin) receptor 2C (HTR2C), mRNA 
Homo sapiens 5-hydroxytryptamine (serotonin) receptor 2B (HTR2B), mRNA 



NmI000865 Homo sapiens 5-hydroxytryptamine (serotonin) receptor IE (HTRIE), mRNA 



NM~000864 Homo sapiens 5-hydroxytryptamine (serotonin) receptor ID (HTRID), mRNA 



NM 000863 I Homo sapiens 5-hydroxytryptamine (serotonin) receptor IB (HTRIB), mRNA 



NM 000524 



NM 002159 



Homo sapiens 5-hydroxytryptamine (serotonin) receptor 1 A (HTRl A), mRNA 
Homo sapiens histatin 1 (HTNl), mRNA ^ 



NM 002158 



NM 001541 



Homo sapiens human T-cell leukemia virus enhancer factor (HTLF), mRNA 
Homo sapiens heat shock 27kD protein 2 (HSPB2), mRNA 



NMIo02155 Homo sapiens heat shock 70kD protein 6 (HSP70B*) (HSPA6), mRNA 



NmI001539 Homo sapiens heat shock protein, DNAJ-like 2 (HSJ2), mRNA 



NM 000198 



Homo sapiens hydroxy-delta-5 -steroid dehydrogenase, 3 beta- and steroid delta- 
isomerase 2 (HSD3B2), mRNA 



NM 000862 



Homo sapiens hydroxy-delta-5 -steroid dehydrogenase, 3 beta- and steroid delta- 
isomerase 1 (HSD3B1), mRNA 



NM 000414 



NM 002153 



Homo sapiens hydroxysteroid (17-beta) dehydrogenase 4 (HSD17B4), mRNA 
Homo sapiens hydroxysteroid (17-beta) dehydrogenase 2 (HSD17B2), mRNA 



NM 000413 



NM 000196 



Homo sapiens hydroxysteroid (17-beta) dehydrogenase 1 (HSD17B1), mRNA 
Homo sapiens hydroxysteroid (1 1 -beta) dehydrogenase 2 (HSDl 1B2), mRNA 



NM 002151 



NM 000860 



NM 002150 



Homo sapiens hepsin (transmembrane protease, serine 1) (HPN), mRNA 
Homo sapiens hydroxyprostaglandin dehydrogenase 15-(NAD) (HPGD), mRNA 
Homo sapiens 4-hydroxyphenylpvmvate dioxygenase (HPD), mRNA 



NM_002143 I Homo sapiens hippocalcin (HPCA), mRNA 



NM^002 1 48 1 Homo sapiens homeo box D 1 0 (HOXD 1 0), mRNA 
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NM 002147 


Homo sapiens nomeo box (Jblvjyviij j, iuxun/v 


NM 002146 


Homo sapiens nomeo box r>J tH\J-AJt>3j, mxuN/v 


NM 002145 


Homo sapiens nomeo Dox 15Z v^xiu-aj^zj, mxsj.N/\ 


NM 002144 


Homo sapiens nomeo box x5 1 (^riijyvxs i j, mraN/\ 


NM 002142 


Homo sapiens nomeo dox yrwjTsj^)^ imvi'N/^ 


NM 002141 


Homo sapiens homeo box A4 (HOXA4), mRNA 


NM 000522 


Homo sapiens homeo box A13 (HOXA13), mKJNA 


NM 002139 


Homo sapiens RNA bincling motii protein, cnromosome ^^xsjjivuiv;, huvin-tv 


1 NM 000457 1 


Homo sapiens hepatocyte nuclear factor 4, alpha (HNF4A), mRNA 


NM_002135 


Homo sapiens nuclear receptor subiamiiy 4, group A, member i ^^iNt^^/\i;, 
mRNA 


NM_002133 


Homo sapiens heme oxygenase (decyclmg) 1 tJ±iviuJvi mtoN/v 


NM_002131 


Homo sapiens high-mobility group (nonhistone chromosomal) protein isoforms I 
and Y (HMGIY), mRNA 


NM_002130 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A synmase i vsoiuoie; 
(HMGCSl), mRNA 


NM_002128 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 1 
(HMGl), nfiRNA 


NM 000190 


Homo sapiens hydroxymethylbilane synthase (HlVLbSb), mKJNA 


NM 002126 


Homo sapiens hepatic leukemia factor (HLF), mRNA 


NM__001531 


Homo sapiens major histocompatibility complex, class i-iiKe sequence 
(HLALS), mRNA 


NM 002127 


Homo sapiens HLA-G histocompatibility antigen, class 1, u (Hl^A-Uj, mKJN a 


NM_002123 1 


Homo sapiens major histocompatibility complex, class il, uki beia i i^JrLUA- 
DOBl),mRNA 


NM_001530 


Homo sapiens hypoxia-mducible lactor 1, alpha subumt ^basic neiix-ioop-neiix 
transcription factor) (HIFl A), mRNA 


NM 001528 


Homo sapiens HGF activator (HOr AC), inKJNA 


NM_000187 


Homo sapiens homogentisate i,2-aioxygenase ^nomogenusate oxiaasc^ yrvau)^ 
mRNA 


NM 000410 


1 Homo sapiens hemocniomatosis (^jixxij, misjNA 


NM 000186 


1 Homo sapiens JbL lactor 1 tcompiemenij yrxr i)^ mruN/v 


NM_0038o5 


1 Homo sapiens nomeo box (^expressea m no ceiis; i yxxE^o^L)^ nuviNrv 


NM 002112 


Homo sapiens histidine decarboxylase (HDC), mRNA 


NM 002110 


Homo sapiens hemopoietic cell kinase (HCK), mRNA 


NM 003642 


Homo sapiens histone acetyltransferase 1 (HATl), mRNA 


NM 001523 


1 Homo sapiens hyaluronan synthase 1 (HASl), mRNA 


NM_000183 


Homo sapiens hydroxy acyl-Coenzyme A dehydrogenase/3 -ketoacyl-Coenzyme 
A thiolase/enoyl-Coenzyme A hydratase (tnfunctional protein), beta subumt 
(HADHB), mRNA 


NM_0001S2 


Homo sapiens hydroxy acyl-Coenzyme A aenyarogenase/^-Keioacyi-^oenzymc 
A thiolase/enoyl-Coenzyme A nyoratase v^iriiunciionai protein^, aipcd. buuium 

/XT A T^XJ A \ -^'D XT A 

1 (HAUMA), mKJNA 


NM 003548 


Homo sapiens H4 histone, iamily Z (^ri^rzj, mKJNA 


NM 003547 


Homo sapiens H4 histone ramiiy, memoer jl ^^n^ri^j, misjN/\ 


NM 003544 


Homo sapiens H4 histone lamily, member i {^tmri), niKJNA 


NM 003493 


Homo sapiens H3 histone lamiiy, member i [^tiot i ), iruviN/v 




Homo saniens hi<;tone familv. member L fH3FLy mRNA 


NM 003534 


Homo sapiens H3 histone family, member H (H3FH), mRNA 


NM 003532 


Homo sapiens H3 histone family, member D (H3FD), mRNA 


NM 003531 


Homo sapiens H3 histone family, member C (H3FC), mRNA 


NM 003530 


Homo sapiens H3 histone familv, member B (H3FB), mRNA 
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NM 003529 


XJr^-m<^ oA-n^e»*ie "Kicfn-n** -foTnilx/ m<»mVif»r A /TT^PA^ TTlRN^A 

rlomo Sapiens xto msioiic lamny, mcriiuci r\. \^xx-?j. xv^, uuxi^.<-v 


NM 002 1U7 


jlOinO Sapiens Xlj nibionc, lainiiy j/a. v.rxjir j-tv^, iixxvj.^/t. 


"VTX if A AO COO 1 

NM 003520 


XJ^^rt o^r^^<at-ic tlO'R Viictr\n<» familv tnPtnVlPr O rH^BFO'i UlRNA 

rlomo SHpiens jrLz>x> nistQiic laiiiiiy) mciiiuci vc v-*-*-^"'-'* nn^^x^ 


NM 003526 


jiomo sapiens xizxs nisione lanuiy, mcinucr jl* yx^z^s^r i\\x>^^r^ 


NM 003525 

XNXVJ. \J\J .J .J 


Homo saniens H2B histone family, member K CH2BFK), mRNA 


NM 003524 


Homo sapiens H2B histone family, member J (H2BFJ), mRNA 


NM 003523 


Homo sapiens H2B histone family, member H (H2BFH), mRNA 


NM 003522 


Homo sapiens H2B histone family, member G (H2BFG), noRNA 


NM 003518 


Homo sapiens H2B histone family, member A (H2BFA), mRNA 


NM 002106 


Homo sapiens H2A histone family, member Z (H2AFZ), mRNA 



NmI0035 16 I Homo sapiens H2A histone family, member O (H2AFO), mRNA 



NM 003513 



NM 003512 



Homo sapiens H2 A histone family, member M (H2AFM), mRNA 
Homo sapiens H2A histone family, member L (H2AFL), mRNA 



NM 003612 



Homo sapiens sema domain, immunoglobulin domain (Ig), and GPI membrane 
anchor, (semaphorin) 7 A (SEMA7A), mRNA 



NM 002104 



Homo sapiens granzyme K (serine protease, granzyme 3; tryptase II) (GZMK), 
mRNA 



NM,002103 
NM„002102 
NM__0Q0181 
NM 000858 
NM_001S22 
NM 000180 



Homo sapiens glycogen synthase 1 (muscle) (GYSl), mRNA 



Homo sapiens glycophorin E (GYPE), mRNA 



Homo sapiens glucuronidase, beta (GUSB), mRNA 



Homo sapiens guanylate kinase 1 (GUKl), mRNA 



Homo sapiens guanylate cyclase 2F, retinal (GUCY2F), mRNA 



Homo sapiens guanylate cyclase 2D, membrane (retina-specific) (GUCY2D), 
mRNA 



NM 000857 



NM 000856 



Homo sapiens guanylate cyclase 1, soluble, beta 3 (GUCY1B3), mRNA 
Homo sapiens guanylate cyclase 1, soluble, alpha 3 (GUCY1A3), mRNA 



NM 000855 



NM 000409 



Homo sapiens guanylate cyclase 1, soluble, alpha 2 (GUCY1A2), mRNA 
Homo sapiens guanylate cyclase activator lA (retina) (GUCAl A), mRNA 



NM 001517 



Homo sapiens general transcription factor IIH, polypeptide 4 (52kD subunit) 
(GTF2H4), mRNA 



NM 002096 



Homo sapiens general transcription factor IIF, polypeptide 1 (74kD subunit) 
(GTF2F1), mRNA . 



NM 002095 



Homo sapiens general transcription factor IDE, polypeptide 2 (beta subunit, 
34kD) (GTF2E2), mRNA 



NM 001513 



Homo^sapiens glutathione transferase zeta 1 (maleylacetoacetate isomerase) 
(GSTZl), mRNA 



NM^000853 I Homo sapiens glutathione S-transferase theta 1 (GSTTl), mRNA 



NM_00085 1 I Homo sapiens glutathione S-transferase M5 (GSTM5), mRNA 



NM~000850 I Homo sapiens glutathione S-transferaseM:4 (GSTM4), mRNA 



NM_000849 
NM 000848 



Homo sapiens glutathione S-transferase M3 (brain) (GSTM3), mRNA 
Homo sapiens glutathione S-transferase M2 (muscle) (GSTM2), mRNA 



NM 001512 



Homo sapiens glutathione S-transferase A4 (GSTA4), mRNA 
Homo sapiens glutathione S-transferase A2 (GSTA2), mRNA 



NM 000846 



NmI000178 Homo sapiens glutathione synthetase (GSS), mRNA 



Nm1002094 Homo sapiens Gl to S phase transition 1 (GSPTl), mRNA 



NM 000177 I Ho mo sapiens gelsolin (amyloidosis, Finnish type) (GSN), mRNA 

glycogen synthase kinase 3 beta (GSK3B), inRNA 



NM 002093 



NM 002092 



NM_002091 
NM 002090 



Homo sapiens _ ^ ^ ^ 

Homo sapiens G-rich RNA sequence binding factor 1 (GRSFl), mRNA 



Homo sapiens gastrin-releasing peptide (GRP), mRNA 
Homo sapiens GR03 oncogene (GR03), mRNA 



NM 002089 



NM 001511 



Homo sapiens GR02 oncogene fGR02), mRNA 

Homo sapiens GRQl oncogene (melanoma growth stimulating activity, alpha) 
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rGROn. mKNA 


NM 002087 


Homo sapiens granulin (GRN), mRNA 


1 NM 000845 


Homo saoiens elutamate receptor, metabotropic 8 (GRM8), mRNA 


•MM 000844 


Homo sapiens elutamate receptor, metabotropic 7 (GRM7), mRNA 


isnVT 000841 


Homo saoiens elutamate receptor, metabotropic 4 (GRM4), mRNA 


NM 000840 

1 J^4tX V/Ww "^V 


Homo saoiens elutamate receptor, metabotropic 3 (GRM3), mRNA 


NM„000176 


Homo sapiens nuclear receptor subfamily 3, group C, member 1 (NR3C1), 

mRNA 


NM 000831 


Homo sapiens elutamate receptor, ionotropic, kainate 3 (GRIK3), mRNA 


NM 000830 


Homo sapiens elutamate receptor, ionotropic, kainate 1 (GRDCl), mRNA 


NM 002086 


Homo sapiens growth factor receptor-bound protein 2 (GRB2), mRNA 


NM OO'^OSS 


Homo sapiens glutathione peroxidase 4 (phospholipid hydroperoxidase) (GPX4), 
mRNA 


NM 002083 


Homo sapiens glutathione peroxidase 2 (gastrointestinal) (GPX2), mRNA 


NM 002082 


Homo saniens G protein-coupled receptor kinase 6 (GPRK6), mRNA 


NM 001504 


Homo sapiens G protein-coupled receptor 9 (GPRS), mRNA 


NM 001508 


Homo saniens G r>rotein-couoled receptor 39 (GPR39), mRNA 


NM 001507 


Homo sapiens G protein-coupled receptor 38 (GPR38), mRNA 


NM 001506 


Wnmn cnnimQ Cx r>rotein-coiin1ed recentor 32 fGPR32), mRNA 


NM 001 50S 

1 iNlVX \J\J U\i,J 


Homo saniens G nrotein-couoled reccptor 30 (GPR30), mRNA 


NM 001 SO*^ 


Homo saniens elvcosvlohosphatidvlinositol specific phospholipase Dl (GPLDl), 

mPNA 


KTM 000408 


Homo sapiens elYcerol-3-phosphate dehydrogenase 2 (mitochondrial) (GPD2), 

mRNA 


NM 001448 


Homo sapiens glvpican 4 (GPC4), mRNA 


"KTM OO'^ORl 


Homo sanipns elvnican 1 rOPC^I V mRNA 


NM 000174 


Homo sapiens glycoprotein DC (platelet) (GP9), mRNA 


NM 0001 1'^ 


TTnmo sanims alvconrotein Tb TolateletV alpha polypeptide (GPIBA), mRNA 


NM_002080 


Homo sapiens glutamic-oxaloacetic transaminase 2, mitochondrial (aspartate 
aminotransferase 2) f GOT2), nuclear gene encoding mitochondrial protein, 

mRNA 


NM_002079 


Homo sapiens glutamic-oxaloacetic transaminase 1 , soluble (aspartate 

amiTintrflnsferase 1^ CGOTiy mRNA 


NM_002076 


Homo sapiens glucosamine (N-acetyl)-6-sulfatase (Sanfilippo disease HID) 

rONS'i mRNA 


NM 001501 


Homo sapiens gonadotropin-releasing hormone 2 (GNRH2), mRNA 


"MM 0008''5 


Homo saniens eonadotrooin-releasine hormone 1 (leutinizing-releasing 
hormone) (GNRHl), mRNA 


NM 002075 


Homo saniens euanine nucleotide binding protein (G protein), beta polypeptide 3 
(GNB3), mRNA 


NM 002073 


Homo saniens euanine nucleotide binding protein (G protein), alpha z 
polypeptide (GNAZ), mRNA 


NM 000172 


Homo saniens euanine nucleotide binding protein (G protein), alpha transducing 
activity polypeptide 1 (GNATl), mRNA 


TSIM 00*7079 


Homo <:9niens euanine nucleotide binding protein (G protein), q polypeptide 
(GNAQ), mRNA 


NM_002071 


Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 
activity polypeptide, olfactory type (GNAL), mRNA 


NM_002070 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 2 (GNAI2), mRNA 


NM_002068 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 15 (Gq 
class) (GNA15), mRNA 
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XMM_OUZUo / 


tTr\-r»-ir\ cdT^if^nc frndni-nf* ni mli^rvtirl/* KiTlHi n P" TiTO tcin 1 O TirOtClTl ). 3.lohfl 11 (CjQ 
XtlOmO Sd.piCrio gUdlllXlC llUUlCUllUv UllJUmg ^iv^t^xii ^vj piv/^wuayj ui^x4<* A X ^-wpi^ 

r^lQcc^ {d^A 1 1 mRTSTA 


INJVl UUJO/j 


T4"/\rri/\ ca-nii»nc mmriin^ mriTinVin^nViflte <ivntheta.se ^^GiVlPS ). ThRInA 


JNjyi UUZUDO 


TIrtmrt cani«»nc nPT flTirTinreH molpriile like nrotein fGMLfV mRNA. 


XTAyf nni KC\(\ 1 
INM UUIjUU 1 


T4"rkTr»r\ cpnipnc ODP-mannnsip 4 fi-dehvdratase fGMDSV mRNA 


MM 002065 


Homo sapiens glutamate-ammonia ligase (glutamine synthase) (GLUL), mRNA 


JNJVI_UUZUd4 I 


jxonno sapiens giuiarcauAin ^iiii\/m.€iiiaAd<iaw^ y^\jx-»xwv^, njxvx^x^ 


NM 000824 


Homo sapiens glycine receptor, beta (GLRB), mRNA 


NM 002063 


Homo sapiens glycine receptor, alpha 2 (GLRA2), mRNA 


NM 002062 


Homo sapiens glucagon-like peptide 1 receptor (GLPIR), mRNA 


NM 000170 


Homo sapiens glycine dehydrogenase (decarboxylating; glycine decarboxylase, 
el vcine cleavage system protein P) (GLDC), mRNA 


NM 000169 Homo sapiens galactosidase, alpha (GLA), mRNA 


NM 000167 Homo sapiens glycerol kinase (GK), mRNA 


NM 000166 Homo sapiens gap jimction protein, beta 1, 32kD (connexin 32, Charcot-Mane- 

1 Tooth neuropathy. X-linked) (GJBl), mRNA 


NM 002060 


Homo sapiens gap junction protein, alpha 4, 37kD (connexin 37) (GJA4), mRNA 


NM_000164 


Homo sapiens gastnc inhibitory polypeptide receptor (GJPR), mRJNA 


NM 000823 


Homo sapiens growth hormone releasmg hormone receptor (GHRHR), mRJNA 


NM 000163 


Homo sapiens growth hormone receptor (GHR), mRJNA 


NM 000821 


Homo sapiens gamma-glutamyl carboxylase (OGCX), mKJN A 


NM 001495 


Homo sapiens GDNF family receptor alpha 2 (GFRA2), mRNA 


NM 002055 


Homo sapiens glial fibnllarv acidic protein (GFAP), mRNA 


NM 003943 


Homo sapiens genethonm 1 (GENX-3414), mRNA 


NM 000514 


Homo sapiens glial cell denved neurotrophic factor (GDNr ), mKN A 


NM 001493 


Homo sapiens GDP dissociation inhibitor 1 (GDIl), mRNA 


NM_001491 


Homo sapiens glucosammyl (N-acetyl) transferase 2, 1-branching enzyme 
(GCNT2), mRNA 


NM_001490 


Homo sapiens glucosaminyl (N-acetyl) transferase 1, core 2 (beta-l,6-N- 
acetylglucosaminyltransferase) (GCNTl), mRNA 


XTK Jt AAA 1 iCA 


1 xiomo sapiens glucagon recepior ^ijv^vjiv^, niJNj.>ir^. 


NM 002054 


1 Homo sapiens glucagon (GCG), mRNA 


NM 001485 


Homo sapiens gastrulation brain homeo box 2 (GBX2), mRNA 


NM 001483 


1 Homo sapiens glioblastoma amplified sequence (GBAS), mRNA 


NM 002048 


1 Homo sapiens growth arrest-specific 1 (GASl), mRNA 


NM 001481 


1 Homo sapiens growth arrest-specific 1 1 (GASH), mRNA 


NM_000819 


1 Homo sapiens phosphoribosylglycinamide formyltransferase, 
phosphoribosylglycinamide synthetase, phosphoribosylaminoimidazole 
synthetase (GART), mRNA 


NM 002045 


1 Homo sapiens growth associated protein 43 (GAP43), mRNA 


NM 003614 


1 Homo sapiens galanin receptor 3 (GALR3), mRNA 


NM 000154 


1 Homo sapiens galactokinase 1 (GALKl), mRNA 


NM 001477 


Homo sapiens G antigen 7B (GAGE7B), mRNA 


NM 001476 


Homo sapiens G antigen 6 (GAGE6), mRNA 


NM 001475 


Homo sapiens G antigen 5 (GAGES), mRNA 


NM 001474 


Homo sapiens G antigen 4 (GAGE4), mRNA 


NM 001473 


Homo sapiens G antigen 3 (GAGE3), mRNA 


NM 001472 


Homo sapiens G antigen 2 (GAGE2), mRNA 


NM 001468 


Homo sapiens G antigen 1 (GAGEl), mRNA 


NM_000818 


Homo sapiens glutamate decarboxylase 2 (pancreatic islets and brain, 65kD) 
(GAD2), mRNA 


NM 002043 


1 Homo sapiens gamma-aminobutyric acid (GAB A) receptor, rho 2 (GABRR2), 
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TTlPNA 


M\/f 00904.9 


Homo saniens eamma-aminobutYric acid (GABA) receptor, rho 1 (GABRRl), 

mPNA 


MM" 000402 


Homo saniens elucose-6-phosphate dehydrogenase (G6PD), nuclear gene 
encoding mitochondrial protein, mRNA 




Hnmo ^janiens thvroid autoantieen 70kD CKu antigen) (G22P1), mRNA 


NM 002037 


Homo sapiens FYN oncogene related to SRC, FGR, YES (FYN), mRNA 


TOA/T 0090'^fi 


TTnmn cnnims 'r>iiflv hlood m'OUD rE^YJ. mRNA 


NM 002035 


Homo sapiens follicular lymphoma variant translocation 1 (FVTl), mRNA 


xnvyf oooi^o 


Wnmo <:am>n<; fiicowltransferase 6 falnha n,3) fucosyltransferase) (FUT6), 
mRNA 




'PTrtmrt cnnifnQ -Bicnwltransferase 5 Talnha fucosvltransferase) (FU'i^), 

mPNA 


NM_002033 


Homo sapiens fucosyltransferase 4 (alpha (1,3) fucosyltransferase, myeloid- 

cnpHfir.'i rFTTT4'i mRNA 


>OA/r 000 140 


Homo saniens fucosvltransferase 3 fgalactoside 3(4)-L-fucosyltransferase, Lewis 

"hlnoH oroim innliided^ (TTJT3\ mRNA 


NM 000511 


Homo saniens fucosvltransferase 2 fsecretor status included) (FUT2), mRNA 


>JM 000148 


Homo saniens fucosvltransferase 1 (galactoside 2-alpha-L-fucosyltransferase, 
Romhav nhenotvne included'i CFUTl), mRNA 1 


NM 000147 


Homo saniens fucosidase. alpha-L- 1, tissue (FUCAl), mRNA I 


NM 002012 


Homo saniens ferritin, heaw nolvnentide 1 fFTHl), mRNA 1 


NM 000145 


Wnmn canif»ns fnllirJe stimulating homionc rcceotor (PSHR), mRNA 1 


NM 000510 


Homo sapiens follicle stimulating hormone, beta polypeptide (FSHB), mRNA 


NM 001463 

X^ XVX W X *T 


Homo saniens frizzled-relatcd orotein CFRZB), mRNA 1 


NM 000144 


Homo saniens Friedreich ataxia CFRDA), mRNA 1 


NM 001462 


Homo saniens formvl neotide receotor-like 1 (FPRLl), mRNA I 


NM 002029 


Homo saniens formvl neotide receptor 1 (FPRl), mRNA 1 


NM 003838 

X ^ XVX V/ V/ *>* ^ V 


Homo saniens facose-1 -nhosnhate ffuanvlvltransferase (FPGT), mRNA | 


NM 002027 


Homo saniens fames vl transferase. CAAX box, alpha (FNTA), mRNA | 


NM 002025 


Homo saniens fraeile X mental retardation 2 (FMR2), mRNA I 


NM 002024 


Homo saniens fraeile X mental retardation I (FMRl), mRNA I 


NM 001461 


Homo sapiens flavin containing monooxygenase 5 (FM05), mRNA 


NM 002022 


Homo sapiens flavin containing monooxygenase 4 (FM04), mRNA 


NM 001460 


Homo saniens flavin containine monooxygenase 2 (FM02), mRNA | 


NM 002021 


Homo saniens flavin containing monooxygenase 1 (FMOl), mRNA I 


NM 002020 


Homo saniens frns-related tvrosine kinase 4 (FLT4), mRNA I 


NM 001459 


Homo saniens fms-related tvrosine kinase 3 ligand (FLT3LG), mRNA | 


NM 002019 


Homo saniens fms-related tyrosine kinase 1 (vascular endothelial growth 1 
factor/vascular permeability factor receptor) (FLTl), mRNA 


NM 001455 


Homo sapiens forkhead box 03 A (F0X03A), mRNA | 


NM 001453 


Homo sapiens forkhead box CI (FOXCl), mRNA 1 


NM 001451 


Homo sapiens forkhead box Fl (FOXFl), mRNA 1 


NM 001450 

X^XVX \M\J X.^mf\J 


Homo saniens four and a half LIM domains 2 (THL2), mRNA | 


NM 001449 


Homo sapiens four and a half LIM domains 1 (FHLl), mRNA 


NM 00701 


PTomo Qp^niens fragile histidine triad eene fFHIT\ mRNA 1 


NM 000143 


Homo sapiens fumarate hydratase (FH), mRNA 


NM_002002 


Homo sapiens Fc fragment of IgE, low affinity EL, receptor for (CD23A) 
(FCER2), mRNA 


NM_,002001 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; alpha polypeptide 
CFCERIA), mRNA 


NM 002000 


Homo sapiens Fc fragment of IgA, receptor for (FCAR), mRNA 
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1 NM 003837 


Homo sapiens nructose-ljO-bispnospnaiase z ^rorzj, iiusjn/y 


NM 001998 


Homo sapiens fibulm 2 (FBLN2), mKJNA 


NM 003923 


Homo sapiens lorkheaa box HI (rUAriij, mKJN/v 


NM 003950 


Homo sapiens coagulation factor II (thrombin) receptor-like 3 (F2RL3), mRNA 


NM 003975 


Homo sapiens SH2 domain protein 2A (priZuzPi.)^ nuoN/v 


NM 001440 


Homo sapiens exostoses (multiple)-liKe 3 txi-?vlJL3j, mKiNA 


NM 001988 


Homo sapiens envoplakm (EVPL), mKJNA 


NM 001985 


Homo sapiens electron-transfer-flavoprotein, beta polypeptide (ETFB), mKNA 


NM_000126 


Homo sapiens electron-transfer-flavoprotein, alpha polypeptide (glutaric aciduria 
n) (ETFA), nuclear gene encodmg mitochondnal protem, mKM A 


NM 001438 


Homo sapiens estrogen-related receptor gamma (ESRRG), mRNA 


NM 000125 


Homo sapiens estrogen receptor 1 (ESRl), mRNA 


NM_000123 


Homo sapiens excision repair cross-complementing rodent rep^r deficiency, 
complementation group 5 (xeroderma pigmentosum, complementation group u 
(Cockayne syndrome)) (ERCC5), mRNA 


NM_001983 


Homo sapiens excision repair cross-complementing rodent repair denciency, 
complementation group 1 (mcludes overlapping antisense sequence^ (^liKi^d;, 
mRNA 


1 NM 000502 ] 


Homo sapiens eosinophil peroxidase (lirX), mKIMA 


NM_001981 


Homo sapiens epidermal growth factor receptor pathway suDStrate id i^Jiroi^;, 
mRNA 


NM_000799 


Homo sapiens erythropoietin (EPO), mRNA 


NM 001980 


Homo sapiens epimorpmn (EFIM), mRNA 


NM_001431 


Homo sapiens erythrocyte membrane protem band 4,1-liKe L (Jiris^iLz;, mKiNi^ 


NM 001430 


Homo sapiens endothelial PAS domain protein 1 (lirAbl), mKJNA 


NM 001977 


Homo sapiens glutamyl aimnopeptidase (ammopeptiaase Aj tiilNJr'iir;, mKJNA 


NM__001974 


Homo sapiens egf-like module contaming, mucm-lilce, hormone receptor-iiKe 
sequence 1 (EMRl), mRNA 


NM 001425 


Homo sapiens epithelial membrane protem 3 (EMP3), mKJNA 


NM 001424 


Homo sapiens epithelial membrane protem 2 (EMP2), mKJNA 


NM 001423 


Homo sapiens epithelial membrane protein 1 (EMPl), mRNA 


NM 001421 


Homo sapiens E74-like factor 4 (ets domain transcription factor) (ELF4), mRNA 


NM_001419 


Homo sapiens ELAV (embryonic lethal, abnormal vision, L)rosopnila;-liKe i ^^iiu 
antigen R) (ELAVL 1 ), mRNA 


NM 001972 


Homo sapiens elastase 2, neutrophil (ELA2), mRNA 


NM 001970 


Homo sapiens eukaryotic translation initiation factor 5 A (blr dA), hikina 


NM_00141S 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 2 (EIF4G2), j 
mRNA 


NM_003732 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 3 1 
(EIF4EBP3), mRNA 


NM._001968 


1 Homo sapiens eukaryotic translation initiation factor 4E (EIF4E), mRNA 1 


NM[_001416 


1 w • . • J 1 i^- • ^ J. A A ' ^- - -- 1 /T7'rT? /I A 1 \ 1 

Homo sapiens eukaryotic translation mitiation factor 4A, isoiorm 1 (iilr4Al 

1 mRNA 


NM_003753 


Homo sapiens eukaryotic translation imtiation factor 3, subunit 7 (zeta, 5o/o7KUj 
I (EIF3S7), mRNA 


NM_001568 


Homo sapiens eukaryotic translation mitiation factor 3, subunit o (45KU; 

1 ^XSLrooO^, IlltvlNr\ 1 


NM_003754 


Homo sapiens eukaryotic translation initiation factor 3, subunit 5 (epsilon, 47kD) 1 
(EIF3S5), mRNA 


NM_003757 


Homo sapiens eukaryotic translation initiation factor 3, subunit 2 (beta, 36kD) 1 
(ErF3S2), mRNA 


rNM_003750 


1 Homo sapiens eukaryotic translation initiation factor 3, subunit 10 (theta, | 
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MM 001415 



NM 003908 



MM 001966 



NM 001965 



NM 001964 



NM 001406 



NM 001962 



NM 001405 



NM 001961 



NM 001958 



NM 001956 



NM 001955 



NM 003775 



NM 001399 



NM 001397 



NM 003240 



NM 001948 



NM 001945 



150/170kD) fEIFSSlO), mRNA 



Homo sapiens eukaryotic translation initiation factor 2, subunit 3 (gamma, 52kD) 
(EIF2S3). mRNA 



Homo sapiens eukaryotic translation initiation factor 2, subunit 2 (beta, 38kD ) 
(EIF2S2), mRNA 



Homo sapiens enoyl-Coenzyme A, hydratase/3-hydroxyacyl Coenzyme A 
dehydrogenase (EHHADH), nuclear gene encoding mitochondrial protein, 
mRNA 



Homo sapiens early growth response 4 (EGR4). mRNA 



Homo sapiens early growth response 1 (EGRl). mRNA 



Homo sapiens ephrin-B3 (EFNB3), mRNA 



Homo sapiens ephrin-AS (EFNA5). mRNA 
Homo sapiens ephrin-A2 fEFNA2). mRNA 



Homo sapiens eukaryotic translation elongation factor 2 (EEF2), mRNA 



Homo sapiens eukaryotic translation elongation factor 1 alpha 2 (EEF1A2), 
mRNA 



Homo sapiens endothelin 2 (EDN2), mRNA 



Homo sapiens endothelin 1 (EDNl), mRNA 



Homo sapiens endothelial differentiation, G-protein-coupled receptor 6 (EDG6), 
mRNA 



Homo sapiens ectodermal dysplasia 1, anhidrotic (ED1)> mRNA 



Homo sapiens endothelin converting enzyme 1 (ECEl), mRNA 



Homo sapiens endometrial bleeding associated factor (left-right determination, 
factor A; transforming growth factor beta superfamily) (EB AF), mR NA 



Homo sapiens dUTP pyrophosphatase (PUT), mRNA 



NM 001939 



NM 001938 



NM 001387 



NM 001385 



NM 001935 



NM 003863 



NM_ 001380 
NM 001379 



NM 001375 
NM 001374 



NM 001934 



NM 001933 



NM 001362 



NM^001360 



NM__003670 



NM_001354 



NM 000790 



Homo sapiens diphtheria toxin receptor (heparin-binding epidemial growth 
factor-like growth factor) (DTR), mRNA 



Homo sapiens dystrophin related protein 2 (DRP2), mRNA 

Homo sapiens down-regulator of transcription 1, TBP-binding (negative cofactor 

2) (DRl), mRNA 

Homo sapiens dihydropyrimidinase-like 3 (DPYSL3), mRNA 



Homo sapiens dihydropyrimidinase (DPYS), mRNA 



Homo sapiens dipeptidylpeptidase IV (CD26, adenosine deaminase complexing 
protein 2) (DPP4), mRNA 



Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory 
subunit (DPM2), mRNA 



Homo sapiens dedicator of cyto-kinesis 1 (DOCKl), mRNA 
Homo sapiens DNA (cytosine-5-)-methyltransferase 1 (DNMTl), mRNA 



Homo sapiens deoxyribonuclease n, lysosomal (DNASE2), mRNA 
Homo sapiens deoxyribonuclease I-like 2 (DNASE1L2), mRNA 
Homo sapiens distal-less homeobox 4 (DLX4), mRNA 



Homo sapiens dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo- 
glutarate complex) (DLST), mRNA 



Homo sapiens deiodinase, iodothyronine, type HI (DI03), mRNA 



Homo sapiens 7-dehydrocholesterol reductase (DHCR7), mRNA 



Homo sapiens basic helix-loop-helix domain containing, class B, 2 (BHLHB2), 
mRNA 



Homo sapiens aldo-keto reductase family 1, member C2 (dihydrodiol 
dehydrogenase 2; bile acid binding protein; 3-alpha hydroxysteroid 
dehydrogenase, type IIH rAKRlC2\ mRNA 



Homo sapiens dopa decarboxylase (aromatic L-amino acid decarboxylase) 
(DDC), mRNA ] 
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NM_000789 

MM 001920 
NM 000788 



NM 001919 



NM 001918 



NM 001352 



NM .001351 
NM 001350 



NM 001344 



NM 003472 



NM 000776 



Homo sapiens dipeptidyl carboxypeptidase 1 (angiotensin I converting enzyme) 

(ACE). mRNA 

Homo sapiens decorin (DCN), mKNA 
Homo sapiens deoxycytidine kinase (DCK). mRNA 



Homo sapiens dodecenoyl-Coenzynie A delta isomerase (3,2 trans-enoyl- 
Coen2yme A isomerase) (PCD. nnRNA 



Homo sapiens dihydrolipoamide branched chain tr ansacylase (E2 component of 
branched chain keto acid dehydrogenase complex; maple syrup urine disease) 
(DBT). mRNA 



Homo sapiens D site of albumin promoter (albumin D-box) binding protein 
(DBF). mRNA 



Homo sapiens deleted in azoospemnia-like (DAZL), mRNA 
Homo sapiens death-associated protein 6 (DAXX), mRNA 



Homo sapiens defender against cell death 1 (DADl). mRNA 



Homo sapiens DEK oncogene (DNA binding) (DEK). mRNA 

Homo sapiens cytochrome P450, subfamily IIIA (niphedipine oxidase), 
polypeptide 3 (CYP3 A3), mRNA 



NM 001916 
NM 001914 



Homo sapiens cytochrome c-1 (CYCl), mRNA 

Homo sapiens cytochrome b-5 (CYB5), nuclear gene encoding mitochondrial 
protein , mRNA 



NM_003928 Homo sapiens CAAX box 1 (CXXl), mRNA 

NM 003611 I Homo sa piens chromosome X open reading frame 5 (CXORF5), mRNA 



NM 003467 | Homo sapiens chemokine (C-X-C motif), receptor 4 (fusin) (CXCR4), mRNA 



NM 001338 



NM 003478 



Homo sapiens coxsackie virus and adenovirus receptor (CXADR)> mRNA 
Homo sapiens cuUin 5 (CUL5), mRNA 



NM_003591 Homo sapiens cuUin 2 (CUL2), mRNA 



NMTo01336 Homo sapiens cathepsin Z (CTSZ), mRNA 



NM 001335 Homo sapiens cathepsin W (lymphopain) (CTSW)7mRNA 



NM 001912 I Homo sapiens cathepsin L (CTSL), mRNA 



NM 001333 Homo sapiens cathepsin L2 (CTSL2), mRNA 



NM_000396 Homo sapiens cathepsin K (pycnodysostosis) (CTSK), mRNA 



NM 00191 1 I Homo sapiens cathepsin G (CTSG), mRNA 



NM_001910 I Homo sapiens cathepsin E (CTSE), mRNA 



NM_001909 I Homo sapiens cathepsin D (lysosomal aspartyl protease) (CTSD), mRNA 
NM 001814 I Homo sapiens cathepsin C (CTSC), mRNA 



NM_001908 I Homo sapiens cathepsin B (CTSB), mRNA 
NmI001907 I Homo sapiens chymotrypsin^ike (CTRL)^^nRNA 



NmIoO 1 906 I Homo sapiens chymotrypsinogen B 1 (CTRB 1 ), mRNA 



NM 001905 I Homo sapiens OTP synthase (OTPS), mRNA 



NM 001904 



Homo sapiens 
mRNA 



catenin (cadherin-associated protein), beta 1 (88kD) (CTNNBl), 



NM 003798 



Homo sapiens catenin (cadherin-associated protein), alpha-like 1 (CTNNALl), 
mRNA ^ 



NM 001903 



Homo sapiens catenin (cadherin-associated protein), alpha 1 (102kD) 
(CTNNAl) , mRNA 



NM 001902 



NM 001901 



NM 001330 



^ ^9 ■ . ._ 

Homo sapiens cystathionase (cystathionine gamma-lyase) (CTH), mRNA 

Homo sapiens connective tissue growth factor (CTGF), mRNA 

Homo sapiens cardiotrophin 1 (CTTFl), mRNA 



NM OOOlOO Homo sapiens cy statin B (stefin B) (CSTB), mRNA 

\ ni JT r\r\^ ^ n r\ I tt • . ^ - -«- • - /I ^..1.— f t~^^'~^'~l\ *v»T 



NM 003650 



NM 001323 



NM 001900 



XXvJiAAV oa|^.twiio yjrovomi ^jlv/X-lai j^/ ywi^ - 

Homo sapiens cystatin F (leukocystatin) fCST7), mRNA 

Homo sapiens cystatm E/M (CST6), mRNA . 

Homo sapiens cystatin D (CST5), mRNA 
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IsTM 001899 

1> iVX \J\J X o ✓ 


Wnmn sapiens cvstatin S (CST4"). mRNA 


NM 000099 


Homo sapiens cvstatin C (amyloid angiopathy and cerebral hemorrhage) (CST3), 
mRNA \ 


NM 001322 


Homo sapiens cystatin SA (CST2), mRNA 


NM 001898 


Homo sapiens cystatin SN (CSTl), mRNA j 


NM 001321 


Homo sapiens cysteine and glvcine-rich protein 2 (CSRP2), mRNA 


NM 001 896 


Homo saniens casein kinase 2, alpha prime polypeptide (CSNK2A2), mRNA 


NM 001895 


Homo saniens casein kinase 2, alpha 1 polypeptide (CSNK2A1), mRNA 


NM 001894 


Homo sapiens casein kinase 1, epsilon (CSNKIE), mRNA 


"NM 001 893 


Hf^rnn sapiens casein kinase 1, delta fCSNKlD), mRNA 




Hnmo saniens casein kinase 1, alpha 1 (CSNKlAl), mRNA 1 


NM 001891 


Homo sapiens casein, beta (CSN2), mRNA 


IsTM 001 RQO 

INXYl \J\J Loyyj 


TTnmn Q5ir»if*.ns rasein alnha CCSNIY mRNA 1 


NM 000760 


Homo sapiens colony stimulating factor 3 receptor (granulocyte) (CSF3R), 
mRNA 


NM 000759 

X~XtX VfW 1 <J ^ 


Hnmo sapiens colonv stimulating factor 3 (granulocyte) (CSF3), mRNA 


NM 000758 


Homo sapiens colony stimulating factor 2 (granulocyte-macrophage) (CSF2), 
mRNA 


NM 000757 


Homo saniens colonv stimulating factor 1 (macrophage) (CSFl), mRNA 1 


NM 003651 


Homo sapiens cold shock domain protein A (CSDA), mRNA j 


NM 001315 


Homo sapiens mitogen-activated protein kinase 14 (MAPKl 4), mRNA 


NM 001884 


Homo saniens cartilage linking protein 1 (CRTLl), niRNA 


NM 001313 


Homo sapiens coUapsin response mediator protein 1 (CRMPl), mRNA 


NM 001312 


Homo sapiens cysteine-rich protein 2 (CRIP2), mRNA 


NM 001311 

1 1.>XVA \J\J 1. 1. J. 


Homo saniens cvsteine-rich protein 1 (intestinal) (CRIPl), mRNA 1 


NM 000756 


Homo saniens corticotropin releasing hormone (CRH), mRNA 


NM 001881 


Homo sapiens cAMP responsive element modulator (CREM), mRNA 


1 INiVx vV-JOJx 


Hnmn saniens celhilar renressor of ElA-stimulated genes (CREG), mRNA 1 


NM_001310 


Homo sapiens cAMP responsive element binding protein-like 2 (CREBL2), 
mRNA 


NM 001880 


Homo sapiens activating transcription factor 2 (ATF2), mRNA 




Homo saniens CASP2 and RIPKl domain containing adaptor with death domain 
(CRADD"), mOElNA 




Hnmn <!aniens comnlement comoonent f3d/Epstein Barr virus), receptor 2 (CR2), 
mRNA 


1 XNivj. u v/v> 1/ y o 


Homo saniens carnitine nalmitovltransferase n (CPT2), nuclear gene encoding 
mitochondrial protein, mRNA 




Homo saniens carnitine palmitoyltransferase L liver (CP f lA), nuclear gene 
ftncodinff mitochondrial nrotein, mRNA 


NM 001875 

1 1^ XVX \J\J X O f 


Homo sapiens carbamovl-phosphate synthetase 1, mitochondrial (CPSl), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 000097 


Homo sapiens coproporphyrinogen oxidase (coproporphyria, harderoporphyria) 
(CPO), mRNA 


NM 001871 


Homo sapiens carboxypeptidase Bl (tissue) (CPBl), mRNA 


NM 001870 


Homo sapiens carboxypeptidase A3 (mast cell) (CP A3), mRNA 


NM 001869 


Homo sapiens carboxypeptidase A2 (pancreatic) (CPA2), mRNA 

» r c — 


NM 001868 


Homo sapiens carboxypeptidase Al (pancreatic) (CPAl), mRNA 


NM 003571 


Homo sapiens beaded filament structural protein 2, phakinin (BFSP2), mRNA 


NM 001302 


Homo sapiens cortistatin (CORT), mRNA 


NM 003832 


Homo sapiens phosphoserine phosphatase-like (PSPHL), mRNA 


NM 001843 


Homo sapiens contactin 1 (CNTNl), mRNA 


NM 00 1 842 Homo sapiens ciliary neurotrophic factor receptor ((JN 1 i-K), mRNA 
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NM__001839 I Homo sapiens calponin 3, acidic (CNN3), mRNA 

NM 001299 Homo sapiens calponin 1, basic, smooth muscle (CNNl), mRNA 

NM 001297 I Homo sapiens cyclic nucleotide gated channel beta 1 (CNGBl), mRNA 

NM 001298 1 Homo sapiens cyclic nucleotide gated channel alpha 3 (CNGA3), mRNA 

NM 000087 I Homo sapiens c yclic nucleotide gated channel alpha 1 (CNGAl), mRNA 



NM_003570 Homo sapiens cytidine monophosphate-N-acetylneuraminic acid hydroxylase 

Ineuraminate monooxygenase) (CMAH), mRNA 

NM 001836 I Homo sapiens chymase 1, mast cell (CMAl), mRNA 



NM 001831 



Homo sapiens clusterin (complement lysis inhibitor, SP-40,40, sulfated 
glycoprotein 2, testosterone-repressed prostate message 2, apolipoprotein J) 
(CLU), mRNA 



NM_001294 I Homo sapiens cleft lip and palate associated transmembrane protein 1 

(CLPTMl), mRNA 



NM_003476 | Homo sapiens cysteine and glycine-rich protein 3 (cardiac LIM protein) 

(CSRP3), mRNA 



NM 001293 Homo sapiens chloride channel, nucleotide-sensitive, lA (CLNSIA), mRNA 
NM^003277 j Homo sapiens claudin 5 (transmembrane protein deleted in velocardiofacial 

drome) (CLDN5), mRNA 

NM_001306 I Homo sapiens claudin 3 (CLDN3), mRNA 



NM 001829 Homo sapiens chloride channel 3 (CLCN3), mRNA 

NM_001284 I Homo sapiens adaptor-related protein complex 3, sigma 1 subunit (AP3S1), 

mRNA 



NM 001827 I Homo sapiens CDC28 protein kinase 2 (CKS2), mRNA 



NmIoO 1 826 Homo sapiens CDC28 protein kinase 1 (CKS 1), mRNA 

NM_0Q 1 824 Homo sapiens creatine kinase, muscle (CKM)TmRNA 

NMIo01823 Homo sapiens creatine kinase, brain (CKB), mRNA 

NM 001281 I Homo sapiens cytoskeleton-associated protein 1 (CKAPl), mRNA 



NM_003613 1 Homo sapiens cartilage intermediate layer protein, nucleotide 

pyrophosphohydrolase (CILP), mRNA 



NM_001278 Homo sapiens conserved helix-loop-helix ubiquitous kinase (CHUK), mRNA 
NM~003654 ] Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 1 (CHSTl), 

mRNA 



NM_000750 I Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 4 (CHRNB4), 

mRNA 

NM_000749 I Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 3 (CHRNB3), 

mRNA 



NM 000748 1 Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 2 (neuronal) 

(CHRNB2), mRNA 



NM 000746 



NM 000745 



NM 000744 



Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 7 (CHRNA7), 
mRNA 



Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 5 (CHRNA5), 
mRNA 



NM 000743 



NM 000742 



NM 000741 



NM 000740 



NM 000739 



NM 000738 



Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 4 (CHRNA4), 
mRNA 



Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 3 (CHRNA3), 
mRNA 



Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 2 (neuronal) 

(CHRNA2), mRNA 



Homo sapiens cholinergic receptor, muscarinic 4 (CHRM4), mRNA 



Homo sapiens cholinergic receptor, muscarinic 3 (CHRM3), mRNA 



Homo sapiens cholinergic receptor, muscarinic 2 (CHRM2), mRNA 



Homo sapiens cholinergic receptor, muscarinic 1 (CHRMl). mRNA 
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MM 001822 



NM 001821 



NM 001819 



NM 001269 



NM 001267 



NM_001817 
NM_001816 



Homo sapiens chimerin (chimaerin) 1 (CHNl), mRNA 



Homo sapiens choroideremia-like (Rab escort protein 2) (CHML), mRNA 



Homo sapiens chromogranin B (secretogranin 1) (CHGB), mRNA 



Homo sapiens chromosome condensation 1 (CHCl). mRNA 



Homo sapiens chondroadherin (CHAD), mRNA 



NM 001815 



NM 003663 



NM 001813 



NM 001808 



NM 001807 



Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 4 

(CEACAM4). mRNA ^ 

Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 8 

(CEACAM8), mRNA 



Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 3 
(CEACAM3). mRNA 



\ — — y^ ~ 

Homo sapiens CGG triplet repeat binding protein 1 (CGGBPl), mRNA 



Homo sa piens centromere protein E (3121cD) (CENPE). mRNA 



Homo sapiens carboxyl ester lipase-like (bile salt-stimulated lipase-like) (CELL), 
mRNA 



NM 001805 



Homo sapiens carboxyl ester lipase (bile salt-stimulated lipase) (CEL), mRNA 



Homo sapiens CCAAT/enhancer binding protein (C/EBP), epsilon (CEBPE), 
mRNA 



NM 001265 I Homo sapiens caudal type homeo box transcription factor 2 ( CDX2), mRNA 

NM^ 001 804 Homo sapiens caudal type homeo box transcription factor 1 (C DXl), mRNA 

NM 001803 Homo sapiens CDWS2 antigen (CAMPATH-1 antigen) (CDW5 2), mRNA 

NM 001264 Homo sapiens comeodesmosin (CDSN), mRNA 

NM 001263 I Homo sapiens CDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 

1 (CDS 1), mRNA 



NM 001801 I Homo sapiens cysteine dioxygenase, type I (CDOl), mRNA 



NM_001769 Homo sapiens CD9 antigen (p24) (CD9), mRNA 
NM_001768 I Homo sapiens CDS antigen^ alpha polypeptide (p32) (CD8A), mRNA 



NM 003874 Homo sapiens CD84 antigen (leukocyte antigen) (CD84 ), mRNA 

NM 001781 1 Homo sapiens CD69 antigen (p60, early T-cell activation antigen) (CD69), 

mRNA 



NM_001780 Homo sapiens CD63 antigen (melanoma 1 antigen) (CD63), mRNA 



NM~001779 I Homo sapiens CDS 8 antigen, (lymphocyte function-associated antigen 3) 

(CDS 8), mRNA 



NM 001778 Homo sapiens CD48 antigen (B-cell membrane protein) (CD48), mRNA 
NM_001777 1 Homo sapiens CD47 antigen (Rh-related antigen, integrin-associated signal 

transducer) (CD47), mRNA 



NM 000733 I Homo sapiens CD3E antigen, epsilon polypeptide (TiT3 complex) (CD3E), 

mRNA 



NM_000732 1 Homo sapiens CD3D antigen, delta polypeptide (TiT3 complex) (CD3D), 

mRNA 



NM_001776 Homo sapiens ectonucleoside triphosphate diphosphohydrolase 1 (ENTPD 1 ), 

mRNA 



NM 001775 Homo sapiens CD38 antigen (p45) (CD38), mRNA 



NM 001774 Homo sapiens CD37 antigen (CD37), mRNA 



NM 001773 Homo sapiens CDS 4 antigen (CD34), mRNA 



NM 003830 Homo sapiens sialic acid binding Ig-like lectin 5 (SIGLEC5) TmRNA 
NM 001245 I Homo sapiens sialic acid binding Ig-like lectin 6 (SIGLEC6), mRNA 



NmI001772 Homo sapiens CD33 antigen (gp67) (CD33), mRNA 

NM 001767 Homo sapiens CD2 antigen (pSO), sheep red blood cell re ceptor (CD2), mRNA 
NM 001771 I Homo sapiens CD22 antigen (CD22), mRNA 
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MM 001764 



>tM 001838 
NM 001837 



NM 001758 



mi 000731 



Homo sapiens CDIB antigen, b polypeptide (CDIB). mRNA 



Homo sapiens chemokine (C-C motif) receptor 7 (CCR7), mRNA 



Homo sapiens chemokine (C-C motif) receptor 3 (CCR3), mRNA 



Homo sapiens cyclin Dl (PRADl parafliyroid adenomatosis 1) (CCNDl), 
mRNA 



Homo sapiens cholecystokinin B receptor (CCKBR), mRNA 



NM 000730 I Homo sapiens cholecystokinin A receptor (CCKAR), mRNA 



NM 001757 
NM 001754 



Homo sapiens carbonyl reductase 1 (CBRl), mRNA 
Homo sapiens runt-related transcription factor 1 (acute myeloid leukemia 1; 
amll oncogene) (RUNXl),mRNA 



NM_003688 
NM 001747 



Homo sapiens calcium/calmodulin-dependent serine protein kinase (MAGuK 

family) (CASK). mRNA 

Homo sapiens capping protein (actin filament), gelsolin-like (CAPG), mKNA 



NM_001744 

NM 001743 
NM 001742 



Homo sapiens calcium/calmodulin-dependent protein kinase IV (CAMK4), 

mRNA - 

Homo sapiens calmodulin 2 (phosphorylase kinase, delta) (CAJLM2), mRNA 



Homo sapiens calcitonin receptor (CALCR), mRNA 



NM 001741 Homo sapiens calcitonin/calcitonin-related polypeptide, alpha (CALCA). naRNA 



NM_000727 
NM 000726 



Homo sapiens calcium channel, voltage-dependoit, gamma subunit 1 

rCACNGl). mRNA 

Homo sapiens calcium channel, voltage-dependent, beta 4 subunit (CACNB4), 

mRNA 



NM_000725 
NM_000724 
NM_000723 
NM 000721 



NM 000720 



Homo sapiens calcium channel, voltage-dep«ident, beta 3 subunit (CACNB3), 

mRNA : 

Homo sapiens calcixim channel, voltage-dependent, beta 2 subunit (CACNB2), 

mRNA , 

Homo sapiens calcium channel, voltage-dependent, beta 1 subunit (CACNBl), 

mRNA 

Homo sapiens calcium channel, voltage-dependent, alpha IE subunit 

(CACNAIE). mRNA 



Homo sapiens calcium channel, voltage-dependent, L type, alpha ID subunit 
(CACNAID), mRNA 



NM 000719 



Homo sapiens calcium channel, voltage-dependent, L type, alpha IC subunit 
(CACNAIC). mRNA 



NM 000718 



Homo sapiens calcium channel, voltage-dependent, L type, alpha IB subunit 
(CACNAIB). mRNA 



NM 001739 



\ — — — — — ^ t ■ ■ 

Homo sapiens carbonic anhydrase VA, mitochondrial (CAS A), nuclear gene 
encoding mitochondrial protein, mRNA 



NM 001738 Homo sapiens carbonic anhydrase I (CAl), mRNA 



NM 001737 
NM 001736 



NM 001735 

NM 003956 



Homo sapiens complement component 9 (C9), mRNA 

Homo sapiens complement component 5 receptor 1 (C5a ligand) (CSRl), mRNA 
Homo sapiens complement component 5 (C5), mRNA 



NM 001734 



NM 001733 
NM 001732 



NM 001731 



NM 001729 
NM 001728 



Homo sapiens cholesterol 25-hydroxvlase (CH25H). mRNA 

Homo sapiens complement component 1, s subcomponent (CIS), mRNA 
Homo sapiens complement component 1. r subcomponent (CIR). mRNA 
Homo sapiens butyrophilin. subfamily 1, member Al (BTNlAl), mRNA 
Homo sapiens B-cell translocation gene 1, anti-prohferative (BTGl). mRNA 
Homo sapiens betacellulin (BTC), mRNA 
Homo sapiens basigin (BSG), mRNA 



NM 003742 



Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 1 
(ABCBll).mRNA 



NM_ 001727 I Homo sapiens bombesin-like receptor 3 (BRS3), mRNA 
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1 NM 000059 1 


Homo sapiens breast cancer 2, early onset fBRCA2), mRNA 


NM 001725 


Homo saoiens bactericidal/permeability-increasing protein (BPI), mRNA 


NM 001724 


Homo saoiens 2,3~bisphosphoglycerate mutase (BPGM), mRNA 


NM 001723 


Homo sapiens bullous pemphigoid antigen 1 (230/240kD) (BPAGl), mRNA 


NM 001717 


Homo sapiens basonuclin (BNC), mRNA 


NM_001722 


Homo sapiens BN51 (BHK21) temperature sensitivity complementing (BN51T), 
mRNA 


NM 001721 


Homo sapiens BMX non-receptor tyrosine kinase (BMX), mRNA 


1 NM 001 203 1 Homo saoiens bone tnorphogenetic protein receptor, type IB (BMPRIB), mRNA 


NM_001720 


Homo sapiens bone morphogenetic protem b ^osteogenic proiem z; ^uivuro;, 
mRNA 


NM_001719 


Homo sapiens bone morphogenetic protein / ^osieogemc protein ij yjonyxr 
mRNA 


NM 001202 


Homo sapiens bone morpno genetic protein ^ vtJiVLr^;, iiijsj>i/v 


NM_000713 


Homo sapiens bilivercun reductase d ^iiavm reauctase \j>\j\±jrri)) ypi^ v ivd;, 
mRNA 


NM 000712 


Homo sapiens biliverdin reductase A (BLVRA), mRNA 


NM 001713 


Homo sapiens Detame-nomocysieine memyiiraiisicra&c ^^oxuvxi^, 


NM_001712 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 1 
fbiliarv glycoprotein) (CEACAM 1 ), mRNA 


NM__001711 


Homo sapiens oigiycan trjoJNj, mtUN/v 


NM_000711 


Homo sapiens bone gamma-carboxyglutamate (gla) protein (osteocalcin) j 
(BGLAP), riiRNA 


NM_001709 


Homo sapiens orain-cieriveci neurouropnic lacior \Di^L\r uiisa.\x^ i 


NM 000710 


Jtlomo sapiens Draflyicinm recepior r>i \duisjs^ij9 imvi^r^ i 


NM 001707 


Homo sapiens B-cell CLL/lymphoma 7B (BCL7B), mRNA 1 


NM 001706 


1 Homo sapiens jD-ceii L^j_ri^/iympnoma o v^zmc imgcr piuicui j iajaxa^-c-x 


NM 003921 


Homo sapiens B-cell CLL/lymphoma 10 (BCLIO), mRNA 


NM 003657 


1 Homo sapiens breast carcinoma ampuiiea sequence i ^^ov^-rvoi^, uuvi^r^ i 


1 NM 001188 
NM 001704 
NM 001703 


Homo sapiens BCL2-antagonist/killer 1 (BAKl), mRNA j 


1 Homo sapiens bram-specilic angiogenesis mniDUor j i^o/vij mruN^ 

1 Homo sapiens brain-specific angiogenesis inhibitor 2 (BAI2), mRNA 1 


NM 001702 
NM_001186 


Homo sapiens bram-specific angiogenesis inmbitor 1 (i^Ali), mKJNA 
Homo sapiens BTB and CNC homology 1, basic leucine zipper transcription 
factor 1 (BACHl), mRNA 


NM_001701 


Homo sapiens bile acid Coenzyme A amino acid N-acyltransferase (glycine N- 
choloyltransferase) (BAAT), mELNA 


JNJVl_UU i 1 o J 


1 UrtvvirA oofiio-Mc; dlr^Vm— '7-orl\/r'r»nTrtf'^iTi 1 '7'ITIR I AT^CrPi^ mK-N-A. i 

1 xxomo sapiens aipiid.— jir-gijrL/\jjjivitdii y^^^^jvjA i.aix'vj. ■^^ ». i 


NM 001184 


Homo sapiens ataxia telangiectasia and Rad3 related (ATR), mRNA 1 


NM_000053 


Homo sapiens ATPase, Cu-H- transporting, beta polypeptide (Wilson disease) 1 
(ATP7B), mRNA 


NM_003945 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 9kD j 
(ATP6H), mRNA 


NM_001696 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) j 
31kD (ATP6E), mRNA 


NM_001693 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 

polypeptide, 56/58kD, isoform 2 (ATP6B2), mRNA 


NM_001692 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, 56/58kD, isoform 1 (ATP6B1), mRNA 


NM_001691 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
alpha polypeptide, 70kD, isoform 2 (ATP6A2). mKNA 


1 NM 001690 


Homo sapiens ATPase. H+ transporting, lysosomal (vacuolar proton pump). 
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alpha polypeptide, 70kD, isoform 1 (ATP6A1), niRNA 


NM_001697 


Homo sapiens ATP synthase, H+ transporting, mitochondnal Fl complex, O 
subunit (oligomycin sensitivity conferring protein) (ATP50), mRNA 


NM_001686 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, beta 
polypeptide (ATP5B), nuclear gene encoding mitochondrial protein, mRNA 


MM 000704 


Homo sapiens ATPase, H+/K+ exchanging, alpha polypeptide (ATP4A), mRNA 


NM_001684 


Homo sapiens ATPase, Ca-H- transporting, plasma membrane 4 (ATP2B4), 
mRNA 


NM_001682 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 1 (ATP2B1), 
mRNA 


NM_001681 


Homo sapiens ATPase, CaH-+ transporting, cardiac muscle, slow twitch 2 
(ATP2A2), mRNA 


NM_001679 


Homo sapiens ATPase, Na+/K+ transporting, beta 3 polypeptide (ATP1B3), 
mRNA 


NM_001678 


Homo sapiens ATPase, Na+/K+ transporting, beta 2 polypeptide (ATP1B2), 
mRNA 


NM_001677 


Homo sapiens ATPase, Na+/K+ transporting, beta 1 polypeptide (ATPIBI), 
mRNA 


NM_000703 


Homo sapiens ATPase, Na+/K+ transporting, alpha 3 polypeptide (ATP 1 A3), 
mRNA 


NM_000702 


Homo sapiens ATPase, Na+/K+ transporting, alpha 2 (+) polypeptide (ATP1A2), 
mRNA 


NM_000701 


Homo sapiens ATPase, Na+/K+ transporting, alpha 1 polypeptide (ATPlAl), 
mRNA 


NM_00005 1 


Homo sapiens ataxia telangiectasia mutated (includes complementation groups 

A, C and D) (ATM), mRNA 


NM_001675 


Homo sapiens activating transcription factor 4 (tax-responsive enhancer element 
B67) (ATF4), mRNA 


MM 001673 


Homo sapiens asparagine synthetase (ASNS), mRNA 


NM 000048 


Homo sapiens argininosuccinate lyase (ASL), mRNA 


NM_001670 


Homo sapiens armadillo repeat gene deletes in velocardiofacial syndrome 
(ARVCF), mRNA 


NM 001179 


Homo sapiens ADP-ribosyltransferase 3 (ART3), mRNA 


NM 000047 


Homo sapiens arylsulfatase E (chondrodysplasia punctata 1) (ARSE), mRNA 


NM_001178 


Homo sapiens aryl hydrocarbon receptor nuclear translocator-like (ARNTL), 
mRNA 


NM 001668 


Homo sapiens aryl hydrocarbon receptor nuclear translocator (ARNT), mRNA 


NM 001667 


Homo sapiens ADP-ribosylation factor-like 2 (ARL2), mRNA 


NM_001176 


Homo sapiens Rho GDP dissociation inhibitor (GDI) gamma (ARHGDIG), 
mRNA 


NM 001665 


Homo sapiens ras homolog gene family, member G (rho G) (ARHG), mRNA 


NM 001661 


Homo sapiens ADP-ribosylation factor 4-like (ARF4L), mRNA 


NM 001659 


Homo sapiens ADP-ribosylation factor 3 (ARF3), mRNA 


NM„001657 


Homo sapiens amphiregulin (schwannoma-derived growth factor) (AREG), 
mRNA 


NM_001654 


Homo sapiens v-raf murine sarcoma 361 1 viral oncogene homolog 1 (ARAFl), 
mRNA 


NM 001169 


Homo sapiens aquaporin 8 (AQPS), mRNA 


NM 001651 


Homo sapiens aquaporin 5 (AQP5), nxRNA 


NM 001648 


Homo sapiens kallikrein 3, (prostate specific antigen) (KLK3), mRNA 


NM_000484 


Homo sapiens amyloid beta (A4) precursor protein (protease nexin-H, Alzheimer 
disease) (APP), mRNA 
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MM 001647 

iNiVX \J\J 1 V**T / 


Homo sapiens apolipoprotein D (APOD). mRNA 


MM 001646 


Homo sapiens apolipoprotein C-IV (APOC4), mRNA 


TsIM 000'^R4 


Homo sanip-nR apolipoprotein B (including Aefx) antigen) (APOB), mRNA | 


NM 001643 


Homo sapiens apolipoprotein A-II (APOA2), mRNA 


Xnv/f 001 1 6R 


Homo saniens h?^culoviral TAP repeat-containine 5 (survivin) CBIRC5), mRNA | 


NM 001167 


Homo sapiens baculo viral LAP repeat-containing 4 (BIRC4), mRNA 




Homo <:anien<; amvloid beta (A4) orecuTSor protein-binding, family B, member 1 
npp6S^ TAPRBn. mRNA 


>JTV/r 001 1 6^^ 

±>1 iYl \J\J 1 i V-/ 


Homo saniens amvloid beta ( A4) precursor protein-binding, family A, member 1 1 

rvmrAPRAn mRNA 


"NM 001161 


Homo saniens nudix (nucleoside diphosphate linked moiety X)-type motif 2 
(NUDT2), mRNA J 


NM 001637 


Homo sapiens acyloxyacyl hydrolase (neutrophil) (AO AH), mRNA 




Hnmo Qnnipnc; annexin A8 CANXASV mRNA 1 


NM 003568 


Homo sapiens annexin A9 (ANXA9), mRNA 


NM 000700 


Homo sapiens annexin Al (ANXAl), mRNA 1 




Wnmr^ cnr^ipriQ Qoliitp carrier familv 25 (mitochondrial carrier; adenine nucleotide 
translocator), member 5 (SLC25 A5), nuclear gene encoding mitochondrial 

piULCill, lIlXvJ.^./*- H 


JNiVl_UU 1 1 J 1 


Hrimn Qar«>Ti<3 <;olute carrier familv 25 (mitochondrial earner; adenine nucleotide 1 
trariQlorator'^ member 4 (SLC25A4'), nuclear gene encoding mitochondrial 

protein, mRNA 


TsjTv/f noi 1 <^o 


Hfimn qanienq alanvl Tmembrane^ aminonentidase (aminopeptidase N, 
aminopeptidase M, microsomal aminopeptidase, CD13, pi 50) (ANPEP), mRNA 


"KTN/r noi 1 4.6 


Wrk-mr* carkipnc j^ncrinnniptin 1 rANOPTl^. mRNA 1 


TsIA/T OO06Q0 


Mrimn QanipnQ amvlasp alnha 2 A: nancreatic (AMY2A\ mRNA 1 


XTN/f n004R 1 


Homo saniens aminomethvltransferase (glycine cleavage system protein T) 
rAMT^ mRNA 


NM 0004^0 


Homo saniens adenosine monophosphate deaminase (isoform E) (AMPD3), 
mRNA 


NM 001144 


Homo sapiens autocrine motility factor receptor (AMFR), mRNA 


NM 001143 


Homo saoiens ameloeenin (Y chromosome) (AMELY), mRNA 


NM 001633 


Homo sapiens alpha- 1 -microglobulin/bikunin precursor (AMBP), mRNA 1 


NM 000698 


Homo saniens arachidonate 5-liDoxvgenase (ALOX5), mRNA I 


NM 001140 


Homo sapiens arachidonate 15 -lipoxygenase (ALOX15), mRNA | 


NM 001 1*^9 


Hom'^ sapipns aracViidonate 1 2 -lipoxygenase. 12R tvpe (ALOX12B), mRNA | 


NM 000697 


Wnmn sarii'p.ns arachidonate 1 2-linoxveenase (ALOX12), mRNA 1 


NM_001628 


Homo sapiens aldo-keto reductase family 1, member Bl (aldose reductase) j 
rAKRlRn mRNA 1 


NM 000606 


Homo saniens aldehvde dehvdrosenase 9 (eamma-aminobutyraldehyde 
dehvdrogenase, E3 isozvme^ (ALDH9), mRNA 1 


NM 000699 


Hnmo saniens aldehvde dehvdroffenase 5 (ALDH5'), mRNA 1 


NM_003748 


Homo sapiens aldehyde dehydrogenase 4 (glutamate gamma-semialdehyde 1 
Hehvdroffenase: nvrroline-5-carboxvlate dehydrogenase) (ALDH4), mRNA I 


NM 000690 


Homo sapiens aldehyde dehydrogenase 2, mitochondrial (ALDH2), mRNA 1 


NM 0006RO 


Homo sapif^riR alHphvde debvdropenase 1, soluble (ALDHl), mRNA 1 


NM 001627 


Homo sapiens activated leucocyte cell adhesion molecule (ALCAM), mRNA 


NM_000688 


Homo sapiens aminolevulinate, delta-, synthase 1 (ALASl), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_003689 


Homo sapiens aldo-keto reductase family 7, member A2 (aflatoxin aldehyde 
reductase) (AKR7A2), mRNA 


NM 003886 


Homo sapiens A kinase (PRKA) anchor protein 4 (AKAP4), mRNA 
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NM 003488 


Homo sapiens A kinase (rKJsJVj ancnor protein i (AJvAr ij, iukjnA 


NM 001622 


Homo sapiens alpna-2-Hci-glycoprotem (AHoLij, mKlMA 


MM 003659 


Homo sapiens alkylglycerone phosphate synthase (AGPS), mRNA 1 


NM 001133 


Homo sapiens afamin (AFM), mRNA 


NM 001131 


Homo sapiens acidic epididymal glycoprotein-like 1 (AEGLl), mRNA 1 


NM_003938 


Homo sapiens adaptor-related protein complex 3, delta 1 subimit (AP3D1), 
mRNA 


NM_001127 


Homo sapiens adaptor-related protein complex 1, beta 1 subvmit (^Ar irsl), 1 
mRNA 


NM 000676 


Homo sapiens adenosme A2d receptor (AUOKAziij, mKIN A 


NM 000674 


Homo sapiens adenosine Al receptor (ADORAl), mRNA 1 


NM 001124 


Homo sapiens adrenomedulhn (ADM), mRNA 


NM 001120 


Homo sapiens tetracychne transporter-like protein ( 1 L 1 RAN), mKNA 


NM_001118 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) receptor 1 

, T / A TN/'"*\.7' A m Tl 1 \ ..^X^ "KT A 

type I (ADCTyAPIRI), mRNA 


NM 000666 


Homo sapiens aminoacylase 1 (ACYl), mKJNA 


NM 001613 


Homo sapiens actin, aipna 2, smooth muscle, aorta (A(^l Az;, nuuNA 


NM 001097 


Homo sapiens acrosin (ACR), mRNA 


NM 003501 


Homo sapiens acyl-Coenzyme A oxidase 3, pnstanoyl (ACOX3), mKJNA 1 


NM 003500 


Homo sapiens acyl-Coenzyme A oxidase 2, branchea chain (ACUX2), mKJNA 


NM_001098 


Homo sapiens aconitase 2, mitochondrial (AC02), nuclear gene encoding 

mitocnondnal protein, mRNA 


NM 001096 


T-r 'A « ■ 1 ■ k "j. A 1 ✓A y^T T>Tk.T A 

Homo sapiens ATP citrate lyase (ACLY), mRNA 


NM_001609 


Homo sapiens acyl-Coenzyme A dehydrogenase, short/branched chain 
(ACADSB), nuclear gene encoding mitochondrial protein, mRNA 


NM 001608 


Homo sapiens acyl-Coenzyme A dehydrogenase, long chain (ACADL), mRJN A 


NM 001093 


Homo sapiens acetyl-Coenzyme A carboxylase beta (ACACB), mRNA 


NM_001089 


Homo sapiens ATP-binding cassette, sub-faimly A (ABCl), member 3 
(ABCA3), mRNA 


NM_000663 


Homo sapiens 4-ammobutyrate aminotransferase (ABAT), nuclear gene 
encodmg mitochondrial protein, mRNA 


NM 001605 


TT 1 .1 aT>"XT A — aT— / A A T> 0\ . - - T^'K T A 

Homo sapiens alanyl-tRNA synthetase (AARS), mKJNA 


NM 021123 


Homo sapiens G antigen 7 (CiAGEV), mKNA 


NM 006994 


Homo sapiens butyrophilin, subfamily 3, member A3 (BTN3A3), mRNA 


NM 001812 


Homo sapiens centromere protem C 1 (CENPCl), mRNA 


NM 015983 


Homo sapiens ubiquitin-conjugatmg enzyme HBUCEl (LOCdIoIV), mKJNA 


NM_009590 


Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 
transcript vanant 2, mRJN A 


NM 001159 


Homo sapiens aldehyde oxidase 1 (AOXl), mRNA 


NM_007326 


T T • 1 * 1 /*V T A T^T T\ / ^ 1 1_£* — \ ^1~\T A1\ _1_^^ 

Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIAl), nuclear 
gene encoding mitochondrial protein, transcript variant S, mRNA 


NM_005158 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABL2), transcript variant a, mRNA 


NM 004441 


TT * T^ 1 T^ 1 /l'>T>T 1 !"> I \ T*"KT A 

Homo sapiens EphBl (EPHBl) mRNA 


NM 004089 


Homo sapiens delta sleep mducmg peptide, immunoreactor (DSIPl), mRNA 


NM_004077 


Homo sapiens citrate synthase (CS), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 003890 


Homo sapiens IgG Fc binding protein (FC(GAMMA)BP) mRNA 


jNM_0Ui3o2 


Homo sapiens aual-speciiicity tyrosine-^ i ^-pnospnorylation reguiaiea Kinase i 
(DYRK3) mRNA 


NM_001396 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 1 
(DYRKl) mRNA 
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CLAIMS 

What we claim is: 

1. A double-stranded short interfering nucleic acid (siNA) molecule that down- 
regulates expression of an endogenous mammahan target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 
double-stranded siNA comprises about 21 nucleotides. 

2. The siNA molecule of claim 1, wherein said siNA molecule comprises no 
ribonucleotides. 

3. The siNA molecule of claim 1, wherein said siNA molecule comprises 
ribonucleotides. 

4. The siNA molecule of claim 1 , wherein one of the strands of said double-stranded 
siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous manmialiaii target gene or a portion 
thereof, and wherein the second strand of said double-stranded siNA molecule 
comprises a nucleotide sequence substantially similar to the nucleotide sequence 
of the endogenous mammalian target gene or a portion thereof. 

5. The siNA molecule of claim 4, wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises at 
least about 1 9 nucleotides that are complementary to the nucleotides of the other 
strand. 

6. The siNA molecule of claim 1, wherein said siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein said siNA further comprises a sense region, wherein said 
sense region comprises a nucleotide sequence substantially similar to the 
nucleotide sequence of said endogenous mammalian target gene or a portion 
thereof. 

7. The siNA molecule of claim 6, wherein said antisense region and said sense, 
region each comprise about 19 to about 23 nucleotides, and wherein said antisense 
region comprises at least about 19 nucleotides that are complementary to 
nucleotides of the sense region. 
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8. The siNA molecule of claim 1, wherein said siNA molecule comprises a sense 
region and an antisense region and wherein said antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA 
encoded by the endogenous mammalian target gene or a portion thereof and said 
sense region comprises a nucleotide sequence that is complementary to said 
antisense region. 

9. The siNA molecule of claim 6, wherein said siNA molecule is assembled from 
two separate oligonucleotide fragments, wherein one fragment comprises the 
sense region and the second fragment comprises the antisense region of said siNA 
molecule. 

10. The siNA molecule of claim claim 6, wherein said sense region is connected to 
the antisense region via a linker molecule. 

1 1 . The siNA molecule of claim 10, wherein said linker molecule is a polynucleotide 
linker. 

12. The siNA molecule of claim 10, wherein said hnker molecule is a non-nucleotide 
linker. 

13. The siNA molecule of claim 6, wherein pyrimidine nucleotides m the sense 
region are 2 -O-methyl pyrimidine nucleotides. 

14. The siNA molecule of claim 6, wherein purine nucleotides in the sense region are 
2 -deoxy purine nucleotides. 

15. The siNA molecule of claim 6, wherein the pyrimidine nucleotides present in the 
sense region are 2'-deoxy-2 -fluoro pyrimidine nucleotides. 

16. The siNA molecule of claim 9, wherein the fragment comprising said sense region 
includes a terminal cap moiety at the 5*-end, the 3*-end, or both of the 5* and 3* 
ends of the fragment comprising said sense region. 

17. The siNA molecule of claun 16, wherein said terminal cap moiety is an inverted 
deoxy abasic moiety. 

18. The siNA molecule of claim 6, wherein the pyrimidine nucleotides of said 
antisense region are 2 -deoxy-2 -fluoro pyrimidine nucleotides. 
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19. The siNA molecule of claim 6, wherein the the purine nucleotides of said 
antisense region are 2'-0-methyl purine nucleotides. 

20. The siNA molecule of claim 6, wherein the purine nucleotides present in said 
antisense region comprise 2*-deoxy- purine nucleotides. 

5 21. The siNA molecule of claim 18, wherein said antisense region comprises a 

phosphorothioate intemucleotide linkage at the 3* end of said antisense region. 

22. The siNA molecule of claim 6, wherem said antisense region comprises a glyceryl 
modification at the 3' end of said antisense region. 

23. The siNA molecule of claim 9, wherein each of tlie two fragments of said siNA 
10 molecule comprise 21 nucleotides. 

24. The siNA molecule of claim 23, wherein about 19 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule and wherein at least two 3' terminal nucleotides of 
each fragment of the siNA molecule are not base-paired to the nucleotides of the 

1 5 other fragment of the siNA molecule. 

25. The siNA molecule of claim 24, wherein each of the two 3' terminal nucleotides 
of each fragment of the siNA molecule are 2'-deoxy-pyrimidines. 

26. The siNA molecule of claim 25, wherein said 2'-deoxy-pyrimidine is 2'-deoxy- 
thymidine. 

20 27. The siNA molecule of claim 23, wherein all 21 nucleotides of each fragment of 

the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule. 

28. The siNA molecule of claim 23, wherein about 19 nucleotides of the antisense 
region are base-paired to the nucleotide sequence of the RNA encoded by the 

25 endogenous mammaUan target gene or a portion thereof. 

29. The siNA molecule of claim 23, wherein 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof 

30. The siNA molecule of claim 9, wherein the 5 '-end of the fragment comprising 
30 said antisense region optionally includes a phosphate group. 
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3 1 . The siNA molecule of claim 1 , wherein said mammalian gene is a human gene. 

32. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target RNA sequence, wherein each 
strand of said double-stranded siNA molecule comprises about 21 nucleotides and 

5 wherein said siNA molecule comprises no ribonucleotides. 

33. The siNA molecule of claim 32, wherein said target RNA sequence is encoded by 
a human gene. 

34. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target gene, wherein each strand of said 

10 double-stranded siNA molecule comprises about 21 nucleotides and wherein said 

siNA molecule does not require the presence of a ribonucleotide within the siNA 
molecule for the inhibition of expression of an endogenous mammalian target 
gene. 

35. The siNA molecule of claim 34, wherein said mammalian target gene is a human 
15 gene. 

36. The siNA molecule of claim 31 or claim 35, wherein said human gene is vascular 
endothelial growth factor (VEGF). 

37. The siNA molecule of claim 31 or claim 35, wherein said human gene is a 
receptor for VEGF. 

20 38. The siNA of claim 37, wherein said receptor is VEGFRl . 

39. The siNA of claim 37, wherein said receptor is VEGFR2. 

40. The siNA of claim 37, wherein said receptor is VEGFR3 

41 . The siNA molecule of claim 3 1 or claim 35, wherein said human gene is BCL2. 

42. The siNA molecule of claim 31 or claim 35, wherein said human gene is 
25 HER2/neu. 

43. The siNA molecule of claim 31 or claim 35, wherein said human gene is c-Myc. 

44. The siNA molecule of claim 31 or claim 35, wherein said human gene is PCNA. 

45 . The siNA molecule of claim 3 1 or claim 35, wherein said human gene is REL-A. 
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46. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is PTPIB. 

47. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is BACE. 

48. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is CHKl . 

49. The siNA molecule of claim 31 or claim 35, wherein said human gene is PKC- 
5 alpha. 

50. The siNA molecule of claim 31 or claim 35, wherein said human gene is EGFR 
(HERl). 

51. A pharmaceutical composition comprising the siNA molecule of claim 1 in an 
acceptable carrier or diluent. 

10 52. Medicament comprising the siNA molecule of claim 1 . 

53 . Active ingredient comprising the siNA molecule of claim 1 . 

54. Use of a double-stranded short interfering nucleic acid (siNA) molecule to down- 
regulate expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 

15 double-stranded siNA comprises about 21 nucleotides. 
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Figure 1 
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Figure 18 
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SENSE STRAND (SEQ ID NO 903) 
ALL PYRINflDINES = 2'-0-ME OR 2'-FLU0R0 EXCEPT POSITIONS (K N) 

5- Ns Ns Ns Ns N N N N N N N N N N N N NsNsKsCNgN) tS* 

3'- L-(NsN)NNNNNNNNNNNNNNNsNsNsNsN_ -5' 

ANTISENSE STRAND (SEQ ID NO 904) 
ALL PYRIMIDINES = 2'.FLU0R0 EXCEPT POSITIONS (N N) 

SENSE StR^^ND (SEQ ID NO 905) 
ALL PYRIMIDINES = 2'-0-ME OR 2'-FLU0RO EXCEPT POSITIONS (N N) 

5'- . . NN.NNNNN^TNNNNNNN•NNNN(NN) '-3' 
3'- L-(NN)NNNNNNNNNNNNNNNNNNN . -5' Y 

ANTISENSE STRAND (SEQ ID NO'906) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N;N) 



C J, 



r 



• SENSE STRAND (SEQ ID NO 907) 
ALL PYRlMIDrNES- = 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

'5*- B-N N N N NN N N N N N N N N N N N N N'(N N)-B -3' 

3'- . L-(NsN)NNNNNNNNNNNNNNNNNNN -5' 

< ♦ 

ANTISENSE STRAND. (SEQ ID NO 908) 
ALL PYRLVUDINES = 2'.FLUORO EXCEPT POSITIONS (N N) 



J 



SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES = 2'-FLU0R0 EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DE0XY 

5*- ' ' ' 



3*. 



B -N N N N N N N N N N N N N N N N N N N (N N) -B - 3 ' 
L-(NsN) NN N N N N N N N N N N N NN N NNN -5' 



r 



ANTISENSE STR-^ND (SEQ ID NO 910) 
ALL'PYRIMIDINES = 2'-FLU0R0 AND ALL P.URINES = 2'-0-ME EXCEPT POSITIONS (N N) 



■ SENSE STRAND (SEQ ID NO 911) 
ALL PYRIMIDINES = 2'-FLU0R0 EXCEPT POSITIONS (N N) 



5'-. 



F A 



B-N N N N N N N N N N N N N N N N N N N (N N)-B -3' 
i 3'- L-(NN)NNNNNNNNNNNNNNN NNNN -5' ^ 

ANTISENSE STRAND (SEQ ID NO 9 1 2) ' 
^ ALL PYRIMIDINES ^ 2'-FLUORO AND ALL PURINES = 2'.0-ME EXCEPT POSITIONS (N N)^ 

SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DEOXY 

5'- 



B-N N N N NN N N N N N N N N N N N N N (NN)-B -3' 
3'- L.(NsN) N N N N N N N N N N N N N N N N N N N -5' 

ANTISENS E STR-^NT) (SEQ ID NO 913) 
ALL PYRIMIDINES = 2*-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DE0XYj 



> 



POSITIONS (NN) CAN COMPRISE AN^' NUCLEOTIDE, SUCH AS DEOXYNUCLEOTIDES 
(eg. Tm'TvlIDINE) OR UNIVERSAL BASES 

B = ABASIC. INVERTED ABASIC, INVERTED NUCLEOTIDE OR OTHER TERMINAL CAP 

• THAT IS OPTIONALLY PRESENT 
L = GLYCERYL MOIETY THAT IS OPTIONALLY PRESENT 
S ^ PHOSPHOROTHIOATE OR PHOSPHORODITHIOATE 
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SENSE.STRAND (SEQ ID NO 914) 

UsUsUsGgU cuuccAuuccA UsUsGsTsT 
L-TsTAA AcAGAAGGuAAG GsUsAgAsC 

. ANTISENSE STRAND (SEQ ID NO 915) 
• SENSE STRAND (SEQ ID NO 916). 

■ 

uuuGucuuccAuuccAuuGTT 
L-rrAA Ac AGAAGGuAAGGuAAc 

« 

ANTISENSE STRAND (SEQ ID NO 917) 



. SENSE STRAND (SEQ ID NO 918) 

■ 

iB-uuuGuc u uccAuucc A uuG TJ-iB 
L-T's^'AA Ac AG AAGGu A AGGuAAc 

ANTISENSE STRAND (SEQ ID NO 919) 



SENSE STR-^ND (SEQ ID NO 920) ' 

* 

iB!-M uiiGucuuccAuuccAuu GTI-iB 
L-rsT-a a acagaagguaagguaac 

. • , ANTISENSE STRAND (SEQ ID NO 921)/ 
SENSE STRAND (SEQ ID NO 922) 

< 

iB-M u uG u c u u c c A 14 it c c A u u G TT-iB 
L-JTaaa c ag aaggu aagguaac 

ANTISENSE STRAND (SEQ ID NO 923) 



SENSE STRAND (SEQ ID NO 920) 

iB-u uuGuc uii c c A uii c c A liiiG TT-iB 
L-TsTAAAcA G A A G GuA A G G uAAc 

ANTISENSE STRAND (SEQ ID NO 924) 



■3' 
-5' 



-3' 

-5- > 



■ > 



-3'. 
-5' > 



-3' 



-5' 



-3' 

-5- > 



-3' 
-5' > 



J 



lower case = 2'-0-Methy) or 2'-deoxy-2'-fluoro; 
italic \o\'^er case = 2'-deoxy-2''J7uoro 
ITALIC UPPER CASE = DEOAT 



B = INVERTED DEOXYABASIC 
L = GLYCERYL MOIET^^ OPTIONALLY PRESENT 
S = PHOSPHOROTHIOATE OR 
PHOSPHORODltHIOATE 
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